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Table S1. Primers used for genotyping

Gene Primer Sequence (5'-3') Primer type

Apoe 0lIMR180 GCCTAGCCGAGGGAGAGCCG Common
oIMR181 TGTGACTTGGGAGCTCTGCAGC WT reverse
olIMR182 GCCGCCCCGACTGCATCT Mutant reverse

SM22a-Cre oIMR7055 GGCCCAGGGGTTGTCAAAATAGTC Common
oIMR7056 CTCCTCCAGCTCCTCGTCATACTTC WT reverse
0IMR7057 CGCCGCATAACCAGTGAAACAG Mutant reverse

Sirt1-LoxP 0IMR7909 GGTTGACTTAGGTCTTGTCTG Forward
oIMR7912 CGTCCCTTGTAATGTTTCCC Reverse

Table S2. Primers used for measuring relative mRNA expression

Gene Forward (5'-3') Reverse (5'-3')

Actb GCATTGTTACCAACTGGGACG GCTGGGGTGTTGAAGGTCTC

Hk1 CGGACCACAGTTGGCGTAGA TCCCTTGCCACTGCCACTCT

Hk4 AGTGGAGCGTGAAGACGAAAC AAGGTGAAGCCCAGGGGTAGT

PKIr AAGGGTCCCGAGATACGCA GGTAGTCCACCCACACTGTCTTT

PKm GCCTGGACATTGACTCTGCC ATCTCCTTCAGCATCTCCACAG

Acadl TTCCTCGGAGCATGACATTTT TGATGCCAAGCAAGCCCT

Cptla GCTGGCTTATCGTGGTGGT CGCCACTCACGATGTTCTTC

Lipe AAACGCAACGAGACAGGCCTCA ATGCCATGTTGGCCAGAGACGA

Pnpla2 ATTTATCCCGGTGTACTGTG GGCGACACTGTGATGGTATTC

Fasn CGGCTGCTGTTGGAAGTCA TGCCTCTGAACCACTCACACC

Ndufs8 GTTCATAGGGTCAGAGGTCAAG TCCATTAAGATGTCCTGTGCG

Sdhb ACCCCTTCTCTGTCTACCG AATGCTCGCTTCTCCTTGTAG

Ugcere1 ATCAAGGCACTGTCCAAGG TCATTTTCCTGCATCTCCCG

Cox5b ACCCTAATCTAGTCCCGTCC CAGCCAAAACCAGATGACAG

Atp5al CATTGGTGATGGTATTGCGC TCCCAAACACGACAACTCC

Sirt1 (exons 3-4) GTTCTGACTGGAGCTGGGGTTT ATGGCTTGAGGGTCTGGGAG

Sirt1 (exons 5-6) AGGTTGCAGGAATCCAAAGG TCTCCACGAACAGCTTCACAAT

Mmp2 CAAGTTCCCCGGCGATGTC TTCTGGTCAAGGTCACCTGTC

Mmp9 CACCACAGCCAACTATGACCA CAGGAAGACGAAGGGGAAGAC

Table S3. Primers used in tissue ChIP

Gene Promoter region Forward (5'-3') Reverse (5'-3')
bp

Mmp2 —919 to —784 CAAGCCAAGGGATAGAGGACA GCAAGGATAATCTGGAAAGGAGG

—669 to —485 ACAACTCAGAAGTCACATCGTCC GGTTTCACTGGTGGTCCTCAAT

—404 to —261 CTTGAGTGGCTCTATGGCTGAT TGCCTTTGGAGGGATACTGG

—260 to —105 AGGCCCTGATCCAATCTTTAA TTCTTCCATTCCCCATCCC
Actb —306 to —207 GCAGGCCTAGTAACCGAGACA AGTTTTGGCGATGGGTGCT
JEM S17



