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Supplementary Figure 1:
A) Most highly enriched GO terms for the up-regulated mRNAs: Uninfected control vs Active Infection
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C) Most highly enriched GO terms for the up-regulated mRNAs: Uninfected control vs Latent Infection
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GO Biological Process Classification

[ 1273 ] organic cyclic compound |
metabolic process |

[ 2097 ] cellular process

[ 1274 ] celular nitrogen compound
metabolic process

[ 1814 ] metabolic process

[ 1296 ] nitrogen compound metabolic
process

[ 1370 ] celular macromolecule

metabolic process [ 1700 ] organic substance metabolic

process

[ 1427 ] macromolecule metabolic
process

[ 1678 1 primary metabolic process

|L 1655 1 celular metabolic process |




GO Cellular Component Classification

[ 1345 ] nucleus

[ 2234 ] cell part

[ 2234 ] cel

[ 1754 ] intracellular membrane-
bounded arganelle

|[ 1874 ] membrane-bounded organe\lel—"'—f [ 2117 ]intracellular

|[ 1914 ] intracellular organelle

[ 2110 ] intracellular part
[ 2009 ] organelle

GO Molecular Function Classification

|[ 397 ] nucleoside phosphate bindingl

[ 397 ] nucleotide binding]

|[ 415 ] smal molecule binding

[ 427 1 RNA binding L

[ 1967 ] binding

[ 526 ] DMA binding

[ 911 ] nudleic acid binding [ 1323 ] protein binding

|[ 1159 ] heterocyclic compound binding

I[ 1166 ] organic cyclic compound binding|




Supplementary Information:
Figure 7.

NABP1
LOC284215
RP11-874J121 ~~ N~~~ """ - oo oo
RP11-874J12.2 ~—~ N~ ~~-~--—--=--~---—
RPMBOHZA - -—--\-----—-—--—
RPH-1836.2 ----N---—-————-—

RP11-217B1.2
KEBTBD4
RP11-930P1d.4
5 RP11-725K16.4 Pi =
= LOC201477 DLGAP1 (=]
o AKAP17A ASMT -
2 RP11-521C20.3 BMF o
= CHIT1 CHIT1 k=3
b AKO027145 KCNJ15 -
> LJ3577 DLGAP1 g
= RP11-203M5.5 NP =
= RP11-181G12.2 PRKCZ =3
W -647C14.2 PAPLN <
<< B 703 DLGAP1 w
= DKFZP434K028 C1lorto =<
%5 RP11-802E16.3 TCIR =
= RP11-264B17.5 LAT £
G MP1 BMP1
2 GABPB1-AS1 GABPB1 =2
= RP11-211G3.2 BCLE £
s RP11-387H17.6 csF3 =
= CTC-55802.1 SLIT3 =
@ TP &
=
z H
Q =3
o a

RP11-317013.8
CTA-T4TEZ10
RP11-288121.1

RP11-303E16.6

C16orfas

AC116366.5H—~ — — — — —
CTC-564N23.3—
RP11-1143G9.4—
RP11-105N13.2— —
RNF8— — —=\— —
AC009950.2— —
DNM30S— —
RP4-545C24.1— —
ATXNIL= =
TUBB2A— —
RP4-798C17.6— —
RP11-728F11.4— —

= = =>ZNF821
— — —=>TUBB2B
—-\— — —>0R2A1
= =>FXYDé
— —>RNF125
—>RNF175
—>CASP1

Downregulated
IncRNAs: latent Infection

RP11-1563M7.5— —
AB231723—
AB231723—

RP11-4M23.3— & — — — — —

RP11-459ES5.

Upregulated mRNAs: Active Infection

on

latent Infect

Downregulated IncRNAs

X07080
RP11-430B1.2
RP11-430B1.

Loc256021
AC005740.5

AP0O00695.4
LOC100129269
RP11-T6114.1
RP4-630A11.3
BC033184

RP11-545N8.3
LOC100133445
RNASEK
TMEM106A-AS1
BC045769
AK127443
RP11-3L21.2
AC113189.5
RP11-274N19.2
LOCT28431

Latent Infection

= CMPK1

———————— > GOLGATB
-- ~ >CHST2

>BNC2

> AGPAT4

DLEU7-AS1

ACOD03075.4

SLCTAS

RP11-1007024.3
KBTBE

KLF6
AK055910
MiB2

RP11-1143G3.4
SAT1 —

TTC19 —
RP4-594110.2
MIA-RAB4B
RP13-225021.2
ACOT88834 — — — — — = — = o= — = — = —
RP1-67TK17.3
RFPL1-AS1
ABHD18A
ACOT2216.1
RP11-122K13.12
RP11-441F2.1
LMANZL — — — - — - —f = == = == = = 4 = = — = — —
RP1-88D18.2
CTD-2514K5.2 — = == = = f == === == == === ===
OGFR-AS1
RP11-315120.1
RP11-802E16.3
RP11-89H7.3

Downregulated mRNAs

= > C1Sortag
> CES2

Al .
RPHI-2TM24.2 = f = = = = — — —m e mm e —m = === = =




Figure 7 (contd.).

