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Tot TP Mass
Group Gene ID Gene Protein ID Pep ki;iin Description (kD)
1.2 | GI:37537522 | Eppkl NP_659097.2 2 | 664 0 epiplakin [Mus musculus] 724
66.1 GI1:21311925 Ampd2 NP_083055.1 20 | -6.64 0 AMP deaminase 2 [Mus musculus] 92
70.1 | GI:231570586 | Zc3h14 NP_083610.2 20 [-664 | 0 B R I
95.1 GI1:125656163 Thoc2 NP_001028594.1 | 17 | -6.64 0 THO complex subunit 2 [Mus musculus] 183
100.1 | GI:124378037 Son NP_064357.2 17 | -6.64 0 protein SON truncated isoform [Mus musculus] 230
143.2 | GI:226246667 | Dhx16 NP_081263.2 2 |-664| 0 Dot sy i boxpobpeptide 161119
156.2 | GI:31982833 | PipSkla NP_032873.2 3 |664| 0 D Ao ol hte Hdnaseype: | ()
178.1 | GI:7709986 Uba2 NP_057891.1 | 12 | -6.64 | 0 sty e cnayme subunic2 (Mus 71
223.1 | GI:390608665 | Pnpla6 | NP_001116290.2 | 11 | -6.64 | 0 St 149
226.1 | GI:171460910 | U2surp | NP_001108449.1 | 11 | -6.64 | 0 Dot o s msonaas conEmne | 118
232.1 | GI:47059073 | Thbsl NP_035710.2 10 | -664| 0 thrombospondin-1 precursor [Mus museulus] 130
340.1 GI1:110347502 Fam21 e NP_954670.2 8 -6.64 0 protein FAM171A2 precursor [Mus musculus] 87
388.1 GI1:23956332 Thocl NP_705780.1 Z -6.64 0 THO complex subunit 1 [Mus musculus] 75
409.1 | GI:112420990 Pnn NP_032917.2 7 |-664| 0 pinin [Mus musculus] 82
415.1 GI1:171543899 Plxna4 NP_786926.2 7 -6.64 0 plexin-A4 precursor [Mus musculus] 212
433.1 | GI:41152239 | Mprip NP_957697.1 7 |-664| 0 B L 118
455.1 GI1:6678143 Ssb NP_033304.1 § -6.64 0 lupus La protein homolog [Mus musculus] 48
457.1 | GI:56605680 | Thoc6 | NP_001008425.1 | 6 | -6.64 | 0 R 37
470.1 | GI:20270267 Sdpr NP_620080.1 6 |-664| 0 S 47
KH domain-containing, RNA-binding, signal
483.1 | GI:117647236 | Khdrbs3 | NP 0342882 | 6 | -6.64 | 0 rransa(illcﬁ]on-cfssociate%protem3 Mo 39
musculus
499.1 | GI:13384834 | Thoc7 NP_079711.1 6 | 664 0 el e 24
507.4 GI1:27734154 Rab8b NP_775589.1 2 -6.64 0 ras-related protein Rab-8B [Mus musculus] 24
519.1 | GI:210147500 | Cecdc9 NP_758501.2 6 | 664 0 Mo e ccnning proteinisoform. | 67
529.1 | GI:79750409 Tscl NP_075025.2 5 |664| 0 hamartin [Mus musculus] 129
535.1 GI1:6755851 Top3b NP_035754.1 5 -6.64 0 DNA topoisomerase 3-beta-1 [Mus musculus] 97
543.1 | GI:530585119 | Ddx46 | NP_001268984.1 | 5 | -6.64 | 0 D e el ont RNA helicase DDXA6 | 17
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556.1 GI1:270309140 Tpr NP_59854 1.3 5 -6.64 0 nucleoprotein TPR [Mus musculus] 274
561.1 | GI:227116327 TInl NP_035732.2 5 | -6.64 0 talin-1 [Mus musculus] 270
588.1 | GI:124486887 AKkS NP_001074746.1 5 | -6.64 0 adenylate kinase isoenzyme 5 [Mus musculus] 63
611.1 | GI:111378388 | Arhgefl0 | NP 766339.2 | 5 |-664 | 0 i e s o o e
638.1 | GI:159032016 | Gigyf2 | NP_001103682.1 | 5 | -6.64 | 0 0 4 4 | Conoing matein s ot b Musmuseuss) | 148
serine/threonine-protein phosphatase 2A 55 kDa
643.2 | GI:27370502 | Ppp2r2c NP_766582.1 2 | 664 0 ngulatlorﬁ ubunit B gartima isoform [Mas 51
652.1 | GI:7305521 Srr NP_038789.1 4 | 664 0 Serine racemase [Mus musculus] 36
679.1 | GI:31982348 | Irf2bpl | NP 8488722 | 4 |-664| 0 interferon regulatory factor 2binding protein 1| g
686.1 | GI:27369587 | Thocs NP_766026.1 | 4 |-664 | 0 P e ol 79
687.1 | GI:269784644 | Zfp326 NP 0612292 | 4 | -6.64 | 0 | 4 | A 65
701.1 | GI:215490074 | Sap18 NP 0331452 | 4 |-664| 0 T el D 20
702.1 | GI:21539655 | Prpf6 NP 5984621 | 4 | -664 | 0 pre-mRNA-processing fator § [Mus musculus] | 107
706.1 | GI:19527078 Fag NP_598623.1 | 4 |-664 | 0 i e [ 49
718.1 | GI:124487475 | Fam184a | NP_001074897.1 | 4 | -6.64 | 0 | 4 | e i R LR 133
719.1 | G1:124487283 | Upf2 | NP_001074601.1 | 4 |-6.64 | 0 4| e 147
720.1 | GI:124249351 | Itih1 NP 0324322 | 4 |-664| 0 e 101
738.2 | GI:6753966 | Gpdl NP 0344011 | 2 |-664| 0 Hlycetol S phosgtate delydogerase NADGYL, | 39
767.1 | GI:66792802 | Ampd3 | NP 0337972 | 4 | 664 | 0 AMP deaminase 3 [Mus musculus] 89
783.1 | GI:237757269 | Celf2 | NP_001153764.1 | 4 |-664 | 0 QUGB Elavlike family member 2 isoform 7 5
793.1 GI1:9055218 Prpf40a NP_061255.1 3 | -6.64 0 F;;;Tﬁﬁirg]cessmg factor 40 homolog A 108
800.1 | GI:6755987 Vtn NP 0358371 | 3 | -664| 0 vitoncetin precursor [Mus musculus] 55
824.1 | GI:454528546 | Zc3hlla | NP_001263696.1 | 3 | -6.64 | 0 0 3 SR 86
836.1 | GI:30519971 | Ad1 NP 8487431 | 3 |-664] 0 0 3 3| atastinet pous muscunss 63
844.1 | GI:255958202 | Tbcldl5 | NP_0799823 | 3 | -6.64 | 0 TBC1 domia fanily member 15 (Mus 76
859.1 | GI:21313210 | Tmx2 NP 080144.1 | 3 |664| 0 | 0 | 3 3 | precursor [us muscatug] 34
872.1 GI1:165932270 Sf3al NP_080451.4 ; -6.64 0 0 § 3 splicing factor 3A subunit 1 [Mus musculus] 88
879.1 | GI:157311641 | Lmo7 NP 963287.2 | 3 |-664| 0 LIM domain only 7 [Mus musculus] 192
885.1 | GI:13928670 | Vps35 NP_075373.1 3 |-664| 0 Do mamralg] . neassoctated protein 33 92
900.1 | GI:124249066 Rbm15 NP_001039272.1 3 | -6.64 0 RNA binding motif protein 15 [Mus musculus] 106
903.1 GI1:119508431 ROgdl NP_573448.2 3 -6.64 0 protein rogdi homolog [Mus musculus] 32
905.1 GI:116875858 Acan NP_03 1450.2 3 -6.64 0 aggrecan core protein precursor [Mus musculus] 222
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911.1 | GI:6679685 Erh NP_031977.1 3 |-664| 0 ey mentary omolo [Hus 12
913.1 | GI:13386338 | Rap2b NP_082988.1 3 |-664| 0 g e Rap-2b precursor (Mus 20
913.3 | GI:27369539 | Rap2c NP_766001.1 2 | 664 0 g e ap-2 precursor [Mus 21
914.1 | GIL:13385304 | Wwp2 NP_080106.1 3 |-664| 0 M seaiag | tiproteinfigese WWP2 1) 99
914.2 | GI:124487317 |  Itch NP_032421.2 2 | -664| 0 R A 99
927.1 | GI:9790247 Sael NP_062722.1 3 |-664| 0 T 39
959.1 | GI:356995866 | Ptprs | NP_001239385.1 | 3 |-664 | 0 R el e 168
967.1 | GI:269973913 | Sugp2 | NP_001161762.1 | 3 | 664 | 0 s a1 comaim-containing protein 2|18
975.1 | GI:213417812 | Raly NP_001132985.1 | 3 | 664 | 0 sl Frovein Ralyfong fsoform (Mus 33
983.1 | GI:12963655 | Rpl38 NP_075861.1 3 |-664| 0 60S ribosomal protein L38 [Mus musculus] 8
985.1 | GI:124378042 | Golga2 NP_598613.2 3 | 664 0 0 3 3 | ol epfumily A member2 soformaMus 116
1001.1 | GI:85701732 | Fam195b | NP_001028403.1 | 2 | -6.64 | 0 0 2 2| protcin FAMI9SB [Mus musculus] 11
1003.1 | GI:84000009 | Gprinl NP_036144.2 2 | 664 0 0 2 2| R asd inducerofneuritcoutgrowth | g g
1007.1 | GI:74959788 | Upf3b NP_080849.1 2 | -664| 0 0 2 e 57
1012.1 | GI:71774133 Ppib NP_035279.2 2 | 664 0 0 2 2 | Rpb ey s omense Bprecursor | 94
1020.1 | GI:6755580 Smn1 NP_035550.1 2 [ 664 0 0 2 3| et newron protein isoform 1 [Mus 31
1021.1 | GI:6755566 | Slc9a3rl | NP_036160.1 2 | -664| 0 REL [V ey feguittory coluctorNIE- ) 39
1026.1 | GI:6754640 | Marco NP_034896.1 2 | 664 0 macrophage receptor MARCO [Mus musculus] | 53
1037.1 | GI:6679233 | CdklI8 NP_032821.1 2 | 664 0 eyelin-dependent kinase 18 [Mus musculus| 52
1039.1 | GI:63025208 | Ccde88a | NP_789811.2 2 | 664 0 girdin [Mus musculus] 212
1049.1 | GI:41152116 | Lrred7 NP_957678.1 2 | 664 0 ey epeaccontaining protein 47 [Mus ) 64
1057.1 | GI:34328053 | Elavi3 NP_034617.1 2 | 664 0 ELAV-like protein 3 [Mus musculus] 40
1063.1 | GI:31981605 | Myl NP_034988.2 2 | 664 0 myosin lght chain 4 [Mus musculus] 21
1064.1 | GI:31981560 | Smap2 NP_598477.2 2 | -664| 0 e 47
1066.1 | GI:31980808 Eif3g NP_058572.2 2 |-664| 0 L R
1073.1 | GI:31542626 | Hmboxl NP_796312.2 2 |-664| 0 homeobox-conaining protein | [Mus musculus] | 47
1080.1 | GI:27883844 | Snrpe NP_033253.1 2 | 664 0 e 11
1087.1 | GI:27229101 | Fam213a | NP_081740.2 2 | -664| 0 S e 24
1088.1 | GI:26986569 | Slc6al7 NP_758475.1 2 | -664| 0 e e )
1091.1 | GI:261823995 | Ponl NP_035264.2 2 |-664| 0 R 40
1092.1 | GI:257471003 Plg NP_032903.3 2 | 664 0 plasminogen precursor [Mus musculus] 91
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1093.1 | GI:256542283 | Cedcl75 NP_082963.1 2 |-664| 0 iy Comm-containing prowein I3 Mus ) g7
1099.1 | GI:254553424 Thoc3 NP_082873.2 2 | -6.64 0 THO complex subunit 3 [Mus musculus] 39
1106.1 | GI1:254039596 | Isca2 NP_083139.1 2 |-664| 0 S e i 17
1109.1 | GI:240848573 | Dhx36 NP_082412.2 2 | -664| 0 e I O
1112.1 | GI:23956084 | Acadvl NP 059062.1 | 2 |-6.64 | 0 iﬁ?illi]h i | 7]
1113.1 | GI:23943924 | Tubgcp4 NP_700436.1 2 | -664| 0 L ey 76
1118.1 | GI:228480232 | Snrpal NP_067311.4 2 |-664| 0 e 28
1119.1 | GI:227497256 Prpf38a NP_766285.2 2 -6.64 0 pre-mRNA-splicing factor 38A [Mus musculus] 37
1120.1 | GI:227430367 | Smul NP_067510.3 2 | -664| 0 e 58
1131.1 | GI:22095003 Sf3a3 NP_083433.1 2 | 664 0 splicing factor 3A subunit 3 [Mus musculus] 59
1142.1 | GI:21312758 | Pppé6e NP_077171.1 2 | 664 0 et b oo Phosphatase G calyic | 35
1148.1 | GI:198278501 | Cde40 NP_082155.1 2 | 664 0 pre-mRNA-processing factor 17 [Mus museulus] | 65
1158.1 | GI:17505220 | Mrps21 NP_510964.1 2 | 664 0 oy e protein S21, mitochondral [Mus ) -1 1
1164.1 | GI:163954948 | Khsrp NP_034743.3 2 | 664 0 e clementcbinding protein 2 [Mus 77
1168.1 | GI:162287131 | Mapls NP_766601.2 2 | -664| 0 oty Soctatedprotein IS [Hus 103
1178.1 | GI:156546892 | Prpf39 NP_808474.2 2 | 664 0 pre-mRNA-processing factor 3 [Mus musculus] | 78
1182.1 | GI:153945724 | Nptn NP_033171.2 2 | 664 0 neuroplastin precursor [Mus musculus] 31
1184.1 | GI:148540073 | Ddx20 NP_059093.3 2 | -664| 0 D e ey ent VA belicase DDX20 | g
1185.1 | GI:144922627 | Ncbpl | NP_001028373.2 | 2 | -6.64 | 0 B 92
1187.1 | GI:13386010 | RpI2211 NP_080793.1 2 | -664| 0 ety protein L22-Aike 1 [Mus 14
1188.1 | GI:13385728 | Mfapla NP_080496.1 2 | 664 | 0 B 52
1195.1 | GI:12746424 | Dpysl5 NP_075534.1 2 | -664| 0 ey midinaserelated protein 3 [Mius 61
1196.1 | GI:126723102 | Efr3b | NP_001075952.1 | 2 | 6.64 | 0 protein EFR3 homolog B [Mus musculus| 92
1200.1 | GI1:119637823 | Hnrnph3 | NP_001073293.1 | 2 | -664 | 0 M e gclear rbonueleoprotein 3 37
1224.1 | GI:160707921 | Anxall NP_038497.2 2 | 664 0 annexin A1l [Mus musculus] 54
1227.1 | GI:9910600 | Ube2d2a NP_064296.1 2 | -664| 0 o rorugating enzyme £2 D2 [Mus 17
1229.1 | GI:9845295 | Rpl36a NP_063918.1 2 | 664 0 608 ribosomal protein L36a [Mus musculus] 12
1231.1 | GI:94408233 | Gm7698 XP_983012.1 2 | -664| 0 e e 14
1234.1 | GI:85677510 | Eif4e2 | NP_001034259.1 | 2 | -6.64 | 0 e s oo etordEbpe2 | g
1264.1 | GI:313569872 | Apoo | NP _001186266.1 | 2 | -6.64 | 0 apolipoprotein O isoform 2 [Mus musculus] 24
1271.1 | GI:285402377 | Strn3 | NP_001165569.1 | 2 | -6.64 | 0 stiatin-3 isoform 2 [Mus musulus] 78
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1272.1 | G1:261878594 | Cspgs | NP 0011597451 | 2 [eea | 0 | 0 | 1 | 1 | chodmiineiepoeonsiobme | g
1276.1 | GI:254750658 Cyth3 NP_001157020.1 2 | -6.64 0 0 1 1 cytohesin-3 isoform 2 [Mus musculus] 41
1281.1 | GI:226958327 | Nrxnl NP_796258.2 2 | -664| 0 0 1 1| e eipha isoform 2 precursor [Mus 164
1283.1 | GI:225543378 | Cadm2 | NP_001139449.1 | 2 | -664 | 0 0 2 0 | 43
1289.1 | GI:165377089 | Arhgef7 | NP_001106990.1 | 2 | -6.64 | 0 0 2 | s oy e e 80
1290.1 | GI:158749580 | Pdeddip | NP_001103633.1 | 2 | -6.64 | 0 0 2 2 | myomegalin isoform 4 [Mus musculus] 262
1292.1 | GI:15042947 | Rpl35a NP_067313.2 2 | 664 0 0 2 2| 605 ribosomal protein L35a [Mus musculus] 13
1303.1 | GI:9055204 Dfna$ NP_061239.1 1 |-664 | 0 o s oy - ment protein 57
1313.1 | GI:83921574 | Exocd NP_033174.2 1 |-664]| 0 exocyst complex component 4 [Mus musculus] | 110
1318.1 | GI:7710014 Cul3 NP_057925.1 1 |-664| 0 cullin-3 [Mus musculus] 89
1327.1 | GI:70780373 | Akap8l NP_059504.2 1 |-664]| 0 A-kinase anchor protein B-ike [Mus musculus] | 71
1328.1 | GI:70778812 | Tmem65 | NP_780421.2 1 |-664| 0 transmembrane protein 63 [Mus musculus] 25
1329.1 | GI:67906183 | Pla2gdd | NP_001019308.1 | 1 | -6.64 | 0 e 93
1331.1 | GI:6755442 Sdcd NP_035651.1 1 |-664]| 0 syndecan-4 precursor [Mus musculus] 21
1335.1 | GI:6754696 Mif NP_034928.1 1 (664 0 Sem 12
1337.1 | GI:6754164 Hc NP_034536.1 1 |-664| 0 complement C5 preproprotein [Mus musculus] | 89
1346.1 | GI:6679901 | Gabra2 NP_032092.1 1| 664 0 e e Vs oy 51
1354.1 | GI:6679501 Psmcl NP_032973.1 1| 664 0 SR e 49
1360.1 | GI:6677839 $100b NP_033141.1 1 |-664]| 0 protein $100-B [Mus musculus] 11
1363.1 | G1:62899061 Cerk NP_663450.3 1 |-664]| 0 ceramide kinase [Mus musculus] 60
1368.1 | GI:58037543 | Lphn3 NP_941991.1 1 |1-664| 0 T T S 172
13721 | GI:58037395 | Scampl | NP 083429.1 | 1 | -664 | 0 seereory camcr-asociated membrane poten ||+ 3
1376.1 | GI:58037205 | Bag5 NP _081680.1 | 1 | -664 | 0 BAG fanly moleculr chaperone egulaior S [ 5]
1377.1 | GI:57222238 | Bud31 | NP_001008705.1 | 1 | -6.64 | 0 protein BUD31 homolog [Mus musculus] 12
1391.1 | GI:38259222 | Orai3 NP_940816.1 1 |-664]| 0 protein orai-3 [Mus musculus] 3]
1399.1 | GI:345842472 | Ksr2 NP_001108017.2 | 1 | -6.64 | 0 Kinase suppressor of Ras 2 [Mus musculus] 109
1400.1 | GI:34538608 ND5 NP_904338.1 1 ]-664| 0 PR e o S 68
1404.1 | GI:34147169 | Zfp598 NP_898972.1 1 |-664| 0 zine finger protein 598 [Mus musculus] 99
1409.1 | GI:33468857 | Hintl NP 0322741 | 1 |-664| 0 hisidine rid uucleide bioding prowin I Mus |1
1410.1 | GI:33239431 Rec2 NP_776292.1 1 |-664]| 0 protein RCC2 [Mus musculus] 56
1417.1 | GI:31712002 | Edc4 NP 8536251 | 1 |-664| 0 e
1418.1 | GI:31560737 Adss NP_031448.2 1 |-664]| 0 adenylosuccinate synthetase isozyme 2 [Mus 50
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1419.1 | GI:31560618 | Bub3 NP_033904.2 1 |-664| 0
1421.1 | GI:31560391 | Pdcd10 NP_062719.2 1 |-664| 0
1425.1 | GI:31542385 | Chekl NP_031717.2 1 |-664| 0
1427.1 | GI:30794464 | Prpf3sh NP_080121.1 1 |-664] 0
1429.1 | GI:30794164 Cltb NP_083146.1 1 |-664] 0
1430.1 | GI:30725780 | Mal2 NP_849251.1 1 | 664 0
1434.1 | GI:30424918 Ep“faip NP_780475.1 1 [-664| 0
1438.1 | GI:28893281 | Cedcl58 | NP_796204.1 1 |-664| 0
1448.1 | GI:27552760 | Tomm70a | NP_613065.2 1 |-664| 0
1452.1 | GI:27228990 | Snrnp27 | NP_079941.1 1 |-664| 0
1460.1 | GI:257196228 | Maob NP_766366.2 1 |-664| 0
1461.1 | GI:257153448 | Peskln NP_038920.2 1 |-664] 0
1463.1 | GI:256773180 Rabilﬁp NP 0010283442 | 1 |-664 | 0
1466.1 | GI:254692890 | Zfp558 NP_083211.1 1 |-664] 0
1469.1 | GI:254553310 | Micall2 NP_777275.2 1 |-664] 0
1473.1 | GI:253314408 |  Szt2 NP_937813.3 1 |-664] 0
1474.1 | GI:24415990 | Phf5a NP_081013.1 1 |-664| 0
1476.1 | GI:23956286 | Nrnl NP_705757.1 1 |-664] 0
1477.1 | GI:23956110 | Snrpb2 NP_067310.1 1 |-664| 0
1479.1 | GI:229577278 | Smarcall | NP_061287.2 1 |-664| 0
1483.1 | GI:227330544 | Cpixl NP_031782.3 1 |-664] 0
1488.1 | GI:226494680 | Ttc7b | NP_001028385.1 | 1 | -6.64 | 0
1489.1 | GI:226052731 | Ptprn2 NP_035345.2 1 |-664| 0
1491.1 | GI:225543552 | Frgl NP_038550.2 1 |-664] 0
1492.1 | GI:225543181 | Dynclli2 | NP_001013398.2 | 1 | -6.64 | 0
1507.1 | GI:21312760 | S100a16 NP_080692.1 1 |-664| 0
1510.1 | GI:21312012 | Ndufa8 NP_080979.1 1 |-664| 0
1511.1 | GI:213021192 | Mios NP_663349.2 1 |-664| 0
1515.1 | GI:19527162 | Plekhal NP_598703.1 1 |-664| 0

musculus]

mitotic checkpoint protein BUB3 [Mus 3 7
musculus]

programmed cell death protein 10 [Mus 2 5
musculus]

serine/threonine-protein kinase Chk1 [Mus 5 4
musculus]

pre-mRNA-splicing factor 38B [Mus musculus] 64
clathrin light chain B [Mus musculus] 23
protein MAL2 [Mus musculus] 1 9
EPM2A-interacting protein 1 [Mus musculus] 70
coiled-coil domain-containing protein 158 [Mus 127
musculus]

mitochondrial import receptor subunit TOM70 68
[Mus musculus]

U4/U6.US small nuclear ribonucleoprotein 27 1 9
kDa protein [Mus musculus]

amine oxidase [flavin-containing] B [Mus 5 9
musculus]

proSAAS precursor [Mus musculus] 27
rabl1 family-interacting protein 2 isoform 1 60
[Mus musculus]

zinc finger protein 558 [Mus musculus] 46
MICAL-like protein 2 [Mus musculus] 1 08
protein SZT2 [Mus musculus] 377
PHD finger-like domain-containing protein SA 12
[Mus musculus]

neuritin precursor [Mus musculus] 1 5
U2 small nuclear ribonucleoprotein B" [Mus 2 5
musculus]

SWI/SNF-related matrix-associated actin-

dependent regulator of chromatin subfamily A- 1 O 1
like protein 1 [Mus musculus]

complexin-1 [Mus musculus] 1 5
tetratricopeptide repeat domain 7B [Mus 9 4
musculus]

receptor-type tyrosine-protein phosphatase N2 1 1 1
precursor [Mus musculus]

protein FRG1 [Mus musculus] 29
cytoplasmic dynein 1 light intermediate chain 2 5 4
[Mus musculus]

S100 calcium binding protein A16 [Mus 1 4
musculus]

NADH dehydrogenase [ubiquinone] 1 alpha 20
subcomplex subunit 8§ [Mus musculus]

WD repeat-containing protein mio [Mus 98
musculus]

pleckstrin homology domain-containing family 40

A member 1 [Mus musculus]
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1516.1 | GI:19527102 |  Stx12 NP_598648.1 1 |-664] 0
1517.1 | GI:19527026 | Lrre59 NP_598568.1 1 |-664| 0
1520.1 | G1:194272146 | Slc30a3 NP_035903.2 1 |-664] 0
1523.1 | GI:188035856 Tme;)“l% NP_082268.2 1| 664 0
1526.1 | GI:18079341 | Eif3h NP_542366.1 1 |-664] 0
1528.1 | GI:17975500 | Gmpr NP_079784.1 1 |-664] 0
1529.1 | GI:172072613 | Ctps NP_058028.2 1| -664] 0
1537.1 | GI:16716503 | Cadm3 NP_444429.1 1 | 664 0
1541.1 | GI:165377150 | Cntnap2 | NP_001004357.2 | 1 | 6.64 | 0
1544.1 | GI:160707971 | Ap3s2 NP_033812.3 1| 664 0
1549.1 | GI:160333304 | Apoal NP_033822.2 1 |664] 0
1551.1 | GI:160298168 | Gbas NP_032121.3 1 |-664] 0
1555.1 | GI:153792526 |  Arll NP_080135.2 1 |-664] 0
1560.1 | GI:148223079 | Wdr82 NP_084172.1 1 |664] 0
1562.1 | GI:145699091 | Syne2 | NP 0010055102 | 1 | -6.64 | 0
1570.1 | GI:13386056 | Ncbp2 NP_080830.1 1 |-664] 0
1571.1 | GI:13386054 | Arpcd NP_080828.1 1 |-664] 0
1573.1 | GI:13385994 | Snrpg NP_080782.1 1 |664] 0
1576.1 | GI:13385678 | Ergicl NP_080446.1 1 |664] 0
1577.1 | GI:13385670 | Mrps34 NP_075749.1 1 |-664| 0
1582.1 | GI:13385288 | Crnkll NP_080096.1 1| 664 0
1583.1 | GI:13384692 0601;’12?131) NP_079599.1 1 |-664| 0
1584.1 | GI:13384642 | Synj2bp NP_079568.1 1| -664] 0
1585.1 | GI1:133778992 | Kene3 NP_032448.2 1 |664] 0
1586.1 | GI:133778933 | Ragl NP_033045.2 1 |-664| 0
1591.1 | GI:12963537 | Cwel5 NP_075642.1 1 |-664| 0
1593.1 | GI1:125628634 | Mastl NP_064329.2 1 |-664] 0
1594.1 | GI:125347376 | Flna NP_034357.2 1 |-664] 0
1595.1 | GI:125347372 | Gprld3 NP_035081.3 1| 664] 0
1596.1 | GI1:124517716 | Slc12a2 NP_033220.2 1 |664] 0

[

syntaxin-12 [Mus musculus] 3 1
leucine-rich repeat-containing protein 59 [Mus 3 5
musculus]

zinc transporter 3 [Mus musculus] 42
transmembrane protein 106B [Mus musculus] 3 1
eukaryotic translation initiation factor 3 subunit 40
H [Mus musculus]

GMP reductase 1 [Mus musculus] 37
CTP synthase 1 [Mus musculus] 67
cell adhesion molecule 3 precursor [Mus 4 3
musculus]

contactin-associated protein-like 2 isoform a 1 4 8
precursor [Mus musculus]

AP-3 complex subunit sigma-2 [Mus musculus] 22
apolipoprotein A-I preproprotein [Mus 3 1
musculus]

protein NipSnap homolog 2 [Mus musculus] 3 3
ADP-ribosylation factor-like protein 1 [Mus 20
musculus]

WD repeat-containing protein 82 [Mus 3 5
musculus]

nesprin-2 [Mus musculus] 782
nuclear cap-binding protein subunit 2 [Mus 1 8
musculus]

actin-related protein 2/3 complex subunit 4 20
isoform 1 [Mus musculus]

small nuclear ribonucleoprotein G [Mus 8
musculus]

endoplasmic reticulum-Golgi intermediate 3 3
compartment protein 1 [Mus musculus]

28S ribosomal protein S34, mitochondrial [Mus 2 6
musculus]

crooked neck-like protein 1 [Mus musculus] 83
pre-mRNA branch site protein p14 [Mus 1 5
musculus]

synaptojanin-2-binding protein [Mus musculus] 1 6
potassium voltage-gated channel subfamily C 82
member 3 [Mus musculus]

V(D)J recombination-activating protein 1 [Mus 1 19
musculus]

spliceosome-associated protein CWCI15 27
homolog [Mus musculus]

microtubule-associated serine/threonine-protein 1 7 1
kinase 1 [Mus musculus]

filamin-A [Mus musculus] 280
G-protein coupled receptor 143 [Mus musculus] 45
solute carrier family 12 member 2 [Mus 1 3 1

musculus]
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1597.1 | GI1:124487145 11100?717 NP_001074652.1 1 | -6.64 0
02Rik -
1598.1 | GI:124487105 Arid4a NP_001074664.1 1 | -6.64 0
1602.1 | GI:124430549 Ythdcl NP_808348.2 1 | -6.64 0
1603.1 | GI:124430514 Ddx23 NP_001074450.1 1 | -6.64 0
1610.1 | GI:124107596 Prkagl NP_058061.2 1 | -6.64 0
1614.1 | GI:118601011 | Scamp3 NP_036016.2 1 | -6.64 0
1619.1 | GI:115298670 | Snrnp40 NP_079921.2 1 | -6.64 0
1628.1 | GI:110625952 Ccsap NP_082812.1 1 | -6.64 0
1629.1 | GI:10946678 Drg2 NP_067329.1 1 | -6.64 0
1631.1 | GI:10190660 Tfip11 NP_061253.2 1 | -6.64 0
1634.1 GI1:9910556 Sumo3 NP_064313.1 1 | -6.64 0
1636.1 GI:9790015 Tmed2 NP_062744.1 1 | -6.64 0
1639.1 | GI:87162464 Hdac2 NP_032255.2 1 | -6.64 0
1640.1 | GI:84781725 Nhp211 NP_035612.2 1 | -6.64 0
1650.1 GI1:7305509 Snrpn NP_038698.1 1 | -6.64 0
1657.1 | GI:70909327 Cops2 NP_034069.2 1 | -6.64 0
1658.1 | GI:68533251 Tmem33 NP_084384.1 1 | -6.64 0
1660.1 GI1:6756051 Z£p207 NP_035881.1 1 | -6.64 0
1665.1 GI1:6753598 Dad1 NP_034145.1 1 | -6.64 0
1666.1 GI1:6753210 Btre NP_033901.1 1 | -6.64 0
1668.1 GI1:6680139 Gyk NP_032220.1 1 | -6.64 0
1671.1 GI1:6679243 Pdelb NP_032826.1 1 | -6.64 0
1672.1 GI1:6678696 Ligl1 NP_032528.1 1 | -6.64 0
1685.1 | GI:47059049 | Slc39al4 NP_659057.2 1 | -6.64 0
1688.1 | GI:42476150 Pcdh10 NP_035173.2 1 | -6.64 0
1689.1 | GI1:410812207 Dapk3 NP_001177403.2 1 | -6.64 0
1690.1 | GI:409191597 DnajcS NP_001258514.1 1 | -6.64 0
1698.1 | GI:359465599 Fibp NP_001240761.1 1 | -6.64 0
1699.1 | GI:359465533 Elp3 NP_001240741.1 1 | -6.64 0

protein virilizer homolog [Mus musculus] 207
AT-rich interactive domain-containing protein 1 42
4A [Mus musculus]

YTH domain containing 1 [Mus musculus] 86
probable ATP-dependent RNA helicase DDX23 9 5
[Mus musculus]

5'-AMP-activated protein kinase subunit 3 7
gamma-1 [Mus musculus]

secretory carrier-associated membrane protein 3 3 8
[Mus musculus]

US small nuclear ribonucleoprotein 40 kDa 3 9
protein [Mus musculus]

centriole, cilia and spindle-associated protein 28
[Mus musculus]

developmentally-regulated GTP-binding protein 4 1
2 [Mus musculus]

tuftelin-interacting protein 11 [Mus musculus] 96
small ubiquitin-related modifier 3 precursor 1 2
[Mus musculus]

transmembrane emp24 domain-containing 23
protein 2 precursor [Mus musculus]

histone deacetylase 2 [Mus musculus] 55
NHP2-like protein 1 [Mus musculus] 14
small nuclear ribonucleoprotein-associated 2 5
protein N [Mus musculus]

COP9 signalosome complex subunit 2 isoform b 5 2
[Mus musculus]

transmembrane protein 33 isoform 2 [Mus 28
musculus]

zinc finger protein 207 isoform 4 [Mus 49
musculus]

dolichyl-diphosphooligosaccharide--protein
glycosyltransferase subunit DAD1 [Mus 12
musculus]

F-box/WD repeat-containing protein 1A isoform 6 5
b [Mus musculus]

glycerol kinase isoform 1 [Mus musculus] 57
calcium/calmodulin-dependent 3',5'-cyclic

nucleotide phosphodiesterase 1B isoform 1 [Mus 61
musculus]

lethal(2) giant larvae protein homolog 1 isoform 1 12
2 [Mus musculus]

zinc transporter ZIP14 isoform b precursor [Mus 5 4
musculus]

protocadherin 10 isoform 4 precursor [Mus 97
musculus]

death-associated protein kinase 3 isoform a [Mus 5 3
musculus]

dnaJ homolog subfamily C member 5 [Mus 2 2
musculus]

acidic fibroblast growth factor intracellular- 42
binding protein isoform 1 [Mus musculus]

elongator complex protein 3 isoform 1 [Mus 6 4

musculus]
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1702.1 | GI:34328113 | Ephad NP_031962.2 1 |664| 0 1 i 110
1703.1 | GI:33636693 | Plekha6 | NP_891846.1 1 [-664| 0 o || 131
17051 | GI:33468931 | Sars NP 035449.1 | 1 | 664 | 0 seiue RONA lgase cyteplasnl eoloua | 61
1706.1 | GI:32129201 | Dsglb NP_859010.1 1 |-664]| 0 desmoglein-1-beta precursor [Mus musculus] 114
1708.1 | GI:31981350 | Famd9a NP_084034.2 1 |-664]| 0 protein FAMA9A [Mus musculus] 37
1710.1 | GI:313851007 | Fkbp8 | NP_001186560.1 | 1 | -6.64 | 0 e 44
1711.1 | GI:312839886 | Kcnip4 | NP_001186174.1 | 1 | -6.64 | 0 e
17141 | GI:30519977 | Ralyl NP_848746.1 | 1 |-664| 0 el
1718.1 | GI:295390633 | Asph | NP 001171327.1 | 1 | -6.64 | 0 N eyl betydroxylase soform | 9
1723.1 | GI:268370061 | Ccdc132 | NP_001161223.1 | 1 | -6.64 | 0 S el s s 108
1724.1 | G1:262231846 | Bcas3 | NP_001160115.1 | 1 | -6.64 | 0 presst carcinoma-amplifiodsequence 3 homoloz. |+ g
1725.1 | GI:261823968 | Zfml NP_001159843.1 | 1 [-6.64 | 0 R 142
1729.1 | GI:256985205 | Dap3 NP_001158005.1 | 1 | -6.64 | 0 R s 42
1734.1 | GI:254675238 Kif9 NP_001157041.1 | 1 [-6.64 | 0 Sen e 92
1735.1 | G1:254587908 | S100al14 | NP_001156997.1 | 1 | -6.64 | 0 protein S100-A14 isoform a [Mus musculus] 12
1738.1 | GI:247270076 | Gab2 NP_001155949.1 | 1 [-6.64 | 0 o 73
1741.1 | GI:22779918 | Purg NP_690034.1 1 |664| 0 purin i clomer binding proen o 10
1742.1 | G1:226371684 | Adar | NP_0010336762 | 1 | 664 | 0 doukle standed RIVA. spocfic adencsine 103
1749.1 | G1:187831285 | Snxl6 NP_083344.3 1| 664| 0 Sorting nexin-16 isoform a [Mus musculus] 39
1750.1 | GI:170014746 23213012?EC NP_083625.1 1 (664 0 S
1752.1 | GI:167830464 | Stxbp51 | NP_001108085.1 | 1 | -6.64 | 0 ey e protein Sk soformm Mus ) 196
1753.1 | GI:167466245 | Nedddl | NP_001107858.1 | 1 | -6.64 | 0 e | 11
1756.1 | GI:160707947 Sf1 NP_001104261.1 | 1 | 664 | 0 T T — 68
1760.1 | GI:148222073 | Srsfll | NP_001087221.1 | 1 | -6.64 | 0 R e eninefserine-rich [ solom 2| 57
230.1 | GI:6679567 Ptrf NP 0330121 | 10 | 332 | 1 1 8 10 | Pebiee andmnseripriclease fctor [Mus 1 g4
304.1 | GI:86476054 Vegf NP_001034474.1 | 8 | -3.00 | 1 1 8 8 | Mt et factor inducible precursor 68
506.1 | GI:6754616 | Magoh NP_034890.1 6 |-3.00]| 1 1 6 8 | protein mago nashi homolog [Mus musculus] 17
331.1 | GI:161353449 | Rbm25 NP_081625.3 8 |-281| 1 1 7 7 | RNA-binding protein 25 [Mus musculus] 99
645.1 GI1:9506945 Pabpnl NP_062275.1 4 | -2.81 1 1 4 7 polyadenylate-binding protein 2 [Mus musculus] 32
241 | GI:115583687 | Prpf3 NP_619600.2 | 32 | -263 | 5 28 s e oot | 273
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360.1 | GI:472339106 113 NP_001264250.1 8 | -2.58 1
176.1 | GI:146231985 Acinl NP_075679.2 13 | -2.32 3
302.1 GI1:31541947 Fyttd1 NP_081502.2 9 |-232 1
438.1 | GI:256665245 Cpsf7 NP_001157744.1 7 | -2.32 1
514.1 | GI:327365322 U2af2 NP _001192160.1 6 | -2.32 1
600.1 GI1:6754994 Pcbpl NP_035995.1 5 |-2.32 1
125.1 | GI:183396774 | Bckdha NP_031559.3 15 | -2.22 3
157.2 | GI:218505708 | Gm8994 NP_001136206.1 | 13 | -2.00 4
426.1 GI1:75992917 Acslo NP_001028771.1 7 | -2.00 2
429.1 GI1:65301464 Asapl NP_034156.2 7 | -2.00 1
531.1 GI1:78214312 Atp5fl NP_033855.2 5 | -2.00 2
566.1 GI:21553113 Wasf3 NP_660137.1 5 | -2.00 1
573.1 | GI:168480106 Zfr NP_035897.2 5 | -2.00 1
797.1 GI1:74315981 Zranb2 NP_059077.1 3 | -2.00 1
861.1 GI1:21311873 Hsbp1 NP_077181.1 3 | -2.00 1
23.1 GI:126157504 Srrm2 NP_780438.2 32 pEisE 8
1571 GI1:20149756 Eif4a3 NP_619610.1 14 | -1.91 4

