
--LVKmDILLnGntVEELVtVVHKDKAHSIGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-)-------
                                                   !      ! *!      
--LVKVnVLVHGEPVDALtfIAHRDKAYSmARAIVDRLAEVIPRQLfEVPIQAAIGGKIIARAtVKALR >tr!B7AA86_THEAQ-Elongation-factor-4-precursor-(EC-3.6.5.n1)-(EF-4)-(Ribosomal------------
--LRKVDILVnGEVVDALAVIVHEDKAYSLGRKIVDKmAEVIPRQLfPVPVQAAIGGKIIARAtVKAYR >sp!Q1IXW5!LEPA_DEIGD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILVnDEKVDALAVIVHRDKAYSLGRKIVDKmAEVIPRQmfAVPIQAAIGGKIIARAtVRAfR >tr!D7CWN1_TRURR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmnILInGKPVDALAmIVHKLAAQSIGKAwVtKLKEVVPRQQfELSIQAAIGAKVIARDnVKAfR >tr!E6R5D2_CRYGW-GTP-Binding-protein-lepA,-putative-[CGB_D0630W]-[Cryptococcus------------
--LVKmDILInGDPVDAfASIVHRDKAEGKGRELcEKLADIIPAQmfKVAIQAAIGGKIIARDnVKEmR >tr!C0A2X0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGQAVDALAtIVHKQKAYRVGKELVEKLKnYIERQmfEVmIQAAIGSKIIARDtISAmR >sp!Q9FLE4!GUF1_ARATH-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKLDILVnGEPIEALScIVHSSKAESRGRSIIQKLKESIPRHLfKIALQAAVGSKILAREDIGA >tr!C5WH52_STRDG-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--IVRmDVLVnGVIVDALAtLVHRtKAQRHGKDIVARLKDALPRQLYEIAIQASLGSKIIAREDIRAfR >sp!Q00ZZ1!GUF1_OSTTA-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKmDVLVnQESVDALAmIVHRSQAERRGRHLcERLKDLIPRQmfKIAIQAAIGGKIIAREDISAfR >tr!G2KPD4_MICAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILIGGEVmDALSmIVHKDKAYYRGRALVERLRKLIPRQmfEIPVQASIGnKVIAREnIKAmR >tr!C8W4T0_DESAS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLQGEtVDAfSAIVHKDKAYGYGVAmtSRLRELIPRQQfEVPIQAAIGSRIIAREnIRAIR >sp!B8B2R1!GUF1_ORYSI-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKVDILLQGEtVDAfSAIVHKEKAYSYGVAmttKLRELIPRQQfEVPIQAAIGSRIIAREnIRAIR >sp!Q0RP81!LEPA_FRAAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--IVKLnLmLnGEIVEELctVVHVSKARKYGKEIcLRLAEtIPRQmfQVAIQAVIGGKVVAREnVAALR >tr!E9GF27_DAPPU-Putative-uncharacterized-protein-[DAPPUDRAFT_49405]-[Daphnia-pulex-------
---VKmnILInGKPVDALAmIVHKfAAQSIGKAwVtKLKEVVPRQQfELSIQAAIGAKVIAREnVKAfR >tr!Q5K8D2_CRYNJ-GTP-Binding-protein-lepA,-putative-[CNL06110]-[Cryptococcus--------------
--LVKLDIRLnGEPVDALSSLIHRSnAYEfGKKIcEKLKELLPRQQfEIAIQASIGAKVIAREnVRALR >tr!F4C2A9_SPHS2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDImLnGEQVDALSSLIHRSnAYEfGKKIcEKLRELIPRQQfDIAIQASIGAKIIAREnVRALR >sp!Q2NJE6!LEPA_AYWBP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDILLnGDPVDALStIVHADRAAtRGRQLAQKLKEIIPQQmfEIPIQAAVGnKIIAREnVRAmR >tr!E4HM53_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILLnGEHVDALSSLIHRAnSYDfGKKIcEKLRELIPRQQfEIAIQASIGAKVIAREnVRAmR >tr!A6E8F9_9SPHI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDAVDALStIVHRDRAAQRGRQLAtKLKEIIPQQmfEIPIQAAIGSKIIAREnVRARR >tr!F5RKD2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDGVDALStIVHRDRAAQRGRQLAtKLKEIIPQQmfEIPIQAAIGSKIIAREnVRARR >tr!G5GP93_9FIRM-GTP-binding-protein-lepA-[HMPREF9334_01074]-[Selenomonas-infelix---------
---VKLDILLnGDPVDALStIVHRDRAAARGRQLAAKLKEIIPQQmfEIPIQAAIGSKIIAREnVRARR >tr!E0NZX6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDPVDALStIVHRDRAAQRGRQLAAKLKEIIPQQmfEIPIQAAIGSKIIAREnVRARR >tr!D0TB08_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDPVDALStIVHRDRAVtRGRQLAVKLKGIIPQQmfEIPIQAAIGSKIIAREnVRARR >tr!G5GZU4_9FIRM-GTP-binding-protein-lepA-[HMPREF9432_00561]-[Selenomonas-noxia-----------
--LVKVDILLnGDPVDALStIVHKDRAASRGRQLAAKLKEIIPQQmfEIPIQAAIGSKVIAREnVRARR >tr!D1RFN1_LEGLO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--mVKVDILLnGDPVDALSAIVHRDRAQVRGRALVEKLRKIIPRQLfEIPIQAAIGSKIIAREnVSALR >tr!G4Q642_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--mVKVDILLnGDPVDALSAIVHRDRAQVRGRALVEKLRKIISRQLfEIPIQAAIGSKIIAREnVSALR >tr!C0W9W6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--mVKVDILLnGDPVDALSAIVHRDRAQYwGRALVEKLRKLIPRQLfEIPIQAAIGSKIIAREnVSALR >tr!D2RKV8_ACIFV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILInGEQVDALSIIVHKDKAYYKGRAIAQKLRtVIPRQLfEVVIQAAIGGKIIARESI >tr!B5YHC9_THEYD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGDPVDALAVIVHRDKAYHYGRALALKLKRtIPRQmfEVAIQAAIGQKIIARESISALR >tr!G2HBK9_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGEAVDALAVIVHRDKAYHYGRALALKLKRtIPRQmfEVAIQAAIGQKIIARESISALR >sp!B8DIZ5!LEPA_DESVM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VRLDILLnGEPVDALAVIVHRDKAYHYGRSLAIKLKKtIPRQmfEVAIQAAIGQKVIARESISALR >sp!Q1MQF3!LEPA_LAWIP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEPVDALSSIVHRSKSYEwGRKLcQKLKGIIPRQmYEVAIQAAIGSRVIARESISAmR >sp!Q8KCH0!LEPA_CHLTE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--IVRLDVLInGQSVDALAGLIHRDKAQRSGKAwVtRLKEILPRQLfEVKIQAAVGQKVLARESISAYK >tr!C1ECS2_MICSR-Predicted-protein-[MICPUN_84871]-[Micromonas-sp.-(strain-RCC299-/--------
---VKLDILLnGDKVDALSAIVHRDKAYEwGKKLcEKLKELIPRQQfEIAVQAAIGtKVIARESVKALR >tr!E4TSD5_MARTH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---AKVDILVnGEPVDALSIIVHRDKAQtVGRQLAERLKQLIPRQmfEIPIQAAIGSnVIARESVRAmR >tr!F0DKW6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLHGEtVDAfSAIVHKDKAYAYGVRmtERLRELIPRQQfEVPIQAAIGSRVIARESVRAmR >tr!C7Q5D1_CATAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmnILVnnEPVDALSmIVHRSQAEARGRALcERLKDLIPRHLfKIPIQAAIGAKVIAREtIAALR >tr!F3Y4J2_9FLAO-Elongation-factor-4-2-(EC-3.6.5.n1)-(EF-4-2)-(Ribosomal------------------
--LVKVSILVnGDPVDALSmIVHRDQAEGKGRAIcIRLKDLVPRQmfKVALQAAIGGKVIAREtIAALR >tr!D5BT68_PUNMI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnnEPVDALSmIVHRGSAESRGRGmcERLKDLIPRHLfKIPIQAAIGGKVIAREtIAAmR >tr!D4Z6A0_SPHJU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnnEPVDALSmIVHRGtAESRGRGmcERLKDLIPRHLfKIPIQAAIGGKVIAREtIAAmR >tr!F6ET26_SPHCR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILLnGEPVDALSfItHKERAYQRGRQVAEKmKELIPKQmfEIAIQAAIGnKIIAREtIGA >tr!E6EHN0_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDVmVnGEQVDALSfIVHQDKAYtRARLLVEKLKEVIPRQmfEVALQAAIGSRIIAREtIGAmR >tr!B6ARJ8_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LEKVDVLVSGERVDALSfIVHKDRAYSRGRLLVEKLKEVIPRQmfEVAIQAAIGSRIIAREtIGAmR >tr!C6I0S2_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnAEPVDALSmLVHRtRAESRGRAmcEKLKDLIPRHLfQIPVQAAIGGKIIAREtIKA >tr!B1M5P4_METRJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKmDfLLnGQPVEELAVIVHKDKAYSSGKAIcERLSnSIPRQmfEIAVQAAIGSKIIAREtIKAfR >tr!E7FFK6_DANRE-GUF1-GTPase-homolog-(S.-cerevisiae)-[guf1]-[Danio-rerio-(Zebrafish)------
--LIKmnILLnGQPVEELItIVHRGRAYSAGKAmcERLKDSIPRQmfEVAVQAAIGSKVIAREtIKAfR >tr!G3Q4C3_GASAC-Uncharacterized-protein-[GUF1]-[Gasterosteus-aculeatus-------------------
--LVKVDILLnGDKIDAfSIItHKDSAYEKSRDLtKRLKDAIPRQnfEVPVQAtIGGKIIAREtIKAfR >sp!A5IYS0!LEPA_MYCAP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDILLnSDKIDAfSIItHKDRAYPAARELcEKLKnAIPRQnfEVPVQAtIGGKIIAREtIKAfR >tr!D7WQK6_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILVSGKPVDAfSfIAHRDGAYSRGRAIcEKLREVIPRQQfEIPIQAALGSKVIAREtIKAfR >tr!E5BYP2_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDLIDAfSIIVHRDRAYnRGRALADKLKDLIPRQmfEVPIQAVIGnKVIAREtIKAIR >sp!Q5ZUD2!LEPA_LEGPH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKVDVLInAnSVDALSALIHADnAYnIGKKmcEKLRELIPRQQfDIPIQAAIGAKIIAREtIKALR >tr!F9YVJ7_CAPCC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LcKVDILInGEIVDALSfIVHKDKAYARARLLVEKLRDVIPRQLfEIPIQAAIGGRIIAREtIKALR >tr!D9S2N8_THEOJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIRmDILLnAEQLDALSALVHRSnAYDLGKRIcVKLKELIPRQQfEIPIQAAIGAKIIAREtIKALR >tr!F2KL08_PSEBN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKLDVLLnAQtVDALSALIHEDnAYnIGKKmtEKLRELIPRQQfDIPIQAAIGAKIIAREtIKALR >sp!A5FLU8!LEPA_FLAJ1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnAtSVDALSALIHESnAYHIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtIKALR >sp!A6H1S4!LEPA_FLAPJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEIVDALSfIVHEDKAYARGRRLtEKLKEnIPRQmfEVPVQAAIGGKIIAREtIKALR >tr!E6UL64_RUMA7-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLLnGEIVDALSfIVHEEKAYARGRRLtEKLKEnIPRQLfEVPVQAAIGGKIIAREtIKALR >tr!E9S9N3_RUMAL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLGILVnAEAVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >tr!G0GXF2_RICH0-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLGILVnAEAVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASmGSRIIAREtIKALR >tr!A9W236_METEP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLGILVnAEtVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >tr!G4KMK3_RICJA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLGILVnAEVVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >tr!A5TWG8_FUSNP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLGILVnGEEVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >sp!Q9PQG7!LEPA_UREPA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLGILVnGEVIDALStIVHRSRAEQRGKVLcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >sp!A8GMT1!LEPA_RICAH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLGILVnGKAVDALStIVHRSRAEQtGRALcVRLKDLIPIQQIDIVIQASIGSRIIAREtIKALR >sp!A8EY28!LEPA_RICCK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLGILVnSEVVDALStIVHRSRAEQRGRALcVRLKDLIPRQQIDIAIQASIGSRIIAREtIKALR >tr!B7P8B4_IXOSC-GTP-binding-protein-lepa,-putative-[IscW_ISCW016732]-[Ixodes-------------