A3-2

ACO18842.1 MEKLN1

ACOOZ4BO5 - N - = === - = —=-——-——--- STEAP1E
WORIJ == Mo = m e mmmmmmmm e oo ~ - > WOR12
CTDHIBDME = = =\ m e e e e e e e o - = > ATPEVOD2
VAVI-AS] = — = =\ — = - —mmm e m—m— - - =3 vava
RPII-MEMIAL == = =A== ————— - - > CERS2
----------------- -===3 TOM
RPH-83ZF125 = = === A== - == - — == - === =3 SPINTI
SLCTAN-AS] == === mmmmmmmmm e f e m - > SLCTATY
RPI1-405MI3.2 === == =h oo ccmmmmmfommo o > MAPT
---------------------- > TMEM138
————————————————————— > CYBASCY
RPI1-286H14.6 — =~ —— - —-f-—--—--—f-—-——-- > TSPAN33
c RPI1-241693 == == == =d-=-ccccofccmm- > OCLN -
0 TPTIAS] — === === - ———— - - > TP
- RPI1-104H15.9 - — = = — == b === o= f oo > memoz 9
- ASICl == == mmm e e e ce e e m e > ASICY b=
H RPI1400LE2 = == === ==decmccofecaaanx > ADAMIT ¥
S RPI1-725K164 == = === === ====-focccu-- > MMP1 0
c RPI1-14B123 == == === = = = = = o e m e e = = > 1QGAP1 =
= RPI-T20L2.2 — = === ===} === —J - - -~ — - > coLectz £
- CTD2337AI2] —————— - -~ m > ELL2 -
c RP4-612B153 = = = = = = = - = i etttk > SHIGLB1 ¢
0 APODD4E2] = = = = = == = = ————femm—————- = CADMI1 0
- SLE15A3 = = = = = = = = = ] ekt > SLC15A3 &
q SLC15A3 - = — == — = — - ] > TMEM132A
= TM4SF19-A81 = = = = = = = = = mmmmfemmmm————- > TM4SFIS ]
o RP11626G11.3 = = = = = = = = = - b Y > ITPRIPL2
0 RPI1-100E131 - = === ——— = |- - = - - - - - — - - > CNIH3 0
q TRPMZ = = = === == = = ekl LT > TRPMZ
Z RP11-109P14.9 — — = — = — = — = — s ittt > manear <
o TPDS2LZ — = == — = = — — - Rl b > TPDS2LZ. 2
0 RP11-592021 — - = = — - — — - H4---q--=-=-=-=---- > SCARB1 T
ARSD-AS1 = === = == = = = ks ettt > ARSD
£ AKAPITA — = = — = = = — = | PV N — > ASMT =
SDF = === === == e > SDFt -
T RP5-1148A21.3 = = = = = = = = = - e e ks > PTP4AI
0 RPA1-274J7.2 = = = = = = = = — -} PP T —— > sraapt O
I RP11-862L9.3 — = = = — = = = — it miaal bl > MBP ©
- PLEKHBZ ~ — — = =~ = = = memmmfeme - > PLEKHBZ =
3 AC09281B1 = = = == === ~- it ittt > ITGAG J
o ADAMY == == == === il il 2 ADAMS o
0 RP4-620F22.2 = = = = = = = = = R R > GBPS 0
- RP5107303,7 = = = = = = = = = memefeme e - > HIPK1 o
c RPI1-621C20.3 — =~ == ————f-——-=—q4-----—--- > BWF E
; C20orf2d ————— === |- m === = CI0orf24 ;
THIFA === ===cedecccaclkaneaaa- > THTPA 5
0 THIPA- - = ——=-==J-=----b------- > APIG2
Q AXTATTS8 = = == === = f === === = m e — - > APOLZ 0
LOC100505839 = = === === === = == 4 = == = == = > SHIPXD2A
CTCHBIAB.2 = == == == o= == m e A e m e > RNF130
RPI1-961A151 = === === J==—=-c--f-ce-o- > WORS1
--------------------- > SLCIAT
- - > SMADS
------------ > TMEM44
""""""""""""""" = CHITI
RNASEK-CITORF49 = = = = = —f- = = === === oo fo oo o > RNASEK
FW340086 = = == = f = = e cmm cc o oo = === Mxpi
RPIA40A9.] = = = = =f = == = = = = = = = = = - === > GNBI
CALHMZ — = = === - - Ao > CALHMZ
BCOTOT === =frmmmm === m === == —-=3> svL
AK128734 — = = f == - - - ---- == JAKI
AKOZTIdS = = = == = s m - m e e e o o2 KCHJ15
BCOBZZH = b = == === m- - oo MFSD12

STXBPS-AS1

STXBPS



Figure 7 (contd.).

