——LVKmDILLNGNtVEELVtVVHKDKAHSIGKAICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKAYR
] [ |

—-LVKVNnVLVHGEPVDALtf IAHRDKAY SMARAIVDRLAEVIPRQLEEVPIQAATIGGKIIARAtVKALR
—-LRKVDILVNGEVVDALAVIVHEDKAYSLGRKIVDKMAEVIPRQLEPVPVQAAIGGKIIARALVKAYR
—-LVKLDILVNDEKVDALAVIVHRDKAYSLGRKIVDKMAEVIPROMEAVPIQAATIGGKIIARAtVRAER
———VKmnILINGKPVDALAMIVHKLAAQSIGKAWVtKLKEVVPRQOfELSIQAAIGAKVIARDNVKAER
—-LVKmDILINGDPVDAfASIVHRDKAEGKGRELCEKLADIIPAQMEKVAIQAAIGGKI IARDNVKEMR
—-LVKLDILLNGQAVDALAtIVHKQKAYVRVGKELVEKLKnY IEROMfEVMIQAAIGSKIIARDtISAMR
—-LVKLDILVNGEPIEALScIVHSSKAESRGRSIIQKLKESIPRHLfKIALQAAVGSKILAREDIGA
—-IVRmMDVLVNGVIVDALAtLVHRtKAQRHGKDIVARLKDALPRQLVEIAIQASLGSKIIAREDIRAER
—-LVKmDVLVNQESVDALAMIVHRSQAERRGRHLCERLKDLIPROMfKIAIQAATIGGKIIAREDISAfR
—-LVKLDILIGGEVMDALSmMIVHKDKAY YRGRALVERLRKLIPROMEEIPVQASIGNKVIARENTIKAMR
—-LVKVDILLQGEtVDAfSAIVHKDKAYGYGVAMt SRLRELIPRQOfEVPIQAAIGSRIIARENIRAIR
—-LVKVDILLQGEtVDAfSAIVHKEKAYSYGVAMttKLRELIPRQOfEVPIQAATIGSRIIARENIRAIR
—-IVKLNLMLNGEIVEELCtVVHVSKARKYGKEICLRLAEtIPROMEQOVAIQAVIGGKVVARENVAALR
———VKmnILINGKPVDALAMIVHKEfAAQSIGKAWVtKLKEVVPRQOfELSIQAAIGAKVIARENVKAER
—-LVKLDIRLNGEPVDALSSLIHRSnAVEfGKKICEKLKELLPRQOfEIAIQASIGAKVIARENVRALR
—-LVKmDIMLNGEQVDALSSLIHRSnAVEfGKKICEKLRELIPRQOfDIAIQASIGAKIIARENVRALR
—-—VKLDILLNGDPVDALStIVHADRAAtRGRQLAQKLKEIIPQOMEEIPIQAAVGNKI IARENVRAMR
—-LVRLDILLNGEHVDALSSLIHRANSYDfGKKICEKLRELIPRQOfEIAIQAS IGAKVIARENVRAMR
—-—VKLDILLNGDAVDALStIVHRDRAAQRGRQLAtKLKEIIPQOMEfEIPIQAAIGSKIIARENVRARR
———VKLDILLNGDGVDALStIVHRDRAAQRGRQLAtKLKEIIPQOMEfEIPIQAAIGSKIIARENVRARR
—-—VKLDILLNGDPVDALStIVHRDRAAARGRQLAAKLKEIIPQOMfEIPIQAAIGSKIIARENVRARR
—-—VKLDILLNGDPVDALStIVHRDRAAQRGRQLAAKLKEIIPQOMEEIPIQAAIGSKIIARENVRARR
———VKLDILLNGDPVDALStIVHRDRAVtRGRQLAVKLKGIIPQOMEEIPIQAAIGSKIIARENVRARR
—-LVKVDILLNGDPVDALStIVHKDRAASRGRQLAAKLKEIIPQOMEfEIPIQAAIGSKVIARENVRARR
—-mVKVDILLNGDPVDALSAIVHRDRAQVRGRALVEKLRKIIPRQLfEIPIQAAIGSKIIARENVSALR
—-mVKVDILLNGDPVDALSAIVHRDRAQVRGRALVEKLRKIISRQLfEIPIQAATIGSKIIARENVSALR