--LVKmDILInGDmVDALSSLIHDSnAYHIGKKmcEKLRELIPRQQfDIAVQAALGtKVIAREtIKALR >tr!D7VUP1_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInGDmVDALSSLIHDSnAYYIGKRmcEKLRELIPRQQfDIAVQAALGAKVIAREtIKALR >tr!C6X3F6_FLAB3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInGDmVDALSSLIHQDnAYGIGKKmcEKLRELIPRQQfDIAVQAALGtKVIAREtIKALR >sp!B0KA85!LEPA_THEP3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmSILVnGEPVDALSmLVHRtRAEfRGRAmcEKLKDLIPQHLfnIPIQAAIGAKVIAREtIKALR >tr!A8IJ66_AZOC5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDRVDAfSAIVHRDGAYAYGQRmtKRLKELIPRQQfEIPVQAAVGSRVIAREtIKALR >tr!E6KQP8_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILVSGnPVDAfSfIAHKDnAYYRGRAIVEKLKDVIPRQQfEIPLQAALGtKIIAREtIKALR >tr!C7NAB5_LEPBD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILVSGnPVDAfSfIAHKDnAYYRGRAIVEKLKEVIPRQQfEIPLQAALGtKIIAREtIKALR >tr!D3MK73_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVmInGEIVDALSALIHIDnAYtIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtIKALR >tr!F0P257_WEEVC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVnLRILVnGEVVDALStIVHRSRAEQRGRALcIRLKDLIPRQQIDIAIQASVGSRIIAREtIKALR >sp!Q9ZDQ1!LEPA_RICPR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDILInGEPVDALStIVHRSKAYEVGRKLtQKLRELIPRQLfDVAIQAAIGSRVIAREtIKALR >tr!D0MD14_RHOM4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLLnAQPVDALSALIHESnAYYIGKKmcEKLKELIPRQQfDIPIQAAIGAKVIAREtIKALR >tr!A3J2H2_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQPVDALSALIHADnAYDIGKKItEKLRQLIPRQQfDIPIQAAIGAKIIAREtIKALR >tr!G6AEZ6_9BACT-GTP-binding-protein-lepA-[HMPREF9138_00673]-[Prevotella-histicola--------
--mVKLDILVnKQQIDALSfIVHADSAYERGKKmcEKLKnEIPRQLfEIPIQAAIGGHIVAREtIKALR >tr!F5T7K8_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
-DVVKmDLLInGDKVDALSVIVHRSnAtSRGREVASRmRELIPRQmfDVAVQAAIGSnIIAREtIKALR >tr!F3JYV8_PSESZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--------------------
---RKmDILLnGEVVDALSVIVHHDfAYSRGKAIVEKLKtLIPRQmfEIPVQAALGGKIIAREtIKAmR >tr!B2TLZ3_CLOBB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LQKmDILLnGEVVDALSLIVHKDfAYSRGKtIcEtLKSfIPKQmfEIPIQAALGKKIIAREtIKAmR >sp!B1V9C5!LEPA_PHYAS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnAEIVDALSmIVPEERAYARGRAIAEKLKEIIPRQmfEIPIQAAVGSKVIAREtIKAmR >tr!D4CV77_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnEEKIDALSAIVHRDKAYELGKKLcAKLKELLPKQmfEIPIQAAIGtKVIAREtIKAmR >sp!B3ESU2!LEPA_AMOA5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDILLnGnKVDALSSImHRDfAADRSRKIcLKLKDHIPKHQfEVPIQAAIGGKIIAREtIKAmR >tr!G4EMW6_MYCIO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPLDALScIVHKDRAYSRGRALVEKLRSLIPRHmfEIPVQAAIGnRVIAREtIKAQR >tr!F6B8G6_DESCC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLtILIDEKPAEPLStIVHRDSAHEVGRKLAKKLKDVIPRQLYEVPVQASIGSRIVAREtIKAQR >tr!Q2S5I1_SALRD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEPLDALScIIHKEKAYARGRGLVEKLRSLIPRHmfEIPVQAAIGnKIIAREtIKAQR >tr!F6DM65_DESRL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGEPVDALtcIVHRDKAYHRGRQLVEKLRGLIPRQLfDVPVQAAIGSRVIAREtIKARR >tr!F8G7H8_FRAST-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEPVDALSSLtHfDnAQtLGRKmcEKLKELIPRQQfDVAVQAAIGAKIIAREtIKAVR >tr!D7JDT1_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGESVDALSALIHfDnAYGfGRRIcEKLKELIPRQQfDIAVQAAIGAKVIAREtIKAVR >tr!F9Z387_ODOSD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHVDnSVtfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >sp!Q4KHT3!LEPA_PSEF5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LAKLDILLnGESVDALStLtHVDnAVtfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!F5IXY7_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKIDImLnGnKVDALSIIAHRDfAYGKSKIIcEKLKEVIPKHQfEIPIQASIGSKIIAREtIKAVR >tr!C0AFR4_UREUR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKIDImLnGnKVDALSIIAHRDfAYGKSKIIcERLKEVIPKHQfEIPIQASIGSKIIAREtIKAVR >tr!A8RYW6_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPIDALStLtYIDnAVnfGRRmcEKLKELIPRQQfDIAIQASIGtKIIAREtIKAVR >tr!B6YS24_AZOPC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHIDnSVSfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!C3JBG4_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHmDnSVAfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!B1QX18_CLOBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHVDnAYDLGRRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR >tr!F0R0V6_BACSH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHVDnSVtfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!B7BCF4_9PORP-Putative-uncharacterized-protein-[PRABACTJOHN_02722]---------------------
--LVKLDILLnGESVDALStLtHfDnAYDLGRRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR >tr!C6I958_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGESVDALStLtHfDnAYDmGRRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR >sp!Q64T74!LEPA_BACFR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGESVDALStLtHVDnAVnfGRRmcEKLRELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!F8X4F3_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGESVDALStLtHVDnAYDmGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR >tr!F3ZPT0_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDImLnGEPVDALStLIHfDnAYDmGRRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR >sp!Q8AA33!LEPA_BACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
----KLDILLnGDLIDALSIIVHKSnAASRGRVLALRLKDIIPRQQfEVPIQAAVGSKIIAREtIKAYK >tr!C9LL74_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---IKLDILLnGQKVDALSIIVHKDfAYKKGRELtEKLKEtIPRHSfEVPVQAVIGSKVIAREtIKAYR >tr!E0TK98_MYCHH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDILVSGKPVDAfSfIAHnDnAfHRGKAIcQKLSEVIPRQQfEIPIQAALGSKIIAREtIKAYR >sp!Q8RFD1!LEPA_FUSNN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKVDILVSGKPVDAfSfIAHnDnAfHRGKAIcQKLSEVIPRQQfEIPIQAtLGSKIIAREtIKAYR >tr!Q7P657_FUSNV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



---VKVDILVSGKPVDAfSfIAHnDnAfYRGKAIcQKLSEVIPRQQfEIPIQAALGSKIIAREtIKAYR >tr!G6C577_9FUSO-Putative-uncharacterized-protein-[HMPREF9093_01723]-[Fusobacterium-------
---VRLDIHLnGRPVEELcRIVHAtKAtGIARQmVHKLKDLIPRQmVQIAIQAcVGSKVLAREtIKAYR >tr!B4NCH5_DROWI-GK25080-[GK25080]-[Drosophila-willistoni-(Fruit-fly)]--------------------
--LIKmDILLnGKPVEELAtIVQRDRAYStGKSmcERLKDAIPRQmfEIAIQAAIGSKIIAREtIKAYR >tr!Q4TCA6_TETNG-Chromosome-1-SCAF7036,-whole-genome-shotgun-sequence.-(Fragment)---------
--LIKVDVLLnGEKIDALAIIVHKDfAYSRGRDLtVKLKEVIPRQnfEIPVQAAIGAKVIAREtIKAYR >sp!Q6KHP1!LEPA_MYCMO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGQKIDALSmIVHKDfAYPKARDLtQRLKnIIPRHSfEVPVQAVIGSKVIAREtIKAYR >tr!D5AWJ8_RICPP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDKIDAfSIItHKDSAYSKARDLtQKLKEAIPRQnfEVPVQAtIGSKIIAREtIKAYR >sp!Q8GCP5!LEPA_MYCFE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDILLnGDKIDAfSIItQKDSAYPRARELcEKLKAEIPRQnfEVPVQAVIGSKIIAREtIKAYR >tr!F9UJY2_9MOLU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDKVDAfSIISHKDnAYASGRELcEKLKEAIPRQnfEIPVQAtIGGKIIAREtIKAYR >tr!F9QEM8_9MOLU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGEKIDALAmIVHRDSAYnKSRALtEKLKEVVPRQnfEIPVQAAIGAKIIAREtIKAYR >tr!E8T0E8_GEOS2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGEKVDAfSIIAHKDKAYEHARELcIKLKDEIPRQnfEIPVQAtIGGKIIAREtIKAYR >sp!Q4A5S3!LEPA_MYCS5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDILVSGKPVDAfSfIAHKDGAYSRGRAIcEKLKEVIPRQQfEIPIQAALGAKVIAREtIKAYR >tr!C3WB59_FUSMR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRmEILLnGnPVEELGSIVHKDKAAAVGRVVcERLKDSLPRQLfEIAIQAAVGSKIIAREtIKAYR >tr!F7CM81_ORNAN-Uncharacterized-protein-(Fragment)-[100085632]-[Ornithorhynchus----------
---AKLDILLnGEPVDALSALtHQDnAVtIGRKmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtIKcVR >tr!G6B229_9BACT-GTP-binding-protein-LepA-[HMPREF0673_02960]-[Prevotella-stercorea--------
--LAKLDILLnGEPVDALStLtHQDnAVtLGRKmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtIKcVR >tr!D3IAZ4_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHQDnAVtLGRKmcEKLKDLIPRQQfDIAIQAAIGGKIVAREtIKcVR >tr!D1VX24_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHVDnSVtfGQRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKPVR >sp!B0BWV5!LEPA_RICRO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGEPVDALStLtHVDnSVtfGRRmcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKPVR >tr!Q55ME0_CRYNB-Putative-uncharacterized-protein-[CNBI0720]-[Cryptococcus----------------
---VKVDILVSGKAVDAfSfIAHSDSAYtRGRAIcEKLKDVIPRQQfEIPIQAALSSKIIAREtIKPYR >tr!E5BLL2_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDILVSGKPVDAfSfIAHnDSAYtRGRAIcEKLKDVIPRQQfEIPIQAALSSKIIAREtIKPYR >tr!E6LK47_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHEtnAVtfGRRIcEKLKDLIPRQQfDIAIQAAIGAKIIAREtIKQVR >tr!D1XXV9_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGEKIDALAmIVHRDfAYnKSRDLtEKLKEVIPRQnfEIPVQAAIGAKIIAREtIKSYR >sp!B3PLU0!LEPA_MYCA5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILVnnEVVDALSLItHRDQAYQRGRALVERLRQLIPRQLfDVPIQAAIGSRVIAREtIPALR >sp!Q2RKX8!LEPA_MOOTA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDILInGDVVDSLStIVHRDKAfYVGRSLVAKLRELIPRHQfEVPIQAAIGSKVIAREtIPALR >sp!Q2JQ51!LEPA_SYNJB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDILInGDVVDSLStIVHRDKAfYVGRSLVAKLRELIPRHQfEVPIQAAIGSRVIAREtIPALR >tr!A3ESM4_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnAEPVDALSmLVHRtRAESRGRAmcEKLKDLIPRHLfQIPVQAAIGGKIIAREtIRA >sp!B0UFE0!LEPA_METS4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmSILVnSEPVDALSmLVHRtRAESRGRAmcEKLKDLIPRHLfQIPVQAAIGGKIIAREtIRA >sp!B8IMT0!LEPA_METNO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDVLVAGELVDALSVIVHRDKAYARGRALVERLKELIPRQLfEVPIQAAVGSRVIAREtIRA >tr!F0IFG7_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLVAGEPVDALSVIVHRDKAYARGRALVERLKELIPRQLfEVPIQAAVGSRVIAREtIRA >tr!E8UH82_MYCFM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILVSGnPVDAfSfISHADHASSRGRAIcEKLKEIIPRQQfEIPIQAALGAKIIAREtIRAfR >tr!E3IRM7_DESVR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLQGEtVDAfSAIVHKDKAYAYGVmmAtKLKDLIPRQQfEVPIQAAIGSRIIAREtIRAIR >tr!F4H3E0_CELFA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDILInQQPVEALSmILHRDLAASQGRALVERLRGIIPRQLfEVPIQAAIGSRIIAREtIRALR >tr!B3T1M5_9ZZZZ-Putative-GTP-binding-protein-LepA-C-terminal-domain----------------------