18.1 GI1:40018610 | Snrnp200 NP_796188.2 33 | -1.86 8
474.1 | GI:146149191 Snwl NP_079783.2 6 |-1.81 2
212.1 | GI:153791358 Sf3b1 NP_112456.2 11 | -1.74 3
270.1 GI1:40353220 Bckdhb NP_954665.1 9 | -1.74 3
143.1 | GI:110835726 Dhx15 NP_001036085.1 | 15 | -1.58 6
243.1 | GI:124486807 Ptprzl NP_001074775.1 | 10 | -1.58 3
325.1 GI1:21450271 Ncoa$ NP_659141.1 8 | -1.58 1
390.1 GI1:22779899 CdcSl NP_690023.1 7 | -1.58 2
440.1 | GI:194440687 Srrm1 NP _001123949.1 7 | -1.58 2
501.1 GI1:86439992 Tsc2 NP _001034452.1 6 | -1.58 1
527.1 GI1:86198339 Scai NP_848893.2 5 | -1.58 1
655.1 GI1:6755478 Srsf2 NP_035488.1 4 | -1.58 1
671.1 GI1:54873617 Ppmle NP_796141.2 4 | -1.58 1

11

13
T
N
N

13

29
e
KN

15
o
—

interleukin enhancer-binding factor 3 isoform 5 97
[Mus musculus]

apoptotic chromatin condensation inducer in the 1 5 1
nucleus isoform 2 [Mus musculus]

UAPS6-interacting factor isoform 1 [Mus 3 6
musculus]

cleavage and polyadenylation specificity factor 5 1
subunit 7 isoform 2 [Mus musculus]

splicing factor U2AF 65 kDa subunit isoform 1 5 3
[Mus musculus]

poly(rC)-binding protein 1 [Mus musculus] 37
2-oxoisovalerate dehydrogenase subunit alpha, 5 1
mitochondrial [Mus musculus]

predicted gene, EG668137 [Mus musculus] 47
long-chain-fatty-acid--CoA ligase 6 isoform 4 78
[Mus musculus]

arf-GAP with SH3 domain, ANK repeat and PH
domain-containing protein 1 isoform a [Mus 127
musculus]

ATP synthase F(0) complex subunit B1, 29
mitochondrial precursor [Mus musculus]

wiskott-Aldrich syndrome protein family 5 5
member 3 [Mus musculus]

zinc finger RNA-binding protein [Mus 1 1 7
musculus]

zinc finger Ran-binding domain-containing 3 7
protein 2 [Mus musculus]

heat shock factor-binding protein 1 [Mus 9
musculus]

serine/arginine repetitive matrix protein 2 [Mus 2 83
musculus]

eukaryotic initiation factor 4A-III [Mus 47
musculus]

US small nuclear ribonucleoprotein 200 kDa 2 4 4
helicase [Mus musculus]

SNW domain-containing protein 1 [Mus 6 1
musculus]

splicing factor 3B subunit 1 [Mus musculus] 146
2-oxoisovalerate dehydrogenase subunit beta, 3 5
mitochondrial [Mus musculus]

putative pre-mRNA-splicing factor ATP-

dependent RNA helicase DHX15 isoform 1 80
[Mus musculus]

receptor-type tyrosine-protein phosphatase zeta 2 5 4
precursor [Mus musculus]

nuclear receptor coactivator 5 [Mus musculus] 65
cell division cycle 5-like protein [Mus musculus] 92
serine/arginine repetitive matrix protein 1 1 O 4
isoform 2 [Mus musculus]

tuberin isoform 2 [Mus musculus] 1 94
protein SCAI [Mus musculus] 70
serine/arginine-rich splicing factor 2 [Mus 2 5
musculus]

protein phosphatase 1E [Mus musculus] 83
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713.1 GI1:15147224 Sfxn1 NP_081600.1 4 | -1.58 1
754.1 GI1:31980729 Rasall NP_038860.2 4 | -1.58 1
865.1 GI:19527154 Brk1 NP_598698.1 3 | -1.58 1
906.1 | GI:113930675 | Camk2nl NP_079727.1 3 | -1.58 1
907.1 | GI:113199771 Mog NP_034944.2 3 | -1.58 1
909.1 | GI:110625591 Rbm22 NP_080052.1 3 | -1.58 1
937.1 GI1:7242142 Cops7a NP_036133.1 3 | -1.58 1
1014.1 GI1:7106387 Psma5 NP_036097.1 2 | -1.58 1
1038.1 GI1:6678768 Marcks NP_032564.1 2 | -1.58 1
1096.1 | GI1:255003735 Rpl10a NP_035417.2 2 | -1.58 1
1238.1 | GI:84370380 Cpeb3 NP_938042.2 2 | -1.58 1
256.1 GI1:34328400 Srsfl NP_775550.2 10 | -1.51 7
235.1 | GI:268837785 Sf3b2 NP_084385.2 10 | -1.42 3
271.1 GI1:33859811 Hadha NP_849209.1 9 | -1.42 3
153.1 | GI:459683864 | Hnrnpr NP _001264050.1 | 14 | -1.32 2
491.2 | GI:119226245 Srsfs NP_033185.2 5 |-1.32 2
562.1 | GI:226823359 Copa NP_034068.3 5 |-1.32 2
579.1 | GI:157951741 Cat NP_033934.2 5 |-1.32 2
610.1 | GI:358030297 | Kcnab2 NP_001239585.1 5 |-1.32 2
771.1 GI:41152517 H2afy NP_036145.1 4 | -1.32 2
787.1 | GI:189491657 Cyld NP _001121643.1 4 | -1.32 2

78.1 GI:170172520 Dbt NP_034152.2 19 | -1.29 8
203.1 | GI:160708010 Kifla NP_032466.2 12 | -1.22 3
617.1 GI1:6753820 Srsf10 NP_034308.1 5 | -1.22 3
725.1 | GI:112181182 Cox5a NP_031773.2 4 | -1.22 3
16.18 GI1:85701680 Krt76 NP_001028349.1 4 | -1.17 2
16.15 GI1:51092301 Gm5414 NP_001003670.1 5 | -1.00 2

85.2 GI1:31560653 Pfkl NP_032852.2 15 | -1.00 8
163.2 | GI:157278527 | Cepl70 NP_001093107.2 | 11 | -1.00 5
247.2 GI1:7305229 Ldhc NP_038608.1 2 | -1.00 1

CS)

sideroflexin-1 [Mus musculus] 3 6
rasGAP-activating-like protein 1 isoform 1 [Mus 89
musculus]

protein BRICK1 [Mus musculus] 9
calcium/calmodulin-dependent protein kinase II 9
inhibitor 1 [Mus musculus]

myelin-oligodendrocyte glycoprotein precursor 28
[Mus musculus]

pre-mRNA-splicing factor RBM22 [Mus 47
musculus]

COP9 signalosome complex subunit 7a isoform 3 0
1 [Mus musculus]

proteasome subunit alpha type-5 [Mus 2 6
musculus]

myristoylated alanine-rich C-kinase substrate 3 0
[Mus musculus]

60S ribosomal protein L10a [Mus musculus] 25
cytoplasmic polyadenylation element-binding 78
protein 3 [Mus musculus]

serine/arginine-rich splicing factor 1 isoform 1 28
[Mus musculus]

splicing factor 3b, subunit 2 [Mus musculus] 98
trifunctional enzyme subunit alpha, 8 3
mitochondrial precursor [Mus musculus]

heterogeneous nuclear ribonucleoprotein R 7 1
isoform a [Mus musculus]

serine/arginine-rich splicing factor 5 [Mus 3 1
musculus]

coatomer subunit alpha [Mus musculus] 138
catalase [Mus musculus] 60
voltage-gated potassium channel subunit beta-2 4 1
isoform 1 [Mus musculus]

core histone macro-H2A.1 isoform 1 [Mus 40
musculus]

ubiquitin carboxyl-terminal hydrolase CYLD 1 07
isoform b [Mus musculus]

lipoamide acyltransferase component of

branched-chain alpha-keto acid dehydrogenase 53
complex, mitochondrial [Mus musculus]

kinesin-like protein KIF1A isoform a [Mus 1 92
musculus]

serine/arginine-rich splicing factor 10 isoform 1 22
[Mus musculus]

cytochrome ¢ oxidase subunit 5A, mitochondrial 1 6
precursor [Mus musculus]

keratin, type II cytoskeletal 2 oral [Mus 6 3
musculus]

type II keratin Kb14 [Mus musculus] 60
6-phosphofructokinase, liver type [Mus 8 5
musculus]

centrosomal protein of 170 kDa [Mus musculus] 1 74
L-lactate dehydrogenase C chain [Mus 3 6

musculus]
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342.1 GI1:6677975 Tra2b NP_033212.1 8 | -1.00 4
404.1 | GI:124487333 Ppig NP_001074555.1 7 | -1.00 3
411.1 | GI:110625624 Tcepl NP_038714.2 7 | -1.00 3
413.2 GI1:7242199 Rasgrf2 NP_033053.2 5 | -1.00 2
421.1 GI1:31542427 | Csnk2al NP_031814.2 7 | -1.00 3
462.1 GI:31981251 Chtop NP_075704.2 6 | -1.00 2
491.1 | GI:165377173 Srsf4 NP_065612.2 6 | -1.00 3
497.1 GI1:21704096 Tardbp NP_663531.1 6 | -1.00 3
604.3 GI1:13385374 RabSa NP_080163.1 3 | -1.00 1
644.1 | GI:100818462 | Raplgdsl NP_663519.2 5 | -1.00 3
649.1 GI1:84781690 Igsec3 NP_001028526.1 4 | -1.00 1
660.1 GI1:6680946 Cirbp NP_031731.1 4 | -1.00 2
684.1 GI1:29244530 Hapln4 NP_808568.1 4 | -1.00 2
691.1 | GI:254553372 Iars NP_742012.2 4 | -1.00 1
710.1 | GI:161086984 Ap2sl NP_941015.2 4 | -1.00 2
727.1 | GI:110626031 | Khdrbsl NP_035447.3 4 | -1.00 2
731.2 | GI:226693361 Cct6b NP_033969.2 2 | -1.00 1
732.1 GI1:38142460 Etfb NP_080971.2 4 | -1.00 2
733.2 | GI:237858791 Grm?2 NP _001153825.1 2 | -1.00 1
761.1 GI1:76677895 Puf60 NP_598452.2 4 | -1.00 2
782.1 | GI:254587962 Pgam5 NP_001157010.1 4 | -1.00 2
789.1 | GI:121674799 Rnpsl NP_001073597.1 4 | -1.00 2
811.1 GI1:6680908 CdkS NP_031694.1 3 | -1.00 1
837.1 GI1:29825827 Vps26b NP_821170.1 3 | -1.00 1
850.1 | GI:225703070 Cenpv NP_082724.1 3 | -1.00 1
881.1 | GI:153792534 | Ranbp2 NP_035370.2 3 | -1.00 1
894.1 | GI:125490368 | Pip4k2a NP_032871.3 3 | -1.00 1
913.2 GI1:40254160 Rap2a NP_083795.2 2 | -1.00 1
946.1 GI1:51491852 Mars NP_001003913.1 3 | -1.00 1
954.1 | GI:433809357 Arvcef NP_001258958.1 3 | -1.00 1

~N

transformer-2 protein homolog beta [Mus 3 4
musculus]

peptidyl-prolyl cis-trans isomerase G [Mus 8 8
musculus]

T-complex protein 1 subunit alpha [Mus 60
musculus]

ras-specific guanine nucleotide-releasing factor 1 3 6
2 [Mus musculus]

casein kinase II subunit alpha [Mus musculus] 45
chromatin target of PRMT1 protein [Mus 2 4
musculus]

serine/arginine-rich splicing factor 4 [Mus 5 6
musculus]

TAR DNA-binding protein 43 isoform 1 [Mus 4 5
musculus]

ras-related protein Rab-5A [Mus musculus] 24
RAP1, GTP-GDP dissociation stimulator 1 6 1
isoform b [Mus musculus]

1Q motif and SEC7 domain-containing protein 3 1 29
[Mus musculus]

cold-inducible RNA-binding protein [Mus 1 9
musculus]

hyaluronan and proteoglycan link protein 4 4 3
precursor [Mus musculus]

isoleucine--tRNA ligase, cytoplasmic [Mus 1 4 4
musculus]

AP-2 complex subunit sigma [Mus musculus] 1 7
KH domain-containing, RNA-binding, signal
transduction-associated protein 1 [Mus 48
musculus]

T-complex protein 1 subunit zeta-2 [Mus 5 8
musculus]

electron transfer flavoprotein subunit beta [Mus 28
musculus]

metabotropic glutamate receptor 2 precursor 9 6
[Mus musculus]

poly(U)-binding-splicing factor PUF60 isoform 5 9
b [Mus musculus]

serine/threonine-protein phosphatase PGAMS, 3 2
mitochondrial isoform 1 [Mus musculus]

RNA-binding protein with serine-rich domain 1 3 2
isoform 2 [Mus musculus]

cyclin-dependent kinase 5 [Mus musculus] 3 3
vacuolar protein sorting-associated protein 26B 3 9
[Mus musculus]

centromere protein V [Mus musculus] 28
E3 SUMO-protein ligase RanBP2 [Mus 3 41
musculus]

phosphatidylinositol 5-phosphate 4-kinase type- 4 6
2 alpha [Mus musculus]

ras-related protein Rap-2a precursor [Mus 2 1
musculus]

methionine--tRNA ligase, cytoplasmic isoform 2 1 Ol
[Mus musculus]

armadillo repeat protein deleted in velo-cardio-

facial syndrome homolog isoform 2 [Mus 1 04

musculus]
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962.1 | GI:312222673 Rgs7 NP_001185932.1 3 | -1.00 1
987.1 GI:9790161 Pkp1l NP_062619.1 2 | -1.00 1
997.1 GI1:9055370 Eif3i NP_061269.1 2 | -1.00 1
998.1 GI1:87116686 Kcnj10 NP_001034573.1 2 | -1.00 1
999.1 GI1:87042277 Numbl NP_035080.2 2 | -1.00 1
1006.1 GI1:7710028 Gpcl NP_057905.1 2 | -1.00 1
1010.1 GI1:7305107 Grecel0 NP_038563.1 2 | -1.00 1
1017.1 | GI:70906453 Bcas2 NP_080878.2 2 | -1.00 1
1028.1 GI1:6753492 Corola NP_034028.1 2 | -1.00 1
1043.1 | GI:53988376 Rsrc2 NP_001005525.1 2 | -1.00 1
1058.1 | GI:33859662 Vatl NP_036167.1 2 | -1.00 1
1061.1 | GI:31982030 Arhgdia NP_598557.3 2 | -1.00 1
1072.1 | GI:31543902 Txnll NP_058072.2 2 | -1.00 1
1083.1 | GI:27754065 Ppal NP_080714.2 2 | -1.00 1
1086.1 | GI:27369748 AldhSal NP_766120.1 2 | -1.00 1
1124.1 | GI:226443061 Usp31 NP_001028345.1 2 | -1.00 1
1125.1 | GI:22507355 Slc8a2 NP_683748.1 2 | -1.00 1
1130.1 | GI:22095023 Map2k4 NP_033183.1 2 | -1.00 1
1134.1 | GI:21704122 Pdk3 NP_663605.1 2 | -1.00 1
1140.1 | GI:21313618 Chchd3 NP_079612.1 2 | -1.00 1
1143.1 | GI:21312314 Dusp3 NP_082483.1 2 | -1.00 1
1147.1 | GI:19882201 Psmd2 NP_598862.1 2 | -1.00 1
1153.1 | GI:19263322 Wdr77 NP_081708.1 2 | -1.00 1
1159.1 | GI:171906571 Ahil NP_080479.2 2 | -1.00 1
1160.1 | GI:169790905 Bai3 NP_783573.4 2 | -1.00 1
1162.1 | GI:16716597 | Hsd17b11 NP_444492.1 2 | -1.00 1
1172.1 | GI:160333722 Sntal NP_033254.2 2 | -1.00 1
1179.1 | GI:156523248 Prrt2 NP_001096033.1 2 | -1.00 1
1199.1 | GI:124486662 Vps51 NP_001074510.1 2 | -1.00 1
1205.1 | GI:11230780 Tsg101 NP_068684.1 2 | -1.00 1
1215.1 GI1:6678055 Snrpdl NP_033252.1 2 | -1.00 1

[N

regulator of G-protein signaling 7 isoform 2

[Mus musculus] 5 5
plakophilin-1 [Mus musculus] 81
eukaryotic translation initiation factor 3 subunit I 3 6
[Mus musculus]

ATP-sensitive inward rectifier potassium 4 2
channel 10 [Mus musculus]

numb-like protein [Mus musculus] 64
glypican-1 precursor [Mus musculus] 6 1
protein C10 [Mus musculus] 1 3
pre-mRNA-splicing factor SPF27 [Mus 2 6
musculus]

coronin-1A [Mus musculus] 5 1
arginine/serine-rich coiled-coil protein 2 [Mus 5 1
musculus]

synaptic vesicle membrane protein VAT-1 43
homolog [Mus musculus]

rho GDP-dissociation inhibitor 1 [Mus 2 3
musculus]

thioredoxin-like protein 1 [Mus musculus] 32
inorganic pyrophosphatase [Mus musculus] 3 3
succinate-semialdehyde dehydrogenase, 5 6
mitochondrial precursor [Mus musculus]

ubiquitin specific protease 31 [Mus musculus] 146
sodium/calcium exchanger 2 precursor [Mus 1 01
musculus]

dual specificity mitogen-activated protein kinase 4 4
kinase 4 [Mus musculus]

pyruvate dehydrogenase kinase, isozyme 3 [Mus 48
musculus]

coiled-coil-helix-coiled-coil-helix domain-

containing protein 3, mitochondrial precursor 26
[Mus musculus]

dual specificity protein phosphatase 3 [Mus 20
musculus]

268 proteasome non-ATPase regulatory subunit 1 O O
2 [Mus musculus]

methylosome protein 50 [Mus musculus] 3 7
jouberin isoform 1 [Mus musculus] 120
brain-specific angiogenesis inhibitor 3 precursor 1 7 1
[Mus musculus]

estradiol 17-beta-dehydrogenase 11 precursor 3 3
[Mus musculus]

alpha-1-syntrophin [Mus musculus] 5 3
proline-rich transmembrane protein 2 [Mus 3 6
musculus]

vacuolar protein sorting-associated protein 51 8 6
homolog [Mus musculus]

tumor susceptibility gene 101 protein [Mus 4 4
musculus]

small nuclear ribonucleoprotein Sm D1 [Mus 1 3

musculus]
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[N

1220.1 | GI:21704120 Pls3 NP_663604.1 2 | -1.00 1
1230.1 GI1:9790109 Prmtl NP _062804.1 2 | -1.00 1
1239.1 | GI:80861468 Cacnb4 NP _001032176.1 2 | -1.00 1
1242.1 | GI:71979930 Speccl NP _001025107.1 2 | -1.00 1
1269.1 | GI1:294774558 Gngl2 NP 001171028.1 2 | -1.00 1
1273.1 | GI:255918233 Cpsfl NP _001157645.1 2 | -1.00 1
1277.1 | GI:253314544 | Mapre2 NP 001156414.1 2 | -1.00 1
1279.1 | GI:239787890 Tgml NP _001155186.1 2 | -1.00 1
1320.1 GI1:7305599 Ttr NP_038725.1 1 | -1.00 1
1336.1 GI1:6754508 Laspl NP_034818.1 1 | -1.00 1
1352.1 GI1:6679543 Ptn NP_032999.1 1 | -1.00 1
1394.1 | GI:37574048 Uqerl0 NP_932096.1 1 |-1.00 1
1397.1 | GI:34787412 Hdgfrp3 NP_038914.2 1 | -1.00 1

45.1 GI1:226958549 Tnr NP _071707.2 24 | -0.94 | 13
114.1 GI1:6755594 Eftud2 NP_035561.1 16 | -0.89 6
259.1 GI1:6678197 Sytl NP_033332.1 10 | -0.87 6
369.1 | GI:283436176 Hnrnpc NP_001164452.1 8 | -0.87 6
216.1 | GI:464397471 Dlgap4 NP _001264115.1 11 | -0.85 5
124.1 | GI:183980004 Hnrnpl NP_796275.3 15 | -0.81 7
278.1 GI:19527174 Sf3b3 NP _598714.1 9 | -0.81 4
382.1 GI1:6753322 Cct4 NP_033967.1 7 | -0.81 4
619.1 GI1:6679108 Npml NP _032748.1 5 | -0.81 4
136.1 GI1:85662410 Clip2 NP_034120.2 15 | -0.78 7
436.1 | GI:283806685 Luc712 NP 001164320.1 7 | -0.74 3
445.1 GI1:9789937 Dnaja2 NP _062768.1 6 | -0.74 3
469.1 GI1:20982845 Fus NP_631888.1 6 | -0.74 3
490.1 | GI:254028159 Safb NP _001156772.1 6 | -0.74 3
528.1 GI1:84794597 Ppp3rl NP_077779.2 5 | -0.74 3
542.1 GI1:6677777 Rpl26 NP _033106.1 5 | -0.74 3
618.1 GI1:66792808 Rbfox1 NP_067452.2 5 | -0.74 3
777.1 GI1:33186863 Rpl13 NP_058018.2 4 | -0.74 3

plastin-3 [Mus musculus] 7 1
protein arginine N-methyltransferase 1 isoform 1 42
[Mus musculus]

voltage-dependent L-type calcium channel 5 8
subunit beta-4 isoform a [Mus musculus]

cytospin-B isoform 2 [Mus musculus] 1 09
guanine nucleotide-binding protein

G(I)/G(S)/G(0) subunit gamma-12 [Mus 8
musculus]

cleavage and polyadenylation specificity factor 1 62
subunit 1 isoform 1 [Mus musculus]

microtubule-associated protein RP/EB family 3 2
member 2 isoform 3 [Mus musculus]

protein-glutamine gamma-glutamyltransferase K 90
[Mus musculus]

transthyretin precursor [Mus musculus] 1 6
LIM and SH3 domain protein 1 [Mus musculus] 30
pleiotrophin precursor [Mus musculus] 1 9
cytochrome b-c1 complex subunit 9 [Mus 7
musculus]

hepatoma-derived growth factor-related protein 2 2
3 [Mus musculus]

tenascin-R precursor [Mus musculus] 1 49
116 kDa US small nuclear ribonucleoprotein 1 09
component isoform a [Mus musculus]

synaptotagmin-1 isoform 1 [Mus musculus] 47
heterogeneous nuclear ribonucleoproteins C1/C2 3 3
isoform 2 [Mus musculus]

disks large-associated protein 4 isoform d [Mus 1 07
musculus]

heterogeneous nuclear ribonucleoprotein L [Mus 6 4
musculus]

splicing factor 3B subunit 3 [Mus musculus] 1 3 5
T-complex protein 1 subunit delta [Mus 5 8
musculus]

nucleophosmin isoform 1 [Mus musculus] 3 3
CAP-Gly domain-containing linker protein 2 1 1 6
isoform a [Mus musculus]

putative RNA-binding protein Luc7-like 2 3 9
isoform 3 [Mus musculus]

dnaJ homolog subfamily A member 2 [Mus 4 6
musculus]

RNA-binding protein FUS [Mus musculus] 5 3
scaffold attachment factor B1 [Mus musculus] 105
calcineurin subunit B type 1 [Mus musculus] 1 9
60S ribosomal protein L26 [Mus musculus] 17
RNA binding protein fox-1 homolog 1 isoform 4 3
gamma [Mus musculus]

60S ribosomal protein L13 [Mus musculus] 24
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83.1 GI:115511018 Usp9x NP_033507.2 19 | -0.70 8
16.8 GI1:54607171 Krt6a NP_032502.3 10 | -0.69 8
27.3 GI1:6755863 Hsp90b1 NP_035761.1 10 | -0.68 5
41.1 GI1:31982330 Golga3 NP_032172.3 25 | -0.68 9
281.1 | GI:157041260 | Epb4.112 NP_038539.2 9 | -0.68 5
393.1 GI1:21450129 Acatl NP_659033.1 7 | -0.68 4
16.11 GI1:29789317 Krt75 NP_579935.1 8 | -0.63 7
58.1 GI1:25141233 Matr3 NP_034901.2 21 | -0.58 | 13
68.1 GI1:28395023 Nckapl NP_058661.1 20 | -0.58 9
103.1 | GI:190194418 Dsp NP_076331.2 16 | -0.58 8
104.1 | GI:189409138 Cand1l NP_082270.1 16 | -0.58 | 10
131.3 GI1:6671762 Ckm NP_031736.1 6 | -0.58 4
146.1 | GI:133778983 Kic2 NP_032477.2 14 | -0.58 8
183.1 GI1:22267442 Ugqere2 NP_080175.1 12 | -0.58 6
188.1 GI1:22122615 Actrlb NP_666219.1 12 | -0.58 6
221.1 | GI:444299617 Ubal NP_001263246.1 | 11 | -0.58 6
234.1 GI:31981304 | Atp6v0dl NP_038505.2 10 | -0.58 6
259.2 GI1:31543797 Syt2 NP_033333.2 8 | -0.58 5
266.1 | GI:244790091 Myef2 NP_034982.2 10 | -0.58 6
2751 GI1:22203755 Eif3c NP_666312.1 9 | -0.58 4
286.2 GI1:6671746 Cfl2 NP_031714.1 2 | -0.58 2
293.1 GI1:10946940 Rab2a NP_067493.1 9 | -0.58 6
298.1 GI1:19526960 Opal NP_598513.1 9 | -0.58 5
301.1 GI1:34610235 Rtn4 NP_918943.1 9 | -0.58 4
338.1 | GI:118403314 Rbm39 NP_573505.2 8 | -0.58 4
3771 GI1:7305619 UspS NP_038728.1 7 | -0.58 4
391.1 | GI:225543409 Pspcl NP_079958.3 7 | -0.58 8
399.1 | GI:158854005 Prpf4b NP_038858.2 7 | -0.58 4
407.1 | GI:113680348 Fscnl NP_032010.2 7 | -0.58 4
428.1 GI1:6677813 Rps8 NP_033124.1 7 | -0.58 4
458.1 GI1:46593021 Uqerel NP_079683.2 6 | -0.58 4
491.3 | GI:224967104 Srsf6 NP_080775.3 5 | -0.58 2

‘ =
w

probable ubiquitin carboxyl-terminal hydrolase 290
FAF-X [Mus musculus]

keratin, type II cytoskeletal 6A [Mus musculus] 5 9
endoplasmin precursor [Mus musculus] 92
Golgin subfamily A member 3 [Mus musculus] 1 63
band 4.1-like protein 2 [Mus musculus] 110
acetyl-CoA acetyltransferase, mitochondrial 4 5
precursor [Mus musculus]

keratin, type II cytoskeletal 75 [Mus musculus] 60
matrin-3 [Mus musculus] 95
nck-associated protein 1 [Mus musculus] 129
desmoplakin [Mus musculus] 3 3 3
cullin-associated NEDD8-dissociated protein 1 1 3 6
[Mus musculus]

creatine kinase M-type [Mus musculus] 43
kinesin light chain 2 [Mus musculus] 68
cytochrome b-c1 complex subunit 2, 48
mitochondrial precursor [Mus musculus]

beta-centractin [Mus musculus] 42
ubiquitin-like modifier-activating enzyme 1 1 1 8
isoform 2 [Mus musculus]

V-type proton ATPase subunit d 1 [Mus 40
musculus]

synaptotagmin-2 [Mus musculus] 47
myelin expression factor 2 isoform 2 [Mus 62
musculus]

eukaryotic translation initiation factor 3 subunit 1 O 5
C [Mus musculus]

cofilin-2 [Mus musculus] 1 9
ras-related protein Rab-2A [Mus musculus] 24
dynamin-like 120 kDa protein, mitochondrial 1 1 1
isoform 2 precursor [Mus musculus]

reticulon-4 isoform A [Mus musculus] 127
RNA-binding protein 39 [Mus musculus] 5 9
ubiquitin carboxyl-terminal hydrolase 5 [Mus 9 6
musculus]

paraspeckle component 1 [Mus musculus] 5 9
serine/threonine-protein kinase PRP4 homolog 1 1 7
[Mus musculus]

fascin [Mus musculus] 54
40S ribosomal protein S8 [Mus musculus] 24
cytochrome b-c1 complex subunit 1, 5 3
mitochondrial precursor [Mus musculus]

arginine/serine-rich splicing factor 6 [Mus 3 9

musculus]
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524.1 GI1:9506971 Pfn2 NP_062283.1 5 | -0.58 2
544.1 GI1:47059486 Pdxp NP_064667.2 5 | -0.58 2
552.1 GI1:31542602 Elavil NP_034615.2 5 | -0.58 4
582.1 GI1:13507622 Sacmll NP_109617.1 5 | -0.58 2
608.1 GI1:6755763 Alyref NP_035698.1 5 | -0.58 4
682.1 GI1:30519995 SfxnS NP_848754.1 4 | -0.58 2
722.1 | GI:117606375 Sept3 NP_036019.2 4 | -0.58 2
733.1 GI1:32469489 Grm3 NP_862898.1 4 | -0.58 2
737.1 | GI:262118191 Nlgn3 NP_766520.2 4 | -0.58 2
738.1 | GI:257467604 Gpdll NP_780589.3 4 | -0.58 2
765.1 GI1:6754018 Gnb5 NP_034443.1 4 | -0.58 2
778.1 GI:31559891 Rhotl NP_067511.4 4 | -0.58 2
779.1 | GI:309264022 L(0)5C0130105 XP_003086186.1 4 | -0.58 2
799.1 GI1:67846113 Snrnp70 NP_033250.3 3 | -0.58 2
803.1 GI1:6755040 Pfnl NP_035202.1 3 | -0.58 2
812.1 GI1:6680836 Calr NP_031617.1 3 | -0.58 2
816.1 GI1:6671702 Cct5 NP_031663.1 3 | -0.58 2
830.1 GI1:33563294 Pip4k2b NP_473392.1 3 | -0.58 2
835.1 GI1:30520131 Slc6al NP_848818.1 3 | -0.58 2
840.1 GI1:28077049 Chmp4b NP_083638.1 3 | -0.58 2
843.1 | GI:255982539 FbxI116 NP_001157697.1 3 | -0.58 2
857.1 | GI:214010170 Clu NP_038520.2 3 | -0.58 2
866.1 GI1:19526912 St13 NP_598487.1 3 | -0.58 2
868.1 | GI:172072657 Alg2 NP_064382.3 3 | -0.58 2
910.1 GI1:6679909 Gabrb2 NP_032096.1 3 | -0.58 2
953.1 | GI:459683847 Rpl22 NP _001264043.1 3 | -0.58 2
965.1 | GI:295148172 Madd NP _001171191.1 3 | -0.58 2
972.1 | GI:241982789 Ptk2b NP_001155838.1 3 | -0.58 2
973.1 | GI:240255574 Csdel NP_001155326.1 3 | -0.58 2
1069.1 | GI:31560697 H1f0 NP_032223.2 2 | -0.58 2
1070.1 | GI:31560651 Ptdss1 NP_032985.2 2 | -0.58 2

[N

profilin-2 [Mus musculus] 1 5
pyridoxal phosphate phosphatase [Mus 3 1
musculus]

ELAV-like protein 1 [Mus musculus] 36
phosphatidylinositide phosphatase SAC1 [Mus 67
musculus]

THO complex subunit 4 [Mus musculus] 27
sideroflexin-5 [Mus musculus] 3 7
neuronal-specific septin-3 [Mus musculus] 39
metabotropic glutamate receptor 3 precursor 99
[Mus musculus]

neuroligin-3 precursor [Mus musculus] 9 1
glycerol-3-phosphate dehydrogenase 1-like 3 8
protein [Mus musculus]

guanine nucleotide-binding protein subunit beta- 4 4
5 isoform 1 [Mus musculus]

mitochondrial Rho GTPase | isoform 1 [Mus 72
musculus]

PREDICTED: 40S ribosomal protein SA-like 3 3
[Mus musculus]

U1 small nuclear ribonucleoprotein 70 kDa 5 2
[Mus musculus]

profilin-1 [Mus musculus] 1 5
calreticulin precursor [Mus musculus] 48
T-complex protein 1 subunit epsilon [Mus 60
musculus]

phosphatidylinositol 5-phosphate 4-kinase type- 47
2 beta [Mus musculus]

sodium- and chloride-dependent GABA 67
transporter 1 [Mus musculus]

charged multivesicular body protein 4b [Mus 2 5
musculus]

F-box/LRR-repeat protein 16 [Mus musculus] 52
clusterin precursor [Mus musculus] 52
hsc70-interacting protein [Mus musculus] 42
alpha-1,3/1,6-mannosyltransferase ALG2 [Mus 47
musculus]

gamma-aminobutyric acid receptor subunit beta- 5 5
2 precursor [Mus musculus]

60S ribosomal protein L22 isoform ¢ [Mus 9
musculus]

MAP kinase-activating death domain protein 1 8 1
isoform 11 [Mus musculus]

protein-tyrosine kinase 2-beta isoform 1 [Mus 1 1 6
musculus]

cold shock domain-containing protein E1 8 6
isoform 2 [Mus musculus]

histone H1.0 [Mus musculus] 2 1
phosphatidylserine synthase 1 [Mus musculus] 56
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1133.1 | GI:21704140 Hibadh NP_663542.1 2 | -0.58 2
1170.1 | GI:161377465 | Serpindl NP_032249.3 2 | -0.58 2
1197.1 | GI:125628629 Eif3d NP_061219.2 2 | -0.58 2