—-mVKVDILLNGDPVDALSAIVHRDRAQYWGRALVEKLRKLIPRQLfEIPIQAAIGSKIIARENVSALR
—-LVRLDILINGEQVDALSIIVHKDKAYVKGRAIAQKLRtVIPRQLfEVVIQAATIGGKIIAREST
———VKLDILINGDPVDALAVIVHRDKAVHYGRALALKLKRt IPROMfEVAIQAATIGQOKIIARESISALR
———VKLDILINGEAVDALAVIVHRDKAVHYGRALALKLKRt I PROMfEVAIQAATIGQKIIARESISALR
———VRLDILLNGEPVDALAVIVHRDKAVHYGRSLAIKLKKtIPROMfEVAIQAATIGQKVIARESISALR
—-LVKLDVLLNGEPVDALSSIVHRSKSVEWGRKLCOKLKGIIPROMYEVAIQAATIGSRVIARES I SAMR
—-IVRLDVLINGQSVDALAGLIHRDKAQRS GKAWVtRLKEILPROLfEVKIQAAVGOKVLARESISAVK
———VKLDILLNGDKVDALSAIVHRDKAYEWGKKLCEKLKELIPRQQfEIAVQAAIGtKVIARESVKALR
———AKVDILVNGEPVDALSIIVHRDKAQtVGRQLAERLKQLIPROMEEIPIQAAIGSNVIARESVRAMR
—-LVKVDILLHGEtVDAfSAIVHKDKAVAYGVRMtERLRELIPRQQfEVPIQAAIGSRVIARESVRAMR
—-LVKmnILVNANEPVDALSMIVHRSQAEARGRALCERLKDLIPRHLfKIPIQAATIGAKVIAREtIAALR
—-LVKVSILVNGDPVDALSmMIVHRDQAEGKGRAICIRLKDLVPROMEKVALQAATIGGKVIARELIAALR
—-LVKmSILVANEPVDALSMIVHRGSAESRGRGMCERLKDLIPRHLfKIPIQAAIGGKVIAREt IAAMR
—-LVKmSILVNNEPVDALSMIVHRGtAESRGRGMCERLKDLIPRHLEKIPIQAAIGGKVIAREt IAAMR
—-LVRLDILLNGEPVDALSfItHKERAVQRGRQVAEKMKELIPKOMEEIATIQAATIGNKIIARELIGA
———VKVDVMVNGEQVDALS £ IVHQODKAY tRARLLVEKLKEVIPROMEEVALQAAIGSRIIAREt IGAMR
—-LEKVDVLVSGERVDALSf IVHKDRAY SRGRLLVEKLKEVIPROMfEVAIQAAIGSRIIAREt IGAMR
—-LVKmSILVNAEPVDALSMLVHRtRAESRGRAMCEKLKDLIPRHLEQIPVQAATIGGKIIAREL IKA
—-LIKmDfLLNGQPVEELAVIVHKDKAYSSGKAICERLSNSIPROMEEIAVQAATIGSKIIARELIKALR
—-LIKmnILLNGQPVEELItIVHRGRAYSAGKAMCERL.KDSIPROMEEVAVQAAIGSKVIARELIKALR
—-LVKVDILLNGDKIDAfSIItHKDSAVEKSRDLtKRLKDAIPRONfEVPVQAtIGGKIIARELIKAER
—-LVKVDILLNSDKIDAfSIItHKDRAYPAARELCEKLKNAIPRONfEVPVQAtIGGKIIARELIKAER
—-LVKVDILVSGKPVDAfSfIAHRDGAY SRGRAICEKLREVIPRQQfEIPIQAALGSKVIARELIKAER
—-LVKLDILLNGDLIDAfSIIVHRDRAVNRGRALADKLKDLIPROMEEVPIQAVIGNKVIARELIKAIR
———VKVDVLINANSVDALSALIHADNAYNnIGKKMCEKLRELIPRQQfDIPIQAAIGAKIIARELIKALR
—-LcKVDILINGEIVDALSEIVHKDKAVARARLLVEKLRDVIPRQLfEIPIQAAIGGRIIARELIKALR
—-LIRMDILLNAEQLDALSALVHRSNAYVDLGKRICVKLKELIPRQOfEIPIQAATIGAKIIARELIKALR

>sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1l,-mitochondrial-precursor-(EC-3.6.5.-)-—————-

>tr!B7AA86_ THEAQ-Elongation-factor-4-precursor-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!Q1IXW5!LEPA_DEIGD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!D7CWN1_TRURR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!E6R5D2_CRYGW-GTP-Binding-protein-lepA,-putative-[CGB_D0630W]-[Cryptococcus

>tr!CO0A2X0_9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!Q9FLE4 !GUF1_ARATH-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—-----—-

>tr!C5WH52_STRDG-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!Q00Z2Z1!GUF1_OSTTA-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—----—-

>tr!G2KPD4_MICAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C8W4TO0_DESAS-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!B8B2R1!GUF1_ORYSI-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—-------

>sp!QORP81!LEPA_ FRAAA-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal

>tr!E9GF27_DAPPU-Putative-uncharacterized-protein-[DAPPUDRAFT 49405]-[Daphnia-pulex-------

>tr!Q5K8D2_CRYNJ-GTP-Binding-protein-lepA,-putative-[CNL06110]-[Cryptococcus

>tr!F4C2A9_SPHS2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!Q2NJE6 ! LEPA_AYWBP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!E4HM53 PROAA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!A6E8F9_9SPHI-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F5RKD2_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!G5GP93_9FIRM-GTP-binding-protein-lepA-[HMPREF9334 01074 ]-[Selenomonas-infelix-—---—--—-

>tr!EONZX6_ 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!DOTB08_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G5GZU4_9FIRM-GTP-binding-protein-lepA-[HMPREF9432 00561]-[Selenomonas-noxia--—--—--——-—-

>tr!D1RFN1_LEGLO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G4Q642 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!COWI9W6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D2RKV8_ACIFV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!B5YHC9_THEYD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G2HBK9_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!B8DIZ5!LEPA DESVM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!QIMQF3!LEPA LAWIP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!Q8KCHO !LEPA CHLTE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!C1lECS2_MICSR-Predicted-protein-[MICPUN_84871]-[Micromonas-sp.-(strain-RCC299-/-—--———-

>tr!E4TSD5_ MARTH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!FODKW6_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C7Q5D1_CATAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F3Y4J2 9FLAO-Elongation-factor-4-2-(EC-3.6.5.nl1)-(EF-4-2)-(Ribosomal

>tr!D5BT68 PUNMI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D4Z6A0_SPHJU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F6ET26_SPHCR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E6EHNO_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!B6ARJ8_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C6I0S2_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!B1M5P4 METRJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!E7FFK6_DANRE-GUF1-GTPase-homolog-(S.-cerevisiae)-[gufl]-[Danio-rerio-(Zebrafish)------

>tr!G3Q4C3_GASAC-Uncharacterized-protein-[GUF1l]-[Gasterosteus-aculeatus

>sp!A5IYSO!LEPA MYCAP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!D7WQK6_ 9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E5BYP2 9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q5ZUD2 !LEPA LEGPH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!F9YVJ7_CAPCC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D9S2N8_THEOJ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F2KL08_PSEBN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---