---VKVDILLnGDKVDAfSAIVHRDSAYSYGVmmtKRLKDLIPRQQfEVPVQAAIGtRVIAREtIRALR >tr!F9PJN0_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKLSILVnGnPVDALStIVHRSKAEfRGRELcKRLKDLIPAHLfQIAIQAAIGSRIIAREtIRALR >sp!B3CRQ1!LEPA_ORITI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILVnGQPVDALSLIVHRDfAYQRGRDLVERLRQLIPRQmfEVPIQAAIGSKIIAREtIRALR >tr!B8G6I7_CHLAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnGQPVDALSLIVHRDfAYQRGRDLVERLRQLIPRQmfEVPIQAAIGSKVIAREtIRALR >tr!B9LBP0_CHLSY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInGERVDALSVIVHRDQAYHRGKALAEKLKELIPRQmfEIPIQAAIGHKIIAREtIRALR >tr!G2MR57_9THEO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInQEVVDAfSLIVHQDKAYERGRKIcERLtEAIPRHQfAVPIQAAIGSKIIAREtIRALR >tr!F9MS26_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInSELVDAfSmIVHKDtAYARGRRIcEKLtDVIPRHQfAIPIQAAIGAKIIAREtIRALR >tr!E4KTM0_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnAEPVDALSmLVHRtRAEYRGRAmcEKLKDLIPQHLfQIPIQAAIGAKIIAREtIRALR >tr!E8QAW8_STRED-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDKVDAfSAIVHKDSAYSYGVmLtKRLKELIPRQQfEVPVQAAVGSRIIAREtIRALR >tr!C0W2Y9_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDKVDAfSAIVHRDSAYSYGVmmtKRLKDLIPRQQfEVPVQAAIGtRVIAREtIRALR >tr!E7NCA7_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGERVDAfSAVVHRDAAYSYGVmmAKRLKDLIPRQQfEVPVQAAVGARIIAREtIRALR >tr!F9EGB5_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILVSGnVVDAfSfIAHKDHAfnRGRSIVERLKEVIPRQQfEIPLQAALGSKIIAREtIRALR >tr!D4HD61_PROAS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEAVDALSfIVHKDKAYERGRIVcEKLKEIIPRQLfEVPIQAAIGSRVIAREtIRAmR >tr!C8WY50_ALIAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEVVDALSfIVHKDKAYERGRIVcEKLKEIIPRQLfEVPIQAAIGSRVIAREtIRAmR >tr!F8IF57_ALIAT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnGQPVDALSLIVHRDfAYAQGRALVERLRKLIPRQmfEVPIQAAIGSKVIAREtIRAmR >tr!A7NJP1_ROSCS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnGQPVDALSLIVHRDSAYAQGRALVERLRKLIPRQmfEVPIQAAIGSKVIAREtIRAmR >tr!A5USY2_ROSS1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLQGEQVDAfSAIVHKDKAYAYGVQmtAKLKDLIPRQQfEVPIQAAIGSRIIAREtIRAmR >tr!D7AI47_GEOSK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRmDILInGEPVDALSSIVHRDRAYQRGRALcERLKELIPRQLfEVPIQASIGnRVIAREtIRAmR >tr!D5WXM9_BACT2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEtVDALSfIVHRDKAYHRGRQLVEKLRQLIPRQmfEVPVQAAIGnKVVAREtIRAQR >tr!F5SE42_9BACL-GTP-binding-protein-LepA-[lepA]-[Desmospora-sp.-8437]--------------------
---AKmEILLnGtPVDALttVVHEEKARItGKQVcQKLKEAIPRQLYEVAIQAtIRGKVVAREtIRAVR >sp!B3RXR7!GUF1_TRIAD-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKVDILLnGDPVDALSSIVHRDKSYSYGVAmAAKLKELIPRQQfEVPIQAAIGARVIAREtIRAVR >tr!G4D038_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDPVDALSSIVHRDKSYSYGVAmAAKLKELIPRQQfEVPVQAAIGARVIAREtIRAVR >tr!D7M1G6_ARALL-Putative-uncharacterized-protein-[ARALYDRAFT_487706]-[Arabidopsis--------
--LVKVDILLnGDPVDALSSIVHREKSYSYGVAmAAKLKELIPRQQfEVPIQAAIGARVIAREtIRAVR >tr!F3P011_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDILLnGDPVDALSSIVHRnKSYSYGVAmAAKLKELIPRQQfEVPIQAAIGARVIAREtIRAVR >tr!F9NTW6_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKLDVLLnGQVInELStIVHKDKAYPVGKtLASKLKDVIPRQLYEVVIQAALGnKVIAREtIRAYK >tr!C3XWB6_BRAFL-Putative-uncharacterized-protein-[BRAFLDRAFT_117127]-[Branchiostoma------
---VRLDILLnGEAVDALAVIVHKDKSYAYGRALALKLKRtIPRQmfEVAIQAAIGQKVIAREtISALR >tr!G1V2S7_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnGEQVDALSQLtHRtKARERGLKAcERLKEEIPRQmfKIAIQAAIGGnIIAREtISALR >tr!E8RDF7_DESPD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLEIKLnGEnVDALSALVHRSKAESfGRKIctRLKELLPRQQfLIAIQAAVGAKIIAREtISALR >tr!F4KZL9_HALH1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnSEVVDALSfIVHKDtAYARGKVIcEKLKELIPRQQfEVPIQAtIGHKVVAREtISALR >tr!C0ZB42_BREBN-GTP-binding-protein-LepA-[lepA]-[Brevibacillus-brevis-(strain-47-/-------
--LVKVSILVnGDPVDALAmIVHREQAEYRGRAIcARLKDLIPRQmfKIALQAAIGGKVIAREtISALR >tr!G5ZXG5_9PROT-GTP-binding-protein-LepA-[HIMB100_00007140]-[SAR-116-cluster-alpha-------
---VRLDILInGEAVDALAVIVHRDKAYHYGRALALKLKRtIPRQLfEVAIQAAIGQKVIAREtISAmR >tr!A8SE73_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--IAKmDILLnGDKVDALSALIHRGRAQDfGRKLcEKLKELLPRQQfmIAIQAAIGAKILAREtISAmR >tr!C7PDZ4_CHIPD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--IVRmDVLVnGSVVDALAtLVHRSKAQRHGRDLVARLKEALPRQLYEVALQAALGSKVIAREtISAmR >sp!A4S3R2!GUF1_OSTLU-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LARLDILInGEPVDALSVIVHRDRAYLRGREVcQKLKEVIPKQmYEVAIQAAIGAKVIAREtISAmR >tr!E3FMN4_STIAD-Elongation-factor-4-1-(EC-3.6.5.n1)-(EF-4-1)-(Ribosomal------------------
--LVKLDILLnGQPVDAmAtIVHnLKAQRVGRELVDKLKKfIDRQmfEItIQAAIGSKVVAREtISAmR >sp!B9RUN8!GUF1_RICCO-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKLDILLnGQPVDAmAtIVHnLKAQRVGRELVEKLKKfIDRQmfEIVIQAAIGSKIIAREtISAmR >tr!F6H5P1_VITVI-Putative-uncharacterized-protein-[VIT_14s0108g00130]-[Vitis--------------
--LVKLDIVLnGQSVDAmAtIVHKLKAQRIGRELVEKLKKfIDRQmfEItIQAAIGAKVfAREtISAmR >tr!B9IJU6_POPTR-Predicted-protein-(Fragment)-[POPTRDRAFT_258992]-[Populus----------------
--LVKLDVLLnGEPVDALSSIVHRSKSYEwGRKLcSKLKGIIPRQmYEVAIQAAIGSRVIAREtISAmR >sp!B3QPU3!LEPA_CHLP8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGESVDALStIVHRSKAYEwGRRLcQKLKSIIPRQmYEVAIQAAIGSRVIAREtISAmR >sp!A9N944!LEPA_COXBR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEtVDALSSIVHRSKAYDwGRKLcLKLKGIIPRQmYEVAIQAAIGnRVIAREtISAmR >tr!B3QXN4_CHLT3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEIVDALSfIVHtDtAYPRGKVIcEKLRKLIPRQQfEVPIQAAIGQKIVAREtISAmR >tr!F7U082_BRELA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmSILVnAEPVDALStIVHRSQAEHRGRLLcERLKELIPRQLfKIAVQAAIGSRVIAREtISAmR >tr!G5GWI5_FUSNP-GTP-binding-protein-LepA-[HMPREF9369_01381]-[Fusobacterium---------------
--LcRLDILVnQEQVDAfSSIVHVDKAEGRGRALcSRLKEILPRQmfKIAIQAAIGGKVVAREtISAYR >tr!D5EPP9_CORAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--ISKLtILInSEPVDALScIIHKSKVESRGREIcERLKDLIPRQQYKVAIQAAVGAKIVAREtISPYR >sp!Q5PAX8!LEPA_ANAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--VSKLtfLInSELVDALAcIIHKSKIESRGREIcERLKDLIPRQQYKIAIQAAVGSKIVAREtISPYR >sp!Q2GJV7!LEPA_ANAPZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VRmDILLnGQLVDELctVVHISKAQSHAKELVLKLKELIPRQmVQIAIQAVVGGKVVAREtLKAYR >sp!Q0IFX5!GUF1_AEDAE-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
---VRmDVLLnGtLVDELctVVHISKAQSHARELVLKLKELIPRQmVQIAIQAtVGGKVVAREtLKAYR >sp!B8AI54!GUFP_ORYSI-Translation-factor-GUF1-homolog,-chloroplastic-precursor-(EC--------
--LIKmDILInGnPIEELAtIIHnDKAYAtGKfLcERLKDtIPRQLfEIAIQAAIGKKIIAREtLKAYR >tr!G1NHQ6_MELGA-Uncharacterized-protein-(Fragment)-[GUF1]-[Meleagris-gallopavo-----------
--LIKmDILInGnPVEELStIIHnDKAYAtGKYLcERLKDAIPRQLfEIAIQAAIGKKIIAREtLKAYR >tr!F1NX95_CHICK-Uncharacterized-protein-(Fragment)-[Gga.39342]-[Gallus-gallus------------
---VKLDILLnGKmVQELStIVHAEKAHQtGKKIcVKLLEIIPQQLfEIAIQAAVGSKVIAREtLKPYK >tr!G7V117_LACRH-GTP-binding-protein-LepA-[lepA]-[Lactobacillus-rhamnosus-ATCC-8530]------
--IVKLDILLnGKLVEELStIVHEtKAYKtGKKLcAKLLEtIPRQLfEIAIQAAIKnKVIAREtLKPYK >tr!B3JGT2_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLnILLnGKmVEELctIVHRtKAtQIGKKLcIKLLDtIPRQLfEIAIQAAIGSKIIAREtLKPYK >tr!G3Q4C0_GASAC-Uncharacterized-protein-(Fragment)-[GUF1]-[Gasterosteus-aculeatus--------
--IVKLnILLnGKLVEELctIVHRKKASQIGKnLcIKLLDtIPRQLfEIAIQAtIGSKVIAREtLKPYR >tr!E9JD47_SOLIN-Putative-uncharacterized-protein-(Fragment)-[SINV_02352]-----------------
--LVKLDILLnGQPVDALASIcHRSKAHYVGRELcEKLKKVLDRQmfEVAIQAAIGAKVVAREtLPALR >sp!A9S3D3!GUF1_PHYPA-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
---VKmQVLVnDEPVDALStmVHRDRAEARGRAmcEKLKDLIPRHmfKIPIQAAIGGKVIAREtLSALR >sp!B1ZC10!LEPA_METPB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmSILVnDEPVDALStmVHRDRAEARGRAmcEKLKDLIPRHmfKIPIQAAIGGKVIAREtLSALR >sp!Q5LUS0!LEPA_SILPO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmSVLVnDEPVDALStmVHRDRAEmRGRAmcEKLKDLIPRHmfKIPIQAAIGGKVIAREtLSALR >tr!B9NPG9_9RHOB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmSVLVnDEPVDALStmVHRDRAEQRGRAmcEKLKDLIPRHmfKIPIQAAIGGKVIAREtLSALR >sp!Q1GIV5!LEPA_SILST-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGELVDALSfIVHEEKAVGRGRAItKKLKESIPRQmfEIPIQAAIGnKIIAREtLSALR >tr!E3GFW8_EUBLK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--mVKLDVmLnGDRVDALSAIVHRSKSYEwGKKLcEKLRELIPRQQfEIAIQAAIGQKIIAREtLSALR >tr!D2QIF4_SPILD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGQPVDAmAtIIHnQKAQKVGRELVDKLKKfIERQmfEItIQAAIGSKIIAREtLSAmR >tr!D7SWK1_VITVI-Putative-uncharacterized-protein-[VIT_07s0031g03050]-[Vitis--------------
--LVKmDILLnGQPVDAmAtIIHnQKAQKVGRELVDKLKKfIERQmfEItIQAAIGSKVIAREtLSAmR >tr!B4ARZ9_FRANO-GTP-binding-protein-LepA-[lepA]-[Francisella-novicida-FTE]---------------