16.7 GI1:20911031 KrtS NP_081287.1 18 | -0.55 | 11

88.1 GI1:6671684 Ctnnbl NP_031640.1 18 | -0.54 | 10
168.1 GI1:31560656 Pabpcl NP_032800.2 13 | -0.53 8

15.1 GI:150456419 Dhx9 NP_031868.2 36 | -0.52 | 15

67.1 GI1:68533246 Thrap3 NP_666265.3 20 | -0.51 | 13
112.1 | GI:118136297 Dlg2 NP_035937.2 16 | -0.49 | 10
299.1 GI1:7305507 Snap91 NP_038697.1 9 | -0.49 5
317.1 | GI:411147387 Yars NP_598912.4 8 | -0.49 5
336.1 | GI:126723461 Cct8 NP_033970.3 8 | -0.49 5
349.1 | GI:215983062 Ehd3 NP_065603.2 8 | -0.49 5
417.1 GI1:45598396 Prkar2b NP_035288.2 7 | -0.49 5
1211 GI1:52317148 Ap3b2 NP_067467.2 15 | -0.46 8
286.1 GI1:6680924 cfil NP_031713.1 9 | -0.46 8
1111 GI1:27370092 Tufm NP_766333.1 16 | -0.45 9
133.1 GI1:24418919 Pygb NP_722476.1 15 | -0.45 | 10

52.3 GI1:164663791 Prkca NP_035231.2 10 | -0.42 6
106.1 | GI:125661048 Akap9 NP_919444.2 16 | -0.42 6
130.2 GI1:41680705 Grin2a NP_032196.2 7 | -0.42 3
227.1 | GI:157823795 Kif21a NP 001102512.1 | 11 | -0.42 6
231.1 GI1:62909983 Cpsf6 NP_001013409.1 | 10 | -0.42 5
249.1 | GI:158508501 Sept5 NP_998779.2 10 | -0.42 6
274.1 | GI:254692859 | Ndufa9 NP_079634.2 9 | -0.42 6
287.2 | GI:161086971 Capzal NP_033927.2 4 | -0.42 3
342.2 | GI:111160869 Tra2a NP_932770.2 4 | -0.42 3
350.1 | GI:198278553 Myl9 NP_742116.1 8 | -0.42 5
355.1 | GI:194328708 Oxrl NP _001123638.1 8 | -0.42 6
379.1 GI1:6755965 Vdac2 NP_035825.1 7 | -0.42 6
397.1 | GI:163310736 TIn2 NP _001074711.2 7 | -0.42 3

[N

3-hydroxyisobutyrate dehydrogenase, 3 5
mitochondrial precursor [Mus musculus]

heparin cofactor 2 precursor [Mus musculus] 54
eukaryotic translation initiation factor 3 subunit 6 4
D [Mus musculus]

keratin, type II cytoskeletal 5 [Mus musculus] 62
catenin beta-1 [Mus musculus] 85
polyadenylate-binding protein 1 [Mus musculus] 7 1
ATP-dependent RNA helicase A [Mus 1 5 O
musculus]

thyroid hormone receptor-associated protein 3 1 08
[Mus musculus]

disks large homolog 2 isoform 1 [Mus 9 5
musculus]

clathrin coat assembly protein AP180 isoform 1 92
[Mus musculus]

tyrosine--tRNA ligase, cytoplasmic [Mus 6 3
musculus]

T-complex protein 1 subunit theta [Mus 60
musculus]

EH domain-containing protein 3 [Mus 6 1
musculus]

cAMP-dependent protein kinase type II-beta 4 6
regulatory subunit [Mus musculus]

AP-3 complex subunit beta-2 [Mus musculus] 1 1 9
cofilin-1 [Mus musculus] 1 9
elongation factor Tu, mitochondrial isoform 1 49
[Mus musculus]

glycogen phosphorylase, brain form [Mus 97
musculus]

protein kinase C alpha type [Mus musculus] 77
A-kinase anchor protein 9 [Mus musculus] 434
glutamate receptor ionotropic, NMDA 2A 1 6 5
precursor [Mus musculus]

kinesin-like protein KIF21A isoform 4 [Mus 1 7 5
musculus]

cleavage and polyadenylation specificity factor 5 9
subunit 6 [Mus musculus]

septin-5 [Mus musculus] 43
NADH dehydrogenase [ubiquinone] 1 alpha

subcomplex subunit 9, mitochondrial precursor 42
[Mus musculus]

F-actin-capping protein subunit alpha-1 [Mus 3 3
musculus]

transformer-2 protein homolog alpha [Mus 3 3
musculus]

myosin regulatory light polypeptide 9 [Mus 20
musculus]

oxidation resistance protein 1 isoform E [Mus 9 6
musculus]

voltage-dependent anion-selective channel 3 2
protein 2 [Mus musculus]

talin-2 [Mus musculus] 271
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413.1 GI1:6755288 Rasgrfl NP_035375.1 7 | -0.42 3
473.1 | GI:158937310 | Ccdcl77 | NP_001008423.2 6 | -0.42 3
476.1 GI:13385726 Uqerb NP_080495.1 6 | -0.42 3
488.2 | GI:139948818 | Fam98a NP_598508.2 4 | -0.42 3
511.1 GI1:38259194 Dnajcé NP_940804.1 6 | -0.42 3
558.1 | GI:254692972 | Cdc42bpa | NP_001028457.1 5 | -0.42 3
560.1 | GI:238814391 Cct7 NP_031664.3 5 | -0.42 3
563.1 GI:22122795 | Dyncllil NP_666341.1 5 |-042 3
576.1 | GI:160707896 Strap NP_035629.2 5 | -0.42 3
585.1 GI:12963571 Ndufa7 NP_075691.1 5 | -0.42 3
586.1 | GI:125490380 | Slc32al NP_033534.2 5 | -0.42 3
590.1 | GI:124378024 | Dzankl NP_766447.2 5 | -0.42 3
591.1 | GI:124244096 Sartl NP_058578.3 5 |-042 3
677.1 GI1:33563266 Ndufa4 NP_035016.1 4 | -0.42 3
728.1 | GI:110347535 | Hnrnpll NP_659051.3 4 | -0.42 3
770.1 | GI:554506531 Hpca NP _001273012.1 4 | -042 3
950.1 GI1:46519160 Rps24 NP_997518.1 3 | -0.42 2
960.1 | GI:325910859 Set NP_001191804.1 3 | -0.42 3
79.1 GI1:160333923 | Hnrnpu NP_058085.2 19 | -0.39 | 13
16.19 | GI:269914154 47133;?1?\1 NP_808385.2 4 | -0.39 4
16.6 GI1:148539957 Ina NP_666212.3 23 | -0.36 | 16
162.1 G1:29244248 Cnksr2 NP_808419.1 13 | -0.36 7
188.2 GI1:8392847 Actrla NP_058556.1 10 | -0.36 4
189.1 | GI:134288904 Itsnl NP_034717.2 12 | -0.36 7
292.1 GI1:31982561 Rtnl NP_703187.2 9 | -0.36 6
373.1 | GI:163838648 AtpScl NP_001106209.1 8 | -0.36 6
52.1 GI1:6755080 Prkeg NP_035232.1 22 | -0.32 | 12
60.1 GI1:189491684 DmxI2 NP_766359.2 21 | -032 | 11
82.1 GI1:27369581 Slc25a12 NP_766024.1 19 | -0.32 | 12
118.1 | GI:117606277 Slcla2 NP_001070982.1 | 16 | -0.32 | 12

IS

ras-specific guanine nucleotide-releasing factor 1 4 4
1 isoform 1 [Mus musculus]

coiled-coil domain-containing protein 177 [Mus 80
musculus]

cytochrome b-c1 complex subunit 7 [Mus 1 4
musculus]

protein FAM98A [Mus musculus] 55
putative tyrosine-protein phosphatase auxilin 98
isoform ¢ [Mus musculus]

serine/threonine-protein kinase MRCK alpha 1 97
[Mus musculus]

T-complex protein 1 subunit eta [Mus musculus] 60
cytoplasmic dynein 1 light intermediate chain 1 5 7
[Mus musculus]

serine-threonine kinase receptor-associated 3 8
protein [Mus musculus]

NADH dehydrogenase [ubiquinone] 1 alpha 1 3
subcomplex subunit 7 [Mus musculus]

vesicular inhibitory amino acid transporter [Mus 5 7
musculus]

double zinc ribbon and ankyrin repeat- 8 5
containing protein 1 [Mus musculus]

U4/U6.US tri-snRNP-associated protein 1 [Mus 91
musculus]

NADH dehydrogenase [ubiquinone] 1 alpha 9
subcomplex subunit 4 [Mus musculus]

heterogeneous nuclear ribonucleoprotein L-like 6 4
[Mus musculus]

neuron-specific calcium-binding protein 22
hippocalcin [Mus musculus]

40S ribosomal protein S24 isoform 3 [Mus 1 5
musculus]

protein SET isoform 2 [Mus musculus] 32
heterogeneous nuclear ribonucleoprotein U [Mus 8 8
musculus]

uncharacterized protein LOC239673 [Mus 5 8
musculus]

alpha-internexin [Mus musculus] 5 5
connector enhancer of kinase suppressor of ras 2 1 1 7
[Mus musculus]

alpha-centractin [Mus musculus] 43
intersectin-1 isoform 1 [Mus musculus] 194
reticulon-1 isoform A [Mus musculus] 84
ATP synthase subunit gamma, mitochondrial 3 0
isoform b [Mus musculus]

protein kinase C gamma type [Mus musculus] 78
dmX-like protein 2 [Mus musculus] 340
calcium-binding mitochondrial carrier protein 7 5
Aralarl [Mus musculus]

excitatory amino acid transporter 2 isoform 1 62

[Mus musculus]
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170.8 | GI:6680606 | Krt19 NP 0324971 | 4 |-032] 3 4 Keratn, type | eytoskeletal 19 [Mus museulus] | 45
204.1 | GI:9938002 Lgil NP_064674.1 1 |-032| 8 IEN R 64
327.1 | GI:21313679 | Atp5h NP_082138.1 8 |-032| 6 | 6 | e e 19
329.1 | GI:19526936 | Lancl2 NP_598498.1 8 |-032]| 4 4 lanC-like protein 2 [Mus musculus] 51
341.1 | GI:95772123 | Pppiri2a | NP_082168.1 | 8 [-032| 4 Dot phospeatiss segiatary swbusit 1267 [ )
378.1 | GI:68226731 | Npepps NP_032968.2 | 7 |-032| 4 puromycin-senstive aminopeptidase [Mus 103
412.1 | GI:110349752 | Farpl NP 5988433 | 7 |-032| 4 PERM. RioGEF and pleckstrin domain 119
427.1 | GI:6754632 | Mapkl NP 036079.1 | 7 |-032| 4 e s T 41
431.1 | GI:551894084 | Sgipl NP_001272781.1 | 7 | 032 | 4 Do s e, | 92
454.1 | GI:6679809 Flot1 NP_032053.1 6 |-032| 4 el [ e myeatie] 47
507.3 | GI1:12963723 | Rab3b NP_076026.1 | 4 | -032] 3 4| ras-relted protein Rab-35 [Mus musculus] 25
5221 | GI:9790221 | Arpcla | NP 0627411 | 5 |-032| 3 setinclted protein 23 complex subunit 1A [ 4
533.1 | GI:70778897 | Gtpbpl NP_038846.2 5 (032 4 4 R TR Y —— 72
551.1 | GI:31543876 | Tmod2 NP 0579202 | 5 |-032| 4 tropomodulin-2 [Mus muscuus] 39
571.1 | GI:188219614 | Uchll NP_0358002 | 5 |-032| 3 N L s ] | 25
572.1 | GI:18390323 | Rabl4 NP 0809731 | 5 | -032| 4 ras-related proein Rab 14 [Mus musculus] 24
639.1 | GI:14149647 Rpl9 NP_035422.1 5 1032 4 e T m—— PP
16.5 | G1:124286811 | Nefh NP_035034.2 | 28 | -0.30 | 18 neusoflateat heavy polypeptide [Mus 117
81.1 | GI:188219589 | Lmnbl NP 0348512 | 19 | -030| 13 15 lamin-BI [Mus musculus] 67
872 | GI:62234487 | Atp2bl | NP_080758.1 | 15 | -030 | 12 15 N 135
1542 | GI:6756039 Ywhaq NP_035869.1 13 | -029 | 8 T Y O V—— 28
156.1 | GI:226442759 | PipSklec | NP_001140159.1 | 14 | 029 | 9 phosphatidylnositol -phosphste S-dnascope- | 69
173.1 | GI:299522842 | Detn2 | NP 001177383.1 | 13 | 029 | 9 11 dynacin subunit 2 soform | [Mus museulus] | 45
441 | GI:157951729 | Ctnna2 | NP_001103234.1 | 25 | -0.26 | 14 17 cateninalpha-2 isoform 2 [Mus musculus) 105
88.2 | GI:28395018 Jup NP_034723.1 14 [-026 | 9 junction plakoglobin [Mus musculus] 82
123.1 | GI:283549150 | Shamkl | NP_001029287.1 | 15 | -026 | 10 proten | [yt moseutus] 226
135.1 | GI:171846263 | Homerl NP_671705.2 15 [ -0.26 | 10 11 e 41
168.2 | GI:6754972 | Pabpe2 NP_035163.1 | 7 |-026| 5 6 | ply A g o, g2 =
1711 | GI:169403965 | Shank2 | NP_001106844.2 | 13 | 026 | 5 | 6 | D T e 159
246.1 | GI:6755588 | Smap25 | NP 0355581 | 10 | -026 | 6 R syosptosornal-associaied proein 25 Vs 23
253.2 | GI:10946928 | Hnrnphl | NP 0674851 | 9 | -026| 7 R heterogencous nuclearbonucleoprotein H [Mus | 4q
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254.1 | GI:157951688 | Bcan NP_031555.2 | 10 | -026 | 5 6
290.1 | GI:283837783 | Uncl3a | NP_0010250442 | 9 |-026| 5 6 |
305.1 | GI:68131560 | Osbpl6 NP_663500.2 | 8 |-026| 5 | 6 |
313.1 | GI:6671569 | Rplp0 NP_031501.1 8 [-026] s 6 |
315.1 | GI:52350563 | Gprl58 | NP_001004761.1 | 8 |-026 | 5 | 6 |
3281 | GI:21312994 | Sle25all | NP O077173.1 | 8 | -026| 5 | 6 |
3341 | GI:13386106 | Nudt2l NP_080899.1 | 8 |-026| 5 | 6 |
354.1 | GI:19527358 | Prpf19 NP_598890.1 8 |02 5 | 6 |
402.1 | GI:13385872 1if2 NP_080650.1 | 7 |-026| 5 | 6 |
496.1 | GI:225543276 | Map7dl | NP 001139442.1 | 6 | 026 | 5
496.2 | GI:225543273 | Map7dl | NP_659190.3 | 6 |-026| 5
584.1 | GI:13385006 Cyel NP_079843.1 s | 026 4 | 4 |
164 | GI:39204499 |  Nefl NP_035040.1 | 29 | -024 | 23 23
9.2 | GI:171543853 | Maplb | NP_032660.2 | 60 | 0.23 | 45
16.16 | GI:22164776 | Krt79 NP_666175.1 5 1022 5 4 ]
142.1 | GI:21313308 | Hnrnpm | NP_084080.1 | 15 | 022 | 12 13
145.1 | GI:13259378 | Stxlb NP 0777251 | 14 |-022 | 10 12
200.1 | GI:309266718 L(4)8C7150900 XP_003086840.1 | 12 | 022 | 6
292.2 | GI:56090141 | Rtnl | NP_001007597.1 | 6 |-022 | 5 6 |
352.1 | GI:6671549 | Prdx6 NP_031479.1 8 [022] 6
475.1 | GI:13994209 | Wasfl NP_114083.1 | 6 |-022| 6
87.1 | GI:6753140 | Atp2b2 NP 033853.1 | 18 |-0.21 | 13
97.1 | GI:83649713 | Baiap2 | NP_001032843.1 | 17 | -0.21 | 13
463 | GI:70906479 | Camk2d | NP_001020610.1 | 20 | -0.20 | 13
220.1 | GI:56606121 | Pde2a | NP_001008548.1 | 11 | -019 | 7 N
277.1 | GI:21703842 | Rtch NP 6633971 | 9 |019| 7
346.1 | GI:126090857 | Fam120a | NP 0010284402 | 8 [-019 | 6
443.1 | GI:16418339 | Rpl10 NP_443067.1 7 [019] 5 6 |
509.1 | GI:6677809 Rps6 NP_033122.1 6 |-019 | 4 6 |
53.1 | GI:45433560 | Kif5c NP 0324752 | 22 |-017] 16 17
87.3 | GI:56699478 | Atp2b3 NP_796210.2 | 11 | -017 | 8 I

brevican core protein isoform 1 precursor [Mus

musculus] 96
protein unc-13 homolog A [Mus musculus] 1 94
oxysterol-binding protein-related protein 6 [Mus 1 1 O
musculus]

60S acidic ribosomal protein PO [Mus musculus] 34
probable G-protein coupled receptor 158 1 3 4
precursor [Mus musculus]

mitochondrial 2-oxoglutarate/malate carrier 3 4
protein [Mus musculus]

cleavage and polyadenylation specificity factor 2 6
subunit 5 [Mus musculus]

pre-mRNA-processing factor 19 isoform 2 [Mus 5 5
musculus]

interleukin enhancer-binding factor 2 [Mus 43
musculus]

MAP7 domain-containing protein 1 isoform 2 8 6
[Mus musculus]

MAP7 domain-containing protein 1 isoform 1 9 3
[Mus musculus]

cytochrome c1, heme protein, mitochondrial 3 5
[Mus musculus]

neurofilament light polypeptide [Mus musculus] 6 1
microtubule-associated protein 1B [Mus

musculus] 2 70
keratin, type II cytoskeletal 79 [Mus musculus] 5 8
heterogeneous nuclear ribonucleoprotein M 78
isoform a [Mus musculus]

syntaxin-1B [Mus musculus] 3 3
PREDICTED: complement C3-like, partial [Mus 1 7 1
musculus]

reticulon-1 isoform C [Mus musculus] 24
peroxiredoxin-6 [Mus musculus] 25
wiskott-Aldrich syndrome protein family 6 1
member 1 [Mus musculus]

plasma membrane calcium-transporting ATPase 1 3 3
2 [Mus musculus]

brain-specific angiogenesis inhibitor 1- 5 3
associated protein 2 isoform ¢ [Mus musculus]
calcium/calmodulin-dependent protein kinase 5 8
type II subunit delta isoform 1 [Mus musculus]
c¢GMP-dependent 3',5'-cyclic phosphodiesterase 1 O 5
isoform PDE2A3 [Mus musculus]

tRNA-splicing ligase RtcB homolog [Mus 5 5
musculus]

constitutive coactivator of PPAR-gamma-like 122
protein 1 [Mus musculus]

60S ribosomal protein L10 [Mus musculus] 25
40S ribosomal protein S6 [Mus musculus] 29
kinesin heavy chain isoform 5C [Mus musculus] 109
plasma membrane calcium ATPase 3 [Mus 1 34
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87.4 GI:269784615 | Atp2b4 NP _001161421.1 9 | -0.17 8
239.1 GI1:19526814 Ndufvl NP_598427.1 10 | -0.17 8
408.1 | GI:113680120 Clqc NP_031600.2 7 | -0.17 5

17.2 GI1:30409956 Atpla2 NP_848492.1 33 | -0.16 | 26
155.1 | GI:345842402 Etl4 NP 001171101.2 | 14 | -0.15 9
218.1 GI1:86476059 Wdr37 NP_001034477.1 | 11 | -0.15 8
539.1 GI1:6753498 Cox4il NP_034071.1 5 | -0.15 4

20.1 GI:6671561 Ap2al NP_031484.1 33 | -0.15 | 25

16.9 GI:124487419 Krt2 NP_034798.2 8 |-0.14 6

84.1 GI:269784721 Sipalll NP _001161455.1 | 19 | -0.14 | 10
238.1 GI1:21704242 Camkyv NP_663596.1 10 | -0.14 8

42.2 GI1:83816893 DdxS NP_031866.2 21 | -0.13 | 17

43.2 GI:258547116 Cyfipl NP _001158133.1 | 16 | -0.13 | 10
159.1 GI1:6754036 Got2 NP_034455.1 13 | -0.13 9
199.1 | GI:329299065 Sept7 NP _001192296.1 | 12 | -0.12 | 10
205.1 GI1:6679261 Pdhal NP_032836.1 11 | -0.12 9
253.1 GI1:9845253 Hnrnph2 NP_063921.1 10 | -0.12 9

9.1 GI:291045426 Mapla NP_001166977.1 | 67 | -0.11 | 50

152.1 GI1:6806903 Atp2a2 NP_033852.1 14 | -0.11 | 11

16.1 GI:112363107 Nefm NP_032717.2 35 | -0.10 | 27

31.2 GI1:209862923 Crmpl NP _001129530.1 | 17 | -0.10 | 13

65.1 GI1:50053703 Ppplr9b NP_758465.2 20 | -0.10 | 13

85.1 G1:254553348 Pfkm NP _001156960.1 | 19 | -0.09 | 13

94.1 GI1:183396771 Hspd1 NP_034607.3 17 | -0.09 | 13
137.1 GI1:37674277 | Hnrnpa3 NP_932758.1 15 | -0.09 | 10
179.1 GI1:6755963 Vdacl NP_035824.1 12 | -0.09 | 11
105.1 GI1:13384620 Hnrnpk NP_079555.1 16 | -0.08 | 14

54.1 GI:156255171 Add1l NP _001019629.2 | 22 | -0.07 | 17

5.2 GI:114326446 Myh9 NP_071855.2 72 | -0.07 | 55

musculus]

plasma membrane calcium ATPase 4 isoform a 1 2 8
[Mus musculus]

NADH dehydrogenase [ubiquinone]

flavoprotein 1, mitochondrial precursor [Mus 5 1
musculus]

complement C1q subcomponent subunit C 2 6
precursor [Mus musculus]

sodium/potassium-transporting ATPase subunit 1 12
alpha-2 precursor [Mus musculus]

sickle tail protein isoform d [Mus musculus] 147
WD repeat-containing protein 37 isoform a [Mus 5 5
musculus]

cytochrome ¢ oxidase subunit 4 isoform 1, 20
mitochondrial precursor [Mus musculus]

AP-2 complex subunit alpha-1 isoform a [Mus 1 O 8
musculus]

keratin, type II cytoskeletal 2 epidermal [Mus 7 1
musculus]

signal-induced proliferation-associated 1-like 1 9 3
protein 1 isoform 2 [Mus musculus]

caM kinase-like vesicle-associated protein [Mus 5 5
musculus]

probable ATP-dependent RNA helicase DDX5 69
[Mus musculus]

cytoplasmic FMR 1-interacting protein 1 isoform 1 4 5
a [Mus musculus]

aspartate aminotransferase, mitochondrial [Mus 47
musculus]

septin-7 isoform 2 [Mus musculus] 5 1
pyruvate dehydrogenase E1 component subunit

alpha, somatic form, mitochondrial precursor 43
[Mus musculus]

heterogeneous nuclear ribonucleoprotein H2 49
[Mus musculus]

microtubule-associated protein 1A isoform 2 3 OO
[Mus musculus]

sarcoplasmic/endoplasmic reticulum calcium 1 1 O
ATPase 2 isoform b [Mus musculus]

neurofilament medium polypeptide [Mus 9 6
musculus]

dihydropyrimidinase-related protein 1 isoform 1 7 4
[Mus musculus]

neurabin-2 [Mus musculus] 89
6-phosphofructokinase, muscle type [Mus 8 5
musculus]

60 kDa heat shock protein, mitochondrial [Mus 6 1
musculus]

heterogeneous nuclear ribonucleoprotein A3 40
isoform a [Mus musculus]

voltage-dependent anion-selective channel 3 1
protein 1 [Mus musculus]

heterogeneous nuclear ribonucleoprotein K [Mus 5 1
musculus]

alpha-adducin isoform 1 [Mus musculus] 8 1
myosin-9 [Mus musculus] 226
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17.1 GI1:21450321 Atpla3 NP_659170.1 35 | -0.06 | 30
46.1 GI1:28916677 Camk2a NP_803126.1 24 | -0.04 | 20
16.2 G1:84000448 Gfap NP_034407.2 32 | -0.03 | 24
35.2 GI1:6678467 Tuba4a NP_033473.1 27 | -0.02 | 21
27.2 GI1:40556608 | Hsp90ab1l NP_032328.2 23 | 0.00 18
42.1 GI1:6753620 Ddx3x NP_034158.1 25 | 0.00 22
43.1 G1:84370256 Cyfip2 NP_598530.2 25 | 0.00 16
50.1 GI1:312032462 | Arhgef2 NP _001185842.1 | 23 | 0.00 17
51.1 GI1:31980648 AtpSb NP_058054.2 22 | 0.00 18
52.2 GI1:6679345 Prkcb NP_032881.1 16 | 0.00 10
57.1 GI1:6680748 AtpSal NP_031531.1 21 | 0.00 18
61.1 GI1:197304784 Igsecl NP_001127856.1 | 21 | 0.00 14
75.1 GI:31711997 | Ppplr9a NP_853626.1 19 | 0.00 13
77.1 GI1:225543319 Vep NP_033529.3 19 | 0.00 11
85.3 GI1:9790051 Pfkp NP_062677.1 12 | 0.00 9
120.1 GI1:6671565 Ap3d1 NP_031486.1 15 | 0.00 8
134.1 | GI:148747424 | Slc25a4 NP_031476.3 15 | 0.00 12
148.1 GI1:8394027 Ppp2rla NP_058587.1 14 | 0.00 12
161.1 | GI:148762971 Gm996 NP_001005424.2 | 13 | 0.00 10
164.1 | GI:154090967 Srgap3 NP_536696.4 13 | 0.00 9
165.1 GI1:33859560 Gdil NP_034403.1 13 | 0.00 12
170.1 GI1:21489935 Krt14 NP_058654.1 13 | 0.00 9
170.3 GI1:7106335 Krt17 NP_034793.1 10 | 0.00 8
172.1 | GI:164448632 Ncaml NP_001106675.1 | 13 | 0.00 11
185.1 | GI:158711686 | Slcl2as NP_065066.2 12 | 0.00 9
187.3 GI1:26986591 Mark4 NP_758483.1 4 | 0.00 2
195.1 GI1:91992157 Aakl NP_001035195.1 | 12 | 0.00 10
202.1 | GI:224809373 Kif2a NP _001139251.1 | 12 | 0.00 7
203.2 GI1:86990458 Kiflb NP_032467.2 3 | 0.00 2
209.1 | GI:254540027 Mdh1 NP_032644.3 11 | 0.00 9
210.1 | GI:226494598 Wdr7 NP_001014981.1 | 11 | 0.00 7

N
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N
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KN
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6 |

sodium/potassium-transporting ATPase subunit 1 1 6
alpha-3 [Mus musculus]

calcium/calmodulin-dependent protein kinase 5 4
type II subunit alpha isoform 2 [Mus musculus]

glial fibrillary acidic protein isoform 2 [Mus 5 0
musculus]

tubulin alpha-4A chain [Mus musculus] 5 0
heat shock protein HSP 90-beta [Mus musculus] 83
ATP-dependent RNA helicase DDX3X [Mus 7 3
musculus]

cytoplasmic FMR 1-interacting protein 2 [Mus 1 4 6
musculus]

rho guanine nucleotide exchange factor 2 1 O 8
isoform 4 [Mus musculus]

ATP synthase subunit beta, mitochondrial 5 6
precursor [Mus musculus]

protein kinase C beta type [Mus musculus] 77
ATP synthase subunit alpha, mitochondrial 60
precursor [Mus musculus]

1Q motif and SEC7 domain-containing protein 1 1 2 3
isoform b [Mus musculus]

neurabin-1 [Mus musculus] 123
transitional endoplasmic reticulum ATPase [Mus 89
musculus]

6-phosphofructokinase type C [Mus musculus] 85
AP-3 complex subunit delta-1 [Mus musculus] 1 3 5
ADP/ATP translocase 1 [Mus musculus] 3 3
serine/threonine-protein phosphatase 2A 65 kDa

regulatory subunit A alpha isoform [Mus 65
musculus]

uncharacterized protein C9orf172 homolog [Mus 1 07
musculus]

SLIT-ROBO Rho GTPase-activating protein 3 1 2 4
[Mus musculus]

rab GDP dissociation inhibitor alpha [Mus 5 0
musculus]

keratin, type I cytoskeletal 14 [Mus musculus] 5 3
keratin, type I cytoskeletal 17 [Mus musculus] 48
neural cell adhesion molecule 1 isoform 3 1 19
precursor [Mus musculus]

solute carrier family 12 member 5 [Mus 12 4
musculus]

MAP/microtubule affinity-regulating kinase 4 8 3
[Mus musculus]

AP2 associated kinase 1 isoform 1 [Mus 103
musculus]

kinesin-like protein KIF2A isoform 2 [Mus 80
musculus]

kinesin-like protein KIF1B isoform a [Mus 1 3 O
musculus]

malate dehydrogenase, cytoplasmic [Mus 3 6
musculus]

WD repeat-containing protein 7 [Mus musculus] 1 63




Supplemental Material

Soucek et al. page 36

213.1 | GI:116063560 | Cntnapl NP_058062.2 11 | 0.00 8
214.1 GI:13937391 Gnb2 NP_034442.1 11 | 0.00 7
219.1 GI1:6753262 Capzb NP_033928.1 11 | 0.00 8
241.1 | GI:172072590 Nedn NP_036116.3 10 | 0.00 6
248.1 | GI:211065507 Dars NP_803228.2 10 | 0.00 7
251.1 GI1:37360977 Erc2 NP_808482.2 10 | 0.00 7
252.1 GI1:51492004 Trim46 NP_898858.1 10 | 0.00 7
255.1 GI1:84662736 Rpl6 NP_035420.2 10 | 0.00 9
276.1 GI1:22122825 Actr2 NP_666355.1 9 | 0.00 8
282.1 | GI:144922638 Ktnl NP_032503.2 9 | 0.00 5
284.1 | GI:114145505 Hsphl NP_038587.2 9 | 0.00 6
289.1 GI1:24233554 Slc1a3 NP_683740.1 9 | 0.00 7
308.1 GI1:6753960 Gda NP_034396.1 8 | 0.00 5
311.1 GI1:6679935 Gap43 NP_032109.1 8 | 0.00 6
324.1 | GI:227500281 Etfa NP_663590.3 8 | 0.00 4
326.1 GI1:21362303 Snap47 NP_653104.1 8 | 0.00 6
335.1 GI:13386026 27(;)2012161? E NP_080804.1 8 | 0.00 6
337.1 | GI:119120859 Synel NP_700448.2 8 | 0.00 5
339.1 | GI:112363072 Arpc2 NP_083987.1 8 | 0.00 5
347.1 | GI:158854037 Nbea NP_085098.1 8 | 0.00 4
348.1 GI1:8567402 Srsf3 NP_038691.1 8 | 0.00 5
353.1 | GI:239985643 Palm NP _001155219.1 8 | 0.00 5
358.1 GI1:6680834 Calm3 NP_031616.1 8 | 0.00 5
364.2 GI1:52345394 Actr3b NP_001004365.1 4 | 0.00 4
368.1 | GI:294831970 | Slc25a22 | NP_001171047.1 8 | 0.00 5
374.1 | GI:116256514 | Hnrnpd NP_031542.2 8 | 0.00 6
401.1 | GI:134949013 Rock2 NP_033098.2 7 | 0.00 4
406.1 | GI:120953219 Soga3 NP_080414.2 7 | 0.00 6
419.1 | GI:145587082 Trio NP_001074771.1 7 | 0.00 4
420.1 GI1:6679439 Ppia NP_032933.1 7 | 0.00 5
422.1 | GI:254939694 U2afl NP_077149.2 7 | 0.00 3

0o

contactin-associated protein 1 precursor [Mus 1 5 6
musculus]

guanine nucleotide-binding protein 3 7
G(I)/G(S)/G(T) subunit beta-2 [Mus musculus]
F-actin-capping protein subunit beta isoform b 3 1
[Mus musculus]

neurochondrin [Mus musculus] 79
aspartate--tRNA ligase, cytoplasmic isoform 1 5 7
[Mus musculus]

ERC protein 2 [Mus musculus] 1 1 5
tripartite motif-containing protein 46 isoform 2 8 3
[Mus musculus]

60S ribosomal protein L6 [Mus musculus] 3 3
actin-related protein 2 [Mus musculus] 45
kinectin [Mus musculus] 1 52
heat shock protein 105 kDa [Mus musculus] 96
excitatory amino acid transporter 1 [Mus 60
musculus]

guanine deaminase [Mus musculus] 5 1
neuromodulin [Mus musculus] 24
electron transfer flavoprotein subunit alpha, 3 5
mitochondrial [Mus musculus]

synaptosomal-associated protein 47 [Mus 4 6
musculus]