—-LVKLDVLLNAQtVDALSALIHEDNAYNIGKKmtEKLRELIPRQQfDIPIQAAIGAKIIAREtIKALR
—-LVKLDVLLnAtSVDALSALIHESNAYHIGKKMcEKLKELIPRQQfDIPIQAAIGAKIIAREtIKALR
—-LVKLDVLLNGEIVDALSfIVHEDKAYARGRRLtEKLKENIPROMfEVPVQAAIGGKIIAREtIKALR
—-LVKLDVLLNGEIVDALSfIVHEEKAYARGRRLtEKLKEnIPRQLfEVPVQAATIGGKIIAREtIKALR
—-LVKLGILVNAEAVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASIGSRITIAREtIKALR
—-LVKLGILVNAEAVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASMGSRITIAREtIKALR
—-LVKLGILVNAEtVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASIGSRITIAREtIKALR
—-LVKLGILVNAEVVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASIGSRITAREtIKALR
—-LVKLGILVNGEEVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASIGSRITAREtIKALR
—-LVKLGILVNGEVIDALStIVHRSRAEQRGKVLCVRLKDLIPRQQIDIAIQASIGSRITAREtIKALR
—-LVKLGILVNGKAVDALStIVHRSRAEQtGRALCVRLKDLIPIQQIDIVIQASIGSRITAREtIKALR
—-LVKLGILVNSEVVDALStIVHRSRAEQRGRALCVRLKDLIPRQQIDIAIQASIGSRITAREtIKALR
—-LVKmDILINGDMVDALSSLIHDSnNAYHIGKKMCEKLRELIPRQQfDIAVQAALGtKVIAREtIKALR
—-LVKmDILINGDMVDALSSLIHDSnAYYIGKRMCEKLRELIPRQQfDIAVQAALGAKVIAREtIKALR
—-LVKmDILINGDMVDALSSLIHQDNAYGIGKKMCEKLRELIPRQQfDIAVQAALGtKVIAREtIKALR
—-LVKmSILVNGEPVDALSMLVHRtRAEfRGRAMCEKLKDLIPQHLfnIPIQAATIGAKVIAREtIKALR
—-LVKVDILLNGDRVDAfSAIVHRDGAYAYGORMtKRLKELIPRQQfEIPVQAAVGSRVIAREtIKALR
—-LVKVDILVSGnPVDAfSfIAHKDNAY YRGRAIVEKLKDVIPRQQfEIPLQAALGtKIIAREtIKALR
—-LVKVDILVSGnPVDAfSfIAHKDNAY YRGRAIVEKLKEVIPRQQfEIPLQAALGtKIIAREtIKALR
—-LVKVDVmMINGEIVDALSALIHIDNAYtIGKKmcEKLKELIPRQQfDIPIQAATIGAKIIAREtIKALR
—=LVnLRILVNGEVVDALStIVHRSRAEQRGRALCIRLKDLIPRQQIDIAIQASVGSRITAREtIKALR
—-LVRLDILINGEPVDALStIVHRSKAVEVGRKLtQKLRELIPRQLfDVAIQAATIGSRVIAREtIKALR
—-LVRLDVLLNAQPVDALSALIHESNAYYIGKKmcEKLKELIPRQQfDIPIQAATIGAKVIAREtIKALR
—-LVRVDILLNAQPVDALSALIHADNAYDIGKKItEKLRQLIPRQQfDIPIQAATIGAKIIAREtIKALR
—-mVKLDILVNKQQIDALSfIVHADSAYERGKKMCEKLKNEIPRQLfEIPIQAATIGGHIVAREtIKALR
—-DVVKmDLLINGDKVDALSVIVHRSNAtSRGREVASRMRELIPROMEDVAVQAAIGSnIIARELIKALR
——-RKmDILLNGEVVDALSVIVHHDfAYSRGKAIVEKLKtLIPROMfEIPVQAALGGKIIAREtIKAmMR
—-LOKmDILLNGEVVDALSLIVHKDfAYSRCKtICEtLKSfIPKOmfEIPIQAALGKKIIAREtIKAmMR
—-LVKLDILLNAEIVDALSMIVPEERAYVARGRATIAEKLKEIIPROMfEIPIQAAVGSKVIAREtIKAmMR
—-LVKLDILLNEEKIDALSAIVHRDKAYELGKKLCAKLKELLPKOmfEIPIQAATIGtKVIAREtIKAmMR
—-LVKVDILLNnGnKVDALSSImHRDfAADRSRKICLKLKDHIPKHQfEVPIQAAIGGKIIAREtIKAmMR
—-LVKLDILLNnGEPLDALScIVHKDRAY SRGRALVEKLRSLIPRHMfEIPVQAAIGNRVIAREtIKAQR
—--LVKLtILIDEKPAEPLStIVHRDSAHEVGRKLAKKLKDVIPRQLYEVPVQASIGSRIVAREtIKAQR
—-LVKmDILLNGEPLDALScIIHKEKAVARGRGLVEKLRSLIPRHMfEIPVQAAIGNKIIAREtIKAQR
—-LVKLDILINGEPVDALtcIVHRDKAYHRGRQLVEKLRGLIPRQLfDVPVQAAIGSRVIAREtIKARR
—--VKLDILLNnGEPVDALSSLtHfDNAQtLGRKMcEKLKELIPRQQfDVAVQAAIGAKIIAREtIKAVR
—--VKLDILLNnGESVDALSALIHfDNAVGEfGRRICEKLKELIPRQQfDIAVQAAIGAKVIAREtIKAVR
—-LAKLDILLNnGEPVDALStLtHVDnSVtfGRRMcEKLKELIPRQQOfDIAIQAAIGAKIIAREtIKAVR
—-LAKLDILLNGESVDALStLtHVDNAVtfGRRMcEKLKELIPRQQOfDIAIQAAIGAKIIAREtIKAVR
—-LVKIDIMLNGnKVDALSIIAHRDEfAVGKSKIICEKLKEVIPKHQfEIPIQASIGSKIIAREtIKAVR
—-LVKIDIMLNGnKVDALSIIAHRDEfAVGKSKIICERLKEVIPKHQfEIPIQASIGSKIIAREtIKAVR
—-LVKLDILLNGEPIDALStLtYIDNAVNfGRRMcEKLKELIPRQQfDIAIQASIGtKIIAREtIKAVR
—-LVKLDILLNnGEPVDALStLtHIDNnSVSfGRRMcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGEPVDALStLtHmDNSVAfGRRMcEKLKELIPRQQOfDIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGEPVDALStLtHVDNAYDLGRRMCEKLKELIPRQOfEIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGEPVDALStLtHVDnSVtfGRRMcEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGESVDALStLtHfDnAYDLGRRMCEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGESVDALStLtHfDnAYDMGRRMCEKLKELIPRQQfEIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNGESVDALStLtHVDNAVNfGRRMcEKLRELIPRQQfDIAIQAAIGAKIIAREtIKAVR
—-LVKLDILLNnGESVDALStLtHVDNAYDMGRRMCEKLKELIPRQQfDIAIQAAIGAKIIAREtIKAVR
—-LVKLDIMLNGEPVDALStLIHfDNnAYDMGRRMCEKLKELIPROQQfEIAIQAAIGAKIIAREtIKAVR
——-—-KLDILLNnGDLIDALSIIVHKSnNAASRGRVLALRLKDIIPRQQfEVPIQAAVGSKIIAREtIKAYK
——--IKLDILLNnGQKVDALSIIVHKDfAVKKGRELtEKLKEtIPRHSfEVPVQAVIGSKVIAREtIKAYR
——--VKVDILVSGKPVDAfSfIAHNDNAfHRGKAICQKLSEVIPROQQfEIPIQAALGSKIIAREtIKAYR
——-VKVDILVSGKPVDAfSfIAHNDNAfHRCKAICQKLSEVIPRQQfEIPIQAtLGSKIIARELIKAYR

