Ep-PDH ~-MRFITLGVLFTAVASMILSNGY === == === === ——m oo

Tal-PDH-T -MLSTTVAVWSAVVMLGCVAGGQD-———=———=——————— - mm o
Marja-PDH-IT ———-——-- MCRAAVLLFLMLAVAA- ————— === — === ————— o
Dapma-PDH MHQLSAKLSHFSIALLVLFVSLTMDVESAPAATSSINRPEAQLSIQEMEKFLEGLTRYLH
Eupcr-PDH-Lat  ——-——-—-- MRASVVFLGLFLAFT A= ——————————————m oo
Eupcr-PDH-LRI ~ -——-———-- MRGLVMICFMVLVVGT === === === —— == ——————m———m
Eupcr—-PDH-LBII = oo oo m o
Tal-PDH-TT -——-MASFKHQOLLLLLGCMLCLAL-———=-——————— - —
Ep-PDH  ———————- MAQ-—-——=-———-—~— SRDFSTSEREIVASLAKQLLRVARMGYVPEGDLPR---
Tal-PDH-I ~  ———————- LGDLG-----—--- SAPLTVPQRLAISDWAQSIARLADGGLDGPSGLSRRLE
Marja-PDH-II  -—-——-—-- VMVTEA--——-—-- QREPTASKCQAATELAIQILQAVKGAHTGVAAGPH---
Dapma-PDH RORLEQQRMHQPQAKSLMSEEVTYDPDAIDRAILGEMAAPLDAERSSSVELANNSMSHAR
Eupcr-PDH-La ~  ——————-- INDVV-—-——-—-- AQSLTEQDSIVVASLAAQILDVVAGSENDGDSGVQAV-
Eupcr-PDH-LRI ~ -——-———-- TAT-—————————- VHAQEDQERQAVGNLALDILRVVGRAPSAMQ-————-——
Eupcr-PDH-LRIT = ——————m—mmmm oo QEDQERQVVGELALGILRIVGQESSGPQ--—-——--
Tal-PDH-II = ——==—--- VA-=—=====————— AQPRRHPDLYSDDDVAAQLDGEGSYGAVPDDLAAWLI -
* .
Ep-PDH = s m o mm e KRNAELINSLLGVP-—-—-—--- RVMSDAGRR
Tal-PDH-I LLOQOQVELGNLGGWRGSDRLSYGSTRPHDKRNSELINSLLGLP-----— KFLRE----
Marja-PDH-II = = ———-————————mmm o mmm————— KRNSELINSLLGLP-—-—---- KFMIDAGRR
Dapma-PDH PPTNNKWPWSLSNFERIEDQONVKQRQPYGKRNSELINSLLGLP---——- REMKVVG--
Eupcr-PDH-Lax === ———mmmmm o m——mm o m KRNSGTINSMLGLPRTYNLRRMMMHAGRK
Eupcr-PDH-LBI ~ =  ———————————mmmmm—mmm e —m KRNSELINSMLGLPQTLRAQKLMANMGR-
Eupcr-PDH-LBII ~ = ——-———-—————————m——mm———m KRNAETINTMLGLPQTLRAQKLMAKLGR-
Tal-PDH-II = ——————————————m——————— RSRMP--KRNSELLNTLLGSKNL----VALRAAGRR

* kK o ek ..k Kk .

Figure S18. Putative Talitrus saltator PIGMENT DISPERSING HORMONE (PDH) peptides

Alignment of Eurydice pulchra PDH (Ep-PDH; Accession no. GQ380440) with the T. saltator
PDH-I and PDH-II (Tal-PDH-I and Tal-PDH-II) deduced from the Trinity de novo transcriptome
assembly, together with the top two Tal-PDH-I tblastn species homologue sequences
Marsupenaeus japonicus PDH-II (Marja-PDH-II; Accession No. AB073368), Daphnia magna
PDH (Dapma-PDH; Accession No. HQ843173) and the Euphausia crystallorophias sequences
PDH-La, PDH-Lbl, and PDH-Lbll (Eupcr-PDH-La, Eupcr-PDH-Lbl, and Eupcr-PDH-LblI

respectively). "*' indicates identical amino acid residues in the two peptides, ' and "'
indicate similar amino acid residues. In this figure the SMART identified PDH domain is
highlighted in yellow. The region of Tal-PDH-II that corresponds to the PDH regions of
Drome-PDF and Tal-PDH-I is highlighted in blue, though no PDH domain per se was

identified in this peptide using SMART.