UPF0568 protein C140rf166 homolog [Mus 28
musculus]

nesprin-1 isoform 1 [Mus musculus] 165
actin-related protein 2/3 complex subunit 2 [Mus 3 4
musculus]

neurobeachin [Mus musculus] 3 27
serine/arginine-rich splicing factor 3 [Mus 1 9
musculus]

paralemmin-1 isoform 2 [Mus musculus] 37
calmodulin [Mus musculus] 1 7
actin-related protein 3B [Mus musculus] 48
mitochondrial glutamate carrier 1 [Mus 3 5
musculus]

heterogeneous nuclear ribonucleoprotein DO 3 3
isoform ¢ [Mus musculus]

rho-associated protein kinase 2 [Mus musculus] 1 61
protein SOGA3 precursor [Mus musculus] 1 03
triple functional domain protein [Mus musculus] 3 48
peptidyl-prolyl cis-trans isomerase A [Mus 1 8
musculus]

splicing factor U2AF 35 kDa subunit isoform 1 28

[Mus musculus]
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427.2 | GI:21489933 | Mapk3 NP_036082.1 3 | 000 | 2 2 e activated protein Kinase 3 [Mus 43
435.1 | GI:319655703 | Cedcl36 | NP_663549.3 7 | 000 | 4 | 4 | o ] [V esnaaning protein 136 117
442.1 | GI:170014725 | Bdhl | NP_001116155.1 | 7 | 0.00 | 6 | 6 | D oy Gy, 38
444.1 | GI:126723792 | Snx27 | NP_001075953.1 | 7 | 0.00 | 7 Sorting nexin-27 isoform 1 [Mus musculus] 61
450.1 | GI:7242138 | Atplb2 NP_038201.1 | 6 | 000 | 5 sodiumpotassun-trnsporting ATPase subunit | 3.3
4531 | GI:6680047 | Gnb21l | NP 0321691 | 6 | 000 | 4 N ke 1 s musutus] |35
459.1 | GI:39930509 | Mapre3 NP_579928.1 6 | 000 | 5 | 4 | s oo el 1 KPR family 32
465.1 | GI:27532946 | Gnaz NP 0344411 | 6 | 0.00 | 4 IEN guaine micleotdebinding proten G sbunit | 41
466.1 | GI:226443091 | Hnrnpa0 NP_084148.1 6 | 000 | 5 e 31
467.1 | GI1:22122427 | Phyhip NP_666093.1 | 6 | 000 | 3 plytanoyl-Coh ydronylase interating proein. | 3.8
485.1 | GI:7710062 | Mpp2 NP 0579041 | 6 | 0.00 | 4 | 4 | S AR 62
487.1 | GI:145301549 | Hba-a2 | NP _001077424.1 | 6 | 0.00 | 4 4 ] T r—— Y
488.1 | GI:61098124 | Fam98b NP_080896.2 6 | 000 | 5 protein FAM9SB [Mus musculus] 45
495.1 | GI:256985110 | Becasl NP 0840912 | 6 | 000 | 4 | 4 | breast carciioma-auplifiedsequence Lbomolog | g7
507.1 | GI:6679593 Rab3a NP_033027.1 6 | 0,00 | 4 T 25
508.1 | GI:6678365 Ran NP 033417.1 | 6 | 000 | 3 GITR binding mucleas proia Rau Vs 24
513.1 | GI:34328406 | Arhgap44 | NP_778168.2 6 | 000 | 4 | 4 | Vs s 10 protein 44 fsoform 2 83
5142 | GI:7242197 | Psmbl NP 0353151 | 2 | 000 | 1 protessome subuicbets e | pecussor s |
515.1 | GI:31088914 | Ankslb NP_852063.1 6 | 000 | 4 IEN o 15 a2 s s | 48
526.1 | GI:86262142 | Rbml4 NP _063922.2 5 | 000 | 4 4 RNA-binding protein 14 [Mus musculus] 69
5451 | GI:45592934 Racl NP_033033.1 5 1000 | 3 e oo Vs st oSt 21
546.1 | GI:40789268 Ncan NP_031815.2 5 | 000 | 4 4 ] T —— T
547.1 | GI:38016174 Snph NP _937857.1 5 000 | 5 4 ] syntaphilin [Mus musculus] 57
553.1 | GI:30519969 | Poldip3 NP_848742.1 5 | 000 | 1 polymersse delsineracing potei 3 [Mus 46
557.1 | GI:255069795 | Vars NP_035820.3 5 1000 | 3 valine~RNA ligase [Mus musculus] 140
565.1 | GI:219842353 | Ago2 NP_694818.3 s 000 | 3 protein argonaute-2 [Mus museulus] 97
567.1 | GI:21426889 Rpsl1 NP_038753.1 5 | 000 | 4 4 A e 18
578.1 | GI:158854016 | Skpla NP 0356733 | 5 | 000 | 4 S-phase kinaseassociated proten 1 [Mus 19
592.1 | GI:119433663 | Luzpl NP_077772.2 5 | 000 | 3 feucine zipper protein | [Mus musculus] 119
594.1 | GI:110625902 | Napg NP_082293.1 5 | 000 | 4 | 4 | gt solablo SR iachusenaoteln s 35
597.1 | GI:218156282 | Slc17a7 NP_892038.2 5 000 | 3 el amate transporer | [Mus 62
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597.2 | GI:188219544 | Slc17a6 NP_543129.3 4 | 000 | 2 2 L 65
598.1 | GI:148664250 | Hnrnpdl | NP 0578992 | 5 | 000 | 4 N Iorogencous suclear ibonucleoprotein D-ike | 465
603.1 | GI:23956396 | Erlin2 NP_705820.1 5 | 000 | 4 4 ] erlin-2 [Mus musculus] 38
604.1 | GI:113866024 | Rab5c NP_077776.2 5 000 | 3 ras-related protein Rab-SC [Mus musculus] 23
604.2 | GI:28916687 | Rab5b NP_803130.1 4 | 000 ]| 2 ras-telated protein Rab-SB [Mus musculus] 24
609.1 | GI:6754976 Prdx1 NP _035164.1 5 | 000 | 3 peroxiredoxin-1 [Mus musculus] 22
610.2 | GI:148747467 | Kenabl | NP 0347273 | 3 | 000 | 2 e e poassium chamel whunitbea | 45
612.1 | GI:94536791 Flot2 NP_001035493.1 | 5 | 0.00 | 3 flotilin-2 isoform 1 [Mus musculus| 47
627.1 | GI:407263600 | Gm9385 | XP_003945506.1 | 5 | 000 | 4 PREDICTED: €05 sbosomal proten L24 ke [ 1
629.1 | GI:33239421 | Ubap2l | NP 0827511 | 5 | 000 | 3 auitn assocated proiein ke soform || 117
630.1 | GI:31542143 | Rhoa NP 0580822 | 5 | 0.00 | 4 N e 22
630.2 | GI:6680726 | Rhob NP 031509.1 | 4 | 000 | 2 e >
635.1 | GI:255069776 | Camsap3 | NP 0814472 | 5 | 000 | 3 oo Moy o oo | 135
637.1 | GI:219276601 | Nars | NP_001136422.1 | 5 | 000 | 5 separagine-ARI\A ligase yoplasmic soform ||+ 4
640.1 | GI:13385036 | Rpll5 NP_079862.1 s | 000 | 4 4 ] 60S ribosomal protin L15 [Mus museulus] 24
serine/threonine-protein phosphatase 2A 55 kDa
643.1 | GI:110625886 | Ppp2r2a NP_082308.1 5 | 0.00 3 E;%ulatory Sﬁbu]nit B alpha isoform isoform 1 52
us musculus
651.1 | GI:83649715 | Brskl | NP_001003920.2 | 4 | 000 | 3 seine hrconine protein kinsse BRSKL isoform [ 8.5
654.1 GI:7106277 Csnk2b NP_034105.1 ﬂ 0.00 § casein kinase II subunit beta [Mus musculus] 25
656.1 | GI:6755376 Rps7 NP_035430.1 4 o000 | 3 408 ribosoma protein 7 [Mus musculus] 22
662.1 | GI:6680309 | Hspel NP 032329.1 | 4 | 0.00 | 3 | 4 | e L I
663.1 | GI:6680091 | Grid2 | NP_0321931 | 4 | 000 | 2 g o azmser | 113
6651 | GI:6678794 | Map2kl | NP 032953.1 | 4 | 0.00 | 4 e ethatedproteinkinese | 43
667.1 | GI:6677785 | Rpl37a NP_033110.1 4 o000 | 3 60S ribosomal protein L37a [Mus musculus| 10
678.1 | GI:33469051 | Tppp NP 878259.1 | 4 | 0.00 | 4 | 4 | s e
683.1 | GI:300795817 | Lancll | NP 001177914.1 | 4 | 000 | 2 lanC-like protein 1 [Mus musculus] 45
succinyl-CoA ligase [ADP/GDP-forming]
689.1 | GI:255958286 | Suclgl NP_0639322 | 4 | 000 | 4 “ sl miohondral pecusar s 36
musculus
690.1 | GI:254675270 | Rps5 NP_033121.2 4 | 000 | 4 4 ] 408 ribosomal protein S5 [Mus musculus] 23
692.1 | GI:23956058 Plpl NP _035253.1 4 | 000 | 4 4 ] myelin proteolipid protein [Mus musculus] 30
693.1 | GI:23943838 | Sic25al | NP 694790.1 | 4 | 000 | 2 e el 2t 1 34
NADH dehydrogenase [ubiquinone] iron-sulfur
695.1 GI:23346461 Ndufs2 NP_694704.1 4 0.00 3 prOteiH1 l]mitochondrial precursor [Mus 53
— musculus
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699.1 | Gr:222418589 | SUMMTP | NP 7959802 | 4 | 000 | 2 prorcin KIAATS (s s | 197
700.1 | GI:21624609 | Bphl NP_080788.1 | 4 | 0.00 | 2 e 33
712.1 | GI:158187517 | Akap5 | NP _001094941.1 | 4 | 0.00 | 3 Ackinase anchor protein § [Mus musculus] 79
7241 | GI:112293279 | Llcam | NP 0325043 | 4 [000 | 2 peurarceladhesion molecule L1 precursor [Mus |1 41
734.1 | GI:31981945 | Rpli3a NP 0334642 | 4 | 000 | 2 605 ribosomal proten L 13a [Mus musculus] 23
7352 | GI:227908819 | Tarsl2 NP 7585142 | 3 | 0.00 | 3 e aponiteKNA ligase 2, evioplasmic | 9]
740.1 | GI:226442901 | Larpl NP 082727.1 | 4 | 000 | 3 lreated prtein I [Mus musculus] 121
7421 | GI:6679299 Phb NP_032857.1 4 | 000 | 4 4 prohibitin [Mus musculus] 30
743.1 | GI:6678551 | Vamp2 | NP 0335231 | 4 | 000 | 3 e e 13
747.1 | GI:238550188 | Ndell NP 0761572 | 4 | 000 | 2 mclear distibution proten dE-ike 1 Mus [ 3.8
753.1 | GI:548961839 | Cask | NP_001271433.1 | 4 | 000 | 3 T A 100
757.1 | G1:213688406 | Dynlll NP_062656.3 | 4 | 000 | 4 e e 10
759.1 | GI:7949045 H2afz NP_058030.1 4 000 | 3 histone H2A.Z [Mus musculus] 14
763.1 | GI:68226433 H‘Stlfhz" NP_783597.2 | 4 | 000 | 3 - histone H2B type 2-B [us museulus] 14
disintegrin and metalloproteinase domain-
768.1 GI1:56790900 Adam?22 NP_OO 1007222.1 4 0.00 3 contaitllin,ig protein 22 isoform b precursor [Mus 91
musculus
7742 | GI:30794476 | Prkarla | NP_068680.1 3 000 1 e VTR s 43
7762 | GI:117968623 | Cacnale | NP 0339122 | 2 | 000 | 2 bt a1 [V mseuti] 257
785.1 | GI:205361114 | Dnaja3 | NP_001128584.1 | 4 | 0.00 | 2 i B3 (s sl 49
786.1 | GI:197333687 | Vcan | NP_001127946.1 | 4 | 000 | 2 yersiean core proten fsoform 3 precursor Mus | 7
794.1 | GI:8567400 Rpl27 NP_035419.1 3 [ooo | 2 60S ribosomal protin L27 [Mus museulus] 16
795.1 | GI:83715998 | AtpSk NP_0315332 | 3 | 000 | 2 P 8
801.1 | GI:6755382 | Ruvbl2 NP_035434.1 3 | 000 | 2 ruvB-like 2 [Mus musculus] 51
804.1 | GI:6755004 | Aifm1 NP_036149.1 3 000 2 e T 67
805.1 | GI:6753590 | Cyp46al | NP_034140.1 | 3 | 000 | 2 T —— 57
806.1 GI 16753540 C snk2a2 NP_034 104.1 § 0.00 l casein kinase II subunit alpha' [Mus musculus] 4 1
[3-methyl-2-oxobutanoate dehydrogenase
808.1 GI1:6753164 Bckdk NP_033869.1 3 | 0.00 2 2 {ﬁoamide]]lkir]mse, mitochondrial precursor 47
us musculus
809.1 | GI:6681225 | Drgl NP_031905.1 | 3 | 0.00 | 2 e ot e | 40
810.1 | GI:6681079 Ctsb NP_031824.1 3 [ooo | 2 cathepsin B preproprotcin [Mus musculus] 37
813.1 | GI:6679227 Pcp4 NP_032817.1 3 (000 | 3 e 7
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822.1 | GI:50234896 | Ube2o NP_776116.2 3 000 | 2 2 e R veating enzyme 2.0 [Mus 141
827.1 | GI:38198665 | Nsfllc NP 938085.1 | 3 | 000 | 2 NSFLI cofector p47 [Mus musculus] 41
831.1 | GI:31981273 | Cndp2 NP_075638.2 | 3 | 000 | 2 it 53
832.1 | GI:31980922 | Eeflb2 NP_061266.2 3 | 000| 3 clongation factor 1-beta [Mus museulus] 25
834.1 | GI:31560239 | Asrgll NP_079886.2 3 000 | 2 g peptidasellasparaginase [Mus 34
839.1 | GI:29789289 | Echsl NP 4443491 | 3 | 000 | 2 e B
842.1 | GI:257153319 | Didr2 | NP_001158000.1 | 3 [ 000 | 2 Lischelike [Mus muscals] 73
851.1 | GI:225579033 | Idh2 NP_766599.2 3 1000 | 2 e g mserane INADPL mitochondrial | 511
852.1 | GI:224282176 | Arhgef33 | NP_001138924.1 | 3 | 000 | 3 tho guanine nucleotde exchange facor 33 Mus | 95
863.1 | GI:19527388 | Otubl NP 598911.1 | 3 | 000 | 2 wbiguiti thioesterase OTUBI [Mus museulus] | 3
864.1 | GI:19527168 | Psipl NP 598709.1 | 3 | 0.00 | 2 e SERS Liimmcg prie V1S 60
871.1 | GI:16716343 | Coxéc NP_444301.1 | 3 | 000 | 2 e R 8
883.1 | GI:148747243 | Lmtk3 | NP_001005511.2 | 3 | 000 | 1 e 151
884.1 | GI:14389431 | Stipl NP_058017.1 3 1000 | 3 sres-induced: phosphoproten | [Ms 63
889.1 | GI:13385168 | Ugqerfsl NP_079986.1 3 1000 | 2 s 29
890.1 | GI:13385044 | Rpl35 NP 079868.1 | 3 | 000 | 2 605 ribosomal profein L35 [Mus musculus] 15
891.1 | GI:13385010 | Mgst3 NP_079845.1 3 |000| 3 e e Sl 17
892.1 | GI:12963569 | Ppplr7 | NP 075689.1 | 3 [ 000 | 1 proten phosplaase | regulatory subunit 7[Mus | 4 9
916.1 | GI:10092608 | Gstpl NP 038569.1 | 3 | 000 | 2 glutathione S-ransferase P | [Mus musculus] | 24
918.1 | GI:6754160 Hax1 NP_035956.1 3 /000 | 2 e
919.1 | GI:58037145 | Smrpd2 | NP_0812191 | 3 | 000 | 2 e 14
serine/threonine-protein phosphatase 2A 56 kDa
920.1 | GI:218751908 | Ppp2rSc | NP_001128473.1 | 3 | 0.00 | 3 repisrysubuit g sfor soforn 59
922.1 | GI:158634484 | Kcna3 | NP 0324442 | 3 [ 000 | 2 e vl || S8
924.1 | GI:13385408 | Rplll NP 080195.1 | 3 | 000 | 2 605 ribosomal profein L1 [Mus musculus] 20
926.1 | GI:126090932 | Nop56 NP 0771552 | 3 | 000 | 2 macleclr profein 56 [Mas muscalus] 64
928.1 | GI:94409900 LO§16755 XP_978162.1 | 3 | 000 | 3 e il e 28
931.1 | GI:84875515 | Sehll | NP_ 0010341771 | 3 [ 000 | 1 ucleaporin SEH isoform a [Mus musculus] 40
933.1 | GI:83014391 LO§36377 XP_918585.1 | 3 | 000 | 3 i i e
940.1 | GI:6671664 Canx NP_031623.1 3 1000 | 2 N T——— 67
942.1 | GI:58036485 | Brsk2 | NP_001009930.1 | 3 | 000 | 3 serne/threonine-proten kinase BRSK2 isoform | §()
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gamma [Mus musculus]
943.1 | GI:555943815 | Cacnb3 | NP_001273155.1 | 3 | 0.00 | 2 e i 52
944.1 | GI:545688433 | Ptbpl NP_001269942.1 | 3 [ 0.00 | 2 R e
945.1 | GI:545478409 | Naca NP_001269905.1 | 3 [ 0.00 | 3 R -
957.1 | GI:371940954 | Raplgap | NP 083839.1 | 3 | 000 | 2 B ClTPase seftating proti isoTomm3 73
961.1 | GI:31560210 | Fiplll NP 0771452 | 3 | 000 | 2 pre RMA 3> eud-processing fctor FIP| 61
963.1 | GI:309263511 L(0)4C8170205 XP_003086045.1 | 3 | 0.00 | 2 o 16
964.1 | GI:295821212 | Sfxn3 | NP 0011714841 | 3 [ 000 | 2 sideroflexin-3 isoform 3 [Mus musculus] 31
977.1 | GI:170763483 | Ap3m2 | NP 001116292.1 | 3 | 0.00 | 2 Y a— 47
978.1 | GI:170650632 | Sirt2 | NP_001116237.1 | 3 | 0.00 | 3 NAD dependeutproteln dooslsesimii2 [ )
982.1 | GI:150010574 | Scn2al | NP_001092768.1 | 3 | 0.00 | 1 ot s voteecgted tpellalpha L1 998
986.1 | GI:9790219 Dstn NP_062745.1 2 | 000 | 2 P — 19
990.1 | GI:9789997 | Letml | NP 0626681 | 2 | 0.00 | 2 A R
992.1 | GL:96975138 | Hprt NP 0385842 | 2 | 000 | 2 phosphorbossiranstrss [Mus museuls] 25
993.1 | GI:9625037 | Rhog NP 0625121 | 2 | 0.00 | 2 e e I
1000.1 | GI:85861218 | Gmps | NP_001028472.2 | 2 | 000 | 1 sy ¢ Letutamine-hycrolyzing] Mus 77
1004.1 | GI:8393762 | Cpsf2 NP 0585521 | 2 | 000 | 1 cleavage and polysdenylaton speificiy fctor [ g
1013.1 | GI:71725385 | Diras2 | NP_001019645.1 | 2 [ 0.00 | 2 GTP-binding protein Di-Ras2 [Mus musculus] | 22
1016.1 | GI:70909347 | Pdel0a NP_035996.2 2 1000 | 1 oepdiectenise 10A Vi et € 90
1023.1 | GI:6755162 | Prkra NP 0360011 | 2 | 000 | 1 i:prf“pdtbldb AT 34
1027.1 | GI:6754382 | Cd47 NP 0347111 | 2 | 0.00 | 2 Ieskacyte fce aigen CDT procusar s | 3.5
1045.1 | GI:51093840 | Eif3l NP 660121.2 | 2 | 000 | 1 pukiryotic ramlation iitation fucor 3 subunit |7
1051.1 | GI:38348466 | Igsf21 NP 9410121 | 2 | 000 | 2 immunoglobulin superfaily mermber 21 52
dolichyl-diphosphooligosaccharide—-protein
1052.1 | GI:34996495 | Rpn2 NP_062616.2 | 2 | 000 | 1 sy mnteae st e 69
1054.1 | GI:34538607 ND4 NP_904337.1 2 | 000 | 1 (nlochondiions i¥os el 52
1082.1 | GI:27754144 | Ndufb5 | NP_0795922 | 2 | 000 | 2 Eméglhyfft 5 mitochandrialprecursor | 22
1097.1 | GI:254939640 | Vps16 NP_085036.3 | 2 | 000 | 1 iy g s o 10| Qs
1103.1 | GI:254540068 | Krt18 NP_034794.2 2 ooo | 1 Keratin, type I cytoskeletal 18 [Mus musculus] 48
1104.1 | GI:254540041 | Dynlrbl NP_080223.2 2 1000 | 1 e i roadblocktype | [Mus 11
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1107.1 | GI:254028189 | Snrpf NP_081522.1 2 | 000 | 1 1 e | onucleoproten F [Mus 10
1110.1 | GI:23956166 | Luc713 NP_080589.1 2 000 ]| 1 luc7-like protein 3 [Mus musculus] 58
1114.1 | G1:238231384 | Psmb6 NP 0329723 | 2 | 000 | 2 protessome subunitbet type-6 precursor Mus |5
1122.1 | G1:226958643 | Pdk2 NP 5984282 | 2 | 000 | 1 pynuvae dehydtogenase iase, isoenzyme 2 46
1126.1 | GI:224967126 Grn NP_032201.2 2 000 ]| 1 granulins precursor [Mus musculus] 65
1127.1 | G1:224809382 | Arpc5 NP_0806452 | 2 | 0.00 | 1 e remed protein 73 complex sbunit S [Mus |
1137.1 | GI:21450053 | Famd49b NP_659095.1 2 000 | 1 protein FAM49B [Mus musculus] 37
NADH dehydrogenase [ubiquinone] iron-sulfur
1141.1 | GI:21312950 | Ndufs7 NP_083548.1 2 | 000 | 2 proti 7,e] it s il e 25
musculus
1145.1 | GI:21312044 | Eif3k NP 082935.1 | 2 | 0.00 | 2 e o o facor S wbunit | 5
1149.1 | GI:19705424 | Psmd3 | NP 0334651 | 2 | 000 | 1 o] 61
1151.1 | GI:19526794 | Cds1 NP_598416.1 2 | o000 | 2 CDS1 antigen [Mus musculus] 26
. solute carrier family 2, facilitated glucose
1163.1 | GI:165377226 | Sle2al NP 0355302 | 2 | 000 | 2 Sl saries iy 2, el gl 54
1171.1 | GI:160415211 | Aqp4 NP_033830.2 2 (000 | 2 aquaporin-4 [Mus musculus] 35
1174.1 | GI:159110562 | Icam5 NP 0323452 | 2 | 000 | 2 itercelflar adhesion molecule 5 precurson 97
1176.1 | GI:15808988 | Eifdh NP_291039.1 | 2 | 0.00 | 2 gukaryote wanslaion nfaton facor 4 [Mus | 97
PREDICTED: NADH dehydrogena:
1183.1 | GI:149270460 | Gm3873 | XP 001478493.1 | 2 [ 0.00 | 1 siqunone bt ubcomplex subunit 4-lke 15
Mus musculus
1186.1 | GI:139948800 | Map6dl | NP_9410012 | 2 | 0.00 | 2 R e e T 20
11921 | GI:13384756 | Eeflel | NP_079656.1 | 2 | 0.00 | 2 cpston [Mus muscute] 20
1193.1 | GI:13384676 | Dtdl NP 079590.1 | 2 | 0.00 | 2 R 23
1201.1 | GI:119360350 | Rgs7bp | NP_0841552 | 2 | 0.00 | 1 T 29
1203.1 | GI:11528516 | Nrgn NP_071312.1 2 ooo | 1 neurogranin [Mus musculus] 7
1204.1 | GI:114158691 | Cops8 NP_598566.3 | 2 | 000 | 1 O Sl e I 23
1206.1 | GI:11230778 | Tmod1l NP_068683.1 2 000 ]| 2 tropomodulin-1 [Mus musculus] 40
1208.1 | GI:110625975 | Pdkl NP_766253.2 | 2 | 000 | 1 o o st 49
1209.1 | GI:10946620 | Cendl | NP 0672911 | 2 | 0.00 | 2 s e 15
1216.1 | GI:394582113 | Mical3 | NP_001257404.1 | 2 | 0.00 | 1 proteinmetbionine sulfovide oxidase MICALS [ 4
1217.1 | GI:377836695 L(6)2C0130608 XP_003689114.1 | 2 | 0.00 | 1 LOC100862036 s savscatan 48
1219.1 | GI:23956194 | Arl8a NP 0810991 | 2 | 000 | 1 e
uanine nucleotide-binding protein
1237.1 | GI:84579919 | Gng7 NP 0344492 | 2 | 000 | 2 é(l)/G}fS)}/G(O) bt garema M 8
— musculus
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1248.1 | GI:6679225 Pcp2 NP_032816.1 2 | 000 | 1 1 o el protein 2 soform 3 [Mus 11
1249.1 | GI:6678549 | Vampl NP 0335221 | 2 | 000 | 1 7R R T -
1252.1 | GI:55742885 Rpl34 NP_081000.1 2 1000 | 2 ety et protein 34 isoform | [Mus 13
1258.1 | GI:39204553 Chd4 NP_666091.1 2 000 | 1 o oy < s DNAbinding protein® 1 9 1 8
1262.1 | GI:31560754 | Slc25a25 NP_666230.2 2 | 000 | 1 R 57
1265.1 | GI:311893378 | Dyncli2 | NP_001185803.1 | 2 | 0.00 | 2 e 71
1268.1 | GI:294997317 | Sirpa | NP_001171118.1 | 2 | 0.00 | 1 Prosine-protein plosphatase nonrsceptor ype | 37
1287.1 | GI:19527246 | Tubg2 NP_598789.1 2 | 000 | 2 i s ] 51
1291.1 | GI:158186674 | Srrt | NP_001103380.1 | 2 | 0.00 | 2 serate RNA effecor moleaule homalog sofomm |+ g
1295.1 | GI:14149645 | Mecp2 NP_034918.1 2 000 | 1 methyCpG-binding proein 2 isoform 2 Mus | 5
1301.1 | GI:9789991 | Hsd17b12 | NP_062631.1 1]000| 1 ] dehydrogenase 12 [Mus 35
1302.1 | GI:9506911 | Ndufal | NP 0623161 | 1 | 000 | 1 sbcompln subunit 1 Mo musess] 8
1305.1 | GI:88900515 | C2cd2l NP_082185.2 1 |000 | 1 nseuu-containing protein 2-Hke [Mus 76
1309.1 | GI:84781781 | Pdapl | NP_001028485.1 | 1 | 000 | 1 B 21
1310.1 | GI:84662761 | Tspan7 NP_062608.2 1 (000 | 1 e [ e 28
1314.1 | GI:83627717 | Eifde NP 0319433 | 1 | 000 | 1 ukaryote anslaion nfaton facor 4E[Mus | 95
1317.1 | GI:7710086 | Rabl0 NP_057885.1 1000 1 ras-reated protein Rab-10 [Mus musculus] 23
1325.1 | GI:7106389 | Psma7 NP_036099.1 | 1 | 000 | 1 protsssom subinitalpt type 7 s 28
1330.1 | GI:6755448 | Sec22b NP 0354721 | 1 | 000 | 1 r T el R e 25
1334.1 | GI:6755210 | Psmdl13 NP_036005.1 1000 | 1 S g Fse regulatorysubunit | 43
1338.1 | GI:6754022 | Gng3 NP 0344461 | 1 | 000 | 1 %W%S)/Glgoildbbfggnﬂﬁap g
1341.1 | GIL:6753530 Cryab NP_034094.1 1 1000 | 1 i e Bt [ e 20
1345.1 | GI:6679961 Mtpn NP_032124.1 1000 1 myotrophin [Mus musculus] 13
13481 | GI:6679803 | Fkbpla | NP 0320451 | 1 | 0.00 | 1 D ey A 12
1351.1 | GI:6679587 Rab1 NP_033022.1 1 ]000 | 1 ras-related protein Rab-1A [Mus musculus] 23
1356.1 | GI:6679066 | Nipsnapl NP_032724.1 10000 | 1 N U —— )
1357.1 | GI:6678437 Tptl NP_033455.1 1000 | 1 Sl ey 19
1358.1 | GI:6678359 Tkt NP_033414.1 1 (000 | 1 TR Y ——— 68
1359.1 | GI:6677995 | Slcl6al NP_033222.1 1000 | 1 . —
1365.1 | GI:62000629 | Chripl NP 084137.1 | 1 | 000 | 1 CBl swmabinold sceplormersig protein 1| g
1367.1 | GI:60218877 | Abed3 NP_033017.2 1000 1 ATP-binding cassette sub-family D mernber 3 75
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1374.1 | GI:58037257 Dcaf7 NP_082222.1 1 | 0.00 1
1378.1 | GI:56790921 | Hepacam NP_780398.2 1 | 0.00 1
1384.1 | GI:46195809 Pptc7 NP_796216.2 1 | 0.00 1
1385.1 | GI:45544618 Mtap NP_077753.1 1 | 0.00 1
1389.1 | GI:38490690 Iars2 NP_941055.1 1 | 0.00 1
1396.1 | GI1:357527369 Prmt8 NP_958759.2 1 | 0.00 1
1398.1 | GI:34610207 Aars NP_666329.2 1 | 0.00 1
1401.1 | GI:34538605 ND3 NP_904335.1 1 | 0.00 1
1407.1 | GI:33859604 Psmc2 NP_035318.1 1 | 0.00 1
1412.1 | GI:31982847 Gad1l NP_032103.2 1 | 0.00 1
1413.1 | GI:31982724 | Mybbpla NP_058056.2 1 | 0.00 1
1415.1 | GI:31981600 Ndufa2 NP_035015.2 1 | 0.00 1
1420.1 | GI:31560433 Snx3 NP_059500.2 1 | 0.00 1
1436.1 | GI:29336059 Polr2c NP_033116.2 1 | 0.00 1
1439.1 | GI:28626508 Rheb NP_444305.2 1 | 0.00 1
1443.1 | GI:27923929 Hpcal4 NP_778163.1 1 | 0.00 1
1450.1 | GI:27369842 Srekl NP_766180.1 1 | 0.00 1
1453.1 | GI:27228982 Mrps23 NP_077136.2 1 | 0.00 1
1454.1 | GI:261878543 | Mthfd1l NP_620084.2 1 | 0.00 1
1455.1 | GI:261862282 Slc2a3 NP_035531.3 1 | 0.00 1
1478.1 | GI:23346437 Sf3b4 NP_694693.1 1 | 0.00 1
1481.1 | GI:229092636 | Cacng3 NP_062303.2 1 | 0.00 1
1482.1 | GI:227330602 Necabl NP_848732.3 1 | 0.00 1
1495.1 | GI:22203763 Cpe NP_038522.2 1 | 0.00 1
1497.1 | GI:21704042 Cstf3 NP_663504.1 1 | 0.00 1
1500.1 | GI:21644575 Lgi3 NP_660254.1 1 | 0.00 1
1502.1 | GI:21426847 PealSa NP_035193.1 1 | 0.00 1
1505.1 | GI:21312988 Mzt2 NP_083630.1 1 | 0.00 1
1509.1 | GI:21312153 Glrx5 NP_082695.1 1 | 0.00 1
1512.1 | GI:20982833 Spats2 NP_631879.1 1 | 0.00 1

[Mus musculus]

DDBI- and CUL4-associated factor 7 [Mus 3 9
musculus]

hepatocyte cell adhesion molecule precursor 4 6
[Mus musculus]

protein phosphatase PTC7 homolog [Mus 3 3
musculus]

S-methyl-5'-thioadenosine phosphorylase [Mus 3 1
musculus]

isoleucine--tRNA ligase, mitochondrial 1 1 3
precursor [Mus musculus]

protein arginine N-methyltransferase 8 [Mus 4 5
musculus]

alanine--tRNA ligase, cytoplasmic [Mus 1 07
musculus]

NADH dehydrogenase subunit 3 1 3
(mitochondrion) [Mus musculus]

268 protease regulatory subunit 7 [Mus 5 3
musculus]

glutamate decarboxylase 1 [Mus musculus] 67
myb-binding protein 1A [Mus musculus] 1 52
NADH dehydrogenase [ubiquinone] 1 alpha 1 1
subcomplex subunit 2 [Mus musculus]

sorting nexin-3 [Mus musculus] 1 9
DNA-directed RNA polymerase II subunit 3 1
RPB3 [Mus musculus]

GTP-binding protein Rheb precursor [Mus 20
musculus]

hippocalcin-like protein 4 [Mus musculus] 22
splicing regulatory glutamine/lysine-rich protein 5 7
1 [Mus musculus]

28S ribosomal protein S23, mitochondrial [Mus 20
musculus]

C-1-tetrahydrofolate synthase, cytoplasmic [Mus 1 Ol
musculus]

solute carrier family 2, facilitated glucose 5 3
transporter member 3 [Mus musculus]

splicing factor 3B subunit 4 [Mus musculus] 44
voltage-dependent calcium channel gamma-3 3 5
subunit [Mus musculus]

N-terminal EF-hand calcium-binding protein 1 4 1
[Mus musculus]

carboxypeptidase E precursor [Mus musculus] 5 3
cleavage stimulation factor subunit 3 isoform 1 8 3
[Mus musculus]

leucine-rich repeat LGI family member 3 62
precursor [Mus musculus]

astrocytic phosphoprotein PEA-15 isoform 2 1 5
[Mus musculus]

mitotic-spindle organizing protein 2 [Mus 1 7
musculus]

glutaredoxin-related protein 5, mitochondrial 1 6
[Mus musculus]

spermatogenesis-associated serine-rich protein 2 5 9

[Mus musculus]
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1513.1 | GI:20149726 Cds2 NP_619592.1 1 (000 | 1
1514.1 | GI:19527228 | Cisdl NP_598768.1 1 (000 | 1
1522.1 | GI:18875410 Micl NP_573504.1 1 (000 | 1
1535.1 | GI:169790909 | Mrps9 NP_076003.3 1 (000 | 1
1536.1 | GI:16716569 Prssl NP_444473.1 1 (000 | 1
1539.1 | G1:166851828 | Atpsd NP_079589.2 1 (000 | 1
1543.1 | GI:161016826 | Reep5 NP_031900.3 1 (000 | 1
1547.1 | G1:160333789 Spr NP_035597.2 1 (000 | 1
1553.1 | GI:15617197 | Atp6vigl | NP_077135.1 1 ]000]| 1
1558.1 | G1:148368976 | Adapl NP_766311.2 1000 1
1564.1 | GI:14149750 | Arl6ip5 NP_075368.1 1 (000 | 1
1565.1 | GI:134949024 | Pak7 NP_766446.2 1000 1
1572.1 | GI:13385998 | Trapl NP_080784.1 1 (000 | 1
1574.1 | GI:13385968 | Tppp3 NP_080757.1 1 (000 | 1
1575.1 | GI:13385800 | Tceb2 NP_080581.1 1000 1
1578.1 | GI:13385598 | Snrpd3 NP_080371.1 1 ]000]| 1
1589.1 | GI:12963653 Pinl NP_075860.1 1000 1
1608.1 | G1:124248577 | Psmcd NP_036004.2 1000 1
1615.1 | GI:118403322 | Acad8 NP_080138.2 1 (000 | 1
1621.1 | GI:114796637 | Arhgap23 | NP_067468.2 1 (000 | 1
1622.1 | G1:114687888 | Cdhl1l NP_033996.4 1 (000 | 1
1625.1 | GI:111154063 | Ssrpl NP_892035.2 1000 1
1637.1 | GI:94363330 | GmS8210 XP_990228.1 1000 1
1648.1 | GI:82916992 LO§363 10 xp 909898.1 1 (000 | 1
1651.1 | GI:7305307 Ndrg3 NP_038893.1 1 (000 | 1
1652.1 | GI:7304969 Cnbp NP_038521.1 1000 1
1663.1 | GI:6754920 | Ncam2 NP_035084.1 1000 1
1673.1 | GI:6678315 | Tsc22d1 NP_033392.1 1 ]000]| 1
1675.1 | GI:62243852 Sltm NP_080613.1 1 ]000]| 1
1676.1 | GI:61656178 | Pfdnd | NP 001013387.1 | 1 | 0.00 | 1

[

phosphatidate cytidylyltransferase 2 [Mus 5 1
musculus]

CDGSH iron-sulfur domain-containing protein 1 1 2
[Mus musculus]

membrane protein MLC1 [Mus musculus] 42
28S ribosomal protein S9, mitochondrial 4 5
precursor [Mus musculus]

protease, serine, 1 precursor [Mus musculus] 26
ATP synthase subunit delta, mitochondrial 1 8
precursor [Mus musculus]

receptor expression-enhancing protein 5 [Mus 2 1
musculus]

sepiapterin reductase [Mus musculus] 28
V-type proton ATPase subunit G 1 [Mus 1 4
musculus]

centaurin, alpha 1 [Mus musculus] 43
PRA1 family protein 3 [Mus musculus] 22
serine/threonine-protein kinase PAK 7 [Mus 8 1
musculus]

heat shock protein 75 kDa, mitochondrial 8 0
precursor [Mus musculus]

tubulin polymerization-promoting protein family 1 9
member 3 [Mus musculus]

transcription elongation factor B polypeptide 2 1 3
[Mus musculus]

small nuclear ribonucleoprotein Sm D3 [Mus 1 4
musculus]

peptidyl-prolyl cis-trans isomerase NIMA- 1 8
interacting 1 [Mus musculus]

268 protease regulatory subunit 6B [Mus 47
musculus]

isobutyryl-CoA dehydrogenase, mitochondrial 4 5
precursor [Mus musculus]

rho GTPase-activating protein 23 [Mus 1 3 9
musculus]

cadherin-11 preproprotein [Mus musculus] 8 8
FACT complex subunit SSRP1 [Mus musculus] 8 1
PREDICTED: 60S ribosomal protein L29-like 1 8
[Mus musculus]

PREDICTED: lysine--tRNA ligase-like isoform 68
1 [Mus musculus]

protein NDRG3 isoform 2 [Mus musculus] 42
cellular nucleic acid-binding protein isoform 1 20
[Mus musculus]

neural cell adhesion molecule 2 isoform b 8 1
precursor [Mus musculus]

TSC22 domain family protein 1 isoform 2 [Mus 1 6
musculus]

SAFB-like transcription modulator isoform b 1 1 5
[Mus musculus]

prefoldin 4 isoform 2 [Mus musculus] 9
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1679.1 | GI:553726987 Gng2 NP_001272837.1
1683.1 | GI:47271504 App NP_031497.2
1692.1 | GI:407262829 | Gm15453 | XP_003945671.1
1693.1 | GI1:407262230 LOC1010 XP_003946032.1
55659 -
1697.1 | GI:37577140 Fxyd1 NP_443718.1
1709.1 | GI:31543047 Kpnal NP_032491.2
1715.1 | GI:300388150 | Dynclil NP_001177955.1
1717.1 | GI:295424139 Gpsl NP _001171345.1
1722.1 | GI:269954700 Sec24c NP_001161745.1
1726.1 | GI:26024336 Rps27 NP_081291.1
1730.1 | GI:255982530 Rpal NP_001157695.1
1739.1 | GI:239937491 Trim32 NP_001155254.1
1745.1 | GI:225543424 | Arhgapl | NP_001139374.1
1747.1 | GI:20544149 Csnkld NP_620690.1
1758.1 | GI1:148596982 Grsfl NP_001091946.1
4.1 GI:134288917 | Dynclhl NP_084514.2
2.1 GI1:295054266 Sptanl NP _001171138.1
5.1 GI1:33598964 Myh10 NP_780469.1
2.2 GI:115496850 Sptanl NP_001070022.1
35.3 G1:8394493 Tuba8 NP_059075.1
3.7 GI1:11230802 Actn4 NP_068695.1
3.6 GI1:157951643 Actn2 NP_150371.4
32.1 GI1:7305031 Epb4.113 NP_038841.1
196.1 GI1:69885032 Mbp NP _001020422.1
6.1 GI1:51491845 Clte NP_001003908.1
37.1 GI1:33859488 Tubb2a NP_033476.1
33.2 GI1:162461907 Hspa9 NP_034611.2
12.1 GI:116089329 Srcinl NP_061361.2
72.1 GI1:225735584 Hk1 NP_001139572.1

