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Supplemental Figure S1 The plasmid of HA-DGKβ, GFP-DGKγ,  or GFP-DGKη was co-expressed 
with myc-IRS1 in HEK293T cells, respectively. Cells were serum-starved for 4 h and cell lysates were 
prepared (total cell lysate, TCL). Cell lysates were immunoprecipitated by anti-IRS-1 antibody. TCL and 
immunoprecipitates (IP)  were subjected to immunoblotting analysis with indicated antibodies.	
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Supplemental Figure S2 
(a,	
  c)	
  Fully	
  differen,ated	
  3T3-­‐L1	
  adipocytes	
  were	
  electroporated	
  with	
  non-­‐relevant	
  control	
  siRNA	
  
(control)	
  or	
  DGKζ	
  siRNA	
  or	
  PIP5K1α	
  siRNA.	
  And	
  insulin	
  signal	
  was	
  examined	
  as	
  described	
  in	
  Figure	
  2b	
  
and	
  3b.	
  Bands	
  from	
  Figure	
  2b	
  and	
  Figure	
  3b	
  were	
  quan,fied	
  from	
  each	
  blot	
  by	
  NIH	
  Image	
  J	
  soTware.	
  
The	
  results	
  are	
  presented	
  at	
  the	
  means	
  ±	
  S.E.M.	
  of	
  three	
  different	
  experiments.	
  *	
  p	
  <	
  0.05	
  as	
  compared	
  
with	
  control	
  group	
  plus	
  insulin	
  treatment.	
  
(b,	
  d)	
  CHO	
  cells	
  were	
  transfected	
  with	
  mock	
  vector,	
  	
  pFLAG-­‐DGKζ	
  or	
  pHA-­‐PIP5K1α	
  plasmid,	
  respec,vely.	
  
And	
  insulin	
  signal	
  was	
  examined	
  as	
  described	
  in	
  Figure	
  2e	
  and	
  3e.	
  Bands	
  from	
  Figure	
  2e	
  and	
  Figure	
  3e	
  
were	
  quan,fied	
  from	
  each	
  blot	
  by	
  NIH	
  Image	
  J	
  soTware.	
  The	
  results	
  are	
  presented	
  at	
  the	
  means	
  ±	
  
S.E.M.	
  of	
  three	
  different	
  experiments.	
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