A3-3

P11-580116.2
FIGT
RP11-1334A24.6
ADPGK-AS1
BCOE8035
TM4SFI13-TCTEX1D2
RP11-203M5.8
AK3I10054
RP11-181G12.2
LOC100505815
NGRN

RP4-647C14.2
CTD-2270L%.4
AC133785.1
POLR2ZM

POLRZM
RP5-B42K24.2
RP11-4731.10
DKFZP434K028
MANIB1

ADPGK

BCO4684
RF11-802E16.2
APDO0ES5.E

- — 3 ADPGK

_________ > TM4SF19
- = == SPNP
- === 3>8AT

_________ S HPS3
_________ < PLA2G15

- = = 5Cl4orf182

ion

Latent Infect

BMP1 — — — =~~~ - -—--
RP11-380P24 — = — = = = = = = --=-
GABPB1-AS1

APOOIE2T = = = = = = = = =
RP1121163.2 == === === =|- - - - -
CTD-2288081 — ————————[-——— -\~ - ————--

ACO46142.3 — = = = = = = =

RP11-121A143 — = — — = — = -
RP11-93B144 — — — — — — — =

KCNC4

Downregulated IncRNAs: latent Infection
n
o
=
= o
=

Downregulated mRNAs

RPI46TKI64 — — — — — — —

RPI1-445F6.2 — — — — — — —
RP11-38THIT.6 — — — — — — —
RP11-TI0BOT — — — — — — —

RP11-518C1271 — = = = = —
RP11-359P5,1 = = = = =
ACOS26202 — = = =
CTC-558021 - — = —
sLc4ag — — —
APLP2Z - -
RP11-85K15.2 —
TD-3094K11.2

- - — - > OR2A1
- —-—-—->FPPIC
- — - >3POPL
= == >SLT3
- - >sLc4as




Figure 7 (contd.).

A3-4

BCO36617

RP11-T3K9.2
RAB1%
RP4-753P9.3
TEXAS1
RP11-875011.1

RP11-497D6.4
RP11-T28F11.4

CRE
CTB-22K21.2

CDS5:
STIGALG-AST
CTD-3065J16.6
GRIKT-AS1
FBXO028
AXTATITS
LOC100130854
CTD-2529021.2
AK023507
SLCTAT
RP11-287A8.6

SLC3IBAE
DOCHKS-AS1
RP11-153M7.5
AC069363.1
RP11-264B17.4
LGALS3
RP11-598F7.5
RP11-403P17.3
BCOG4339
RP11-535419.1
BC0482T
AC068282.3
RP5-848E13.3
RP11-817013.8
CTD-2260417.1
MEIS1-AS2
CTA-T4TEL2.10
AK056657
RP11-1100L3.8
RP11-617F23.1
RP11-522120.3

LOC100131434
RP11-240D10.2
RP11-240D10.2

Downregulated IncRNAs: latent Infection

RP11-288121.1
RP11-288121.1
RP11-271C24.2

AB231723
ARAP1-AS1

RP11-13811.1
RP11-4M23.3
RP11-459E5.1

RP11-5T1M6.T

AC093415.2
RP11-618G20.2
P11-303E16.8

PTPN7 —

ARHGAP26AT1— — — —

----------- c
Suuial Sl 9
___________ -l

________ Q
- > TBCID16 2
- > CXCRT c
-------- > SLETAT -
-------- > sLca4al -
———————— % BBS4 =
———————— > PLD2 )
———————— > SLC38AG -
m—mfpem—m————- > DOCK9 T
e > RNF175 -l
———f—————— > CCL3 0
e et > SPNS1 1)
S s > LGALS3 q
L CE T > IQSEC3 Z
e ettt > Thz
O > TPCN2 14
el R > DGAT? £
R > FLTI
mme e ———— > MAPIK2 o)
——ele - < SLC2A1 0
=== === 2 MAN2ZC1 -
el < ERAP1 !
RN - 3
R T o
et ]

R I

N P E
TTIIyIIIIIE Q

o

STIGALS

— — > RAB1%
- - - > SASHI
- - - > TBXAS1

- = = = 3> RHOBTB2
- - - = 3 MTMRZ

= PLEKHM2
2 SLC25A34

- = == > CNR2
- - - - > PEBP4

- = = > ARHGAPZ&
- - = > ECD

- = > 089

- > ITGAS

o = HIF1A




Figure 7 (contd.).
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