N (I~ [N =N IN|IN |~

guanine nucleotide-binding protein

G(I)/G(S)/G(O) subunit gamma-2 precursor 8
[Mus musculus]

amyloid beta A4 protein isoform 2 precursor 78
[Mus musculus]

PREDICTED: putative RNA-binding protein 3- 1 7
like [Mus musculus]

PREDICTED: mitochondrial import receptor 1 4
subunit TOM22 homolog [Mus musculus]

phospholemman isoform b precursor [Mus 1 0
musculus]

importin subunit alpha-5 [Mus musculus] 60
cytoplasmic dynein 1 intermediate chain 1 70
isoform 3 [Mus musculus]

COP9 signalosome complex subunit 1 isoform 2 5 5
[Mus musculus]

Sec24 related gene family, member C isoform 2 1 12
[Mus musculus]

40S ribosomal protein S27 [Mus musculus] 9
replication protein A 70 kDa DNA-binding 7 1
subunit isoform 1 [Mus musculus]

E3 ubiquitin-protein ligase TRIM32 [Mus 72
musculus]

rho GTPase-activating protein 1 isoform 1 [Mus 5 4
musculus]

casein kinase I isoform delta isoform 1 [Mus 47
musculus]

G-rich sequence factor 1 isoform 2 [Mus 42
musculus]

cytoplasmic dynein 1 heavy chain 1 [Mus 532
musculus]

spectrin alpha chain, non-erythrocytic 1 isoform 2 8 5
2 [Mus musculus]

myosin-10 [Mus musculus] 229
spectrin alpha chain, non-erythrocytic 1 isoform 2 8 5
1 [Mus musculus]

tubulin alpha-8 chain [Mus musculus] 50
alpha-actinin-4 [Mus musculus] 1 05
alpha-actinin-2 [Mus musculus] 1 04
band 4.1-like protein 3 [Mus musculus] 1 03
myelin basic protein isoform 1 [Mus musculus] 2 1
clathrin heavy chain 1 [Mus musculus] 1 9 1
tubulin beta-2A chain [Mus musculus] 50
stress-70 protein, mitochondrial [Mus musculus] 73
SRC kinase signaling inhibitor 1 [Mus 1 3 1

musculus]

hexokinase-1 isoform HK1 [Mus musculus]

102
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109.1 GI1:27734986 Ahcyll NP_663517.2 16 | 0.09 14
71.1 GI1:70906474 Cadps NP_036191.2 20 | 0.11 13
71.2 GI1:110825966 Cadps NP_001036082.1 | 20 | 0.11 13

119.1 GI1:6753074 Ap2ml NP_033809.1 15 | 0.11 10
35.1 GI1:6755901 Tubala NP_035783.1 28 | 0.11 23

170.2 | GI:154090941 Krt42 NP_997648.2 10 | 0.12 9

1.1 GI1:254675195 Plec NP_035247.2 1T7 0.13 | 129

272.1 GI1:31982332 Glul NP_032157.2 9 | 0.13 9

3.1 GI:117938332 Sptbnl NP_787030.2 14*2 0.13 | 104
13.1 GI:113204613 Map6 NP_034967.2 39 | 0.13 30

201.1 | GI:269973917 Gphn NP_666077.2 12 | 0.14 11

287.1 GI1:6671672 Capza2 NP_031630.1 9 | 0.14 8

359.1 GI1:6680718 Arf3 NP_031504.1 8 | 0.14 8
37.4 GI1:12963615 Tubb3 NP_075768.1 24 | 0.15 21

138.1 | GI:158303337 Synpo NP_001103445.1 | 15 | 0.15 13

154.3 GI1:31543976 Ywhag NP_061359.2 12 | 0.15 10

193.1 | GI:210147430 Sle4a4d NP _001129732.1 | 12 | 0.15 10

240.1 GI1:18700024 Idh3b NP_570954.1 10 | 0.15 9

296.1 GI1:9506983 Ppp2ca NP_062284.1 9 | 0.15 8
37.3 GI:21746161 Tubb2b NP_076205.1 25 | 0.15 24
37.5 GI1:31981939 Tubb4a NP_033477.2 23 | 0.16 22
28.1 GI1:165972305 Stxbpl NP_033321.2 30 | 0.16 23

163.1 | GI:154240682 | Cepl70b | NP_001019773.2 | 13 | 0.17 9

170.4 GI1:6680604 Krt16 NP_032496.1 8 | 0.17 5

187.2 | GI:251823810 Mark3 NP_067491.2 12 | 0.17 9

198.1 GI1:35215309 Nfasc NP_874385.1 12 | 0.17 9

211.1 | GI:160298209 Gotl NP_034454.2 11 | 0.17 9

228.1 GI1:83816899 Dgkb NP_848796.2 10 | 0.17 7

296.2 GI1:8394024 Ppp2cb NP_059070.1 9 | 0.17 7

322.1 | GI:254553321 Rps3al NP_058655.3 8 | 0.17 6
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putative adenosylhomocysteinase 2 [Mus 5 9
musculus]

calcium-dependent secretion activator 1 isoform 1 5 4
1 [Mus musculus]

calcium-dependent secretion activator 1 isoform 1 5 3
2 [Mus musculus]

AP-2 complex subunit mu [Mus musculus] 50
tubulin alpha-1A chain [Mus musculus] 50
keratin, type I cytoskeletal 42 [Mus musculus] 5 0
plectin isoform 1¢ [Mus musculus] 5 1 9
glutamine synthetase [Mus musculus] 42
spectrin beta chain, non-erythrocytic 1 isoform 1 27 4
[Mus musculus]

microtubule-associated protein 6 isoform 1 [Mus 9 6
musculus]

gephyrin isoform 1 [Mus musculus] 84
F-actin-capping protein subunit alpha-2 [Mus 3 3
musculus]

ADP-ribosylation factor 3 [Mus musculus] 2 1
tubulin beta-3 chain [Mus musculus] 50
synaptopodin isoform B [Mus musculus] 74
14-3-3 protein gamma [Mus musculus] 28
electrogenic sodium bicarbonate cotransporter 1 1 2 3
isoform b [Mus musculus]

isocitrate dehydrogenase 3, beta subunit [Mus 4 2
musculus]

serine/threonine-protein phosphatase 2A 3 6
catalytic subunit alpha isoform [Mus musculus]

tubulin beta-2B chain [Mus musculus] 5 0
tubulin beta-4A chain [Mus musculus] 50
syntaxin-binding protein 1 isoform b [Mus 68
musculus]

centrosomal protein of 170 kDa protein B [Mus 1 7 1
musculus]

keratin, type I cytoskeletal 16 [Mus musculus] 52
MAP/microtubule affinity-regulating kinase 3 8 3
isoform 1 [Mus musculus]

neurofascin isoform 1 precursor [Mus musculus] 138
aspartate aminotransferase, cytoplasmic [Mus 4 6
musculus]

diacylglycerol kinase beta [Mus musculus] 89
serine/threonine-protein phosphatase 2A 3 6
catalytic subunit beta isoform [Mus musculus]

408 ribosomal protein S3a [Mus musculus] 30
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395.1 | GI:16945962 | Rph3a NP_035416.1 7 | 0az rabphilin-3A [Mus musculus] 75
37.6 | GI:22165384 | Tubbdb NP _666228.1 | 22 | 0.8 20 twbulin beta-4B chain [Mus musculus] 50
59.1 | GI:19527256 | Ddxl NP_598801.1 | 21 | 0.18 14 T R 82
4-aminobutyrate aminotransferase,
96.1 | GI:37202121 Abat NP _766549.2 | 17 | 0.18 13 ool saform | prcusor (s 56
musculus
16.1 GIl:114145561 Krt8 NP_I 12447.2 8 0.19 keratin, type II cytoskeletal 8 [Mus musculus] 55
16.13 | GI:51092293 Krt77 | NP_001003667.1 | 6 | 0.19 Keratin, type Il cytoskeletal 1b [Mus musculus] | 61
36.1 | GI:18079339 | Aco2 NP_542364.1 | 27 | 019 e s oo reco 85
46.4 | G1:291291008 | Camk2b | NP_001167524.1 | 20 | 0.19 galeiumcalmodulin-dependent proten kinese | 5]
86.2 | GI:221554491 | Ppfia4 | NP_001138327.1 | 9 | 0.19 6 | lprin-alpha-4 [Mus musculus| 134
113.1 | GI:9910164 Dclk1 NP_064362.1 16 | 0.19 12 o ey protein kinase DELEL isoform | g4
149.1 | GI:6681273 | Eefla2 NP 031932.1 | 14 | 0.19 elongation factor 1-alpha 2 [Mus musculus] 50
174.1 | GI:251823980 |  Pex NP_001156418.1 | 13 | 0.19 pyruate carbosylase, mitochondral soform 1|1 3,
182.1 | GI:241982771 | Pidka | NP_001001983.2 | 12 | 0.19 T R G a i T
207.1 | GI:45598372 Baspl NP _081671.1 11 | 0.19 et o st | [ o] 29
229.1 | GI:82617575 | Eprs NP_084011.1 | 10 | 0.19 e 170
250.1 | GI:11528518 | Sv2a NP_071313.1 | 10 | 0.19 | 6 | synapti vesicleglycoproten 24 [Ms 83
260.1 | GI:358248329 | Dhx30 | NP_001239612.1 | 10 | 0.19 putatve ATP-dependent RNA helicase DIX30. |1 35
264.1 | GI:255759892 | Add3 NP_001157573.1 | 10 | 0.19 gamma-adducin isoform b [Mus musculus] 75
297.1 | GI:355390287 | Rbmxll | NP_001239018.1 | 9 | 0.19 RNA binding mosf prtein, X-lnked k-1 42
307.1 | GI:6753992 Gjal NP_034418.1 8 | 0.9 | 6 | gap junction alpha-1 protein [Mus museulus] 43
319.1 | GI:32189434 | Igsf8 NP_536344.1 | 8 | 0.9 o el el e 65
350.2 | GI:71037403 | Myli2a | NP 0803402 | 8 | 0.19 o Mt ol o A s 20
416.1 | GI:83699424 | Rpli8 NP_033103.2 7 | 019 60S ribosomal protin L18 [Mus museulus] 22
425.1 | GI:94388507 | Gm8290 | XP_001002269.1 | 7 | 0.19 PREDICTED: §08 ribosomal poten L3 lke |1 7
372 | GI:7106439 Tubb5 NP_035785.1 26 | 0.20 tubulin beta-S chain [Mus musculus] 50
38.1 | GI:311893358 | Dctnl NP_001185795.1 | 27 | 0.21 s st | el i) T o] 140
11.1 GI1:22094119 MyOlsa NP_035716.1 4A 0.22 @ unconventional myosin-XVIIla [Mus musculus] 23 1
10.1 | GI:124487407 Bsn NP _031593.2 | 65 | 0.22 protein bassoon [Mus musculus] 419
20.2 | GI:163644277 | Ap2a2 NP_031485.3 30 | 0.22 AP-2 complex subunit alpha-2 [Mus musculus] | 104
213 | GI:77681981 Ank2 NP_001029340.1 | 9 | 0.22 6 | ankyrin-2 isoform 3 [Mus musculus] 103
30.1 GI1:6680954 Cntnl NP_031753.1 @ 0.22 Q contactin-1 precursor [Mus musculus] 1 13
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311 | GI:40254595 | Dpysiz | NP_0340852 | 29 | 022 | 23 2 B 62
170.5 | G1:226823220 | Krtl5 NP_032495.2 6 1022 | 5 Kerain,type I eytoskeleal 15 [Mus musculus] | 49
323.1 GI1:247269309 Cmas NP_034038.2 8 0.22 7 n zii}jlrlllesl]lraminate cytidylyltransferase [Mus 48
345.1 | GI:31560792 | Sh3gl2 NP_062408.2 8 | 022 6 endophilin-A1 [Mus museulus] 40
362.1 | GI:359279908 | Tpm3 | NP_001240669.1 | 8 | 022 | 7 | 6 | oy hi-3 chain isoform & [Mus 29
383.1 | GI:6753036 Aldh2 NP_033786.1 7 /022 | 7 | 6 | e 57
NADH dehydrogenase [ubiquinone] iron-sulfur
384.1 | GI:58037117 | Ndufs3 NP_080964.1 7 1022 | 6 sl 30
478.1 | GI:13385472 | Rpll4 NP_080250.1 6 |02 5 6 | 608 ribosomal protein L14 [Mus musculus] 24
3.2 GI1:55926127 Sptbn2 NP_067262.1 15*0 0.23 | 83 79 spectrin beta chain, brain 2 [Mus musculus] 271
33.1 | GI:31981690 | Hspa8 NP_112442.2 28 | 023 | 22 g <Cnate 71 KDa protein [Mus 71
129.1 | GI:28461135 | Hspal2a | NP 780408.1 | 15 | 024 | 13 11 heat shock 70 KDa protein 12 [Mus musculus] | 75
150.1 | GI:427918095 | Add2 | NP 001258788.1 | 14 | 024 | 11 11 beta-adducin soform 1 [Mus musculus] 81
177.1 | GI1:84875537 Nel NP _035010.3 12 | 024 | 12 Y 77
197.1 | GI:66773171 | Ablim2 NP_808346.3 12 | 024 | 10 N e LM protein 2 soform 3 [Mus 68
126.1 | GI:124487099 | Hnrnpul2 | NP_001074665.1 | 15 | 0.26 | 12 N e s mseun P Utike ) g5
147.1 | GI:114326546 | Pgaml NP 0759072 | 14 | 0.26 | 12 IR phosphoglycerate mutase 1 [Mus nusculus] 29
165.2 | GI:116089273 | Gdi2 NP_032138.3 9 1026 | 6 B 51
166.1 | GI:119120865 | Synel | NP_001073154.1 | 13 | 026 | 6 nesprin-1 isoform 3 [Mus musculus] 344
186.2 | GI:13385392 | Napa NP_080174.1 9 | 026 | 6 alpha-souble NSF atachment protein [Mus 33
265.1 | GI:254675279 | Tipl NP_001157046.1 | 10 | 0.26 | 6 e 189
267.1 | GI:6755372 Rps3 NP _036182.1 9 1026 | 9 8 | 408 ribosomal protein S3 [Mus museulus] 27
269.1 | GI:54607098 | Sdha NP 0757701 | 9 | 026 | 6 ?Mpnjt“:y‘%gt || 73
344.1 | GI:40254361 | Hspadl NP_035150.3 8 026 | 6 heat shock 70 kDa protein 4L [Mus museulus] 94
363.1 | GI:329755243 |  Gsn NP_001193298.1 | 8 | 026 | 6 4] gelsolin isoform 2 [Mus musculus] 81
368.2 | GI:124486670 | Slc25a18 | NP_001074517.1 | 6 | 0.26 | 5 | 4 | ey elutamate carrier2 [Mus 34
3711 | GI:238637279 | Slc3a2 NP_032603.3 8 1026 | 6 Vs oy 2ndgen heavy chainsoformb.—| - 58
4771 | GI:13385624 | Eif2sl NP_080390.1 | 6 | 0.26 | 6 Mos mscat e |36
505.1 | GI:6755967 | Vdac3 NP_035826.1 6 |02 | 5 | 4 | voltage dependent snionselecive chanoe 31
540.1 | GI:6753138 | Atplbl NP 033851.1 | 5 | 026 | 5 sodiumpotassun-trnsporting ATPase subunit | 3.5
602.1 | GI:31981100 Rps14 NP_065625.2 5 1026 | 5 4 ] G il et A [ s i) 16
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621.1 | GI:63572172 | Gm5908 | XP_620643.1 5 |02 | 4 DMus musauhgy - oomatprotein2relike g
1342 | GI:22094075 | Slc25a5 NP_0314771 | 12 | 028 | 12 10 ADP/ATP tanslocase 2 [Mus musculus] 33
27.1 G1:6754254 | Hsp90aal | NP_034610.1 31| 028 | 24 20 S 85
46.2 | GI:226693349 | Camk2b | NP_031621.3 | 22 | 028 | 19 galeum calmodulin-dependent proten ke | )
16.12 GI1:126116585 Krtl NP_032499.2 o 0.29 o keratin, type II cytoskeletal 1 [Mus musculus] 66
127.1 | GI:124486885 | Lrre7 | NP_001074827.1 | 15 | 029 | 10 R feucinetieh repeat-contaning protein 7 [Mus |1 73
167.2 | GI:31980772 | Ppplcc | NP_038664.2 | 11 | 0.29 | 10 N e 37
184.1 | GI:124487319 Cit NP_031734.3 12 (029 | 11 IR citron Rho-interacting kinase [Mus museulus] | 235
217.1 | GI:90186270 | Map2 | NP_001035023.1 | 11 | 029 | 10 IEN mictotubule-assocated rotein 2 soform | Mus | 53

NADH-ubiquinone oxidoreductase 75 kDa
225.1 GI1:229892320 Ndufs1 NP_001153511.1 Q 0.29 11 n SUbllni]t, ralitochondrial precursor [Mus 80
musculus
295.1 | GI:33620739 Myl6 NP_034990.1 9 | 029 | 9 myosin light polypeptide 6 [Mus musculus] 17
33 | GI:61097906 | Actnl NP 598917.1 | 46 | 0.30 | 38 alpha-actinin-| [Mus musculus| 103
261 | GI:31543349 Nsf NP 0327662 | 31 | 030 | 23 vesicle-fusing ATPase [Mus musculus] 83
91.1 | GI:31560731 | Atpévia | NP 0315342 | 17 | 030 | 15 12 oo ATPase catalyiesubunit A [Mus ) 6.8
341 | GI:78711838 | Ap2bl | NP_001030931.1 | 28 | 031 | 21 19 s e subunit beta isoform a [Mus 106
21.1 | GI:25121946 | Ank3 NP_733789.1 33 | 031 | 26 anlkyrin-3 isoform ¢ [Mus musculus] 193
8.1 | GI:115511052 | Myo5a NP_034994.2 67 | 0.32 | 56 | 48 | P 215
173 | GI:21450277 | Atplal | NP_659149.1 | 31 | 032 | 25 19 i precursr [\ museus] | 113
532 | GI:61657921 Kif5b NP _032474.2 14 | 032 | 9 | 8 | Kinesin-1 heavy chain [Mus musculus] 109
61.3 | GI:53832028 | Igsec2 | NP_001005475.1 | 11 | 032 | 10 N L%gggfza;ﬁfﬂimn.wmammg ez | 105
98.1 | GI:6681195 Dig4 NP_031890.1 | 17 | 032 | 12 disks ange homolog 4 soform 1 [Mus 80
122.1 | GI:30794450 Rpl4 NP 0771741 | 15 | 032 | 14 60S ribosomal protein L4 [Mus musculus| 47
1281 | GI:84370300 | Agap2 | NP_001028435.1 | 15 | 032 | 10 EN e Vet || 12
167.5 | GI:45592930 | Ppp3ch NP_032940.1 6 1032 5 | 4 | sl st s ofoe s emscuus] | 59
169.3 | GI:41054806 | Gmai2 | NP 0321642 | 6 | 032 | 5 4| s (e et | 40
186.1 | GI:29789104 | Napb NP_062606.1 | 12 | 032 | 10 N SR e 34
187.1 | GI:224922757 | Markl NP_663490.2 | 12 | 032 | 10 serine hreonine-protein kinase MARKI [Mus | g
257.1 | GI:94383782 | Gm8841 | XP 997963.1 | 10 | 032 | 8 e il Y
332.1 | GI:146219837 | Eif3a NP 0342533 | 8 | 032 | 5 | 4 | sularyoti translaton intation futor 3 swbunit [ 1 6
356.1 | GI:7305305 Ndrg2 NP_038892.1 8 032 s 4 ] protein NDRG2 isoform 1 [Mus musculus] 41
359.2 | GI:6680720 Arf4 NP_031505.1 5 1032 5 ADP-ribosylation factor 4 [Mus musculus] 20
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3651 | GI:313151222 | Acly | NP_001186225.1 | 8 | 032 | 5 4 ATP-citrate synthase isoform 1 (Mus museulus] | 121
375.1 | GI:114052522 | Minkl | NP_001039424.1 | 8 | 032 | 5 IEN SR T AL 150
403.1 | GI:12963799 | Atp6vid | NP 076210.1 | 7 | 032 | 5 | 4 | S s D 28
001 | Grss7asiay | NP Np gosars | 7 | 032 | s s o] PO ERmE 70
4341 | GI:37693505 Abi2 NP_937760.1 7 o032 s 4 ] abl interactor 2 isoform 3 [Mus musculus] 49
461.1 | GI:33504483 Rps9 NP_084043.1 6 | 032 ]| 5 408 ribosomal protein S9 [Mus musculus] 23
463.1 | GI:30519943 | Samm50 | NP 848729.1 | 6 | 032 | 5 IEN Ty
4721 | GI:161760627 | Cdh2 NP_031690.3 6 | 032 | 5 4 e e 100
510.1 | GI:42558248 | Caprinl NP_058019.2 6 032 ] s 4 ] caprin-1 isoform a [Mus musculus] 78
516.1 | GI:258547148 | Dnajal | NP_001158144.1 | 6 | 032 | 5 dua)bormolog subfanly A mermber | s 45
521.1 | GI:164607135 |  Gls NP_001106854.1 | 6 | 032 | 5 | 4 | Eltagse ey Tso oyl eclondsa 66
536.1 | GI:6755358 Rpl8 NP _036183.1 5 1032 | 4 4 ] 608 ribosomal protein L8 [Mus musculus] 28
537.1 | GI:6755252 Purb NP_035351.1 5 1032 | 4 | 4 | pranscrptional activator protein Pur-beta [Mus | 34
555.1 | GI:27228985 | Ndufal2 | NP 0798272 | 5 | 032 | 5 | 4 | NADH debyrogene [ubiquinone] 1 sphs 18
613.1 | GI:94408110 | Gm7429 | XP 9788161 | 5 | 032 | 4 | 4 | P oS ribosomal proein L30tke |- 3
616.1 GI1:7304993 Dbnl NP_038838.1 5 | 0.32 5 n drebrin-like protein isoform 2 [Mus musculus] 48
628.1 | GI:359279952 | Gpméa | NP_0012406851 | 5 | 032 | s e il I
788.1 | GI:13195690 | Rps27a | NP 0772391 | 4 | 032 | 4 | 4 | e o Saprewe | 18
25.1 | GI:527498272 | Syngapl | NP_001268420.1 | 32 | 033 | 25 e 148
190.1 | GI:7305443 Rpl7a NP 038749.1 | 12 | 035 | 11 | 8 | 60S ribosomal protein L7a [Mus musculus] 30
81.2 | GI:113195686 | Lmnb2 NP_034852.2 13 | 036 | 9 6 | lamin-B2 [Mus musculus] 67
86.1 | GI:161016786 | Ppfia3 NP_084017.2 18 | 036 | 14 lprin-alpha-3 [Mus musculus| 133
92.1 | GI:23956214 Sfpq NP_076092.1 | 17 | 036 | 16 12 D gy 1on proline- and gluaminexich Bus )75
167.4 | GI:42415473 | Ppp3ea | NP 0329391 | o | 036 | 8 Sttt sabu ot oo [ msculs] | 59
247.1 | GI:6678674 | Ldhb NP_032518.1 | 10 | 036 | 9 Trlasats ey ogenaso B cela s 37
288.1 GI:6754084 Gstml NP_034488.1 g 0.36 g glutathione S-transferase Mu 1 [Mus musculus] 26
76.1 | GI:261823961 | Myo6 NP _001034635.2 | 19 | 038 | 12 R 146
voltage-dependent calcium channel subunit
1151 | GI:6753234 | Cacna2dl| NP_033914.1 | 16 | 038 | 13 10 alphf.%/dliﬂi.l ofomm e preproprocinas. (| 122
musculus
262.2 | GI:498752597 | Hbb-bl | NP _001265090.1 | 8 | 038 | 8 hemoglobin subunit beta-1 [Mus museulus] 16
141 | GI:116063570 | Dnml NP_034195.2 37 | 038 | 30 dynamin-1 [Mus musculus] 97
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49.1 | GI:291327470 | Itprl NP _034715.3 23 | 039 | 17
64.1 | GI:226423909 Cnp NP 001139790.1 | 21 | 0.40 | 16
16.17 | GI:9910294 Krt71 NP_064340.1 4 | 042 | 3
35.4 | GI:224809300 | Tubal3 | NP 0010290512 | 4 | 042 | 3
48.1 | GI:327315370 | Sorbs2 NP_766340.4 24 | 042 | 17
48.2 | GI:78000154 | Sorbsl | NP 001030136.1 | 7 | 042 | 6
73.2 | GI:124487483 | Ogdhl | NP 001074599.1 | 17 | 0.42 | 11
90.1 | GI:33859482 Eef2 NP _031933.1 17 | 0.42 | 16
116.1 | GI:60592782 | Rimsl | NP 001012641.1 | 16 | 0.42 | 11
139.3 | GI:164419753 | Gria4 NP 001106651.1 | 5 | 042 | 3
154.4 | GIL:31543974 | Ywhab NP _061223.2 12 | 042 | 7
194.1 | GI:9790087 | Rapgef4 NP_062662.1 12 | 042 | 7
2242 | GI:124487071 Dgki NP 001074675.1 | 8 [ 042 | 6
312.1 | GI:6679573 Pura NP _033015.1 8 | 042 | 7
321.1 | GI:29789343 Eif3b NP _598677.1 8 | 042 | 4
349.2 | GI:7106303 Ehdl NP_034249.1 5 | 042 | 4
361.1 | GI:407261592 L%CIISOIOO XP 003946312.1 | 8 | 042 | 8
364.1 | GI:329664963 | Actr3 NP 001192314.1 | 8 | 042 | 8
367.1 | GI:30089708 | Histlhdn NP_783588.1 8 | 042 | 7
380.1 | GI:6755114 Prdx5 NP _036151.1 7 042 | 6
417.2 | GI:22550094 | Prkar2a NP _032950.1 4 | 042 | 4
437.1 | GI:269973897 | Arhgap39 | NP 001161760.1 | 7 | 042 | 4
441.1 | GI:170784813 Upfl NP 001116301.1 | 7 | 042 | 4
492.1 | GI:23510241 Pdedd NP_035186.1 6 | 042 | 4
507.2 | GI:13470090 | Rab3c NP _076341.1 5 | 042 | 4
520.1 | GI:165932379 | Serbpl | NP 001107037.1 | 6 | 042 | 4
538.1 | GI:6753936 | Gabral NP_034380.1 5 | 042 | 4
564.1 | GI:22122643 Itpka NP_666237.1 5 | 042 | a4
580.1 | GI:157278453 | Rapgef2 | NP 0010930942 | 5 | 042 | 4
589.1 | GI:124486712 | Rrbpl NP _077243.2 5 | 042 | 4

16
| 6
[ ]
[ ]
| 6 |
| 6 |
| 6 |
| 6 |
| 6 |
| 6 |

inositol 1,4,5-trisphosphate receptor type 1 [Mus 3 1 3
musculus]

2',3'-cyclic-nucleotide 3'-phosphodiesterase 4 5
isoform 1 [Mus musculus]

keratin, type II cytoskeletal 71 [Mus musculus] 5 7
tubulin alpha chain-like 3 [Mus musculus] 50
sorbin and SH3 domain-containing protein 2 1 3 4
isoform 2 [Mus musculus]

sorbin and SH3 domain-containing protein 1 8 3
isoform 5 [Mus musculus]

2-oxoglutarate dehydrogenase-like, 1 1 7
mitochondrial [Mus musculus]

elongation factor 2 [Mus musculus] 95
regulating synaptic membrane exocytosis protein 1 5 3
1 isoform 3 [Mus musculus]

glutamate receptor 4 isoform 2 precursor [Mus 1 Ol
musculus]

14-3-3 protein beta/alpha [Mus musculus] 28
rap guanine nucleotide exchange factor 4 1 1 3
isoform 2 [Mus musculus]

diacylglycerol kinase iota [Mus musculus] 1 1 8
transcriptional activator protein Pur-alpha [Mus 3 5
musculus]

eukaryotic translation initiation factor 3 subunit 9 1
B [Mus musculus]

EH domain-containing protein 1 [Mus 6 1
musculus]

PREDICTED: phosphate carrier protein, 40
mitochondrial-like isoform 2 [Mus musculus]

actin-related protein 3 [Mus musculus] 47
histone H4 [Mus musculus] 1 1
peroxiredoxin-5, mitochondrial precursor [Mus 2 2
musculus]

cAMP-dependent protein kinase type II-alpha 4 6
regulatory subunit [Mus musculus]

rho GTPase-activating protein 39 isoform 1 12 5
[Mus musculus]

regulator of nonsense transcripts 1 isoform a 12 4
[Mus musculus]

cAMP-specific 3',5'-cyclic phosphodiesterase 8 5
4D [Mus musculus]

ras-related protein Rab-3C [Mus musculus] 26
plasminogen activator inhibitor 1 RNA-binding 43
protein isoform 3 [Mus musculus]

gamma-aminobutyric acid receptor subunit 5 2
alpha-1 precursor [Mus musculus]

inositol-trisphosphate 3-kinase A [Mus 5 1
musculus]

rap guanine nucleotide exchange factor 2 [Mus 1 6 6
musculus]

ribosome-binding protein 1 isoform a [Mus 1 5 8

musculus]
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5952 | GI:34098931 | Calb2 NP_031612.1 4 | 042 | 4 3 caletinn [Mus musculus] 31
596.1 | GI:40254600 | Anp32a | NP_033802.2 | 5 | 042 | 4 seidl lewcine rich nuclear phosphoprotein 32| )
601.1 | GI:356995868 | Ddx39b | NP_001239386.1 | 5 | 042 | 3 i e 49
620.1 | GI:6677779 Rpl28 NP_033107.1 5 | 042 | 4 605 ribosomal protein L28 [Mus musculus] 16
622.1 | GI:56699438 | Eefld NP_083939.1 | 5 | 042 | 4 T 73
623.1 | GI:56699434 | Eifdgl | NP_001005331.1 | 5 | 042 | 4 e e T
636.1 | GI:224922806 | Gpd2 NP_001139292.1 | 5 | 042 | 4 S S e 81
648.1 | GI:84794552 | Pebpl NP 0613462 | 4 | 042 | 4 D 21
657.1 | GI:6755364 Sub1 NP 0354241 | 4 | 042 | 3 acvatod RNA polymersse I sascrpronal 14
670.1 | GI:55741460 | Park7 NP_065594.2 4 | 042 | 4 S O3 [ o] 20
672.1 | GI:51092272 | Opeml NP 8085742 | 4 | 042 | 4 opioid-binding protin celladhesion molecule | 37
707.1 | GI:189339262 | Atp6viel | NP_079770.2 4 042 | 4 B S 44
709.1 | GI:166235165 Syp NP_033331.2 4 [ 042 | 4 T — 34
717.1 | GI:12963511 | Rpsl9 NP_075622.1 4 | 042 | 4 408 ribosomal protein $19 [Mus musculus| 16
731.1 | GI:6753324 | Cctéa NP_033968.1 | 4 | 042 | 4 T-complex proten | subuaizet [Mus 58
762.1 | GL:7242148 | Eif2s3y | NP 0361411 | 4 | 042 | 4 SV ke (s sent] | 51
781.1 | GI:262359898 | EifsSa | NP_001160067.1 | 4 | 042 | 4 e 17
820.1 | GI:58037109 | Ndufb10 NP_080960.1 3 042 | 3 B s e 21
847.1 | GI:226874869 | Omg NP 0622822 | 3 | 042 | 3 ot ] P |50
856.1 | GI:21539585 | Ugergq NP_079628.1 | 3 | 042 | 3 Cytoctitaiue brcl cooglex subuuics [Mus 10
974.1 | GI:225690618 | Acot7 | NP_001139530.1 | 3 | 042 | 3 s T (Hossterhydrolise 39
1068.1 | GI:31980744 Atp5l NP_038823.2 2 042 | 2 sy Subunit g, mitochondial [Mus 11
1250.1 | GI:6678193 Syngrl NP_033329.1 2 | 042 | 2 e 21
1266.1 | GI:309267203 L(O)SCIISZOS XP_003086989.1 | 2 | 042 | 1 e i
56.1 | GI1:71896543 | Shank3 NP_067398.2 | 21 | 045 | 14 SH3 and mulple anlyrn repeat domains 185
99.1 | GI:552953687 | Trim3 | NP_001272802.1 | 17 | 045 | 15 11 Vst 78
101.1 | GI:31982273 | Hsd17b4 NP_032318.2 16 | 045 | 15 11 Do st functional enzyme ype 2 79
1911 | GI:255308899 | Rpl3 NP_038790.2 | 12 | 045 | 10 605 ribosomal protein L3 [Mus musculus] 46
262.1 | GI:319402143 | Hbb-bs | NP_001188320.1 | 10 | 045 | 9 hemoglobin, beta adult s chain [Mus musculus] 16
154.1 | GI:359385698 | Ywhaz | NP_001240735.1 | 14 | 046 | 8 IEN g ea/deltafsoform 1 [Mus 28
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175.1 | GI:157057174 | Abliml NP_001096647.1 | 13 | 0.46 10
192.1 GI1:6680095 Grinl NP_032195.1 12 | 0.46 11
224.1 | GI:262205333 Dgkz NP_001160069.1 | 11 | 0.46 9
237.1 | GI:226958349 Tpil NP_033441.2 10 | 0.46 10
63.1 GI1:6752954 Actgl NP_033739.1 21 | 0.47 19
108.1 GI1:7305027 Eno2 NP_038537.1 16 | 0.47 14
110.1 | GI:293651556 Dbn1 NP _001170842.1 | 16 | 0.47 13
29.2 GI1:161168987 Syn2 NP _001104485.1 | 17 | 0.47 14
132.1 GI:19705578 | Atp6vlb2 NP_031535.2 15 | 0.49 13
244.1 | GI:124486684 | Trappcl0 | NP_001074524.1 | 10 | 0.49 7
314.1 GI1:54291704 Pacs1 NP_694769.2 8 | 0.49 7
330.1 GI:16716465 Acsbgl NP_444408.1 8 | 0.49 6
387.1 | GI:254675126 2010390C NP_082372.1 7 | 0.49 6
02Rik -
410.1 | GI:112293264 Pdia3 NP_031978.2 7 | 0.49 7
418.1 GI1:45504359 | Atpé6vlel NP_031536.2 7 | 0.49 6
606.1 GI1:6755368 Rps18 NP_035426.1 5 | 049 4
181.1 GI1:31982186 Mdh2 NP_032643.2 12 | 0.50 12
133.2 GI1:6755256 Pygm NP_035354.1 13 | 0.51 10
268.1 GI1:6677805 Rps4x NP_033120.1 9 | 051 9
658.1 GI1:6753220 Clqgb NP_033907.1 4 | 051 3
117.1 | GI:281604100 Sbfl NP_001164032.1 | 16 | 0.53 12
55.1 GI:340007379 | Atp6vOal | NP_001229980.1 | 22 | 0.54 20
B GI1:116174793 Sptbn4 NP_115999.2 37 | 0.54 30
140.1 GI1:6679937 Gapdh NP_032110.1 15 | 0.54 15
63.2 GI1:30425250 Actbl2 NP_780706.1 8 | 0.55 6
47.1 GI1:70608131 Immt NP_083949.2 24 | 0.56 22
16.3 GI1:31982755 Vim NP_035831.2 30 | 0.56 24
31.3 GI:188219524 Dpysl4 NP_036123.3 7 | 0.58 6
40.1 GI1:359807367 Pkm NP _001240812.1 | 26 | 0.58 23
44.2 GI:6753294 Ctnnal NP_033948.1 7 | 0.58 6
53.3 G1:40254635 KifSa NP_032473.2 10 | 0.58 9

0o

actin-binding LIM protein 1 isoform 2 [Mus 79
musculus]

glutamate receptor ionotropic, NMDA 1 isoform 1 O 5
1 precursor [Mus musculus]

diacylglycerol kinase zeta isoform 1 [Mus 1 2 5
musculus]

triosephosphate isomerase [Mus musculus] 32
actin, cytoplasmic 2 [Mus musculus] 42
gamma-enolase [Mus musculus] 47
drebrin isoform 1 [Mus musculus] 77
synapsin-2 isoform Ila [Mus musculus] 63
V-type proton ATPase subunit B, brain isoform 5 7
[Mus musculus]

trafficking protein particle complex subunit 10 1 41
[Mus musculus]

phosphofurin acidic cluster sorting protein 1 1 O 5
[Mus musculus]

long-chain-fatty-acid--CoA ligase ACSBG1 8 0
[Mus musculus]

uncharacterized protein LOC72097 [Mus 1 2 6
musculus]

protein disulfide-isomerase A3 precursor [Mus 57
musculus]

