
Supplementary Figure 1 - Quantitative polymerase chain reaction (qPCR) analysis of MET and KRAS. 

Representative data from KRAS (A) and MET (B) relative gene quantification (RQ) in the three 

metastatic sites (liver, retroperitoneum and ureteral lesion) using TaqMan Copy Number Assay. The 

number of copies of the KRAS and MET genes is determined by relative quantification using the 

comparative CT (??CT) method. MAD1L1 and IL22 genes, respectively on chromosome 7 and 12, 

were used as reference genes to exclude a potential polysomy. 