--LVKmDILLnGQPVDAmAtIVHnQKAQRVGKELVEKLKKfIERQmfEItIQAAIGSKVIAREtLSAmR >sp!C5Z3W1!GUF1_SORBI-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVKmDILLnGQPVDAmAtIVHnQKAQRVGRELVDKLKKfIERQmfEItIQAAVGSKVIAREtLSAmR >sp!Q5VQ69!GUF1_ORYSJ-Translation-factor-GUF1-homolog,-mitochondrial-precursor-(EC--------
--LVRVDILLnGDtVDALSALLHADnAYtIGKKIVEKLKtLIPRQQfDIPIQAAIGAKIIAREttKALR >tr!A7LWQ3_BACOV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDLLLnGtPVDALSALLHADnAYSIGKRIVEKLKELLPRQQfDIPIQAAIGAKIIAREttKALR >tr!A4BY39_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGELVDALSmIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtV >tr!D9ZYU2_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter-----------
---VKLDILInGELVDALSmIVHKDKVYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtV >tr!D9ZYU0_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter-----------
--LVKmDILInKEQVDALSfIIHEtRAfVRGKAmcEKLKDEIPRHQfPVPIQAAVGnKIIAREtVAAYR >tr!D4MXW6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGELVDALSmIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtVKA >tr!E5UYX0_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLVSGEQVDALSLIIHRDnAYARGRALVEKmKELIPRQLfEVPIQAAIGnRVIAREtVKA >tr!G2LF38_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGEPVDALSVIVHRERAYHRGRELcQKLREVIPKQmYEVAIQAAIGAKIIAREtVKAfR >sp!A7HCF3!LEPA_ANADF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILInGEPVDALSVIVHRERAYQRGRDLcQRLREVIPKQmYEVAIQAAIGAKVIAREtVKAfR >sp!B4UDQ7!LEPA_ANASK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDImLnGEIVDALSfIVHREKSVARGRRmAEKLKESIPRQmfEIPIQAcIGGKIIAREtVKAfR >sp!B8I3E6!LEPA_CLOCE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDImLnGEVVDALSfIVHADKAYARGRRmtEKLKEnIPRHmfEIPVQAcIGGKIIAREtVKAfR >tr!D3R1J1_CLOB3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDImLnSEVVDALSfIVHREKSVtRGRRmAEKLKESIPRQmfEIPIQAcIGGKIVAREtVKAfR >tr!F3A2I6_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDVLLnGDPVDALSAIVHRDKAYEwGKKLcEKLKELLPRQQfEIAIQAAIGAKVIAREtVKAIR >tr!E4RVI9_LEAB4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLSGKPIDALSfIVHKDKAYDRGRVLAEKLKGIIPRQmfEVPIQAAIGGRVLAREtVKAKR >tr!F7V1F2_EEGSY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLSGKPIDALSfIVHKDKAYDRGRVLtEKLKEIIPRQmfEVPIQAAIGGRVLAREtVKAKR >tr!C8WHM9_EGGLE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



---VKLDILInGDLVDALSmIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtVKALR >tr!D9TP81_THETC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGELVDALSmIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtVKALR >tr!C9KWD8_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGELVDALSmIVHKDKVYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtVKALR >tr!B6J4K1_COXB1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInLELVDALSmIVHKDKAYEKARKIVEKSKEnIPRHLfEIPIQAAIGSKIIAREtVKALR >tr!D9ZZ51_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter-----------
---VKLDImIKGEVVDALSfIVHRDKAYQRARKIVEKLKEEIPRHLfEIPIQAcIGSKVIAREtVKALR >sp!A4XKA0!LEPA_CALS8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmDVLInGEKLDALSwIVHRDfAERRGRELVGRLKELIPRQmfEVAIQAAIGAKIIAREtVKALR >tr!F9ZRF2_ACICS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDVLLnGntVDALSALLHKDnAYDIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR >tr!A3XRE9_LEEBM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRLDVmLnGEPVDALSAIVHRDKAYEwGKRLcEKLKELVPRQmfEIAIQAAIGtKVIAREtVKALR >tr!G0J1D3_CYCMS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRLDVmLnGEPVDALSAVVHRDKAYEwGKRLcEKLKELVPRQmfEIAIQAAIGQKIIAREtVKALR >tr!B7DNC8_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LLKLDILVnKEQVDALSfIVfADSAYDRGRKmcEKLKGEIPRQLfDIPIQAAVGSKVIAREtVKALR >tr!E4MIZ7_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDIILnSEVVDALSmIVPKDRAYAKGRtmAEKLKEIIPRQLfEIPIQAAVGSKIIAREtVKALR >sp!Q97JJ6!LEPA_CLOAB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILInDQSVDALSLIVHRDnAYARGRGIVEKLKDEIPRQQfAVPIQAAIGGKIIAREtVKALR >tr!C4YUZ3_9RICK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInEQnVDALSLIVHRDnAYARGRGIVEKLKDEIPRQQfAVPIQAAIGGKIIAREtVKALR >tr!C2HBG1_ENTFC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGDKVDALALVVHRSQSQYRGRQLVARLKDLIPRQmfEVALQAAIGnHIIAREtVKALR >tr!A8PN34_9COXI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGEIVDALSmIVHKDKAYERARKmtERLKEnIPRHLfEIPIQAAIGSKIIAREtVKALR >tr!F6BH01_THEXL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGEVVDALSmIVHKDKAYEKGRKIVEKLKEnIPRHLfEIPIQAAIGSRIIAREtVKALR >tr!B7R963_9THEO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVfEDSAAERGRKmcEKLKEEIPRQLfEIPIQAAIGSKVIAREtVKALR >tr!B7AQ05_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEmVDALSfIVfKESAYERGRKmcEKLKGEIPRHLfEIPIQAAVGGKIIAREtVKALR >sp!C4Z9E3!LEPA_EUBR3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILInKEQVDALSfIVfKDSAYDRGRKmcEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKALR >tr!G2T2A2_ROSHA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVGGEVVDALSSIVHKDRAYQRGRQLAEKLKELIPRHmfEIPIQAAIGnKIIAREtVKALR >tr!D5XAU0_THEPJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnGEVVDALSmIVHKDKAYEKGRKIVEKLKEnIPRHLfEIPIQAAIGSRIIAREtVKALR >sp!Q8RB72!LEPA_THETN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDImIKGEVVDALSfIVHKDKAYQRARRIVEKLKEEIPRHLfEIPIQAcIGSKVIAREtVKALR >sp!B9MJZ5!LEPA_ANATD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILIAGEPVDALSIIVHEDKAYYRGRQLVEKLRELIPRHLfEIPIQAAIGSRVIAREtVKALR >sp!Q3AF13!LEPA_CARHZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDLLLnGnSVDALSALLHADnAYDIGKRIcEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR >tr!Q1VRB5_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnAnIVDALSALLHVDnAYDIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR >tr!A9ZJI2_COXBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnGntVDALSALLHQDnAYDIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR >tr!C7TD04_LACRG-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLLnAQPVDALSALIHADnAHtIGKKmtEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR >tr!F6GFR3_LACS5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRmnILInGEAVDALSLIIHRDKAYYRGRDLVSKmKELIPRQmfEVVIQAAIGAKVIAREtVKALR >sp!P60789!LEPA_GEOSL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRmnImInGEVVDALSLIIHRDKAYYRGRDLVSKmKELIPRQmfEVAIQAAIGAKVIAREtVKALR >sp!Q39US7!LEPA_GEOMG-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--mVKLDILLnGEIVDALSfIVHKDKAYGRARQItEKLKEVIPRHLfEVPIQAAIGGKIIAREtVKALR >tr!F4LSH2_TEPAE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---AKmDIVLnGEQVDALSfIVHKDRAYHRGRAIcEKLRELIPRQmfEVPIQASVGtKVVAREtVKAmR >tr!E5YU74_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---IKLDImLnGEKVDALSAIVHRDKAYDwGKRLcEKLKDLIPmQmfEIAVQAAIGQKIIAREtVKAmR >sp!Q11UD0!LEPA_CYTH3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDILInKEEVDALSfIIHADtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGSKIIAREtVKAmR >tr!F7KN96_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInKEEVDALSfIVHEDtAYERGRKmctKLKEEIPRHmfEVPIQAAIGSKVIAREtVKAmR >tr!F7YZ31_BACCO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEKVDALSAIVHRDKAYDwGKRLcEKLRELLPRQmfEIAIQAAIGAKIIAREtVKAmR >tr!A1ZJ08_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEVVDALSfVVHADKAYARARKIAEKLKDnIPRQLfEVPIQAAVGGKIIAREtVKAmR >tr!B0MPH0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDImLnGEVVDALSfIVHADKAYARGRRIAEKLKDVIPRQLfEVPIQAAVGGRIIAREtVKAmR >tr!E6U8T6_ETHHY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnAEQVDALSfIVHKDRAYHRGRAIcEKLRELIPRQmfEVPIQASVGtKVVAREtVKAmR >tr!D3E4Y9_GEOS4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEQVDALSfIVHKDRAYHRGRAIcEKLRELIPRQmfEVPIQASVGtKVVAREtVKAmR >tr!G4HE00_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEQVDALSfIVHRDRAYHRGRIIcEKLRELIPRQmfEVPIQASIGtKVIAREtVKAmR >tr!C7ITD2_THEET-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEQVDALSfIVHRDRAYHRGRIIcEKLRELIPRQmfEVPIQASVGtKVVAREtVKAmR >sp!Q2IIA6!LEPA_ANADE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmDILLnnEVVDALSVIVHRDRAYQRGKAVcEKLKDLIPRQmfEVPIQASIGSRVIAREtVKAmR >tr!G4EB24_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDImLnGEQVDALSfIVHRDRAYnRGRIIcEKLRELIPRQmfEVPIQAAIGQKIIAREtVKAmR >tr!D1YR41_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDImLnnEQVDALSIIVHRDRAYHRGRAIcEKmKELIPRQmfEVPIQASIGtKVIAREtVKAmR >tr!F3M622_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDImLnnEQVDALSVIVHRDRAYQRGRVIcQKmKELIPRQmfEVPVQASIGtKVIAREtVKAmR >tr!C6CTR7_PAESJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDfLLnGDPVDALSmIVfRDnAYAKGRRIcEKLRDnIPRnLfEIPVQAAIGGKIIAREtVKAmR >tr!E2ZFH7_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDfLLnGDPVDALSmIVfRDnAYAKGRRIcEKLRDnIPRtLfEIPVQAAIGGKIIAREtVKAmR >tr!C7H2W3_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIIHKDtAYERGRKmcEKLKDEIPRHLfEIPIQAAIGGKVIAREtVKAmR >tr!D9ZZB5_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter-----------