V-type proton ATPase subunit E 1 [Mus 2 6
musculus]

40S ribosomal protein S18 [Mus musculus] 1 8
malate dehydrogenase, mitochondrial precursor 3 6
[Mus musculus]

glycogen phosphorylase, muscle form [Mus 97
musculus]

408 ribosomal protein S4, X isoform [Mus 3 0
musculus]

complement C1q subcomponent subunit B 27
precursor [Mus musculus]

myotubularin-related protein 5 isoform 1 [Mus 2 1 1
musculus]

V-type proton ATPase 116 kDa subunit a 9 6
isoform 1 isoform 4 [Mus musculus]

spectrin beta 4 isoform sigmal [Mus musculus] 289
glyceraldehyde-3-phosphate dehydrogenase 3 6
[Mus musculus]

beta-actin-like protein 2 [Mus musculus] 42
mitochondrial inner membrane protein isoform 1 8 4
[Mus musculus]

vimentin [Mus musculus] 5 4
dihydropyrimidinase-related protein 4 [Mus 6 2
musculus]

pyruvate kinase, muscle isoform M1 [Mus 5 8
musculus]

catenin alpha-1 [Mus musculus] 1 OO
kinesin heavy chain isoform SA [Mus musculus] 1 1 7
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61.2 | GI:167900460 | Igsec2 | NP_001108136.1 | 13 | 0.58 e s ccmanng protein2 1162
108.2 | GI:158853992 | Enol NP_075608.2 | 16 | 0.58 11 T S—— 47
167.3 | GI:161484668 | Ppplch | NP_ 7662952 | 11 | 0.58 seine hrconine protein phosphatase PP1-beta [ 3.7
1683 | GI:309271474 | U2 }’pcsl 121 xp_003085306.1 | 2 | 058 ke 2 1ke (M moscuus) |26
215.1 | GI:84370347 | Mapt | NP_001033698.1 | 11 | 0.58 [y musea] 45
222.2 | GI:57634518 | Septll | NP_001009818.1 | 8 | 0.58 4 ] Y —— 49
2912 | GI:15809030 Sncb NP_291088.1 7 | 058 beta-synuclein [Mus musculus] 14
303.1 | GI:306922354 | Declk2 | NP_001182428.1 | 9 | 0.58 | 4 | seinehrconine protein kinsse DCLK fsoform | 78
3442 | GI:112293266 | Hspad NP_032326.3 7 | 058 heat shock 70 kDa protein 4 [Mus musculus] 94
3721 | GI:20070412 | AtpSo NP_613063.1 | 8 | 0.58 ) A 23
385.1 | GI:31982233 Mtdh NP_080278.3 7 | 0.58 4 R LA ] 64
392.1 | GI:21704100 | Hadhb NP_663533.1 | 7 | 058 | 4 | s el IS
405.1 | GI:124286805 | Clqa NP 0315982 | 7 | 058 complement C14 subsorsponent subunit & 26
4141 | GI:31542413 | Corolc NP_035909.2 7 | 058 4 ] coronin-1C [Mus musculus] 53
446.1 | GI:88014720 | Kpnbl NP_032405.3 6 | 0.58 importin subunit beta-1 [Mus musculus] 97
456.1 | GI:58037465 | Rpli8a NP_084027.1 6 | 0.58 605 ribosomal protein L18a [Mus musculus] 21
460.1 | GI:38348480 | Digap3 NP_941020.1 6 | 0.58 4 ] T —— YT
NADH dehydrogenase [ubiquinone] 1 alpha
479.1 | GI:13195624 | Ndufalo | NP_077159.1 | 6 | 0.58 “ e
480.1 | GI:12963559 | Atp6vig2 | NP_075668.1 | 6 | 0.58 V-iype proton ATPase subunit G2 [Mus 14
484.1 | GI:112181302 | Rablé NP_001019787.2 | 6 | 0.58 4 rab-like protein 6 [Mus musculus] 80
5152 | GI:294345390 | Ankslb | NP_001170868.1 | 5 | 0.58 Contining protei 11 isoorm 4 (Mus museuts] | 4
534.1 | GI:6755983 Vsnll NP_036168.1 5 | 058 4 ] visinin-like protein 1 [Mus musculus] 22
554.1 | GI:281332195 MIf2 NP 001163812.1 | 5 | 0.58 myeloid leukemia factor 2 [Mus musculus] 28
583.1 | GI:13399310 Rps10 NP_080239.1 5 | 0.58 A0S et s SO [ ] 19
641.1 | GI:126116587 | Inppda NP 0845422 | 5 | 058 typeTinoitol 34 bisphosptate dphosphamse | ()¢
646.1 | GI:91982738 | Cttnbp2 NP_525024.1 4 | 058 S e —— 179
650.1 | GI:8394347 | Stk39 NP_058562.1 | 4 | 0.58 Kingee Mo ] |60
653.1 | GI:7304929 | Trappe3 | NP 038746.1 | 4 | 058 kg protein particle complex wbuni3 | ()
661.1 | GI:6680345 | Idhdg | NP 0323491 | 4 | 058 b michantol s [Vt e |43
664.1 | GI:6679339 | Pitpnml | NP_032877.1 | 4 | 058 merubrane-sstociied phosphatdylinosiol 135
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675.1 | GI:38371755 | Ddahl | NP 0812691 | 4 |o0s8 | 3 1 dimebylaminohwdrolae | [Mus musculus] 31
704.1 | GI:21314838 | Sh3glb2 | NP 6474631 | 4 | 058 | 3 SRR Mo el 44
711.1 | GI:160333729 | Endodl NP_082289.2 4 | 058 | 3 e 55
716.1 | GI:13385554 | Cap2 NP 0803321 | 4 | 058 | 3 sy e Ty =
729.1 | GI:10946870 | Akrlal NP_067448.1 4 [ 058 | 3 B 37
7361 | GrL2704s3722 | AR | NP_0010075752 | 4 | 058 | 3 s B OV
739.1 | GI:254750662 | Jakmip2 | NP_001157109.1 | 4 | 058 | 3 > ] e 96
744.1 | G1:269954677 | Qars NP_598555.2 | 4 | 058 | 3 slusaminy]-RNA syathetase isoform | [Ms 88
7452 | GI1:33859753 | Raplb NP 0777771 | 4 | 058 | 3 rasselatod protein Rap-Ib proursor Vs 21
772.1 | GI:407264228 L(5)6Cll4%10 XP_003945637.1 | 4 | 058 | 3 e e D] 53
7761 | GI:355390374 | Cacnala | NP_001238990.1 | 4 | 0.58 | 3 bt alghar 1 soform & (Mus muscuhsg] | 259
791.1 | GI:9789995 Stmn1 NP_062615.1 3 058 | 3 stathmin [Mus musculus] 17
792.1 | GI:9256519 Rplpl NP_061341.1 3 | 058 | 3 e m———vem— T
815.1 | GI:6678347 | Thyl NP 033408.1 | 3 | 058 | 3 e T 18
823.1 | GI1:49258190 | Nekipsd | NP 1096542 | 3 | 058 | 3 NCK-intersciug proten with SH3 donain Ve || 79
826.1 | GI:40254521 | Mob4 NP_079559.2 3 |os8 | 3 MOB-like protein phocein [Mus musculus| 26
833.1 | GI:31560541 | Syngr3 NP 0356522 | 3 | 058 | 3 apioiine [V st 25
860.1 | GI:21312654 | Arpc5l NP_083085.1 3 /058 | 3 e v s P subunit Sk )y
893.1 | GI:126012517 | Aimpl NP_031952.2 3 /058 | 3 e ool poen s Mo encte |35
899.1 | GI:124378026 | Tanc2 NP 8514162 | 3 | 058 | 3 protein TANC2 [Mus musculus] 220
901.1 | GI:124244037 | Cdkl5 | NP_001019795.1 | 3 | 058 | 3 eyclin-dependent kinsse-ike 5 [Mus museutus] | 105
902.1 | GI:120407050 | Nop58 NP 0613562 | 3 | 058 | 3 maclolas proiea 58 [Mus selos] 60
908.1 | GI:110625609 | Cdh13 NP 0626812 | 3 | 058 | 3 RS e [V sl 78
915.1 | GI:13195604 Rps23 NP _077137.1 3 [ 058 | 3 408 ribosomal protein $23 [Mus musculus] 16
923.1 | GI:13430890 | Histlhle NP_056602.1 3 058 | 3 histone H1.4 [Mus musculus] 22
930.1 | GI:84875530 | Tomll2 | NP 6947202 | 3 | 058 | 3 TOM ke profein 2 isoform a [Mus museulus] | 56
968.1 | GI:267844806 | Chchd6 | NP 0011612081 | 3 | 058 | 3 [Mltdm;;‘lﬂ]slrﬁtﬁhé?mfmz 26
970.1 | GI:256220343 | Dhrs4 | NP_001033027.2 | 3 | 058 | 3 e R
980.1 | GI:162417959 |  Ngef NP 0639202 | 3 | 058 | 2 eptemtont s o 2 [V ] 71
981.1 | GI:160333837 | Rpl36 NP 0612002 | 3 | 058 | 3 08 bosmal o L35 Mo massenta] 12
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1157.1 | GI:18017590 | Ppap2b NP_542122.1 2 |oss | 2
1189.1 | GI:13385558 | Ndufb8 NP_080337.1 2 | 058 | 2
1210.1 | GI:10181184 | Atps5j2 NP_065607.1 2 |oss | 2
29.1 | GI:160707901 | Synl NP _038708.3 | 30 | 0.60 | 27

93.1 | GI:60687506 | Aldoc NP 0337872 | 17 | 063 | 15
1511 | GI:163954941 | Fxrl NP _001106659.1 | 14 | 0.64 | 12
167.1 | GI:13994195 | Ppplca NP_114074.1 13 | 0.64 | 13
285.1 | GI:70778976 Pgkl NP_032854.2 9 [ 065 | 8
107.1 | GI:161168996 | Caskinl NP 0822132 | 16 | 0.68 | 15
1452 | GI:15011853 Stxla NP_058081.2 6 | 068 | 6
2221 | GI:39930477 | Sept8 NP_149156.1 11 | 068 | 8
2331 | GI:46849708 | Sucla2 NP_035636.1 10 | 068 | 8
258.1 | GI:6754974 | Pacsinl NP_035991.1 10 [ 068 | 8
4931 | GI:13385942 Cs NP_080720.1 6 | 068 | 6
402 | GI:31981562 Pkm NP 0352292 | 23 | 0.69 | 21
131.1 | GI:10946574 Ckb NP_067248.1 15 | 0.70 | 14
169.1 | GI:6754012 Gnaol NP_034438.1 13 [ 071 | 12

212 | GI:77681962 | Ank2 NP 8487702 | 19 | 0.72 | 16

34 | GI:84490394 Sptb NP 0387033 | 44 | 0.74 | 33

731 | GI:356582492 | Ogdh | NP 0012392171 | 20 | 0.74 | 15
1312 | GI:6753428 | Ckmtl NP_034027.1 9 074 | s
154.5 | GI:226874906 | Ywhae NP 0335623 | 11 | 0.74 | 9
300.1 | GI:358030316 | Dmtn | NP 001239592.1 | 9 | 0.74 | 9
370.1 | GI:257467575 | Trappe9 NP_850993.2 8 | 074 | 4
482.1 | GI:126723336 | Phb2 NP_031557.2 6 |074 | 5
489.1 | GI:47059480 | Srpk2 NP_033300.2 6 074 | 5
502.1 | GI:82900057 | Gm5566 XP_485703.2 6 074 | s
502.2 | GI:37700232 | Nmel NP_032730.1 s 074 | s
518.1 | GI:254540200 Map3k8ip NP_001156920.1 | 6 | 0.74 | 5
532.1 | GI:7710012 Crym NP_057878.1 s [074 | 4

N

lipid phosphate phosphohydrolase 3 [Mus 3 5
musculus]

NADH dehydrogenase [ubiquinone] 1 beta

subcomplex subunit 8, mitochondrial precursor 22
[Mus musculus]

ATP synthase subunit f, mitochondrial [Mus 1 0
musculus]

synapsin-1 isoform a [Mus musculus] 74
fructose-bisphosphate aldolase C [Mus 3 9
musculus]

fragile X mental retardation syndrome-related 7 6
protein 1 isoform 1 [Mus musculus]

serine/threonine-protein phosphatase PP1-alpha 3 8
catalytic subunit [Mus musculus]

phosphoglycerate kinase 1 [Mus musculus] 45
caskin-1 [Mus musculus] 1 50
syntaxin-1A [Mus musculus] 3 3
septin-8 isoform 1 [Mus musculus] 50
succinyl-CoA ligase [ADP-forming] subunit 5 0
beta, mitochondrial precursor [Mus musculus]

protein kinase C and casein kinase substrate in 5 1
neurons protein 1 isoform 1 [Mus musculus]

citrate synthase, mitochondrial precursor [Mus 5 2
musculus]

pyruvate kinase, muscle isoform M2 [Mus 5 8
musculus]

creatine kinase B-type [Mus musculus] 43
guanine nucleotide-binding protein G(o) subunit 40
alpha isoform A [Mus musculus]

ankyrin-2 isoform 2 [Mus musculus] 1 1 7
spectrin beta chain, erythrocytic [Mus musculus] 268
2-oxoglutarate dehydrogenase, mitochondrial 1 1 6
isoform 4 [Mus musculus]

creatine kinase U-type, mitochondrial precursor 47
[Mus musculus]

14-3-3 protein epsilon [Mus musculus] 29
dematin isoform 2 [Mus musculus] 43
trafficking protein particle complex subunit 9 1 27
isoform 2 [Mus musculus]

prohibitin-2 [Mus musculus] 33
SRSF protein kinase 2 [Mus musculus] 77
PREDICTED: nucleoside diphosphate kinase B- 20
like [Mus musculus]

nucleoside diphosphate kinase A [Mus 1 7
musculus]

C-Jun-amino-terminal kinase-interacting protein 1 4 6
3 isoform ¢ [Mus musculus]

ketimine reductase mu-crystallin [Mus 3 4

musculus]
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569.1 GI1:21312036 Rufy3 NP_081806.1 5 | 0.74 5
614.1 G1:84875493 Negrl NP_001034183.1 5 | 0.74 4
633.1 | GI:291290991 | Cacna2d2 | NP_001167521.1 5 | 0.74 4
634.1 | GI:255069804 gfiggli‘:li NP_001157233.1 5 | 0.74 5
708.1 GI1:18266680 Oxctl NP_077150.1 4 | 0.74 4
752.1 GI1:6677799 Rps15 NP_033117.1 4 | 0.74 3
764.1 GI1:6754586 Ly6h NP_035967.1 4 | 0.74 4
766.1 GI1:6679583 Rab11b NP_033023.1 4 | 0.74 4
888.1 GI1:13385652 Rps20 NP_080423.1 3 | 0.74 3
69.1 GI:112363090 | Ctnnd2 NP_032755.2 20 | 0.77 17
71 GI1:312433957 Macfl NP_001186066.1 | 72 | 0.77 57
139.1 GI1:85861224 Gria2 NP_038568.2 15 | 0.81 13
283.1 | GI:126521835 Cct2 NP_031662.2 9 | 0.81 6
309.1 GI1:6753320 Cct3 NP_033966.1 8 | 0.81 7
316.1 G1:47564092 Fbxo41 NP_001001160.1 8 | 0.81 6
386.1 GI1:30425330 Lsamp NP_780757.1 7 | 0.81 7
389.1 GI1:23956156 Lsm14a NP_080224.1 7 | 081 7
424.1 | GI:170784834 | EpslSll NP_031970.2 7 | 0.81 6
432.1 GI1:51339023 Dlgapl NP_808307.2 7 | 0.81 7
504.1 GI1:75677414 Cttn NP_031829.2 6 | 0.81 5
206.1 GI1:51921285 Gitl NP _001004144.1 | 11 | 0.85 9
236.1 | GI:239985513 Atad3a NP_849534.2 10 | 0.85 9
242.1 | GI:148528987 | Coro2b NP_780693.2 10 | 0.85 9
294.1 | GI:254553458 Gpil NP_032181.2 9 | 0.85 9
160.1 | GI:170172546 Wdr47 NP_852065.2 13 | 0.87 10
273.1 GI:31981515 Rpl7 NP_035421.2 9 | 0.87 9
39.1 GI1:167234392 Clasp2 NP _001107819.1 | 27 | 0.89 25
130.1 | GI:117168299 Grin2b NP_032197.3 15 | 0.89 11
208.1 | GI:257796245 Dlat NP_663589.3 11 | 0.91 10

CS)

protein RUFY3 [Mus musculus] 5 3
neuronal growth regulator 1 isoform a precursor 3 8
[Mus musculus]

voltage-dependent calcium channel subunit

alpha-2/delta-2 isoform 5 precursor [Mus 1 3 O
musculus]

uncharacterized protein KIAA0513 isoform b 4 5
[Mus musculus]

succinyl-CoA:3-ketoacid coenzyme A

transferase 1, mitochondrial precursor [Mus 5 6
musculus]

40S ribosomal protein S15 [Mus musculus] 1 7
lymphocyte antigen 6H isoform a precursor 1 7
[Mus musculus]

ras-related protein Rab-11B [Mus musculus] 24
40S ribosomal protein S20 [Mus musculus] 1 3
catenin delta-2 [Mus musculus] 135
microtubule-actin cross-linking factor 1 isoform 6 08
2 [Mus musculus]

glutamate receptor 2 isoform 2 precursor [Mus 99
musculus]

T-complex protein 1 subunit beta [Mus 5 7
musculus]

T-complex protein 1 subunit gamma [Mus 6 1
musculus]

F-box only protein 41 [Mus musculus] 94
limbic system-associated membrane protein 3 8
precursor [Mus musculus]

protein LSM14 homolog A [Mus musculus] 5 1
epidermal growth factor receptor substrate 15- 99
like 1 isoform a [Mus musculus]

disks large-associated protein 1 isoform 1 [Mus 1 10
musculus]

src substrate cortactin isoform 1 [Mus musculus] 61
ARF GTPase-activating protein GIT1 [Mus 8 5
musculus]

ATPase family AAA domain-containing protein 67
3 [Mus musculus]

coronin-2B [Mus musculus] 55
glucose-6-phosphate isomerase [Mus musculus] 63
WD repeat-containing protein 47 [Mus 1 02
musculus]

60S ribosomal protein L7 [Mus musculus] 3 1
CLIP-associating protein 2 isoform ¢ [Mus 1 6 6
musculus]

glutamate receptor ionotropic, NMDA 2B 1 6 6
precursor [Mus musculus]

dihydrolipoyllysine-residue acetyltransferase

component of pyruvate dehydrogenase complex, 68

mitochondrial [Mus musculus]
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74.1 | GI:256773220 | Synjl | NP_001157955.1 | 20 | .00 | 18 9 synaptojanin-1 isoform a [Mus musculus] 176
117.2 | GI:256355198 |  Sbf2 NP_796298.2 2 | 100 2 SET-binding factor 2 [Mus musculus] 210
129.2 | GI:21312236 | Hspal2b NP_082582.1 2 [ 1200 2 heat shock 70 kDa protein 12B [Mus musculus] | 76
158.1 | GI:162287370 | Lmna | NP_001002011.2 | 14 | 1.00 | 12 | 6 | e A o A s s 74
169.2 | GI:74271899 | Gnail NP_034435.1 7 [ 100 ]| 6 s ot O | 40
261.1 | GI:328927083 | Map4 | NP_001192261.1 | 10 | 1.00 | 9 microtubule-assocated proten 4 soform 4 [Mus |1 4
288.2 GI:6754086 GSth NP_034490.1 ﬂ 1.00 ﬂ glutathione S-transferase Mu 5 [Mus musculus] 27
2952 | GI:26986555 | Myl6b NP_758463.1 3 100 2 myosin light chain 68 [Mus musculus] 23
306.1 | GI:6755100 | Pa2gd NP 035249.1 | 8 | 1.00 | 8 | 4 | R 44
320.1 | GI:31982856 | DId NP 0318872 | 8 | 1.00 | 6 e | oA
357.1 | GI:71061458 | Dnmll NP 690029.2 | 8 | 1.00 | 6 dynamin-1-ike proten soform a [Mis 79
366.1 | GI:307344692 | Arhgap32 | NP_001182561.1 | 8 | 1.00 | 6 s e vating protein 32 soform | 230
376.1 | GI:84043961 | EifSh NP 9380452 | 7 | 1.00 | 6 ks ranslaton nation factor 3B (Mus 1 38
394.1 | GI:18250284 | Idh3a NP 0838491 | 7 | 100 | 7 N e o e #0040
400.1 | GI:145587092 | Mlltd NP 0349361 | 7 | 1.00 | 6 afudin [Mus musculus] 206
439.1 | GI:226958657 | Rpl19 | NP 0011529551 | 7 | 1.00 | 5 e 23
447.1 GI1:83745120 Rplp2 NP_080296.3 6 1.00 5 60S acidic ribosomal protein P2 [Mus musculus] 12
4511 | GIL:6996913 | Anxa2 NP 031611.1 | 6 | 1.00 | 4 amnexin A2 [Mus musculus] 39
4521 | GI:6755304 | Pitpnm2 | NP 0353861 | 6 | 1.00 | 6 e T 142
phospholipid hydroperoxide glutathione
500.1 GI1:90903235 GpX4 NP_032188.3 6 1.00 4 perOXi;iaS]e, nuclear isoform 2 precursor [Mus 22
musculus
503.1 | GI:7657357 | Naplll | NP 0565961 | 6 | 1.00 | 5 D ] |45
530.1 | GI:7949005 |  AtpsS; NP 058035.1 | 5 | 1.00 | 4 v el B V)
549.1 | GI:31982520 | Acadl NP 0314072 | 5 | 1.00 | 4 long-ehain spocifio seyl Con dehyargenase, | 48
550.1 | GI:31982044 Ntm NP_758494.2 5 | 1200 | 4 neurotrimin precursor [Mus musculus] 38
575.1 GI1:163644329 Apoe NP_033826.2 5 1.00 5 apolipoprotein E precursor [Mus musculus] 36
587.1 | GI:124487229 |  Ber NP_001074881.1 | 5 | 1.00 | 4 e 143
593.1 | GI:110625979 | Eeflg NP_080283.3 5 [ 1.00 | 4 clongation factor 1-gamma [Mus musculus] 50
596.2 | GI:18700032 | Anp32b | NP 5709591 | 2 | 1.00 | 2 Sy memer b o et | 31
599.1 | GI:114205428 | Ren2 NP 0361222 | 5 | 1.00 | 4 e ot [ pisemcn e 37
605.1 | GI:112181194 | Pakl NP 0351652 | 5 | 1.00 | 4 e 61
615.1 | GI:82918395 | Gmé834 | XP 9001541 | 5 | 100 | 4 PREDICTED: 408 ribosomal proein S13-ike |1 7
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624.1 | GI:556522611 | Trim9 | NP_001273317.1 | 5 | 1.00 | 4 2 e 90
626.1 | GI:510936915 | Rabl8 | NP_001265376.1 | 5 | 1.00 | 4 T 24
632.1 | GI:311771690 | Akl | NP_001185720.1 | 5 | 1.00 | 4 e
666.1 | GI:6677983 | Clpb NP 033217.1 | 4 | 1.00 | 3 oy peptdase B pateinbomolog Mus | 76
668.1 | GI:61888838 | Hsd17b10 | NP 0580433 | 4 | 1.00 | 4 il i e 20 T o
674.1 | GI:42415475 | P4hb NP 0351621 | 4 | 1.00 | 4 proten disulfide fsomersse precursor [Ms 57
succinate dehydrogenase [ubiquinone] iron-
676.1 | GI:34328286 | Sdhb NP_075863.2 4 | 100 | 4 Sifur ffb]uiig i s 32
musculus
. . m o phosphoglucomutase-2 [Mus musculus]
696.1 | GI:227330633 | Pgm2 NP_082408.3 4 | 100 | 4 61
703.1 | GI:21536256 | Pppirlb | NP 659077.1 | 4 | 100 | 2 e 22
715.1 | GI:148747526 | Rab7 NP_033031.2 4 | 100 | 4 ras-related protein Rab-7a [Mus musculus] 23
721.1 | GI:124244104 | Atxn2 NP _033151.2 4 | 1200 | 4 ataxin-2 [Mus musculus] 136
739.2 | GI:253970431 | Jakmip3 | NP 082984.1 | 2 | 1.00 | 2 e inase g pieroubule-ineractng proiin | 9
745.1 | GI:266458391 | Kras NP_067259.4 4 | 100 | 4 GTPase KRas [Mus museulus] 21
7453 | GI:21704066 | Rapla NP 663516.1 | 4 | 1.00 | 4 T 21
746.1 | GI:255003793 | Rps26 NP_038793.2 4 | 100 | 4 408 ribosoma protein 526 [Mus museulus] 13
750.1 | GI:11528490 Flii NP_071292.1 4 [ 100 | 3 i A | gt T st 145
NADH dehydrogenase [ubiquinone]
751.1 | GI:110625954 | Ndufv2 NP_082664.1 4 | 1.00 B ﬂavoprote[ian, mitochcl)nc}ﬂal isoform 1 27
precursor us musculus
755.1 | GI:23956078 | Abcf2 NP_038881.1 | 4 | 1.00 | 4 s R Tesied )
758.1 | GI:84662766 | Elavl4 NP_034618.2 4 | 100]| 4 ELAV-like protein 4 isoform a [Mus museulus] |~ 42
819.1 | GI:60097931 Ermn NP_084248.2 3 (100 | 2 ermin [Mus musculus] 32
829.1 | GI:34538601 | COX2 NP 904331.1 | 3 | 1.00 | 3 eytochtome ¢ oxidase subunit 1 (mitochondrion) | ¢
853.1 GI:221139790 ngd NP_8083 14.2 § 1.00 g diacylglycerol kinase, delta [Mus musculus] 135
858.1 | GI:21314824 | Atpévif | NP 0796571 | 3 | 1.00 | 2 e 13
867.1 | GI:188497724 | Hdgf NP_032257.3 3 100 | 2 hepatoma-derived growth factor [Mus musculus] | 26
895.1 | GI:124517709 | Gad2 NP _032104.2 3 | 100 2 e N o S ——— 65
896.1 | GI:124487457 | Map7d2 | NP_001074593.1 | 3 | 1.00 | 2 MAP? domain-conaining proten 2 [Ms 86
912.1 | GI:227908861 | Kif3b NP_032470.3 3 100 2 Kinesin-like protein KIF3B [Mus musculus] 85
9222 | GI:119395752 | Kcnal NP_034725.3 | 3 | 1.00 | 2 posassium woltage-gated channel sbfamily A |+ 5,
929.1 | GI:86990450 | Myolb NP 0349932 | 3 | 1.00 | 2 S e T 128
932.1 | GI:83921581 | Psd3 NP_084539.2 | 3 | 100 | 2 PH and SBCT domain-containing potei 3 58
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934.1 | GI:82886797 | H3f3c XP_894986.1 3 100 2 1 sl one 3G ke s 15
936.1 | GI:7304989 | Ctbpl NP 038530.1 | 3 | 100 | 2 tominal-binding protein Lisoform 3 Mus | 48
941.1 | GI:63487024 | Gm13653 | XP 6197621 | 3 | 100 | 3 e il I U
949.1 | GI:46559434 | Tceal5 NP_808587.1 | 3 | 1.00 | 2 T el
966.1 | GI:28372479 | Rps25 NP_077228.1 3 [100]| 3 408 ribosomal protein $25 [Mus musculus] 14
988.1 | GI:9790141 | Arpc3 NP_062798.1 | 2 | 100 | 2 o el )
994.1 | GI:94721328 | Vapa NP_038961.2 | 2 | 1.00 | 2 vesicleassociated menbrane proieinassocined. | g
996.1 | GI:93102417 Gars NP_851009.2 2 | 100 2 elycine--{RNA ligase [Mus musculus| 82
1002.1 | GI:84662745 | Gnaq NP 0321653 | 2 | 100 | 2 i
1018.1 | GI:6755995 Wdrl NP_035845.1 2 | 100 2 WD repeat-containing protein 1 [Mus museulus] | 66
10251 | GI:6755000 | Pdcd6 NP 035181.1 | 2 | 1.00 | 2 programed cel death proten 6 [Ms 22
1031.1 | GI:6680988 | Cox6al | NP 0317741 | 2 | 1.00 | 2 ol o sy 12
1032.1 | GI:6680826 | Cacng2 | NP 031609.1 | 2 | 100 | 2 g pendent sy chamncl gmma2 | 3
1035.1 | GI:6680083 | Grb2 NP 032189.1 | 2 | 1.00 | 2 o T N G
1036.1 | GI:6679641 Emd NP 0319531 | 2 | 100 | 2 emerin [Mus musculus] 29
1041.1 | GI:56699423 | Nedd4 NP 0350202 | 2 | 100 | 2 Do e T DR 103
1056.1 | GI:34328138 | Kif3a NP 0324692 | 2 | 1.00 | 2 Kinesin-like proten KIF3A [Mus musculus] 80
1062.1 | GI:31981830 | Cox7a2 | NP 0340752 | 2 | 1.00 | 2 ) 9

1075.1 | GI:30519997 Blmh NP_848760.1 2 | 100 | 2 bleomycin hydrolase [Mus musculus] 52
1077.1 | GI:29150272 | Secl3 NP_077168.2 2 | 100 2 protein SECI3 homolog [Mus musculus] 36

ectonucleotide
1079.1 GI1:28893409 Ellpp6 NP_796278.1 g 1.00 g pyro;]))hosghatase/pho[sl\]zhodiesteralse ]family 5 1
member O precursor us musculus

1081.1 | GI:27777697 | Palm2 NP_766456.1 2 | 100 | 2 paralemmin-2 [Mus musculus] 42
1084.1 | GI:27370360 | Slc6all | NP_766478.1 | 2 | 1.00 | 2 sodiu- and chloride-dependeas GABA 70
10851 | GI:27369996 | N28178 | NP 766278.1 | 2 | 1.00 | 2 protein KIAA 1045 [Mus musculus] 41
1090.1 | Gr:262072980 | 100 | NP osorse2 | 2 | 100 | 2 ) e ROCosest B 32
1101.1 | GI:254540089 | Prpsapl | NP_080640.1 | 2 | 1.00 | 2 R e 42
1105.1 | GI:254281331 | Slcla4 NP_061349.3 | 2 | 100 | 2 neutral amino acidwansportr A [Mas 56
1123.1 | G1:226530884 | Pemtl NP_0328122 | 2 | 1.00 | 2 e e 30
1129.1 | GI:22122515 | Ahsal NP_666148.1 | 2 | 100 | 2 homatog s vy | 38
1136.1 | GI:21450291 | Aldob NP 6591521 | 2 | 1.00 | 2 Bructose bisphosphate akdolsse B [Ms 39
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11381 | GI:21426821 | Rps28 NP 058540.1 | 2 | 100 | 2 1 405 sibosomal proein 528 [Mus musculus] 8

1139.1 | GI:21314832 | Ugp? NP_647458.1 | 2 | 1.00 | 2 UTP-glicose L phosphate wridyyliransferase [ 57
1150.1 | GI:19526848 | Marc2 NP_598445.1 | 2 | 1.00 | 2 MOSC domaiwcontining potein 2, 38
11551 | GI:188528613 | Gmfb NP 0713062 | 2 | 1.00 | 2 alia maturation factor beta [Mus musculus] 17
1167.1 | G1:162417952 | Lrrfipl | NP_001104782.1 | 2 | 1.00 | 2 e o gy ermeting protein | 49
1169.1 | GI:162138894 | Farsa NP 0799242 | 2 | 100 | 2 pherylalnine-~RNA ligasealpha subunit [Mus | 5.8
1173.1 | GI:160333312 |  Sik3 NP_081774.3 2 | 100 | 2 as sl 151
11751 | GI:158937298 | Ikbkap NP 0803552 | 2 | 1.00 | 2 P ———r B
1190.1 | GI:13385322 | Ndufb7 | NP_080119.1 | 2 | 1.00 | 2 Aubcormplen subartt 7 (Mus museults] 16
1198.1 | GI:124486835 | Prrc2c | NP _001074759.1 | 2 | 1.00 | 2 protein PRRC2C [Mus musculus] 311
1207.1 | GI:11140825 | Trapped | NP_068561.1 | 2 | 1.00 | 2 e e
12181 | GI:29789199 | Ipo5 NP_076068.1 | 2 | 100 | 2 st [V ] 124
1221.1 | GI:21313144 Olal NP_080218.1 2 (100 | 2 obg-like ATPase 1 isoform a [Mus musculus] 45

1223.1 | GI:19526878 | Pycr2 NP_598466.1 | 2 | 1.00 | 2 T I T 34
1228.1 | GI:9910142 | Cdc42ep4 | NP_064390.1 2 | 100 | 2 cde42 effector protein 4 [Mus museulus] 38
1233.1 | GI:88853581 | Ewsrl NP 0319942 | 2 | 100 | 2 N R ST 2R 68
12351 | GI:8567358 | Gueylb3 | NP 059497.1 | 2 | 1.00 | 2 A I B0

1240.1 | GI:77404294 | Usmg5 NP_075700.2 | 2 | 1.00 | 2 up-regulated duringskeletal muscle growth 6

12451 | GI:6754912 | Numb NP_035079.1 | 2 | 1.00 | 2 useutg] o 66
1247.1 | GI:6752968 | Adam23 | NP_035910.1 2 1100 | 2 ?Mttjgﬁfdt;“z?pftmzpdpmpt 91

1251.1 | GI:58037267 | Pdia6 NP 0822351 | 2 | 1.00 | 2 ety i T
1260.1 | GI:37718972 | Smarcc2 | NP _937803.1 | 2 | 1.00 | 2 SWISNF complex subunit SMARCC2 soform [~ 15 1
1263.1 | GI:31542139 | Arfgapl | NP 6657032 | 2 | 1.00 | 2 prtcin 1 mofoma [V muscul] 45

