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Figure S1 The Kyoto Encyclopaedia of Genes and Genomes(KEGG) pathway
analysis of specific AS genes. (A) KEGG pathway analysis of foetal/adult-specific AS
genes. (B) RNA-sequencing read density plot for a-MHC and p-MHC between fetal
and adult hearts. Foetal-specific AS, gene with specific AS events in foetal hearts;
overlapped genes, overlapped genes of foetal- and adult-specific AS; adult specific AS,

gene with specific AS events in adult hearts.
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Figure S2. The KEGG pathway analysis of specific AS genes and DEGs. (A)The

KEGG pathway analysis of foetal specific AS and DE genes. (B) The KEGG pathway

analysis of adult specific AS and DE genes. DEGs, differentially expressed genes

between foetal and adult hearts; foetal specific AS, gene with specific AS events in

foetal hearts; adult specific AS, gene with adult AS events in adult hearts; overlapped

genes, overlapped genes of foetal(A) or adult(B) specific AS and DEGs.



Table S1. Foetal specific AS genes differential expressed associate with cell cycle

Gene ID Chr Strand  Alternative splite (h19)

472 chril + 108142134-108143257, 108203628-108204611,
108205837-108206570

545 chr3 - 142259877-142261505

580 chr2 - 215632379-215633954

699 chr2 - 111398783-111398882, 111399042-111399217,
111399381-111399694, 111411101-111413314,
111413494-111414611, 111415223-111415985,
111416320-111417553, 111425283-111425372

815 chr5 - 149607850-149610866

817 chrd - 114430793-114430828, 114375672-114376880,
114378720-114381301, 114434527-114434984,
114424091-114424133, 114429391-114429424

904 chrl2 - 49091967-49093559

905 chrz + 135700245-135703669, 135710282-135710798

983 chrl0 + 62547817-62547988

991 chri  + 43825493-43825638

994 chr20 + 3780977-3781107, 3781146-3781388,
3781513-3781616, 3782748-3782926,
3783024-3783555

1020 chr7 - 150753724-150753821

1062 chrd - 104068804-104069999, 104070566-104072374,
104079616-104079769, 104082615-10408429,
104096061-104097115, 104117196-104117318

1063 chri + 214825230-214826169

1762 chrl9 - 46287549-46287897, 46287974-46288850

2033 chr22 + 41533795-41536142, 41542821-41543839,
41543951-41545040, 41545180-41545763,
41546203-41547835, 41558784-41560055

2873 chrl7 + 80012385-80012686, 80014643-80014714,
80014851-80014927, 80014715-80014850

3054 chrX - 153218410-153219056, 153222512-153222763,
153224218-153224780, 153225613-153225684
153227100-153227671, 153227758-153228674,
153228885-153229573, 153229736-153230027

3619 chril + 61906478-61907704, 61912762-61913099

3838 chrl7 + 66042038-66042618

3925 chri - 26231230-26232878

3980 chrl7 + 33325316-33325621, 33326469-33326799

4288 chrl0 - 129914272-129914753

4297 chril + 118370136-118370548, 118370629-118371700
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