--LVKLDILInKEEVDALSfIIHQDtAYERGRKmcEKLKEEIPRHLfEIPIQAAIGnKVIAREtVKAmR >tr!D0TP94_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVfEGSAYERGRKmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!B9ZY03_UREUR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVfSGSAYERGRKmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!G4NXA9_BACPN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHADSAYERGRKmcEKLKEEIPRHLfEIPIQAAIGSKVIAREtVKAmR >tr!E0RI56_PAEP6-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHADSAYERGRKmcEKLKEEIPRHLfEIPIQAAVGSKVIAREtVKAmR >tr!F3B787_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHAEtAYERGRKmcSKLKEEIPRHLfEIPIQAAVGSKIIAREtVKAmR >tr!E5VSW0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHAEtAYERGRRmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!C0BVT8_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKLDILInKEEVDALSfIVHGESAYERGRRmcEKLKDEIPRHLfEIPIQAAVGSKVIAREtVKAmR >tr!A4EC61_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHGStAYERGRKmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!F0YXR0_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfIVHSGtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGSKVIAREtVKAmR >tr!G2RY08_BACME-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEQVDALSfIVfKDSAYDRGRRmcERLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmR >tr!C0FZB7_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEQVDALSfIVfKDSAYERGRKmcEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmR >tr!D6LGN9_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInREEVDALSfIVfKGSAYDRGRKIcEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmR >tr!F7V5V0_CLOSS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInREEVDALSfIVHRDSAYERGRRmcEKLKDEIPRHLfEIPIQAAVGGKIIAREtVKAmR >tr!F7KBI0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInREEVDALSfIVHSAtAYERGRKmcEKLKQEIPRQLfEIPIQAAIGSKIIAREtVKAmR >tr!F7JJK0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDIVDALSmIVPEERAYHKGRGIAEKLKEIIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!A1VFR1_DESVV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDIVDALSmIVPKERAYARGRGIAEKLKEIIPRQmfEVPIQASVGSKVIAREtVKAmR >tr!F0KCN9_CLOAE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDnVDALSmIVPEVKAYQRGRAIAEKLKEIIPRHmfEVPIQAAVGSKIIAREtVKAmR >sp!B5EB36!LEPA_GEOBB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGDtVDALSLIVHADSAYARGRDLAAKmREIIPRQmfEVAIQAAIGnKIIAREtVKAmR >tr!E6W3R4_DESIS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDVVDALSmIVPDERAYHKGRGIAEKLKEIIPRQmfEVPIQAAIGSKIIAREtVKAmR >tr!C4IDG6_CLOBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDVVDALSmIVPDERAYSKGRGIAEKLKEIIPRQmfEVPIQAAIGSKIIAREtVKAmR >tr!B2V2I1_CLOBA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDVVDALSmIVPEERAYHKGRGIAEKLKEIIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!A6LRM9_CLOB8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEIVDALSfIVHtDKAYPRARRIAEKLKEQIPRQLfEVPIQAAVGGKIIAREtVKAmR >tr!D4KA13_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEVVDALSmIVPEERAYERGRGIAERLKEIIPRQLfEIPIQAAIGGKIIAREtVKAmR >tr!D8GP16_CLOLD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnHEEVDALSfIVHAGtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGSKIIAREtVKAmR >tr!D9YA70_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVfAGSAYERGRKmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmR >tr!F3PAF1_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVHADtAYDRGRKmcEKLKEEIPRQLfEIPIQAAIGSKIIAREtVKAmR >tr!C0CK36_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVHAESAYDRGRRmcEKLKEEIPRQLfEIPIQAAVGGKIIAREtVKAmR >tr!D3ATC5_9CLOT-GTP-binding-protein-LepA-[CLOSTHATH_06884]-[Clostridium-hathewayi--------
--LVKLDILVnKEEVDALSfIVHALSAYDRGRRmcEKLKDEIPRQLfEIPIQAAIGGKIIAREtVKAmR >tr!D9R661_CLOSW-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDImLnGDVVDALSmIVPREKAYEKGRGIAEKLKEIIPRQmfEVPIQAAVGSKIIAREtVKAmR >tr!C1I2F2_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDmLLnGDIVDALSmIVPEERAYHKGRAIAEKLKEVIPRQmfEIPIQAAVGAKIIAREtVKAmR >tr!B1V754_CLOPE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDmLLnGDVVDALSmIVPEERAYnKGRAIAEKLKEVIPRQmfEIPIQAAVGAKIIAREtVKAmR >sp!A0Q1R8!LEPA_CLONN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDmLLnGDVVDALSmIVPEESAYnKGRAIAEKLKEVIPRQmfEIPIQAAVGAKIIAREtVKAmR >tr!F9ENE2_FUSNU-GTP-binding-protein-LepA-[lepA]-[Fusobacterium-nucleatum-subsp.----------
--LVKmDImLnGEVLDALScIVHSERAYtRGRALVEKLRSLIPRQmfEIPVQAAIGnKIIAREtVKAmR >sp!A4J7F8!LEPA_DESRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDLLLnGDQVDALSfIAHKDKAYGRARKIcEKLKEnIPRQLfEVPIQAAIGGKIIAREtVKAmR >tr!F4XFE0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDLLLnGDQVDALSfIAHRDKAYPRARRLcEKLKDnIPRQLfEIPIQAAIGGRVIAREtVKAmR >tr!G4L215_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDfLLnGDPVDALSmIVfSDnAYAKGRRIcEKLKEnIPRALfEIPIQAAVGGKIIAREtVKAmR >tr!D7ITC1_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLnImInGEVVDALSLIIHKDKAYYRGRELVSKmKELIPRQmfEIAIQAAVGtKVIAREtVKAmR >sp!C6DZ67!LEPA_GEOSM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRmDVmInGEVVDALStVVHRDRAYHRGRALVEKLKDLIPRQLfEVPIQAAIGGRVIAREtVKAmR >tr!F8I910_SULAT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRmnVmInGEVVDALSLILHRDKAYYRGRDLVSKmKELIPRQmfEVAIQAAIGnKIIAREtVKAmR >sp!A1ARG8!LEPA_PELPD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--mIKLDVmLnGDGVDALSAIVHRtKAYEwGKKLcEKLRELIPRQmfEIAIQAAIGQKIIAREtVKAmR >sp!Q5LC85!LEPA_BACFN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--mVKLDVmLnGEAVDALSAIVHRSKSYEwGKKLcEKLRELIPRQmfEIAIQAAIGQKIIAREtVKAmR >tr!C6VWS2_DYAFD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILVnREEVDALSfIVHADSAYDRGRRmcERLKEEIPRHLfEIPIQAAIGGKIIAREtVKAVR >tr!G5HSF9_9CLOT-GTP-binding-protein-lepA-[HMPREF9469_05521]-[Clostridium-citroniae-------
---VKLDILVnREEVDALSfIVHADSAYERGRKmcEKLKDEIPRHLfEIPIQAAIGGKIIAREtVKAVR >tr!G5I7B1_9CLOT-GTP-binding-protein-lepA-[HMPREF9467_04644]-[Clostridium-----------------
---VKLDILVnREEVDALSfIVHADSAYERGRRmcERLKEEIPRHLfEIPIQAAIGGKIIAREtVKAVR >tr!C5EQB4_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALSSLIYADHAYDfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKAVR >tr!B5BNC6_UREUR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALSSLIYHEHAYDfGRKmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKAVR >tr!A9WGU4_CHLAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LQKLDILInKEEVDALSfIVHADSAYERGRKmcEKLKDEIPRHLfEIPIQAAIGGKVIAREtVKAVR >tr!G5GHA8_9FIRM-GTP-binding-protein-lepA-[HMPREF9333_00948]-[Johnsonella-ignava----------
--LVKLDILInREtVDALSfIVHSStAYERARKIcEKLKEEIPRHLfEIPIQAAIGSKIIAREtVKAVR >tr!E5BFW7_9FUSO-GTP-binding-protein-lepA-[FSBG_00495]-[Fusobacterium-sp.-3_1_5R]---------
--LVKLDILLnGEPVDALSSLtYtDHAYDfGRKmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKAVR >tr!E4MF29_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALSSLtYtDHAYDfGRKmcEKLKELIPRQQfDIAIQAAVGAKIIAREtVKAVR >tr!D6LC01_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHfDnSVPfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKAVR >tr!F4KL35_PORAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGnAVDALSmIVPQEKAYQRGKAIVDKLKtIIPRQLfEIPIQAAIGAKIIAREtVKAVR >tr!G2IDY7_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGnPVDALSmIVPQEKAYQRGKnIVDKLKtIIPRQLfEIPIQAAIGAKIIAREtVKAVR >tr!F9VKQ0_ARTSS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnREEVDALSfIVHAESAYDRGRRmcEKLKDEIPRHLfEIPIQAAIGGKIIAREtVKAVR >tr!C0CYZ5_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGDPVDALSIIVHKDRAAARGRALAEKLKELIPRQmfEIPIQAAVGtKIVAREtVKAwR >tr!E4LCW2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGDPVDALSIIVHKDRAAtRGRALAEKLKELIPRQmfEIPIQAAVGtKIVAREtVKAwR >tr!F5KYH0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGDPVDALSIIVHKDRAQLRGRALAEKLKELIPRQnfEIPIQAAVGtKIVAREtVKAwR >tr!F9N379_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEPVDALSIIVHKDRAAtRGRALAEKLKELIPRQmfEIPIQAAVGtKIVAREtVKAwR >tr!E1WPK5_BACF6-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGYPVDALSIIVHKDRAAtRGRALAEKLKELIPRQmfEIPIQAAVGtKIVAREtVKAwR >tr!D1BMF1_VEIPT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKmDILLnGnIVEELVtVVHREKAYtVGKSIcERLKDSLPRQLfEIAVQAAIGSKVIAREtVKAYR >tr!F7A0N4_MONDO-Uncharacterized-protein-(Fragment)-[GUF1]-[Monodelphis-domestica---------
--LVKLDIfLnGEIVDALSfIVHSEKAYSRGRRIAEKLKDtIHKQQfEIPIQAcIGGKIIAREtVKAYR >tr!E1K961_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKLDILInREEVDALSfIVHKDGAYERGRKmcEKLKDEIPRHmfEIPIQAAVGGKVIAREtVKAYR >tr!E0RYQ6_BUTPB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLSGDPVDALSmVVHRtKAHDVGRVLAEKLKQKIPRQQfDVPIQAAIGSRVVAREtVKAYR >tr!D3FAU4_CONWI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDImLnGEIVDALSfIVHREKAYARGRRIAEKLKEAIPRQQfEVPIQAcIGGKIIAREtVKAYR >sp!A3DF29!LEPA_CLOTH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGnIVEELVtIVHKDKAHSVGKAIcERLKDSLPRQLfEIAVQAAIGSKIIAREtVKAYR >tr!D2HHV5_AILME-Putative-uncharacterized-protein-(Fragment)-[PANDA_010717]---------------
--LVKmDILLnGnIVEELVtIVHKDKAHSVGKVIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!F1PF69_CANFA-Uncharacterized-protein-(Fragment)-[GUF1]-[Canis-familiaris-(Dog)--------
--LVKmDILLnGnIVEELVtIVHKDKAQtVGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!G1NX44_MYOLU-Uncharacterized-protein-[GUF1]-[Myotis-lucifugus-(Little-brown-----------
--LVKmDILLnGnIVEELVtIVHKDKAYSVGKtIcERLKDSLPRQLfEIAIQAAIGnKIIAREtVKAYR >tr!G5APB3_HETGA-GTP-binding-protein-GUF1-like-protein-[GW7_17015]-[Heterocephalus--------
--LVKmDILLnGnIVEELVtVVHKDKAHSVGKVIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!G1TEQ8_RABIT-Uncharacterized-protein-[GUF1]-[Oryctolagus-cuniculus-(Rabbit)]----------
--LVKmDILLnGnIVEELVtVVHKDKAYSVGKtIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!F1S3T1_PIG-Uncharacterized-protein-[GUF1]-[Sus-scrofa-(Pig)]--------------------------
--LVKmDILLnGnLVEELVtIVHKDKAHSVGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!G1MCA9_AILME-Uncharacterized-protein-[Ailuropoda-melanoleuca-(Giant-panda)]-----------
--LVKmDILLnGnLVEELVtVVHKDKAHSVGKAIcERLKDSLPRQLfEIAVQAAVGSKIIAREtVKAYR >tr!F7IQ52_CALJA-Uncharacterized-protein-[GUF1]-[Callithrix-jacchus-----------------------