1280.1 | GI:226958581 | Vwa$ NP_776119.2 2 100 | 2 e e SO IR0
1282.1 | G1:226823266 | Dip2b NP_766407.2 | 2 | 1.00 | 1 {lsco-interating proiin 2 homalog B soform 2 | 47
1284.1 | GI:218505741 | Atatl NP_001136217.1 | 2 | 1.00 | 2 PR e 38
1288.1 | GI:194018455 | Stau2 NP_079579.2 2 | 100 | 2 e 62
1294.1 | GI:146231979 | Ctnndl | NP 001078922.1 | 2 | 1.00 | 2 catenin delta-1 isoform 4 [Mus musculus] 102
1296.1 | GI:122939198 | Clta NP_058040.2 2 100 | 2 clathrin light chain A isoform ¢ [Mus museulus] | 26
1343.1 | GI:6753078 Ap3sl NP_033811.1 1 [100 | 1 A3 ol it Mot | 29
1344.1 | GI:6680177 Hbb-y NP_032247.1 1| 100 | 1 i el Gl A W msmet) | G
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NADH dehydrogenase [ubiquinone] iron-sulfur
1379.1 | GI:56711244 | Ndufs6 NP_035018.1 | 1 | 1.00 | 1 pin . micshondrlpreuror [V 13
1458.1 | GI:25777750 | Pgbd5 NP_741958.1 1100 | 1 DIy oy sposable clementderived STV 4
15381 | GL:16716475 | Ddx50 | NP 4444131 | 1 | 1.00 | 2 N R 7
1661.1 | GI:6755642 Sprr2i NP_035605.1 1100 1 small proline-rich protein 21 [Mus musculus] 8
1751.1 | G1:169790823 | Dazapl | NP_001116077.1 | 1 | 1.00 | 1 sl e e T 43
1755.1 | GI:162287296 | Rbm8a | NP_001095877.1 | 1 | 1.00 | 1 Sy 20
170.6 | GI:112983636 | Krtl0 NP_034790.2 5 | 1210 s Keratin, type I cytoskeletal 10 [Mus musculus] 57
80.1 | GI:124430578 | Ryr2 NP_076357.2 19 | 112 | 13 6 | e — 564
291.1 | GI:109638747 | Snca | NP_001035916.1 | 9 | 114 | 9 [ 4 | e 14
498.1 | GI:160333553 | Rpl12 NP_033102.2 6 | 114 | 6 4 60S ribosomal protein L12 [Mus musculus] 18
154.6 | GI:6756037 | Ywhah NP_035868.1 9 117 | o9 4 ] 14:3-3 protein eta [Mus musculus] 28
251.2 | GI:120300971 | Erel NP_4444342 | 10 | 117 | 9 | 4 | BLKSRabG-interscting CAST family member 1 [ 198
333.1 | GIL:13507666 | Lactb NP 1096421 | 8 | 117 | 8 | 4 | e e 61
139.2 | GI:163792196 | Gria3 NP 0585823 | 6 | 122 | 6 alutamate receptor 3 precursor [Mus musealus] | 100
280.1 | GI:18152793 Pdhb NP_077183.1 9 | 122 | 9 | 6 | e s ey e L IO
398.1 | GI:161016795 | Ddx6 NP_001104296.1 | 7 | 122 | 7 D el en KNA belicase DDX6 | 59
714.1 | GI:148747558 | Prdx2 NP 0356933 | 4 | 122 | 4 peroxiredoin-2 [Mus musculus] 22
180.1 | GI:6680027 | Gludl NP_032159.1 | 12 | 126 | 11 e 61
170.7 | GI:6754480 Krtl3 NP_034792.1 4 | 132 | 4 Keratin, type I cytoskeletal 13 [Mus museulus] 48
343.2 | GIL:6753050 Binl NP 033798.1 | 5 | 132 | 5 1y bow dependeatiteracing proein | 64
448.1 | GI:77404392 Sndl NP_062750.2 6 | 132 | 5 e o 102
523.1 | GI:9789873 Metap2 NP_062622.1 5 [ 132 | 4 T B T —) 53
S81.1 | GI:14149756 | FEif2s2 | NP_0803061 | 5 | 132 | 5 3 Mo s | 38
625.1 | GI:550822234 | Hplbp3 | NP_001272408.1 | 5 | 132 | 5 e gy e protein 3 61
7261 | GI:112181167 | Clqbp | NP 0315992 | 4 | 132 | 3 e el L.
956.1 | Gr:377837258 | VOTL0% | xp g03esoze61 | 3 | 132 | 3 o I E
141.1 | G1:228008297 | Tubgep2 | NP 5985162 | 15 | 142 | 8 gammi-tubulin complex component 2 soforma | ()3
318.1 | GI:39930567 | Tubgepd | NP 932148.1 | 8 | 142 | 8 gaab-fubulia complex: componeat 3 [Mus 103
494.1 | GI:158966704 | Rpsl6 NP 0386752 | 6 | 142 | 6 405 sibosomal protein §16 [Mus musculus] 16
1021 | Gras3ussioo | CIPP | Np gogg37a | 16 | 146 | 10 - Vs ]| 195
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169.4 | GI:33563256 | Gnai3 NP_034436.1 3 | 158 | 3 1 e s s Provein G0 subunit g
245.1 | GI:118026911 | Myold NP_796364.2 10 [ 1.58 | 6 e 116
263.1 | GI:260166721 | Ckap5 | NP_001159461.1 | 10 | 1.58 | 9 cytoskelston-associated potei 5 soform | 225
310.1 | GI:6753236 | Cacna2d3 | NP 0339151 | 8 | 158 | 6 yoltage-dependent calcium chamnel subunit 123
351.1 | GI:54144633 | Phactrl | NP 940811.2 | 8 | 158 | 5 phosphatasesud atin egulaor | sofors | 74
396.1 | GI:163310765 |  Alb NP_033784.2 7 | 158 | 7 Serum albumin precursor [Mus musculus] 69
464.1 | GI:28201978 | Pdhx NP_780303.1 | 6 | 158 | 6 P s e Koo | 54
471.1 | GI:170295840 | Trim28 | NP 0357182 | 6 | 158 | 6 panserpton ntermediary facor Lbeta Mus | gg
methylmalonate-semialdehyde dehydrogenase
570.1 | GI:19527258 | Aldh6al | NP 5988031 | 5 | 158 | 5 eyl miochondal o s 58
647.1 | GI:87159826 | Arhgap26 | NP 7803733 | 4 | 158 | 3 R 92
659.1 | GI:6681095 Cycs NP_031834.1 4 [ 158 | 3 cytochrome ¢, somatic [Mus musculus] 12
673.1 | GI:491222947 | Farsb | NP_001265004.1 | 4 | 158 | 3 phenylalanine-RNA ligas bea subunit [Mus | 6
705.1 | GI:19745150 | Cyb5r3 NP_084063.1 4 | 158 | 3 NADH-<ytochromme b3 reductase 3 [Ms 34
7482 | GI:41281824 Syt7 NP_775090.1 3 158 | 3 synaptotagmin-7 beta isoform [Mus museulus] | 51
756.1 | GI:23346611 | Cpne5 NP_694806.1 4 | 158 | 3 copine-5 [Mus musculus] 66
760.1 | GI:78711836 | Akap2 | NP_001030610.1 | 4 | 1.58 | 3 o] oo 99
774.1 | GI:359751382 | Prkarlb | NP_001240819.1 | 4 | 158 | 3 e 43
780.1 | GI:27151744 | Sh3kbpl | NP 0673642 | 4 | 158 | 3 SHa domain contaning inase binding protein || g
790.1 | GI:9790077 | Gsk3b NP_062801.1 3 158 | 3 elycogen synthase kinase-3 beta [Mus musculus] | 47
802.1 | GI:6755204 Psmb5 NP_035316.1 3 | 158 3 proteasome subunit beta type-5 [Mus musculus] | 29
825.1 | GI:407263288 | Gm9769 | XP_003945448.1 | 3 | 158 | 3 PREDICTED: prostaglandin E synthase 3ike [ 1 g
848.1 | GI:226823367 |  Fhl NP 0343392 | 3 | 158 | 3 Tumarat bydatase, mitochondrial precursor 54
854.1 | GI:22094989 | Timm50 | NP 0798921 | 3 | 158 | 3 Etlhl;h o T e s 40
855.1 | GI:21699066 | Appll NP_660256.1 3 1158 | 2 DCC-inetacing protein 13-slpha [Mus 79
870.1 | GI:167614490 | Tbcld10b | NP 6531053 | 3 | 158 | 3 L e e I 87
877.1 | GI:157951596 Car2 NP_033931.4 3 | 158 | 3 e 29
882.1 | GI:153792029 | Sh2d5 | NP_001093101.1 | 3 | 158 | 3 e 47
886.1 | GI:134031994 | Psma2 NP_032970.2 | 3 | 158 | 3 protessome subunit slphstype-2 [Ms 26
897.1 | GI:124487059 | Rimbp2 | NP 001074857.1 | 3 | 1.58 | 3 e v —— 119
917.1 | GI:86991442 | Lin7a | NP_001034443.1 | 3 [ 158 | 3 protin 7 homolog A soform 1 [Mus 26
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917.2 | GI:6755973 | Lin7c NP 035829.1 | 3 | 158 | 3 1 proten ln-7 homolog C [ius musculus] 22
serine/threonine-protein phosphatase 2A 56 kDa
920.2 GI1:33859660 Ppp2rSe NP_036154.1 2 1.58 2 regulatlor}]' subunit epsilon isoform [Mus 55
musculus
921.1 | GI:16716353 Rtn3 NP_444306.1 3 | 158 | 3 reticulon-3 isoform 4 [Mus musculus] 25
939.1 | GI:6679915 | Gabrg2 NP_032099.1 3 [158 | 3 e s et || 95
969.1 | GI:258547156 | Pdedéip | NP 0351822 | 3 | 158 | 3 D s e T | 96
971.1 | GI:254692964 | Osbpl3 | NP_001157117.1 | 3 | 158 | 3 P e R 93
976.1 | GI:188219757 | Aldh7al | NP 6130662 | 3 | 1.58 | 3 i somiehye dshydrogenase | 50
1019.1 | GI:6755911 Txnl NP_035790.1 2 | 158 | 2 thioredorin [Mus musculus] 12
1024.1 | GI:6755084 Prkee NP _035234.1 2 | 158 | 2 S R Y —— 84
1117.1 | GI:228480241 | Mitx2 NP_058084.3 2 | 158 | 2 metaxin-2 [Mus musculus] 30
1211.1 | GI:10181142 Jph3 NP_065630.1 2 158 | 2 junctophilin-3 [Mus musculus] 81
1267.1 | G1:295789074 | Gpméb | NP_001171429.1 | 2 | 1.58 | 2 e MOR ™ | 3
1286.1 | G1:203097667 | Arhgap21 | NP_001074833.3 | 2 | 158 | 2 o 2T 2 lom 216
144.1 | GI:27532959 | Aldhlll | NP_081682.1 | 14 | 1.70 | 12 | 4 | eigtme o gy 99
151.2 | GI:83921589 | Fxr2 NP 0359442 | 9 | 174 | 8 e e rearuron sndromesehaed | 74
16.14 | GI:33563250 Des NP_034173.1 5 | 181 | 5 R AR 53
151.3 | GI:51036613 | Fmrl NP 0320572 | 6 | 1.81 | 6 e e reardation proten Lhomolog | 60
343.1 | GI:41281852 | Amph NP _778172.1 s | 181 | 7 amphiphysin [Mus musculus] 75
dihydrolipoyllysine-residue succinyltransferase
468.1 GI:21313536 Dist NP 084501.1 § 1.81 5 component of 2-oxoglutarate dehydrogenase 49
— compléx, mitochogdrial [Mus n?usculus]

2.3 | GI:19526481 | Sptal NP 0355952 | 3 | 200 | 3 spectin lpha chai, rythroeyti | [Ms 280
517.1 | G1:256418956 | Prpsll3 | NP_001032835.2 | 6 | 2.00 | 4 ribosephosphate pyrophospholdnase [Ms 35
680.1 | GI:31981588 | Atp6vih | NP 5985872 | 4 | 2.00 | 4 Ui s A i 56

dolichyl-diphosphooligosaccharide--protein
685.1 GI1:282398108 anl NP_598694.3 ﬂ 2.00 ﬂ glycos%fltr]ansferase subunit 1 precursor [Mus 68
musculus
688.1 | GI:262118273 | Rars NP 0802122 | 4 | 200 | 4 it g bapasnt [ 76
723.1 | GI:112807195 | Cox5b NP 0340722 | 4 | 2.00 | 4 eytoshrome o oxidase subunit B, mitochondrial [ 1 4
7301 | GI:6753364 | Cded2 NP 033991.1 | 4 | 2.00 | 4 o oo™ | 21
7351 | GI:27229277 | Tars NP_149065.2 | 4 | 200 | 4 e 83
7731 | G1:404501474 | Coro2a NP_849224.2 4 | 200]| 4 cotonin-2A isoform 1 [Mus musculus] 62
828.1 | GI:37718983 | Rab3s NP_937806.1 3 200 3 ras-related protein Rab-35 [Mus musculus] 23
898.1 | GI:124486889 | Camsap2 | NP_001074829.1 | 3 | 2.00 | 3 o resulated spectrin-associatedproin | 6
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979.1 | GI:164698481 | Sept9 | NP_001106959.1 | 3 | 2.00 | 3 1 septn-9 ioform b [Vus musculus] 65
22.1 GI:6724321 Nosl1 NP_032738.1 Q 2.28 @ nitric oxide synthase, brain [Mus musculus] 160
346.2 | GI:126723307 | Fam120c | NP 9327732 | 5 | 232 | 5 consthe conctivator of PPAR-gammalike |1y
512.1 | GI:355390244 | Nrxn3 | NP 0011855162 | 6 | 232 | 5 T ———— D
525.1 | GI:93102409 Fasn NP _032014.3 5 1232 5 fatty acid synthase [Mus musculus] 272
574.1 | GI:167234372 | Eifdb NP_663600.2 | 5 | 232 | 5 gukaryotie ranstation initaion facor 4B [Mus | 6
595.1 | GI:6753242 Calbl NP_033918.1 5 [ 232 | 5 calbindin [Mus musculus] 30
607.1 | GI:24762230 | Rpsl5a NP_733769.1 5 | 232 | 5 TRl S5 [ oo 15
642.1 | GI:124248579 | G3bp2 | NP_001074266.1 | 5 | 232 | 5 ras GPase actvating protein-binding protein 2| 5.4
486.1 | GI:226958516 | Rasal2 NP_808312.3 6 | 258 | 6 RAS protein activator like 2 [Mus museulus] 144
62.1 | GI:225543191 | Crocc NP 7421202 | 21 | 266 | 19 vootletin isoform 1 [Mus musclus] 227
449.1 | GI1:73622267 | Mccc2 NP 0843021 | 6 | 281 | 5 i e oo 61
279.1 | GI:186700620 | Mcecl NP 0761333 | 9 | 332 | 9 ey o Saomylase bt 79
19.1 | GI:124249058 | Tecprl NP_081686.1 | 33 | 3.84 | 33 tetonin beta-propele epeat<ontaining poten | 3.)
381.1 | GI:6753484 | Col6al NP_034063.1 | 7 | 664 | 7 [ 0 | L 108
89.1 | GI:339895748 | Col6a3 | NP_001229938.1 | 18 | 6.64 | 18 [ 0 | collagen alpla S(VD chain soform 2precursor [ 9 g
362.2 | GI:47894398 | Tpm4 | NP _001001491.1 | 3 | 6.64 | 2 0 | tropomyosin alpha-4 chain [Mus musculus] 28
423.1 | GI:23956082 Rpl5 NP_058676.1 7 | 664 | 4 0 | et U s e 34
481.1 | GI:127141012 | Mychp2 NP_997098.2 6 | 664 | 6 [ 0 | e sl |57
541.1 | GI:6681069 | Csrpl NP 031817.1 | 5 | 664 | 4 [ 0 | T 21
548.1 | GI:359718915 | Gm15800 | NP 8520863 | 5 | 664 | 5 0 | ool s iy | 484
559.1 | GI:247494234 | Dnajel3 | NP_001156498.1 | 5 | 6.64 | 6 [ 0 | DnaJ (Hspd0) bomolog, subfaily C, member [ 54
568.1 GI1:21312520 del‘ NP_077198.1 5 6.64 5 “ dihydropteridine reductase [Mus musculus] 26
577.1 | GL:159110717 |  1tih3 NP 0324332 | 5 | 664 | 4 [ 0 | e Bt T 99
631.1 | GI:312222765 | Tjp2 | NP_001185914.1 | 5 | 664 | 4 0 | T 134
669.1 | GI:58037273 | Btbd17 NP_082331.1 4 | 664 | 3 [ 0 | e e 53
681.1 | GI:31560247 | Tpd5212 NP_079758.2 4 | 664 | 4 0 | tumor protein DS4 [Mus musculus] 24
694.1 | GI:239052674 | Mvp NP_542369.2 4 | 664 | 4 0 | R 97
697.1 | GI:226443414 | Kbtbd11 | NP 083392.1 | 4 | 664 | 2 [ 0 | oy e | 68
698.1 | GI:225637531 | Eif3f NP 0796202 | 4 | 664 | 4 [ 0 | cukiryot translaion nfation fuctor 3 subunit— | 38
741.1 | GI:83921618 Ezr NP_033536.2 4 | 664 | 4 0 | eztin [Mus musculus] 69
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741.2 GI1:157277948 Rdx NP_033067.2 3 6.64 3 0 radixin isoform a [Mus musculus] 69
748.1 | GI:160948571 |  Syt7 NP_775091.2 | 4 | 664 | 3 0 | e g 63
carboxyl-terminal PDZ ligand of neuronal nitric
749.1 | GI:158508485 | Noslap | NP_001103455.1 | 4 | 664 | 5 n oide syus rovin oo | s 56
musculus
756.2 | GI:58037333 | Cpned NP_082995.1 2 | 664 | 2 0 | P T 62
769.1 | G1:554894323 | Traf3 | NP_001273051.1 | 4 | 664 | 3 [ 0 | INF receplorassociated factor 3 fsoform b [Mus | )
775.1 | GI:358438105 | Kenmal | NP_001240307.1 | 4 | 664 | 4 [ 0 | colfun-actvated potassum chamel subunit |13
1-phosphatidylinositol 4,5-bisphosphate
784.1 GI1:224967070 Plcb1 NP_001139302.1 4 6.64 4 n phoslnliod]iesterase beta-1 isoform 1 [Mus 138
musculus
796.1 | GI:7657031 NtSc NP_056622.1 | 3 | 664 | 3 [ 0 | s 23
798.1 | GI:7305075 | G3bpl NP_038744.1 3 | 664 | 3 [ 0 | L s e RS g
807.1 | GI:6753508 Cplx2 NP_034076.1 3 | 664 | 2 0 | B — 15
814.1 | GI:6678493 | Uspl0 NP 0334881 | 3 | 664 | 4 [ 0 | i rboo b eminal ydoase 10 [Mus ) g7
817.1 | GI:62460366 Ptms NP _081264.1 3 | 664 | 1 0 | parathymosin [Mus musculus] 11
818.1 | GI:61098078 Strn NP_035630.2 3 | 664 | 2 0 | striatin [Mus musculus] 86
carbamoyl-phosphate synthetase 2, aspartate
821.1 | GI:51093867 Cad NP_076014.1 3 | 664 | 4 n ot and diyroross [Mus 243
musculus
838.1 | GI:29789341 | Ube3c NP_598668.1 3 | 664 | 2 0 | ubiquitin-protein ligase E3C [Mus musculus] 124
841.1 | GI:27502351 | Zc2hela | NP _775273.1 3 | 664 | 3 0 | zin finger C2IIC domaiv-<ontaining proein 1A | 35
845.1 | GI:255069717 Fry NP_766475.2 3 | 664 | 2 0 | S —— 339
849.1 | GI:226246593 | Actrl0 NP_062759.2 3 |e6s | 3 0 | actin-related protein 10 [Mus musculus] 46
862.1 | GI:21311871 Nebl NP_083033.1 3 | 664 | 3 0 | nebulette [Mus musculus] 31
869.1 | GI:16905129 | Necab2 NP 4734361 | 3 | 664 | 3 0 | Neterminal EF-and calcium-binding protein 2| 43
873.1 | GI:161086990 | Luzts3 NP_9229363 | 3 | 6.64 | 2 [ 0 | leucne aippe putative tunor suppressor 3 [Mus | 75
874.1 | GI:160707894 | Akrlb3 NP_033788.3 3 | 664 | 3 0 | aldose reductase [Mus musculus] 36
875.1 | GI:160333783 | Habpd NP_064370.2 | 3 | 664 | 3 [ 0 | inraceluar hyaluronan-binding proein 4 Mo | 45
876.1 | GI:157951604 | Capl NP 0316242 | 3 | 664 | 3 0 | S R 52
878.1 | GI:157739867 | Lphnl NP _851382.2 3 | 664 | 2 0 | latrophilin- 1 precursor [Mus musculus] 162
880.1 | GI:157266281 | Trappe5 | NP 0799773 | 3 | 664 | 3 [ 0 | e B
887.1 | GI:13385798 | Dctnd NP_080578.1 3 | 664 | 3 0 | dynactin subunit 4 [Mus musculus] 52
925.1 GI1:13384686 06100(.)913 NP 079595.1 § 6.64 g uncharacterized protein LOC66050 [Mus 1 6
22Rik - - musculus]
membrane-associated guanylate kinase, WW
935.1 GI1:7656906 MagiZ NP_056638.1 § 6.64 2 ?11\1;1 PDZ dor]nai]n-containing protein 2 isoform 2 123
us musculus
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938.1 GI1:6754158 Hap1 NP_034534.1 3 | 6.64 3
947.1 GI1:50838806 Eif4g3 NP_766291.2 3 | 6.64 3
948.1 | GI:506326231 Prnp NP _001265185.1 3 | 6.64 2
951.1 GI1:46488926 Astnl NP_031521.2 3 | 6.64 3
952.1 GI1:46195430 Ndufs8 NP_659119.2 3 | 6.64 3
955.1 | GI:407262235 L(5)6C615%10 XP_003946033.1 3 | 6.64 4
958.1 | GI:371122487 | Limchl NP _001243051.1 3 | 6.64 2
984.1 | GI:124494244 Myolc NP _001074243.1 3 | 6.64 2
989.1 GI1:9790055 Mtch2 NP_062732.1 2 | 6.64 2
991.1 GI1:9789985 Ivd NP_062800.1 2 | 6.64 2
995.1 GI1:93102421 Map3k4 NP_036078.2 2 | 6.64 2
1008.1 GI1:7305523 Trove2 NP_038863.1 2 | 6.64 2
1009.1 GI1:7305287 Mt3 NP_038631.1 2 | 6.64 2
1011.1 | GI:72384374 Ddx21 NP_062426.2 2 | 6.64 2
1015.1 | GI:71051609 | Raplgap2 | NP_001015046.1 2 | 6.64 2
1022.1 GI1:6755198 Psma6 NP_036098.1 2 | 6.64 3
1030.1 GI1:6753060 Anxa5 NP_033803.1 2 | 6.64 2
1033.1 GI1:6680690 Prdx3 NP_031478.1 2 | 6.64 2
1034.1 GI1:6680447 Impact NP_032404.1 2 | 6.64 2
1040.1 | GI:59858563 Ecm?2 NP _001012324.1 2 | 6.64 2
1044.1 | GI:51491850 | Arhgeflil | NP_001003912.1 2 | 6.64 2
1046.1 | GI:46909607 Ogt NP_631883.2 2 | 6.64 3
1047.1 | GI:46592839 Gripapl NP_997553.1 2 | 6.64 2
1048.1 | GI:45476573 Eif3e NP_032414.1 2 | 6.64 2
1050.1 | GI:40254624 | Pafahlb2 NP_032801.2 2 | 6.64 2
1053.1 | GI:34878892 Nf1 NP_035027.1 2 | 6.64 2
1055.1 | GI:34328471 Rala NP_062364.3 2 | 6.64 2
1059.1 | GI:33667095 Vatll NP_766604.2 2 | 6.64 2
1060.1 | GI:31982223 Lamb2 NP_032509.2 2 | 6.64 3
1065.1 | GI:31981086 Efhd2 NP_080270.2 2 | 6.64 2

huntingtin-associated protein 1 isoform A [Mus 67
musculus]

eukaryotic translation initiation factor 4 gamma 1 7 5
3 isoform 1 [Mus musculus]

major prion protein precursor [Mus musculus] 28
astrotactin-1 isoform 2 precursor [Mus

musculus] 1 44
NADH dehydrogenase [ubiquinone] iron-sulfur 2 4
protein 8, mitochondrial [Mus musculus]

PREDICTED: adenosylhomocysteinase-like 27
[Mus musculus]

LIM and calponin homology domains- 1 O 1
containing protein 1 isoform 2 [Mus musculus]
unconventional myosin-Ic isoform b [Mus 1 1 8
musculus]

mitochondrial carrier homolog 2 [Mus 3 3
musculus]

isovaleryl-CoA dehydrogenase, mitochondrial 4 6
precursor [Mus musculus]

mitogen-activated protein kinase kinase kinase 4 1 8 O
[Mus musculus]

60 kDa SS-A/Ro ribonucleoprotein [Mus 60
musculus]

metallothionein-3 [Mus musculus] 7
nucleolar RNA helicase 2 [Mus musculus] 93
rapl GTPase-activating protein 2 [Mus 78
musculus]

proteasome subunit alpha type-6 [Mus 27
musculus]

annexin A5 [Mus musculus] 3 6
thioredoxin-dependent peroxide reductase, 2 8
mitochondrial precursor [Mus musculus]

protein IMPACT [Mus musculus] 3 6
extracellular matrix protein 2 precursor [Mus 77
musculus]

rho guanine nucleotide exchange factor 11 [Mus 1 72
musculus]

UDP-N-acetylglucosamine--peptide N-
acetylglucosaminyltransferase 110 kDa subunit 1 1 7
[Mus musculus]

GRIP1-associated protein 1 [Mus musculus] 93
eukaryotic translation initiation factor 3 subunit 5 2
E [Mus musculus]

platelet-activating factor acetylhydrolase IB 2 6
subunit beta [Mus musculus]

neurofibromin [Mus musculus] 3 1 9
ras-related protein Ral-A precursor [Mus 2 4
musculus]

synaptic vesicle membrane protein VAT-1 4 6
homolog-like [Mus musculus]

laminin subunit beta-2 precursor [Mus 1 9 6
musculus]

EF-hand domain-containing protein D2 [Mus 27

musculus]
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1067.1 | GI:31980762 Sod2 NP_038699.2 2 | 6.64 2
1071.1 | GI:31560022 Gysl NP_109603.2 2 | 6.64 1
1074.1 | GI:30794192 Golgal NP_084069.1 2 | 6.64 3
1076.1 | GI:29789080 Copb2 NP_056642.1 2 | 6.64 2
1078.1 | GI:29126205 Acaa2 NP_803421.1 2 | 6.64 2
1089.1 | GI:264681507 BC0:703 NP_694801.2 2 | 6.64 3
1094.1 | GI:255308928 Hiplr NP_659507.3 2 | 6.64 3
1095.1 | GI:255003777 Glod4 NP_080305.2 2 | 6.64 2
1098.1 | GI:254911014 | Ppplr21 NP_082934.3 2 | 6.64 2
1100.1 | GI:254540120 | Wrnipl NP_084491.3 2 | 6.64 2
1102.1 | GI:254540082 Psmb4 NP_032971.2 2 | 6.64 2
1108.1 | GI:247494171 Kctd16 NP_080411.1 2 | 6.64 1
1111.1 | GI:23956104 Ak3 NP_067274.1 2 | 6.64 2
1115.1 | GI:23346557 Oplah NP_694762.1 2 | 6.64 2
1116.1 | GI:23346547 Cadm4 NP_694752.1 2 | 6.64 2
1121.1 | GI:227116320 | Fkbpl5 NP_001038993.1 2 | 6.64 2
1128.1 | GI:22203747 Col6a2 NP_666119.1 2 | 6.64 2
1135.1 | GI:21644587 Appl2 NP_660255.1 2 | 6.64 2
1144.1 | GI:21312244 Pdzd11 NP_082579.1 2 | 6.64 1
1146.1 | GI:199559777 PppSc NP_035285.2 2 | 6.64 2
1152.1 | GI:19482160 Cotll NP_082347.1 2 | 6.64 2
1156.1 | GI:18252782 | Serpincl NP_543120.1 2 | 6.64 2
1161.1 | GI:168823441 Mcu NP _001028431.2 2 | 6.64 2
1166.1 | GI:162417975 Idh1 NP_034627.3 2 | 6.64 2
1177.1 | GI:157041252 Plin4 NP_065593.2 2 | 6.64 2
1180.1 | GI:154146209 Usp7 NP_001003918.2 2 | 6.64 2
1191.1 | GI:13385090 Cox6b1 NP_079904.1 2 | 6.64 1
1194.1 | GI:133506656 | Trim35 NP_084255.2 2 | 6.64 2
1202.1 | GI:116268115 Auh NP_057918.2 2 | 6.64 2
1212.1 GI:9790125 Tagln3 NP_062728.1 2 | 6.64 2

superoxide dismutase [Mn], mitochondrial 2 5
precursor [Mus musculus]

glycogen [starch] synthase, muscle [Mus 8 4
musculus]

Golgin subfamily A member 1 [Mus musculus] 87
coatomer subunit beta' [Mus musculus] 1 02
3-ketoacyl-CoA thiolase, mitochondrial [Mus 42
musculus]

uncharacterized protein C7o0rf43 homolog [Mus 6 3
musculus]

huntingtin-interacting protein 1-related protein 1 1 9
[Mus musculus]

glyoxalase domain-containing protein 4 [Mus 3 3
musculus]

protein phosphatase 1 regulatory subunit 21 8 8
[Mus musculus]

ATPase WRNIP1 [Mus musculus] 72
proteasome subunit beta type-4 precursor [Mus 29
musculus]

BTB/POZ domain-containing protein KCTD16 49
[Mus musculus]

GTP:AMP phosphotransferase AK3, 2 5
mitochondrial [Mus musculus]

5-oxoprolinase [Mus musculus] 1 3 8
cell adhesion molecule 4 precursor [Mus 4 3
musculus]

FK506-binding protein 15 [Mus musculus] 1 3 3
collagen alpha-2(VI) chain precursor [Mus 1 1 O
musculus]

DCC-interacting protein 13-beta [Mus 7 4
musculus]

PDZ domain-containing protein 11 [Mus 1 6
musculus]

serine/threonine-protein phosphatase 5 [Mus 5 7
musculus]

coactosin-like protein [Mus musculus] 1 6
antithrombin-III precursor [Mus musculus] 52
calcium uniporter protein, mitochondrial 40
precursor [Mus musculus]

isocitrate dehydrogenase [NADP] cytoplasmic 47
[Mus musculus]

perilipin-4 [Mus musculus] 1 3 9
ubiquitin carboxyl-terminal hydrolase 7 [Mus 1 2 8
musculus]

cytochrome ¢ oxidase subunit 6B1 [Mus 1 0
musculus]

tripartite motif-containing protein 35 [Mus 5 9
musculus]

methylglutaconyl-CoA hydratase, mitochondrial 3 3
precursor [Mus musculus]

transgelin-3 [Mus musculus] 22
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1214.1 GI1:6680598 Kpna4 NP_032493.1 g 6.64 l 0 importin subunit alpha-3 [Mus musculus] 5 8
12221 | GI:19923070 | Tecr NP_598879.1 | 2 | 664 | 2 0 | pery-long-chain cnoyl-CoA reductase soform || 3.5
1226.1 | GI:113680352 Cbrl NP_031646.2 2 | 664 | 2 0 | et mee AR 1 ] | )]
1232.1 | GI:92110037 | Prrc2a NP_064411.2 2 | 664 | 2 0 | protein PRRC2A isoform | [Mus musculus] 229
1236.1 | GI:84781802 | Atp8al | NP_001034088.1 | 2 | 6.64 | 2 [ 0 | probable phospholipid transporting ATPase A | 3]
12411 | GI:76253779 | Smarcad | NP 0355472 | 2 | 664 | 2 [ 0 | panseription acivaor BRGLisoform 2 [Mus | g
1243.1 | GI:70794811 Sre NP 0332972 | 2 | 664 | 2 [ 0 | e et sy oo | 61
1246.1 | G1:6754450 | Fabp5 NP 0347641 | 2 | 664 | 2 [ 0 | s el Rl
1253.1 | G1:545478580 | Cacnbl | NP_001269906.1 | 2 | 6.64 | 2 0 | voltage-dependent L type calciun chane 70
1254.1 | GI:51243036 | Osbpl8 | NP_001003717.1 | 2 | 6.64 | 2 [ 0 | orysterolbinding protein-fike proten § soform | 7
1255.1 | GI:47271396 Gnas NP_034439.2 2 | 664 | 1 0 | protein GNAS isoform XLas [Mus musculus] 121
1256.1 | GI:444741722 | Camsapl | NP_001263290.1 | 2 | 6.64 | 1 0 | o Mt a0 | 178
1257.1 | GI:442745912 Cp NP_001263177.1 | 2 | 6.64 | 2 [ 0 | e 124
1259.1 | GI:38683822 Abr NP_942598.1 2 | 664 | 3 [ 0 | setve breakpoint clusterregion-elated proein | g8
1261.1 | GI:31981302 | Anxa6 NP_038500.2 2 | 664 | 2 0 | annexin A6 isoform a [Mus musculus| 76
1270.1 | G1:291621688 | Trappc8 | NP_796012.2 | 2 | 6.64 | 3 0 | e ooty ] 161
1274.1 | GI:255918186 | Ppp6r3 | NP 0832751 | 2 | 664 | 1 [ 0 | Fepultory subuit 3 maform 1 [Mus muscutus] |98
1275.1 | G1:254750706 | Rab6a | NP_001157135.1 | 2 | 6.64 | 2 [ 0 | R R e T 24
1278.1 | GI1:244790049 | Sqrdl | NP_001155975.1 | 2 | 6.64 | 1 [ 0 | pulfidsguinone oxidoreductase,mitochondrial | 5
arf-GAP with SH3 domain, ANK repeat and PH
1285.1 GI1:206597526 AsapZ NP_OO 1128664.1 g 6.64 g n domairll-c;)ntaining protein 2 isoform ¢ [Mus 111
musculus
1293.1 GI:148271073 Myadm NP_058665.2 g M g “ $Z:(1;cl)lili-saissociated differentiation marker [Mus 3 5
1297.1 | GI:121949769 | Tmpo | NP_001073601.1 | 2 | 6.64 | 2 [ 0 | baniaa-sssociied pobpeptide Zisoforubon | 39
1298.1 | GI:100816903 | Clmn NP 0010357721 | 2 | 6.64 | 2 0 | calmin isoform b [Mus museulus] 113
1299.1 | GI:9937988 | Scamp5 | NP_064666.1 1| 664 | 1 [ 0 | secrtory arterassosiated membrane poten 5 [ g
1304.1 | GI:9055178 | Mpecl NP_061289.1 1| 664 | 1 [ 0 | mitochondial pyruvate carier | [Mus 12
1306.1 | GI:86198316 | Pdia4 NP 0339172 | 1 | 664 | 1 [ 0 | S el
1307.1 | GI:85861182 | Aldhlal NP_038495.2 1 | 664 | 1 0 | vetinal dehydrogenase 1 [Mus musculus] 54
1308.1 | GI:85702193 | Shisa6 | NP_001030046.1 | 1 | 664 | 1 [ 0 | proten shise borolog precuror [Mus 58
1312.1 | GI:84370015 Flg2 NP _001013826.1 | 1 | 6.64 | 1 0 | filagerin-2 [Mus musculus] 251
1315.1 | GI:7949018 Cdc37 NP_058022.1 1 | 664 | 1 0 | T T ——— 45
1316.1 | GI:78191789 | Dock? NP_080358.3 1 | 664 | 2 0 | dedicator of cytokinesis protein 7 [Mus 238
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musculus]
1321.1 | GI:7305581 | Timml13 | NP 038923.1 | 1 | 664 | 1 0 | mitochondral mport inner membrane 10
1322.1 | GI:72384361 | Gsk3a | NP_001026837.1 | 1 | 6.64 | 1 0 | ] e phe T 52
1326.1 | GI:7106301 | Maprel | NP_031922.1 1| 664 | 1 [ 0 | microtubule ssociated proein RPEB famiy | 3.
1332.1 | GIL:6755300 Rbpl NP_035384.1 1 | 664 | 1 0 | et et 1| [ i 16
1333.1 | GI:6755224 Twf2 NP_036006.1 1 | 664 | 1 0 | twinfilin-2 [Mus musculus] 39
1339.1 | GI:6754004 | Gnall NP 034431.1 | 1 | 664 | 1 [ 0 | T 42
1342.1 | GI:6753144 | Atp6vOc | NP 033859.1 | 1 | 6.64 | 1 [ 0 | -4ype proten ATPase 161D protenipid 16
1347.1 | GI:6679891 Ganab NP_032086.1 1 [ 664 | 1 0 | neutral alpha-glucosidase AB [Mus museulus] | 109
1349.1 | GI:6679753 Fau NP 032016.1 | 1 | 664 | 1 [ 0 | B 14
1355.1 | GI:6679084 | Nmt2 NP 0327341 | 1 | 664 | 1 [ 0 | slyeylpepide Noiendecsnoyhumastorsse 2 s | 6
1361.1 | GI:6671519 | Adssll NP_031447.1 | 1 | 664 | 1 0 | T 50
1362.1 | GI:62990169 | Twfl NP 0329973 | 1 | 664 | 1 0 | twinfilin-| [Mus musculus] 40
1364.1 | GI:62526118 | Ckap4 NP_780660.1 | 1 | 664 | 1 [ 0 | B TR 64
1366.1 | GI:61743961 | Ahnak | NP_033773.1 | 1 | 6.64 | 1 [ 0 | mseu] oo O 604
1369.1 | GI:58037519 | Trappe6b | NP_084333.1 1 (664 | 1 0 | IV s prossin particle complex subunt 68| 18
1373.1 | GI:58037289 Cda NP_082452.1 1 | 664 | 1 0 | cytidine deaminase [Mus museulus] 16
1375.1 | GI:58037237 | Cede57 NP_082021.1 1| 664 | 1 [ 0 | s mm-containing protein ST(Mus ) 116
1381.1 | GI:51317392 Psd NP_082903.2 1 |664 | 1 [ 0 | s (cmam-containingprotein L [Mus )1 1)
1382.1 | GI:49615105 | Zfp781 NP 951017.1 | 1 | 664 | 1 0 | s gt 760 i 28
1383.1 | GI:46559745 | Hook3 NP 9975421 | 1 | 664 | 1 0 | i ez 9 i ] 83
1386.1 | GI:45476581 | Scp2 NP_035457.1 | 1 | 6.64 | 1 0 | B 59
1388.1 | GI:39930335 | Abefl NP_038882.1 1664 | 1 [ 0 | g B R 95
1390.1 | GI:38455422 | Phldbl NP_705765.3 1| 664 | 1 [ 0 | D eomoer 1 [V o omain family 150
1392.1 | GI:37718993 | Ppp2r5b NP_937811.1 1 ]664 | 1 [ 0 | tleton D o M ] | 7
1395.1 | GI:36054013 Nptxr NP_109614.2 1 | 664 | 1 0 | e 52
1403.1 | GI:341604762 | Raphl | NP_001038978.3 | 1 | 6.64 | 1 [ 0 | Ras asociation (RalGDSIAR-6) and pleckatrin. |1 37
1406.1 | GI:33859640 | Taldol NP_035658.1 | 1 | 664 | 2 0 | Ry S—— 37
1408.1 | GI:33563282 | Psmal NP_036095.1 1| 664 | 1 [ 0 | I R 30
1414.1 | GI:31982664 Itpa NP_080198.2 | 1 | 6.64 | 1 [ 0 | T B T 22
1416.1 | GI:31981269 GIrx3 NP _075629.2 1| 664 | 1 0 | - 38
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1422.1 | GI:31560168 | Atadl NP_080763.2 1| 664 ]| 1
1423.1 | GI:31543942 Vel NP _033528.3 1 | 664 | 1
1424.1 | GI:31542956 | Ube2k NP_058066.2 1| 664 | 1
1426.1 | GI:309265938 L(0)4C916(;05 XP_003086650.1 | 1 | 6.64 | 1
1428.1 | GI:30794432 | Chmp2b NP_081155.1 1| 664 | 1
1432.1 | GI:30520227 | Fam168a | NP _848879.1 1 | 664 | 1
1433.1 | GI:30425338 | Wadr3 NP_780761.1 1 | 664 | 1
1435.1 | GI:30424726 | Rab39b NP_780331.1 1 | 664 | 1
1437.1 | GI:29293803 Plcb4 NP_038857.1 1| 664 | 1
1440.1 | GI:28201956 Rael NP_780321.1 1 | 664 | 1
1441.1 | GI:28077013 | Smapl NP_082810.1 1| 664 | 1
1442.1 | GI:28076897 Cdipt NP_080914.1 1| 664 | 1
1445.1 | GI:27754130 | Fam213b | NP _079858.2 1| 664 | 1
1447.1 | GI:27734072 | Rbmx2 NP_775552.1 1| 664 | 1
1449.1 | GI:27369936 | Kctd3 NP_766238.1 1| 664 | 1
1451.1 | GI:27229185 | Tm9sfl NP_083056.2 1| 664 | 1
1459.1 | GI:257467657 | D630045J 1 \p 9180502 1| 664 | 1
12Rik -
1462.1 | GI:256773279 | Ablim3 | NP 001157963.1 | 1 | 6.64 | 2
1464.1 | GI:255522933 | Nirxl NP 001157214.1 | 1 | 6.64 | 1
1465.1 | GI:255069715 | Lap3 NP _077754.3 1 | 664 | 1
1467.1 | GI:254675300 | Numal NP_598708.3 1| 664 | 1
1468.1 | GI:254587947 | Ppp2r4 NP_620087.3 1| 664 | 1
1470.1 | GI:254540162 Pcca NP_659093.2 1| 664 | 1
1471.1 | GI:254281341 | Agpatl | NP 001156851.1 | 1 | 6.64 | 1
1472.1 | GI:253683505 | Begain | NP 001156647.1 | 1 | 6.64 | 1
1480.1 | GI:229576815 | Ccde85c | NP 001153382.1 | 1 | 6.64 | 1
1485.1 | GI:226958422 | Pacsin2 | NP 001152982.1 | 1 | 6.64 | 1
1487.1 | GI:226823269 | Cep97 | NP 001152836.1 | 1 | 6.64 | 1
1493.1 | GI:22507341 | Tpgsl NP_683736.1 1| 664 | 1
1496.1 | GI:22165382 | Csnklal NP_666199.1 1| 664 | 1