--LVKmDILLnGnmVEELVtVVHREKAYtVGKSIcERLKESLPRQLYEIAIQAAVGSKVIAREtVKAYR >tr!D4A6V2_RAT-Uncharacterized-protein-[Guf1]-[Rattus-norvegicus-(Rat)]-------------------
--LVKmDILLnGntVEELVtVVHKDKAHSIGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-)-------
--LVKmDILLnGntVEELVtVVHKDKAHSIGKAIcERLRDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!G7P5I2_MACFA-GTP-binding-protein-GUF1-like-protein-[EGM_14328]-[Macaca----------------
--LVKmDILLnGntVEELVtVVHKDKAHSIGKAmcERLKDcLPRQLfEIAIQASIGSKIIAREtVKAYR >tr!E2RH64_CANFA-Uncharacterized-protein-[GUF1]-[Canis-familiaris-(Dog)-(Canis-lupus------
--LVKmDILLnGntVEELVtVVHKDnAHSIGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!Q4R3I1_MACFA-Testis-cDNA-clone:-QtsA-16809,-similar-to-human-hypothetical-------------
--LVKmDILLnGRHVEELVtIAHKEKAYSAGKSIcERLRDSIPRQLfEIAIQAVIGSKVIAREtVKAYR >tr!F7CM74_ORNAN-Uncharacterized-protein-(Fragment)-[100085632]-[Ornithorhynchus----------
--LVKmDILLnGRPVEELVtIAHREKAYPVGKAIcERLcESIPRQLfEIAIQASIGSKVIAREtVKAYR >tr!F7DC37_XENTR-GUF1-GTPase-homolog-(Fragment)-[guf1]-[Xenopus-tropicalis-(Western-------
--LVKmDILLnGSIVEELVtVVHKDKAYSVGKAIcERLKDSLPRQLfEIAIQAALGSKIIAREtVKAYR >sp!A6QLJ3!GUF1_BOVIN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-)-------
--LVKmDILLnGSPVEELVtIVHKEKAHPIGKAIcERLKDtIPRQLfEIAIQAAIGSKIIAREtVKAYR >tr!F7AAW1_MONDO-Uncharacterized-protein-[GUF1]-[Monodelphis-domestica-(Gray--------------
---VKLDILLnGEAVDALStLtHfDnAttfGRRmcEKLKELIPRQQfDIAIQAAIGAKIVAREtVKcLR >tr!D3IG94_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALSALAHQDnAVALGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKcVR >tr!F7MGA8_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHADnAVtfGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKcVR >tr!F3XT75_9FLAO-Elongation-factor-4-1-(EC-3.6.5.n1)-(EF-4-1)-(Ribosomal------------------
--LAKLDILLnGEPVDALStLtHQDnAVSLGRRmcEKLKDLIPRQQfDIAIQAAIGGKIVAREtVKcVR >tr!D7K1A0_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHQDnAVtLGRQmcEKLKELIPRQQfDIAIQAAIGAKIVAREtVKcVR >tr!E0NPI7_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDmLInGDAIDAfSVIVHKDKAYEwGRKVAEKLKELIPRQLfEVAIQAtIGQKVIAREtVKPLR >tr!C1A9L7_GEMAT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGnPVEELVtIVHKEKAYPIGKAIcERLKDtIPRQLfEIAIQAAIGSKIIAREtVKPYR >tr!G3UWY0_MOUSE-Uncharacterized-protein-(Fragment)-[Guf1]-[Mus-musculus-(Mouse)]---------
---VKLDILLnGEPVDALStLtHVDnAtnfGRRmcEKLKELLPRQQfDIAIQAAIGAKIIAREtVKQLR >tr!G5G9G3_9BACT-GTP-binding-protein-lepA-[HMPREF9332_00214]-[Prevotella-sp.-oral---------
--LIKLDILLnGDPVDALStLtHQDnAVAfGRRmcEKLKELIPRQQfDIAIQAAIGSKIVAREtVKQLR >tr!D1PYB0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHIDnAVDfGRRmcEKLKELLPRQQfDIAIQAAIGAKIIAREtVKQLR >tr!G5SLF2_9BACT-GTP-binding-protein-LepA-[HMPREF9441_00171]-[Paraprevotella-clara--------
--LVKLDILLnSEPVDALStLtHADnSVnfGRRmcEKLKELLPRQQfDIAIQAAIGAKIIAREtVKQLR >tr!F0FB20_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEAVDALStLtHESnAVGfGRRIcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKQVR >tr!G1VAX3_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALSALtHESnAIVfGRRIcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!D9RVW4_PREMB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHESnAVAfGRRIcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKQVR >tr!E5W006_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHESnAVtfGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!C9MQV2_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHESnAVtfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKQVR >tr!G1W9P0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHESnAVVfGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!F2KZR1_PREDF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHQDnAVtfGRRmcEKLKELIPRQQfDIAIQAAIGAKIIAREtVKQVR >tr!E4SD04_CALK2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LAKLDILLnGEPVDALStLtHtDnAttLGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!D8DYS9_PREBR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LARLDILLnGEPVDALStLAHQDnAVtLGRRmcEKLKDLIPRQQfDIAIQAAIGSKIVAREtVKQVR >tr!F9D055_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKLDILLnGEPVDALStLtHQDnAVtLGRnmcEKLKELIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!F8N5C0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHRDnSVSfGRRmcEKLKDLIPRQQfDIAIQAAIGAKIVAREtVKQVR >tr!E9RUY0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGKVVDALSQLVYKGnAYERARtIcERLRDEIPRQQfKIPIQGAIGSQIIAREtVnALR >tr!F8F096_SPICH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDPVDALSVIVHRDRAQARGRQLVEKLKEIIPRQmfEIPIQAAIGnKVIAREtVRALR >tr!A1HR05_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LLRLDILLnKDLVDAfSIIVHEDSARKRGKmIcERLKDIIPRHQfEVPIQAAIGQKVIAREtVRALR >tr!C7H0M2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInDEnVDALSLIVHRDSAYtRGRGIVEKLKDEIPRQQfAVPIQAAIGGKIIAREtVRALR >tr!F2UZU9_ACTVI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGDnVDALSmIVPEERAYSRGRQmAEKLKEIIPRQmfEVPIQAAVGSKVIAREtVRALR >sp!Q892Q6!LEPA_CLOTE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGEIVDALSfIVHREKAQtRGRQIVKKLKEEIPRQmfEIPIQAAIGGKVIAREtVRALR >tr!B2D917_UREPR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDVLLnGDLVDALSfIVHRDKADSRGRKLVEKLRGIIPRQmfEIPIQAVIGSKVVAREtVRAmR >tr!G6GG14_9FIRM-GTP-binding-protein-lepA-[DesmeDRAFT_0946]-[Desulfitobacterium-----------
--LVKLDILInKEEVDALSfIIHADtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGSKIIAREtVRAmR >tr!A6BGR3_9FIRM-Putative-uncharacterized-protein-[DORLON_01485]-[Dorea-longicatena-------
--LVKLDILInKEEVDALSfIVHSAtAYERGRKmcEKLKEEIPRQLfEIPIQAAVGSKIIAREtVRAmR >tr!G4CCK4_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALSVIVHRDKAAfRGRmLAEKLREIIPRQmfEIPIQAAIGnKVIAREtVRAmR >tr!F9M0Z4_STRPA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEVVDALSfIAHADKAYPRARRIcEnLRDnIPRQLfEVPIQAAIGGKVIAREtVRAmR >tr!C6JM57_FUSVA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVHADtAYERGRKmcEKLKDEIPRQLfEIPIQAAIGSKVIAREtVRAmR >tr!E1L8N4_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVHADtAYERGRKmcEKLKDEIPRQLfEIPIQAAVGSKIIAREtVRAmR >tr!D1JP60_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKLDILVnKEEVDALSfIVHADtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGGKIIAREtVRAmR >tr!C9RUX1_GEOSY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILVnKEEVDALSfIVHADtAYERGRKmcEKLKEEIPRQLfEIPIQAAIGSKIIAREtVRAmR >tr!D4LUT6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInRESVDALSfIIVKEGAYERAKKmcEKLKnEIPRQLfEVPIQAAIGSKIIAREtVRAmR >tr!C4G6T8_ABIDE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDmLVnGDQVDALSfIAHKDKAYGRARRLcEKLKDnIPRQLfEVPVQAAIGGKVIAREtVRAmR >tr!A6NQH2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEEVDALSfILHQDtAYERGRKmcEKLKQEIPRHLfEIPIQAAIGnKVIAREtVRAVR >tr!B0MCH4_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVEVLVAGDPVDSLSIIVHRDKAYQRGRALVEKLKELIPRQQfEVPVQAAVGKRVIAREtVRAYR >sp!Q31R08!LEPA_SYNE7-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEtIDALSfItHKDKAYHRGRQLVEKmKELIPKQmfEVAIQAAIGKRVIAREtVSA >tr!D2MJL6_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILLnGEPVDALAVIVHRDKAYtYGRSLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR >tr!G1UUG4_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILLnSEPVDALAVIVHRDRAYtYGRSLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR >tr!B6WV93_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDImLnSEPVDALAVIVHRDRAYtYGRGLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR >sp!B8J444!LEPA_DESDA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILLnGEVVDALStIVHRDKAYARGRAIAEKLKEVIPRQLfEIPIQAAIGQKIIAREtVSALR >tr!F4A0N3_MAHA5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--IVRLDILVnGEAVDALSSLtHRDKAARRGRDmcARLKEALPRQLfEVAVQAAVSGKVVAREtVSAmR >tr!C5NVE3_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILIGGDAVDALSIIIHKDfAQtRGRALVSKmRELIPRQmfEVAIQAAIGSKVIAREtVtAIR >tr!E8WZU4_ACISM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGQAVDAmAtIVHnSKSYRVGRELVEKLKKVIDRQmfEIIIQAAIGSKIIAREtVtAmR >tr!G7KZV0_MEDTR-GTP-binding-protein-lepA-[MTR_7g009740]-[Medicago-truncatula-------------
--LQKmDILLnGEIVDALSLIVHHDfAYERGKAIcEtLKEfIPKQmfEIPIQAALGKKIIARQtIKAmR >sp!P60792!LEPA_ONYPE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGDIVDALSfIfPKEKAItRGRVIcKKLKEtIPRQmfEIPIQAAIGnKIVARQtLSALR >tr!G0DWT5_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDVLInGDRVDALAIIcHSDHAYGRGRALIEKmKDLIPRQmfDVAIQAAIGAHIIARQtVKALR >tr!E5V310_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInSERVDALAVIVHRDSAHSRGKLIAEKmQQLIPRQmfDVAIQAAIGSHIIARQtVKALR >tr!B0G870_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInSERVDALSVIVHRASSHSRGKIIAEKmKDLIPRQmfDVAIQAALGSHIIARQtVKALR >tr!C6N726_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInSERVDALSVIVHRSSAHSRGKLIAEKmRDLIPRQmfDVAIQAALGSHIIARQtVKALR >tr!D3HRV6_LEGLN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDVLInGDKVDALAmIcHLDQSAYRGRALcEKmKELVPRQmfDVAIQAAIGSKIIARQtVKALR >sp!Q0VP16!LEPA_ALCBS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---QKLDILLSGKPIDALSfIVHKDKAYDRGRVLcEKLKDIIPRQLfEVPIQAAVGGRILARQtVRAKR >tr!D5N5V2_BACPN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---QKLDILLSGKPIDALSfIVHKDKAYDRGRVLcEKLKEIIPRQLfEVPIQAAVGGRVLARQtVRAKR >tr!C7QM89_CYAP0-GTP-binding-protein-LepA-[Cyan8802_3577]-[Cyanothece-sp.-(strain---------
--LVKmDILLnAEKVDALSfIVHRDfAYERGKAIVEKLKKLIPRQQfEVPIQAAIGQKIVARSDIKALR >tr!G5IST8_9ENTE-GTP-binding-protein-lepA-[HMPREF9478_01382]-[Enterococcus----------------
--LVKmDILLnGDKVDALSfIVHKEfAYERGKIIVEKLKKIIPRQQfEVPIQAAIGQKIVARSDIKALR >sp!B5XLC6!LEPA_STRPZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGDKVDALSfIVHKEfAYERGKLIVEKLKKIIPRQQfEVPIQAAIGQKIVARSDIKALR >tr!G6GMK4_9CHRO-GTP-binding-protein-LepA-[Cy51472DRAFT_0217]-[Cyanothece-sp.-ATCC--------
--LVKmDILLnGEKVDALSfIVHRDfAYERGKAIVEKLKKLIPRQQfEVPIQAAIGQKIVARSDIKALR >tr!Q3XZE8_ENTFC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEKVDALSfIVHRDfAYERGKtIVERLKELIPRQQfEVPVQAAVGQKIIARSnIKALR >tr!G4P381_BACSU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGDtIDALSfVVHRDfAYERGKQIVEKLKELIPRQQfEVPVQAAIGnKIVARSnIKAVR >sp!Q8CXD0!LEPA_OCEIH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILInGKPVDALSVIVHESKAYQRGRQLVDKLKEIIPRQLfEVAIQAAIGnKIIARSnVKALR >tr!F0S0H4_DESTD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDVLInGERVDALSIItHRDQAQSRGRELtERmSDLIPRQmfEVAIQAAIGSKIIARSSVKAmR >tr!G4E7N0_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnAEKVDALSfIVHKDfAYERGKVIVEKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR >tr!F3IF16_PSESL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEKVDALSVIVHRDSAYERGKVIVEKLKELIPRQQfEVPVQASIGtKIIARStIKAIR >sp!Q5WHG5!LEPA_BACSK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGEQVDALSfIVHRDfAYDRGKIIVDKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR >tr!A6CQZ3_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEQVDALSfIVHRDfAYDRGKIIVEKLKELIPRQQfEVPIQAAVGQKIVARStIKAIR >tr!C5AX80_METEA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEtVDALSfIVHRDSAYDRGKVIVEKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR >tr!D5TEC4_LEGP2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILVnGEPVDALStIVHRDLAQVRGRELtERLKSIIPRQmfEVAIQAAVGSRIIARStIKALR >tr!A4BRZ1_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEIVDALStIVHRDfAfnRGKAItEKLRtLIPRQQfEVPIQAAInQKVIARStIKALR >tr!F5WS09_ERYRF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEKIDALSfIVHRDSAYERGKAIVEKLKDLIPRQQfEVPVQAAIGnKVIARStIKALR >sp!Q5KWZ3!LEPA_GEOKA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmDILLnGEKIDALSfIVHRDSAYERGKVIVEKLKDLIPRQQfEVPVQAAIGnKIIARStIKALR >sp!A5CE57!LEPA_ORITB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGEIVDALSLIVHKDfAYSRGKVItEKLKEIIPRQQfEVPIQAAIGGKIIARStIKALR >tr!F0HIZ2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEKIDALSfIVHRDSAYERGKVIVEKLKDVIPRQQfEVPVQAAIGnKIIARStIKALR >tr!D5DMP7_BACMD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEKVDALSfIVHRDSAYDRGKVIVEKLKDLIPRQQfEVPVQAAIGnKIIARStIKALR >sp!B7GKC4!LEPA_ANOFW-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmDILLnAEQIDALSVIVHRDSAYQRGKAIVEKLKELIPRQQfEVPVQASIGQKIIARStIKAmR >tr!E6TW24_BACCJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGESIDALSVIVHRDSAYERGKIIVEKLKELIPRQQfEVPVQASIGnKIIARStIKAmR >tr!E1PSF3_MYCFJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEVVDALSVIVHRDSAYERGKQIVEKLKELIPRQQfEVPVQASIGtKIIARStIKAmR >sp!Q8XIS6!LEPA_CLOPE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKmDImLnGEKIDALSfIVHRDYAYERGKIIVEKLKELIPRQHfEVPVQAAIGQKIVARStIKAmR >tr!C9LCK5_RUMHA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnAEKVDALSfIVHRDfAYERGKVIVEKLKDLIPRQQfEVPIQAAIGQKIVARStIKAmR >tr!Q2B0M1_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEKVDALSVIVHRDSAYDRGKIIVEKLKELIPRQQfEVPVQASIGQKVIARStIKAmR >tr!D3FXK6_BACPE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGEQVDALSfIVHRDSAYDRGKVIVEKLKELIPRQQfEVPIQAAIGnKIVARStIKAmR >sp!A7GT14!LEPA_BACCN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnnEQVDALSfIVHRDSAYDRGKVIVEKLKDLIPRQQfEVPIQAtIGnKVVARStIKAmR >tr!Q4MJK6_BACCE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDImLnGEKIDALSfIVHRDYAYERGKVIVEKLKELIPRQHfEVPIQAAIGQKIVARStIKAmR >tr!E3DZ86_BACA1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDImLnGEKIDALSfIVHRDYAYERGKVIVEKLKELIPRQQfEVPVQAAIGQKIVARStIKAmR >sp!P37949!LEPA_BACSU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDImLnGEKIDALSfIVHRDYAYERGKVIVEKLKELIPRQQfEVPVQAAIGtKIVARStIKAmR >sp!Q65H50!LEPA_BACLD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKIDILLnGDKVDALSfIVHRDfAQERSRVItKKLKEIIPRRnfEIPVQAAIGSKIVARStIKAYR >tr!C6NRW6_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------



--LVKIDILLnGERVDALSfIVHRDfAQERGRfIttKLKDLIPRRnfEIPVQAAIGSKIIARStIKAYR >tr!F8I0C7_WEIKK-Elongation-factor-4-2-(EC-3.6.5.n1)-(EF-4-2)-(Ribosomal------------------
--mVKLDILInGEPVDALSIIVHRDQAYYKGRDLVEKmKEVIPRQmfEIAIQAALGnKVIARStVKAfR >tr!E4THG5_CALNY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---SRLDVLInGDRVDALAVIIHRDHAHSRGRALVEKmKELIPRQmfDVAIQAAIGGQVVARStVKALR >tr!F4BIF3_FRACN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRLDVLInGDKVDALASIVHKDQAKYKGRELVERLKELIPRQmfEVAIQAAIGGtIVARStVKALR >sp!A0Q453!LEPA_FRATN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VRLDVLInGDKVDSLSIIIHREHAQSRGRDLVERmRDLIPRQmfEVAIQAAIGnQVIARStVKALR >tr!C8N8P7_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRVDILInGERVDALSVILHRDQAQtRGRELtERmcGIIPRQmfEVAIQAAIGSKVIARStVKALR >tr!G4DJ67_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGKPVDALSVIVHRDKAYQRGRQLVDKLKEIIPRQLfEVAIQAAIGnKIIARStVKALR >tr!E8T458_THEA1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLInGDKVDSLSSIVHRSLSQnRGRDItERmKDLIPRQmfEVAIQAAIGSKIIARStVKALR >tr!D3RTZ4_ALLVD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLInGDKVDALAVIVHRDQAQSRGRELtDKLKEIIPRQmfEVAIQAAIGnHVIARStVKALR >sp!A7Z6W5!LEPA_BACA2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDILInGEtVDALALIVHKDQAPYKGRDLVEKmKEIIPRQmfEVAIQAAIGnHVIARStVKALR >tr!C7RA53_KANKD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLInGDKVDALALIVHRDKSQHmGRQLVEKmKDLIPRQmfDVAIQAAIGGQVVARStVKALR >sp!B3PLG4!LEPA_CELJU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDVLInGDKVDALAVIIHRDHAHnRGRLLVEKmKELIPRQmfDVAIQAAIGGQVVARStVKALR >tr!F8G399_PSEPU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLInGDRVDALAtIVHRDHAHPRGRALVEKmKELIPRQmfDVAIQAtLGGQVVARStVKALR >sp!Q1QX26!LEPA_CHRSD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--mVRLDVLInGDKVDALASIVHKDQAKYKGRELVERLKELIPRQmfEVAIQAAIGGtIVARStVKALR >sp!B0TW33!LEPA_FRAP2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---IKLDILInGEKVDALSIIVHRDISQnRGRDLVEKmKDLIPRQmYEVAIQAAIGSKIIARStVKAmR >tr!Q1RIY3_RICBR-GTP-binding-protein-LepA-[RBE_0600]-[Rickettsia-bellii-(strain-----------
---VKLDILInGEKVDALSLIVHRDISmnRGRDLVERmKDLIPRQmfEVAIQAAIGSKIIARStVKAmR >sp!Q608M4!LEPA_METCA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGDKVDALSIIVHRDLSQnRGRDLVEKmKDLIPRQmYEVAIQAAIGSKVIARStVKAmR >tr!F9ZWW1_METMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDVLInGDKVDALSVIVHRDQSQSRGRDLVEKmKDLIPKQmYEVAIQAAIGAKIIARStVKAmR >tr!F5VA33_METAL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRVDILInGERVDALSGIVHRDHAESRGRELtERmAKIIPRQmYEVAIQAAIGSKIIARStVKAmR >tr!D3SBU1_THISK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLInAEKVDALSIIVHRDLSnnRGRDLVEKmKDLIPRQmYEVAIQAAIGSKVIARStVKAmR >tr!G3ISF8_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLInGDRVDALSnIVHREHSYHRGRALVERLKEIIPRQmfEVAIQAAIGGQIIARStVKAmR >tr!A1WT19_HALHL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLInGEAVDALAHIVHRDKAYDRGKALVEKLKKIVPRQmfDVAIQAAIGtRIVARStVKAmR >tr!F7QDT1_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLSGDEVDALSfIVHKDKAYGLARGLcDKLKEIIPRQLfEVPIQGAIGnKIIARStVKARR >tr!C5UP89_CLOBO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLSGDEVDALSfIVHKDKAYSLARGLcDKLKEIIPRQLfEVPIQGAIGnKIIARStVKARR >tr!B6GCG4_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInKEPVDALSIIVHKDnAYYKGRELVDKLKELIPRQmfDVAIQAAIGnKIVARStVKAYR >tr!E0U4R5_BACPZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGDPVDALStIVHKDfAfERGKAIVARLKttIPRQQfEIPIQAAIGnKIIARStVKAYR >sp!Q038N6!LEPA_LACC3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGDPVDALStIVHKDfAYERGKAIVARLKttIPRQQfEIPIQAAIGnKVIARStVKAYR >sp!B3WEQ5!LEPA_LACCB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKmDILLnGESVDALSfIVHRDfAfERGKAIVGKLKEtIPRQQfEVPIQAAIGnKVIARStVKAYR >tr!G6CGA3_LACCU-GTP-binding-protein-LepA-[lepA]-[Lactobacillus-curvatus-CRL-705]---------
--mVKLDILInKEPVDALSIIAHRDQAYYKGKELVEKLKEVIPRQmfDVAIQAALGnKIIARStVKAYR >sp!B9KIE5!LEPA_ANAMF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVnILVnGEPVDALAfIAHRDKAQtIGRAIVEKLKDVIPRQQfAVPIQAAIGGKIIARStVRALR >tr!E8WTS3_GEOS8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILInGERVDALSQLVHKDRAVERARVAcEKLKEEIPRQmfKIAIQGAIGAKIIARStVSAfR >tr!E1YDS8_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKmDILLnGDtVDALSfIVHKDfAYERGKLIVEKLKKIIPRQQfEVPIQAAIGHKIVARtDIKALR >tr!F9MAJ2_9STRE-Elongation-factor-4-2-(EC-3.6.5.n1)-(EF-4-2)-(Ribosomal------------------
---VKLDLLInGDKVDALALIVHKDnAHYKGRQLtEKmKELIPRQmfDVAIQAAIGGQIIARtSVKALR >sp!P26843!LEPA_PSEFL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGDKVDALALIVHKDnAHYKGRQLtEKmKELIPRQmfDVAIQAAIGGQIIARtSVKALR >sp!C3K6G8!LEPA_PSEFS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILISGQKVDALAtIVHRDLAYtRGRELtERLKDLIPRQmfEVAIQAAIGAKIIARtSVKALR >sp!Q83BK3!LEPA_COXBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LQKmDILLnGDAVDALStIVHKDfAYSRGKIIcEKLKEIIPKQmfEVPIQAALQGKIIARttIKAmR >tr!B6FJK5_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LQKmDILLnGEVVDALStIVHKDfAYGRGKIIcEKLKEIIPKQmfEVPIQAALQGKIIARttIKAmR >tr!D0BPH9_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGEIVDAfSIIVHKDfAYERGKAIAAKLKEIIPRQmfEVPVQAAIGQKIIARttIKAYR >tr!F8CTU6_BACTR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLSGEPVDALStIVHRDfAYDRGRKLAEKLKEVIPRQmfEVPVQAAIGnKIIARttIKAYR >tr!F5XAN5_PORGT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILInGEKVDALSIIVHKSQADSRGRDLtAKmKEIIPRQmfEVAIQAAIGSKIIARttVKALR >tr!G7U8T6_PROAA-GTP-binding-protein-LepA-[TIIST44_10145]-[Propionibacterium-acnes--------