ATPase family AAA domain-containing protein 4 1
1 [Mus musculus]

vinculin [Mus musculus] 1 1 7
ubiquitin-conjugating enzyme E2 K [Mus 22
musculus]

PREDICTED: NADH dehydrogenase

[ubiquinone] iron-sulfur protein 5-like [Mus 1 3
musculus]

charged multivesicular body protein 2b [Mus 2 4
musculus]

protein FAM168A [Mus musculus] 25
WD repeat-containing protein 3 [Mus musculus] 1 06
ras-related protein Rab-39B [Mus musculus] 25
1-phosphatidylinositol-4,5-bisphosphate 1 3 4
phosphodiesterase beta-4 [Mus musculus]

mRNA export factor [Mus musculus] 4 1
stromal membrane-associated protein 1 [Mus 48
musculus]

CDP-diacylglycerol--inositol 3- 2 4
phosphatidyltransferase [Mus musculus]
prostamide/prostaglandin F synthase [Mus 2 2
musculus]

RNA-binding motif protein, X-linked 2 [Mus 3 8
musculus]

BTB/POZ domain-containing protein KCTD3 89
[Mus musculus]

transmembrane 9 superfamily member 1 69
precursor [Mus musculus]

UPF0606 protein KIAA1549 precursor [Mus 2 09
musculus]

actin-binding LIM protein 3 [Mus musculus] 78
NLR family member X1 [Mus musculus] 1 08
cytosol aminopeptidase [Mus musculus] 5 6
nuclear mitotic apparatus protein 1 [Mus 2 3 5
musculus]

serine/threonine-protein phosphatase 2A 3 7
activator [Mus musculus]

propionyl-CoA carboxylase alpha chain, 80
mitochondrial precursor [Mus musculus]
1-acyl-sn-glycerol-3-phosphate acyltransferase 3 2
alpha isoform 1 precursor [Mus musculus]

brain-enriched guanylate kinase-associated 67
protein [Mus musculus]

coiled-coil domain-containing protein 85C [Mus 4 5
musculus]

protein kinase C and casein kinase substrate in 5 6
neurons protein 2 [Mus musculus]

centrosomal protein of 97 kDa isoform 2 [Mus 1 7
musculus]

tubulin polyglutamylase complex subunit 1 3 3
[Mus musculus]

casein kinase I isoform alpha [Mus musculus] 3 8
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1498.1 | GI:21703784 Bag?2 NP_663367.1 1664 | 1 0 e 23
1499.1 | GI:21703762 | Eif3m NP 663355.1 | 1 | 664 | 2 [ 0 | gukaryotc tranelation infaton facor Saubunit | 4
1501.1 | GI:21539599 | Ugerh NP_079917.1 1| 664 | 2 [ 0 | e Aot 10
1503.1 | GI:21359820 Mb NP_038621.2 1| 664 | 1 0 | e — 17
1504.1 | GI:21313504 | Gins3 NP 084474.1 | 1 | 664 | 1 [ 0 | DNA sepfcation complex GINS posiu PSE3. [ 5
1506.1 | GI:21312776 | Tprgl NP_080664.1 | 1 | 664 | 1 [ 0 | tamor pote p63-segulied gene Lilke proein. | 3
1508.1 | GI:21312752 | Murrf NP_080698.1 | 1 | 664 | 1 [ 0 | P R 29
1518.1 | GI:19526884 | Gmppa | NP 598469.1 | 1 | 6.64 | 1 0 | mannose-|-phosphate gunyltansterscalpha | 4
1519.1 | GI:194353972 |  Ptk2 NP_032008.2 1| 664 | 2 [ 0 | e 119
15211 | GI:19387848 | Ictl NP_081005.1 | 1 | 6.64 | 1 | 0 | s sl |20
1527.1 | GI:18017602 | Sh3bgrl3 | NP 5421261 | 1 | 6.64 | 1 [ 0 | SH3 domato biading luanlo acic el lks 10
1530.1 | GI:171543858 | Hmgcl NP_032280.2 1 ]664 | 1 [ 0 | e e Mot aculus] 34
1531.1 | GL:171543841 | Fyn | NP_001116365.1 | 1 | 664 | 1 [ 0 | T 61
1532.1 | GI:171184435 | Ptpladl | NP 0673202 | 1 | 6.64 | 1 0 | venlong chain GRy Sydrowyeeyi ok [ 43
1533.1 | GI:170763467 | Timmd44 NP_035722.2 1 (664 | 1 [ 0 | R Py 51
1534.1 | G1:170295814 D3l;;”eg°5 NP 8083323 | 1 | 664 | 1 n FLE L S
1540.1 | GI:165972329 | Lin54 NP 7663022 | 1 | 664 | 1 0 | T 80
1542.1 | GI:162417988 | Gpr37Il | NP 6023202 | 1 | 6.64 | 1 0 | v B e e 2| 53
1546.1 | GI:160333885 | Camk2n2 | NP_082696.1 1 ]664 | 1 [ 0 | biior > [Ms e cnproweinanase L) g
1548.1 | GI:160333372 Lum NP_032550.2 1 | 664 | 1 0 | e e R ] 38
NADH dehydrogenase [ubiquinone] 1 beta
1552.1 | GI:158631246 | Ndufb1l | NP_0623082 | 1 | 6.64 | 1 n subcompes st 1, mioshendrl [Ms 17
1556.1 | GI:153792001 | Ranbpl NP_035369.2 1 |664 | 1 0 | SlmTeesr e 24
1557.1 | GI:153791731 | Pnmal2 | NP_001093106.1 | 1 | 6.64 | 1 0| PNMA-like protin 2 [Mus musculus] 72
1559.1 | G1:148229140 | Arfgef2 | NP_001078964.1 | 1 | 664 | 1 [ 0 | S M e s el 202
1561.1 | GI:146134449 | Med131 | NP 7660123 | 1 | 664 | 1 [ 0 | mediior ST RNA polymersse Hwmscription. [ 94
1563.1 | GI1:145279233 |  Ctif NP 9587422 | 1 | 664 | 1 0 | CBPSO20 dependentranlation nfation fucor | 7y
1566.1 | G1:134288898 | Herc2 NP 0345482 | 1 | 6.64 | 1 0 | e R 527
1568.1 | GI:13386100 | Ndufa5 NP_080890.1 1 |664 | 1 [ 0 | R o P e 13
1569.1 | GI:13386066 | Gesh NP 080848.1 | 1 | 664 | 1 [ 0 | Dews il gt | 19
1579.1 | GI:13385536 | Armcl0 | NP_080310.1 | 1 | 664 | 1 0 sl eps<amamng e 10V 3
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1580.1 | GI:13385492 Ndufa6 NP_080263.1 1 | 6.64 1
1581.1 | GI:13385294 Pcyox1 NP_080099.1 1 | 6.64 1
1587.1 | GI:131888529 | Gabbrl NP_062312.3 1 | 6.64 2
1588.1 | GI:12963791 Rdh14 NP_076186.1 1 | 6.64 1
1590.1 | GI:12963633 Ndufal3 NP_075801.1 1 | 6.64 2
1592.1 | GI:126506316 943&2?121( NP_001075432.1 1 | 6.64 1
1599.1 | GI:124487003 6330493A NP_001074696.1 1 | 6.64 1
02Rik -
1600.1 | GI:124486895 Pgd NP_001074743.1 1 | 6.64 1
1601.1 | GI:124486747 Agl NP_001074795.1 1 | 6.64 1
1604.1 | GI:124358959 Taokl1 NP_659074.2 1 | 6.64 2
1605.1 | GI:124358946 DockS NP_808448.2 1 | 6.64 1
1607.1 | GI1:124249202 Cdh10 NP_033995.1 1 | 6.64 1
1609.1 | GI:124248572 Vbpl NP_035822.2 1 | 6.64 1
1611.1 | GI:124001551 Tgm3 NP_033400.2 1 | 6.64 1
1612.1 | GI:123702001 Wdr41 NP_766178.2 1 | 6.64 1
1613.1 | GI:120537241 Lars NP_598898.2 1 | 6.64 1
1616.1 | GI:118150658 Ndrgl NP_032707.2 1 | 6.64 1
1617.1 | GI:117606385 Tmx3 NP_938037.2 1 | 6.64 1
1618.1 | GI:116089318 Daam?2 NP _001008232.2 1 | 6.64 1
1620.1 | GI:11496255 Dnaja4 NP_067397.1 1 | 6.64 1
1623.1 | GI:113205059 Ybx1 NP_035862.2 1 | 6.64 1
1624.1 | GI:112817607 Tmx4 NP_083424.1 1 | 6.64 1
1626.1 | GI:110835706 | Plekha$S NP_659169.3 1 | 6.64 1
1627.1 | GI:110835702 Cc2dla NP_666082.2 1 | 6.64 1
1630.1 | GI:10946578 Tmsb4x NP_067253.1 1 | 6.64 1
1632.1 | GI:10181148 Nrip3 NP_065635.1 1 | 6.64 1
1633.1 | GI:100817933 Acad9 NP_766266.3 1 | 6.64 1
1635.1 GI1:9790261 Tfg NP_062652.1 1 | 6.64 1
1638.1 GI1:9055166 Arc NP_061260.1 1 | 6.64 1
1641.1 | GI:84662727 Fn3k NP_001033788.1 1 | 6.64 1

NADH dehydrogenase [ubiquinone] 1 alpha 1 5
subcomplex subunit 6 [Mus musculus]

prenylcysteine oxidase precursor [Mus 5 6
musculus]

gamma-aminobutyric acid type B receptor 1 O 8
subunit 1 precursor [Mus musculus]

retinol dehydrogenase 14 [Mus musculus] 3 6
NADH dehydrogenase [ubiquinone] 1 alpha 17
subcomplex subunit 13 [Mus musculus]

junctional protein associated with coronary 1 4 5
artery disease [Mus musculus]

uncharacterized membrane protein Clorf95 1 5
homolog [Mus musculus]

6-phosphogluconate dehydrogenase, 5 3
decarboxylating [Mus musculus]

glycogen debranching enzyme [Mus musculus] 1 74
serine/threonine-protein kinase TAO1 [Mus 1 1 6
musculus]

dedicator of cytokinesis protein 5 [Mus 2 1 4
musculus]

cadherin-10 precursor [Mus musculus] 8 8
prefoldin subunit 3 [Mus musculus] 22
protein-glutamine gamma-glutamyltransferase E 77
[Mus musculus]

WD repeat-containing protein 41 [Mus 5 1
musculus]

leucine--tRNA ligase, cytoplasmic [Mus 1 3 4
musculus]

protein NDRG1 [Mus musculus] 43
protein disulfide-isomerase TMX3 precursor 5 2
[Mus musculus]

disheveled-associated activator of 12 8
morphogenesis 2 [Mus musculus]

dnaJ homolog subfamily A member 4 [Mus 4 5
musculus]

nuclease-sensitive element-binding protein 1 3 6
[Mus musculus]

thioredoxin-related transmembrane protein 4 3 7
precursor [Mus musculus]

phosphoinositol 3-phosphate-binding protein-2 1 4 4
[Mus musculus]

coiled-coil and C2 domain-containing protein 1 O 4
1A [Mus musculus]

thymosin beta-4 [Mus musculus] 5
nuclear receptor-interacting protein 3 [Mus 27
musculus]

acyl-CoA dehydrogenase family member 9, 69
mitochondrial [Mus musculus]

protein TFG isoform 1 [Mus musculus] 43
activity-regulated cytoskeleton-associated 4 5
protein [Mus musculus]

fructosamine-3-kinase isoform b [Mus 2 3

musculus]
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1642.1 | GI:84452155 | Uspl4 | NP_001033678.1 | 1 | 6.64 | 1 0 sy 1drolase 14 52
1643.1 | GI:84370357 | Olfml NP_062371.2 1 | 664 | 1 0 | N —— 55
1644.1 | GI:8393749 | Mapk9 NP 0586571 | 1 | 664 | 1 [ 0 | mitogen-activated protein kinase 9 oform betal | 4 4
1645.1 | GI:8393739 Lyz2 NP_059068.1 1664 | 1 0 | Iysozyme C-2 precursor [Mus musculus] 17
1646.1 | GI:83627687 | TimmSa2 | NP_001032833.1 | 1 | 664 | 1 0 | Pamocise bt it A (Vs museun) | 11
1647.1 | GI:82950935 | Gm5792 XP_619114.2 1| 664 | 2 [ 0 | e 21
1649.1 | GI:7949125 | Rundc3a | NP_058039.1 1664 | 1 [ 0 | RUN domain-containing protein SA soform | 5
16541 | GI:7110693 | Prkaca | NP_032880.1 | 1 | 6.64 | 1 0| St i isfiam 1 Mt gl 41
1656.1 | GI:71040107 | Cadml | NP_001020771.1 | 1 | 6.64 | 1 [ 0 | s sy ccute 1 soform d precursor 46
1659.1 | GI:68342040 | Tmem201 | NP_808340.2 1| 664 | 1 [ 0 | 1 protein 201 fsoform b [Mus 44
1664.1 | GI:6754816 Sept2 NP_035021.1 1 [ 664 | 1 0 | Septin-2 isoform a [Mus musculus] 42
1667.1 | GI:6753022 Ak4 NP 0337771 | 1 | 664 | 1 [ 0 | el el 25
1669.1 | GI:6679671 | Epsl5 NP_031969.1 | 1 | 664 | 1 [ 0 | spiderml growth fctor rcsptor subsise 15— [ g
1670.1 | GI:66792792 | Beatl | NP_001019639.1 | 1 | 6.64 | 1 [ 0 | B VR 50
1674.1 | GI:6677819 Rras NP_033127.1 1664 | 1 0 | SEmee 24
16771 | GI:58331156 | Gspt2 NP_0322052 | 1 | 6.64 | 1 0| bindin st ERFSB (Vs museutus) | 09
1678.1 | GI:555943852 | Nadk2 | NP_001273184.1 | 1 | 6.64 | 1 [ 0 | NAD kinase 2, mitochondrial isoform 4 [Mus [ 45
1680.1 | GI:545687724 | Radl7 | NP_001269940.1 | 1 | 6.64 | 1 [ 0 | M s o prowein RADITIsofom 21— 54
1681.1 | GI:530788257 | Lrrtm4 | NP_001269031.1 | 1 | 6.64 | 1 [ 0 | e s msoutus] 59
1682.1 | GI:530678008 | Rgs6 NP_001268990.1 | 1 | 6.64 | 1 [ 0 | gy protein sienaling 6 [Mus 54
1684.1 | GI:47059484 | Rbbpd NP_033056.2 1]664 | 1 0 | histone-binding protein RBBP4 [Mus musculus] | 48
1687.1 | GI:459215046 | Gas7 NP_001264009.1 | 1 | 664 | 1 [ 0 | B - epecificprotein Tisoform d [Mus ) 4
1694.1 | GI:407261991 | Gm5068 | XP_003085870.2 | 1 | 6.64 | 1 [ 0 | T R 15
1696.1 | GI:407260973 L(5)6C6110610 XP_003946114.1 | 1 | 664 | 1 n polypepice 1tike s museu] |12
1700.1 | GI:359279956 | Anp32e | NP_001240686.1 | 1 | 6.64 | 1 [ 0 | s e 28
1701.1 | GI:34328385 | Prrc2b NP_766249.2 1664 | 1 0 | protein PRRC2B isoform 2 [Mus musculus] 161
1707.1 | GI:31982373 Fbl NP_032017.2 1| 664 | 2 [ 0 | B 34
1712.1 | GI:310772196 | Map7 | NP 001185564.1 | 1 | 6.64 | 1 0 | ensconsin soform 2 [Mus musculus] 83
1713.1 | GI:309262615 Mcf;;” 5| xp_o014756602 | 1 | 664 | 2 n T L B
1716.1 | GI:29725637 | Kctd10 NP_080421.2 1 ]664| 1 [ 0 | e vyt oot ai iy ol IRG
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1721.1 | GI:27734112 923311111(;‘1 NP_775610.1 1 | 6.64 1
1728.1 | GI:257096028 Spats2l NP_001158038.1 1 | 6.64 1
1731.1 | GI:255958294 | Aldh18al NP_705782.2 1 | 6.64 1
1732.1 | GI:254826788 | Cacnalh | NP_001157163.1 1 | 6.64 1
1733.1 | GI1:254692873 Tars2 NP _001157091.1 1 | 6.64 1
1737.1 | GI:251823891 Hars NP_032240.3 1 | 6.64 1
1740.1 | GI:238231425 Krt35 NP_058576.2 1 | 6.64 1
1744.1 | GI:225637535 Nrcam NP_001139503.1 1 | 6.64 1
1746.1 | GI1:224922843 Stk40 NP _001139299.1 1 | 6.64 1
1748.1 | GI1:190684707 Pcedla NP_848877.2 1 | 6.64 1
1761.1 | GI:127139524 | Trim21 NP_001076021.1 1 | 6.64 1

29.3 GI1:256985123 Syn3 NP_038750.2 2 | #owv/o! 0
846.1 GI1:23956096 Usol NP_062363.1 3 | #Dwj/o! 0
904.1 | GI:118344452 Srp72 NP_079967.1 3 | #ow/o! 0
1005.1 | GI:82546887 Radil NP_848817.2 2 | #ow/o! 0
1029.1 GI1:6753488 Cops3 NP_036121.1 2 | #owv/o! 0
1042.1 | GI:55925589 Prpf4 NP_081573.1 2 | #owv/o! 0
1132.1 | GI:22003884 Irf2bpl NP_665835.1 2 | #owv/o! 0
1154.1 | GI:18875400 | Khdrbs2 NP_573498.1 2 | #owv/o! 0
1165.1 | GI:163644255 Hecw1 NP_001074817.3 2 | #owv/o! 0
1181.1 | GI:154091036 Dagla NP_932782.2 2 | #owv/o! 0
1213.1 GI:6755781 Thbs4 NP_035712.1 2 | #ow/o! 0
1225.1 | GI:15011841 Gpx3 NP_032187.2 2 | #owv/o! 0
1244.1 GI:6755847 Toml NP_035752.1 2 | #owv/o! 0
1300.1 GI:9790131 Sle22a21 NP_062697.1 1 | #owv/o! 0
1311.1 | GI:84370312 Arhgef9 NP_001028501.1 1 | #owv/o! 0
1319.1 | GI:74229034 Ipo7 NP_852658.2 1 | #owv/o! 0
1323.1 | GI:71361678 Pmch NP_084247.1 1 | #ow/o! 0
1324.1 GI:7110703 PsmcS NP_032976.1 1 | #owv/o! 0

[Mus musculus]

interferon inducible GTPase [Mus musculus] 52
SPATS2-like protein isoform 2 [Mus musculus] 62
delta-1-pyrroline-5-carboxylate synthase isoform 8 7
2 [Mus musculus]

voltage-dependent T-type calcium channel 22 4
subunit alpha-1H isoform 2 [Mus musculus]
threonine--tRNA ligase, mitochondrial isoform 4 48
[Mus musculus]

histidine--tRNA ligase, cytoplasmic [Mus 5 7
musculus]

keratin, type I cuticular Ha5 [Mus musculus] 5 0
neuronal cell adhesion molecule isoform 2 1 3 1
precursor [Mus musculus]

serine/threonine-protein kinase 40 isoform a 5 1
[Mus musculus]

PC-esterase domain-containing protein 1A [Mus 5 1
musculus]

E3 ubiquitin-protein ligase TRIM21 [Mus 5 3
musculus]

synapsin-3 isoform 1 [Mus musculus] 63
general vesicular transport factor p115 [Mus 1 07
musculus]

signal recognition particle 72 [Mus musculus] 75
ras-associating and dilute domain-containing 1 1 7
protein [Mus musculus]

COP?9 signalosome complex subunit 3 [Mus 48
musculus]

U4/U6 small nuclear ribonucleoprotein Prp4 5 8
[Mus musculus]

interferon regulatory factor 2-binding protein- 8 1
like [Mus musculus]

KH domain-containing, RNA-binding, signal
transduction-associated protein 2 [Mus 3 9
musculus]

E3 ubiquitin-protein ligase HECW1 [Mus 179
musculus]

snl-specific diacylglycerol lipase alpha [Mus 1 1 5
musculus]

thrombospondin-4 precursor [Mus musculus] 1 06
glutathione peroxidase 3 precursor [Mus 2 5
musculus]

target of Myb protein 1 isoform 1 [Mus 5 4
musculus]

solute carrier family 22 member 21 [Mus 6 3
musculus]

rho guanine nucleotide exchange factor 9 [Mus 6 1
musculus]

importin-7 [Mus musculus] 1 1 9
pro-MCH preproprotein [Mus musculus] 1 9
268 protease regulatory subunit 8 [Mus 4 6

musculus]
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1340.1 GI1:6753964 Gdapl NP_034397.1 1 | #owv/o! 0
1350.1 GI1:6679731 F5 NP_032002.1 1 | #owjo! 0
1353.1 GI1:6679523 Pten NP_032986.1 1 | #owv/o! 0
1370.1 | GI:58037475 Fam81a NP_084060.1 1 | #ow/o! 0
1371.1 | GI:58037409 Phptl NP_083569.1 1 | #owv/o! 0
1380.1 | GI:54145496 Pppo6r2 NP_081089.1 1 | #owv/o! 0
1387.1 | GI:40254163 Mff NP_083685.2 1 | #owv/o! 0
1393.1 | GI:37718970 | AI314180 NP_759013.2 1 | #owjo! 0
1402.1 | GI:34328319 Pcdhl NP_083633.2 1 | #owv/o! 0
1405.1 | GI:33859801 Fbxo2 NP_789818.1 1 | #owv/o! 0
1411.1 | GI:323462206 Dip2c NP_001074895.2 1 | #owv/o! 0
1431.1 | GI:305410882 Dos NP _001182197.1 1 | #ow/o! 0
1444.1 | GI:27777683 | Gramdlb NP_766356.1 1 | #owv/o! 0
1446.1 | GI:27753958 Spata2l NP_084452.2 1 | #ow/o! 0
1456.1 | GI1:261245037 Hhipl2 NP_084451.2 1 | #ow/o! 0
1457.1 | GI:261245016 Myh15 NP_001159682.1 1 | #owv/o! 0
1475.1 | GI:242332593 | Lamtorl NP_079881.2 1 | #owv/o! 0
1484.1 | GI:226958589 Polr2b NP_722493.2 1 | #owv/o! 0
1486.1 | GI:226874935 Itih2 NP_034712.2 1 | #owjo! 0
1490.1 | GI:225690610 Plxnb1 NP_766363.2 1 | #owv/o! 0
1494.1 | GI:224922751 Navl NP_775613.2 1 | #owv/o! 0
1524.1 | GI:18699726 Vps4a NP_569053.1 1 | #owv/o! 0
1525.1 | GI:186659517 | Semadc NP _001119519.1 1 | #ow/o! 0
1545.1 | GI:160358823 Cdsl NP_033820.2 1 | #owv/o! 0
1550.1 | GI:160333229 Capnl NP _001103974.1 1 | #ow/o! 0
1554.1 | GI:15431281 Krt23 NP_203537.1 1 | #owv/o! 0
1567.1 | GI:134152669 Arglul NP_789819.2 1 | #owv/o! 0
1606.1 | GI:124301221 | Olfr1062 NP_667289.2 1 | #owv/o! 0
1653.1 GI:7110705 Ptma NP_032998.1 1 | #ow/o! 0
1655.1 | GI:71043944 Snx1 NP_062701.2 1 | #owv/o! 0
1662.1 GI:6755228 Ptpnl1l NP_035332.1 1 | #owv/o! 0

ganglioside-induced differentiation-associated 4 1
protein 1 [Mus musculus]

coagulation factor V precursor [Mus musculus] 247
phosphatidylinositol 3,4,5-trisphosphate 3-

phosphatase and dual-specificity protein 47
phosphatase PTEN [Mus musculus]

protein FAM81A [Mus musculus] 42
14 kDa phosphohistidine phosphatase [Mus 1 4
musculus]

serine/threonine-protein phosphatase 6 1 OO
regulatory subunit 2 isoform 1 [Mus musculus]
mitochondrial fission factor [Mus musculus] 33
proteasome-associated protein ECM29 homolog 2 O 4
[Mus musculus]

protocadherin-1 precursor [Mus musculus] 1 12
F-box only protein 2 [Mus musculus] 34
disco-interacting protein 2 homolog C [Mus 1 7 1
musculus]

protein Dos [Mus musculus] 74
GRAM domain-containing protein 1B [Mus 1 Ol
musculus]

spermatogenesis-associated protein 2-like 47
protein [Mus musculus]

HHIP-like protein 2 precursor [Mus musculus] 80
myosin-15 [Mus musculus] 222
ragulator complex protein LAMTORI [Mus 1 8
musculus]

DNA-directed RNA polymerase II subunit 1 3 4
RPB2 [Mus musculus]

inter-alpha-trypsin inhibitor heavy chain H2 1 O 6
precursor [Mus musculus]

plexin-B1 precursor [Mus musculus] 23 1
neuron navigator 1 [Mus musculus] 202
vacuolar protein sorting-associated protein 4A 49
[Mus musculus]

semaphorin-4C precursor [Mus musculus] 92
CDS5 antigen-like precursor [Mus musculus] 3 9
calpain-1 catalytic subunit [Mus musculus] 82
keratin, type I cytoskeletal 23 [Mus musculus] 48
arginine and glutamate-rich protein 1 [Mus 3 3
musculus]

olfactory receptor 1062 [Mus musculus] 3 6
prothymosin alpha [Mus musculus] 1 2
sorting nexin-1 [Mus musculus] 5 9
tyrosine-protein phosphatase non-receptor type 6 8

11 isoform a [Mus musculus]
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1686.1 | GI:46849812 Fnl NP_034363.1 1 | sovo | 0 fibronectin isoform a precursor [Mus musculus] | 272
1691.1 | GI:407263397 | Gmé6871 XP_898188.6 1 | sowvo | 0 mvelag] e fingerprotein 120-ke s | 59
LOC6312 PREDICTED: low molecular weight
1695.1 | GI:407261777 - XP_003945900.1 | 1 | #@owpl | 0 peoatyogine poe hppiaiaeika M | 118
1704.1 | GI:33563252 Fga NP_034326.1 1 | sowo | 0 e e soform 2 61
1719.1 | GI:294979177 | Arpp21 | NP_001171094.1 | 1 |sowpl | 0 s e g Pesphoprotein 21 soform 7 28
1720.1 | GI:291327533 | Celf4 | NP_001167545.1 | 1 | mwo | 0 M montea] - by member isoforn 1 49
1727.1 | GI:257471036 | Rnfl4 | NP_001158094.1 | 1 | mwo | 0 TR 41
1736.1 | GI:254028246 |  Gjc2 NP_780661.2 1 | sovo | 0 gap junction gamima-2 protein [Mus musculus] | 47
1743.1 | GI:226062635 | Rangapl NP_035371.4 1 | #ovjor 0 ran GTPase-activating protein 1 [Mus musculus] 63
1754.1 | GI:165905585 | Limal | NP_001107017.1 | 1 | #owoi | 0 Vs o etbinding protein Lisoform | g4
1757.1 | GI:156627586 | Gm2663 | NP_001096130.1 | 1 | #owol | 0 trypsinogen 4 precursor [Mus musculus] 27
1759.1 | GI:148228529 | Hicl NP_001091673.1 | 1 | #owo | 0 e 77
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TABLE S7 GO analysis-Z-score of proteins identified in ZC3H14 mass spectrometry.

Ontology-ID

Ontology
Name

Ontology
Type

No.
Changed

No.
Measured

No. in
Ontology

Percent
Changed

Percent
Present

Z-score

Permute
P

Adjusted
P

Redundant
w Terms

Inverse
Redundant

Gene Symbols

G0:0006397

mRNA
processing

biological
_process

46

83

290

55.42168675

28.62068966

12.87656871

0.041184932

Adar|Bcas2|Cdc40|CdcS1|Cpsfo|Cps
f7|Eftud2|Eif4a3|Fip111|Khdrbs3|M

agoh|Ncbp1|Ncbp2[Pabpnl[Phf5alP

nn|Prpf19|Prpf38b|Prpf39|Prpf40alP
rpfab|Prpf6|Prpf8|Puf60/Rbfox1/Rb

m22[Rbm25|Sf3al|Sf3a3|Sf3b1|Sf3

b2|Snrnp40|Snrnp70|Snrpal|Snwl|S
rrm1|Srrm2|Srsf1|Srsf10|Sugp2|Tho
c1|Thoc2|Thoc3|ThocS|Thoc6|U2af
2

G0:0008380

RNA
splicing

biological
__process

40

68

221

58.82352941

30.76923077

12.48134119

0.041184932

Bcas2|Cdc40|Cdc51|Eftud2|Eif4a3|
Magoh[Ncbp1|Ncbp2[Phf5aPnn|Prp
f19|Prpf38b[Prpf39|Prpf40a|Prpfab|
Prpf6|Prpf8|Puf60|Rbfox1]Rbm22|R
bm25|Sf3al|Sf3a3|Sf3b1|Snrnp200|
Snrnp40|Snrnp70|Snrpal|Snw1|Srr
m1|Srrm2|Srsf1|Srsf10|Sugp2|Thoc
1|Thoc2|Thoc3|Thoc5|Thoc6|U2af2

G0O:0005681

spliceosomal
complex

cellular
componen
t

27

46

143

58.69565217

32.16783217

10.14501741

0.041184932

nucleus

Bcas2|Cdc40|Cdc51|Eftud2|Eif4a3|
Magoh|Phf5a|Pnn|Prpf19|Prpf38b|P
rpfab|Prpf6[Prpf8|Rbm22|Sf3al|S{3
a3|Sf3b1|Sf3b2|Snrnp200|Snrnp40)|
Snrnp70|Snrpal|Snw1|Srrm1|Srrm?2|
Srsfl|U2af2

G0O:0016607

nuclear
speckle

cellular ¢
omponent

20

34

127

58.82352941

26.77165354

8.702906271

0.041184932

nucleus

Cdc51|Eftud2|Eif4a3|Fyttd1|Magoh|

Phf5a|PipSk1a|Pnn|Ppig|Prpf19|Prpf
40a[Prpf8|Rbm25|Srrm1|Srrm2|Srsf
1|Srsf10|Thoc1|U2af2|Zc3h14

G0:0003676

nucleic acid
binding

molecular
function

56

201

3318

27.86069652

6.057866184

7.830717583

0.041184932

Acinl|Adar|Cdc51|Cirbp|Cpst6|Cpsf
7|Csdel|Eftud2|Eif4a3|Eif4e2|Elavl

3|Elp3|Fip111|Fyttd1[Hmbox 1[I1f3|K
hdrbs1|Khdrbs3|Magoh|Ncbp2[Pabp
nl|Phf5a|Pnn|Prpf19|Prpf8|Ptrf]Puf6
O|Rbfox 1|Rbm15Rbm22|Rbm25Rp
al|Safb|Sf3al|Sf3a3|Sf3b2|Snrnp20

0|Snrnp70|Snrpal|Srrm1|Srsf1|Srsfl
0|Srsf4|Srsf5|Srsf6|Sugp2|Thocl|Th

oc2|Thoc3|Thoc5|Thoc6|Top3b|U2a
2|Zc3h14|Zfp326|Zfr

G0:0006405

RNA export
from nucleus

biological
__process

11

15

36

73.33333333

41.66666667

7.499809408

0.041184932

Fyttd1|Ncbp1|Ncbp2|Pabpn1|Srsf10
|Thoc1|Thoc2|Thoc3|Thoc5|Thoc6|
Tscl

G0:0005634

nucleus

cellular ¢
omponent

79

409

5232

19.31540342

7.817278287

5.900780052

0.041184932

nuclear
speck|
spliceosomal
complex

Acinl|Adar|Bcas2|Cdc40|CdcS5]|Cir
bp|Cpsf6|Cpst7|Dap3|Eftud2|Eif4a3
|[Elp3|Fibp|Fip111|Flna|Fyttd1|Golga
3Hmbox1[Hsbp1[11f3[Irf2bp1|Khdr
bs1|Khdrbs3|Kifla|Magoh|Ncbp1|N
cbp2|Pabpn1|Phf5a|PipSk1a|Pnn|Ppi
g[Prpf19[Prpf38b|Prpf39|Prpf40alPr
pf4b|Prpf6|Prpf8|PtrflPuf60/Ranbp2|
Rbfox1|Rbm15Rbm22|Rbm25|Rpa
1|Safb|Sap18|Sf3al|Sf3a3|Sf3b1|Sf3
b2|Smul|Snrnp200|Snrnp40|Snrnp7
0|Snrpal|Snw1|Srrm1|Srrm?2|Srsfl1|S
rsf10|Srst5|Srsf6|Sugp2|Synel|Thoc
1|Thoc2|Thoc3|Thoc5|Tkt|Tsc2|U2a
f2|Uba2|Wwp2|Zc3h14|Zfp326|Zfr
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