---VKLDILInGEKVDALSIIVHRSQADSRGRDLtAKmKEIIPRQmfEVAIQAAIGSKIIARttVKALR >tr!G2FE87_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDVLInAEKVDALALIVHRDnAHYKGRALtEKmKELIPRQmfDVAIQAAIGGQIVARttVKALR >sp!Q4ZPD8!LEPA_PSEU2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGDKVDALALIVHRDKAHQKGRALtEKmKELIPRQmfDVAIQAAIGGQVVARttVKALR >sp!C1DQS0!LEPA_AZOVD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGDKVDALALIVHRDnAAYKGRALtEKmKELIPRQmfDVAIQAAIGGQIIARttVKALR >sp!B1J4D8!LEPA_PSEPW-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGDKVDALALIVHRDnAHYKGRQLtEKmKDLIPRQmfDVAIQAAIGGQIVARttVKALR >tr!F6AA61_PSEF1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDVLInGEKVDALALIVHRDnAHYKGRALtEKmKELIPRQmfDVAIQAAIGGQIVARttVKALR >sp!Q87XF8!LEPA_PSESM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
---VKLDVLInGEKVDALALIVHRDnAHYKGRQLtEKmKELIPRQmfDVAIQAAIGGQIVARttVKALR >sp!P0DC23!LEPA_STRPQ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LIKLDVLInGDKVDSLSSIVHRAQSQSRGREVtERmKELIPRQmfEVAIQAAIGtKIIARttVKALR >tr!G2Z088_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGDKVDSLSSIVHRSLSQSRGRDVtERmKEIIPRQmfEVAIQAAIGSKVIARttVKALR >tr!G2DZA0_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRmDILInGDKVDALAVILHRDnAQfRGRQLcEKmKEVIPRQmfDVAIQAALGGKVIARttVKALR >tr!Q7PBA0_RICSI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKLDmLVnGDPLDALSVIVHRDKAYARGRDLAVKLKDIVPRQQYEVAIQAAIGSKVIARttVKAmR >sp!A9GWZ4!LEPA_SORC5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDILInGDKVDSLSSIVHRAAAQtRGHDVtVRmKDLIPRQmfEVAIQAAIGSKIIARttVKPLR >tr!G4DQZ7_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDIQInGDPVEALStIVHRDKAYSVGRALtQKLKELIPRQmfRVPIQAcIGAKVIASEALSAIR >sp!B1WWD8!LEPA_CYAA5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LIKLDILInAEmVEPLStIVHRDKAYSVGRALtQKLKELIPRQmfKVPIQAcIGSKVIASEALSAIR >sp!Q9FNM5!GUFP_ARATH-Translation-factor-GUF1-homolog,-chloroplastic-precursor-(EC--------
---VKLDILVnGDSVDALAmIVHRDKAYYVGRALtEKLKELIPRHQfKVPIQAAIGSKVIASEHIPALR >sp!B7K3Z7!LEPA_CYAP8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------



--LVKLDImVnGDGVDALAmIVHRDKAYnVGRALtEKLKELIPRHQfKVPIQAAIGAKIIASEHIPALR >tr!E0UCU1_CYAP2-GTP-binding-protein-LepA-[lepA]-[Cyanothece-sp.-(strain-PCC-7822)]-------
--LVKLDImVnGDPVDALAmIVHRDKAYYVGRALtEKLKELIPRHQfKVPIQAAIGSKIIASEHIPALR >sp!B0JQT7!LEPA_MICAN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRmDILInSEPVDPLAtIVHRDKAYYVGKALVEKLKELIPRHQfKIPLQAAIGSRVIASESIPALR >sp!Q5N390!LEPA_SYNP6-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRLDVLInGEKADPLttIVHRDKAYGVGKSLVEKLKELIPRQQfKIPIQASIGSRVIASESISAmR >tr!B5IP12_9CHRO-GTP-binding-protein-LepA-[lepA]-[Cyanobium-sp.-PCC-7001]-----------------
--LIKLDIQInGERVEPLAtIVHKDKAYAVGRALtQKLKELIPRQmfKVPIQAcIGAKVIASESLSAIR >sp!A5B4D2!GUFP_VITVI-Translation-factor-GUF1-homolog,-chloroplastic-precursor-(EC--------
--LIRLDIQInGDPVEPLAtIVHKDKAYSVGRALtQKLKELIPRQmfKVPIQAcIGAKVIASESLSAIR >sp!B9GHA6!GUFP_POPTR-Translation-factor-GUF1-homolog,-chloroplastic-precursor-(EC--------
---VKVDILInSQSVDALSALIHADnAYnIGKKmcEKLRELIPRQQfDIPIQAAIGAKIISREtIKALR >tr!C7M3J6_CAPOD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILInGEQIDALSfIVHESKAYSRGKGmcEKLKDEIPRHQfPIPLQAAVGnKVISREtIKALR >sp!A8MFA6!LEPA_ALKOO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKVDILLnASPVDALSALIHtDnAYSIGKKmcEKLRQLIPRQQfDIPIQAAIGAKIISREtIKALR >tr!C0BIZ7_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQPVDALSALIHfDnAQnIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtIKALR >tr!G0L4I3_ZOBGA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQPVDALSALVHfDnAYDIGKRmcEKLKELIPRQQfDIPIQAAIGSKIISREtIKALR >tr!A4CI69_ROBBH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQPVDALSALVHfDnAYHIGKKmcEKLKELIPRQQfDIPIQAAIGSKIISREtIKALR >tr!G2PP86_MURRD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQtVDALSALIHfDnAYtIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtIKALR >tr!B4BLV2_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnSQPVDALSALIHADnAtnIGKKmcEKLRQLIPRQQfDIPIQAAIGAKIISREtIKALR >tr!A4APC6_MARSH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDILLnGEQVDALSfIVHREfAYQRGKVIVEKLKKLIPKQQfEIPIQAAIGnKIISREtIKAmR >tr!F3A9A0_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLVnGQVVDALSLIVHRDQAYSKGKALVEKLKELIPRQLfEIPIQAAIGSRVISREtIKAmR >tr!D3T886_THEIA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKLDILLnGEPVDALStLtHfDnAYDLGHRmcEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!F7L7Y2_BACOV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LIKLDILLnGESVDALScLIHVDnAVSLGKRmcEKLKELIPRQQfDIAVQAAIGAKIISREtIKAVR >tr!E4T776_PALPW-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHfDnAYDLGKRmcEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!A5ZX33_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHfDnAYDLGRRmcEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!D9ZZ93_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter-----------
--LVKLDILLnGEPVDALStLtHfDnAYELGRRmcEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!F3PXD0_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHIDnAYDmGRRmcEKLKELIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!F7M738_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLnGEPVDALStLtHVDnAYnLGKRmcEKLKELIPRQQfDIAIQAAIGAKIISREtIKAVR >tr!F3PG32_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LARLDILInGDPVDALSVIVHRERAYLRGREVcQKLKEVIPKQmYEVAIQAAIGAKIISREtISAIR >sp!Q88MY7!LEPA_PSEPK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEPVDALStVVHRSKAYEwGRKLcQKLKtIIPKQmYEVAIQAAIGSRVISREtISAIR >sp!B4S9B7!LEPA_PROA2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LARLDILInGDPVDALSVIVHRERAYLRGREVcQKLKEVIPKQmYEVAIQAAIGAKIISREtISAmR >tr!F8H1B9_PSEUT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLLnGDtVDALSIVVHRSKAYDwGKKLcIKLKAIIPKQmYEVAIQAAIGSKVISREtISAmR >tr!Q0YS96_9CHLB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDVLLnGEPVDALSIIVHRSKAYDwGRKLcGKLKGIIPKQmYEVAIQAAIGSRIISREtISAmR >sp!A4SFN5!LEPA_PROVI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEPVDALSIIVHRSKAYEwGRKLcQKLKGIIPKQmYEVAIQAAIGSRVISREtISAmR >sp!B3EE17!LEPA_CHLL2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVLLnGEtVDALSIVVHRSKAYDwGKKLcLKLKGIIPKQmYEVAIQAAIGSKVISREtISAmR >sp!B4SBG4!LEPA_PELPB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVKLDVmLnGDtVDALSIIVHRSKAYEwGKKLcQKLKGIIPKQmYEVAIQAAIGSRIISREtISAmR >sp!Q3ATB2!LEPA_CHLCH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal-----------------
--LVRVDILLnAQPVDALSALIHADnAVHIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREttKALR >tr!F7Z8Y1_MYCBH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRVDILLnAQPVDALSALIHADnAVnIGKRmcEKLKELIPRQQfDIPIQAAIGSKVISREttKALR >tr!E6X8W9_CELAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKVDILLnGEKVDALSLIcHRDnAYSKGKVLVERLRKIIDRQQfDIAIQAAIGAKIISREtVKALR >tr!E1WYT6_BACMS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnGnKVDALSALLHQDnAYDIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtVKALR >tr!E8UU87_THEBF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnGnVVDALSALLHQDnAYDIGKKmcEKLRQLIPRQQfDIPIQAAIGAKIISREtVKALR >tr!B0NE80_EUBSP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnGQAVDALSALLHQDnAYDIGKRmcEKLRELIPRQQfDIPIQAAIGAKIISREtVKALR >tr!F4B1R9_KROS4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKVDVLLnGQPVDALSALLHQDnAYDIGKRmcEKLRELIPRQQfDIPIQAAIGAKIISREtVKALR >tr!A2TS24_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDVLLnAQPVDALSALIHADnAQHIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtVKALR >tr!B4X3Q5_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKmDImLnGEQVDALSfIVHRDGAYnRGRIIcEKLKELIPRQmfEVPIQAAIGQKIISREtVKAmR >tr!F5LN62_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDfLVnGERVDALSQLVHRDKAVDRAKnAcKKLRDEIPRQmfKIAIQGAIGGKIISREtVSAYR >tr!D5H5U9_SALRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVRLDILLAGDEVDALSfIVHRDKAYGmARALcDKLKEIIPRQQfEVPIQGAIGnKIISRStVKAHR >tr!E1QVD7_OLSUV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VRmDVLInGDRVDALAVIIHKDKtRtYGRALcEKLAELIPRQmfDVAIQSAIGnQIVSRStVKALR >tr!Q1MXQ0_9GAMM-GTP-binding-protein-LepA-(Fragment)-[RED65_03805]-[Bermanella------------
--LVKLDILLSGDEVDALSfIVHKDKAYALARGLcDKLKEIIPRQLfEVPIQGAIGnKIISRStVKARR >tr!G1WG00_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
---VKLDILLnGDPVDAfSVIIHRDKAntYAnAIcVKLKDLIPRQQfDVAIQGAIGGKIISRStVKAVR >tr!C9RNT3_FIBSS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLAGDVVDALSfIVHKDKAYDLARGLcDRLKGIIPQQLfEVPIQGAIGnKIISRStVRARR >tr!D3VQZ1_MYCA6-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLDILLAGDVVDALSfIVHKDKAYSLARGLcDRLKGIIPQQLfEVPIQGAIGnKIISRStVRARR >tr!B9CKK0_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
--LVKLnILLAGDEVDALScIVHKDKAYPmARALcDKLKEIIPQQLfEVPIQGAIGSKIISRStVRARR >tr!E2MRE9_FRANO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----------------------
                                                   !      ! *!      
--LVKmDILLnGntVEELVtVVHKDKAHSIGKAIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR >sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-)-------