>sp!ASFLU8!LEPA FLAJ1-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!A6H1S4!LEPA FLAPJ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!E6UL64 RUMA7-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!E9SI9N3_RUMAL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!GOGXF2_RICHO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!A9W236_METEP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!G4KMK3_RICJA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!A5TWG8_FUSNP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!Q9PQG7 !LEPA UREPA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!A8GMT1!LEPA RICAH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!A8EY28!LEPA RICCK-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!B7P8B4_IXOSC-GTP-binding-protein-lepa,-putative-[IscW_ISCW016732]-[Ix
>tr!D7VUP1_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

odes————————e—e—u

>tr!C6X3F6_FLAB3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!BOKA85!LEPA THEP3-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!A8IJ66_ AZOC5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E6KQP8_ 9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!C7NAB5_LEPBD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D3MK73_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F0P257_WEEVC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q9ZDQ1!LEPA RICPR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!DOMD14 RHOM4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!A3J2H2_ 9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G6AEZ6_ 9BACT-GTP-binding-protein-lepA-[HMPREF9138 00673 ]-[Prevotella-

histicola--------

>tr!F5T7K8_ 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F3JYV8_PSESZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!B2TLZ3_CLOBB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!B1VI9C5!LEPA PHYAS-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!D4CV77_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!B3ESU2!LEPA AMOA5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!G4EMW6_MYCIO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F6B8G6_DESCC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!Q2S5I1 SALRD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F6DM65 DESRL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F8G7H8_FRAST-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D7JDT1_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F9z387_0ODOSD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q4KHT3!LEPA_PSEF5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!F5IXY7_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!COAFR4_UREUR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!A8RYW6_9CLOT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!B6YS24 AZOPC-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!C3JBG4_9PORP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!B10X18 CLOBU-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!FOROV6_BACSH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!B7BCF4_9PORP-Putative-uncharacterized-protein-[PRABACTJOHN 02722]--

>tr!C6I958 9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!Q64T74 ! LEPA_BACFR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!F8X4F3_9PORP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F3zZPT0_9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!Q8AA33!LEPA BACTN-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal
>tr!C9LL74_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!EOTK98_ MYCHH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!Q8RFD1!LEPA FUSNN-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal

>tr!Q7P657_ FUSNV-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---



——-VKVDILVSGKPVDAfSfIAHNDNAf YRCGKAICQKLSEVIPRQQfEIPIQAALGSKIIAREtIKA
——-=VRLDIHLNGRPVEELCRIVHAtKAtGIAROMVHKLKDLIPROMVQIATIQACVGSKVLAREtIKA

—-LIKmDILLNGKPVEELAtIVQRDRA
—--LIKVDVLLNGEKIDALAIIVHKDfA
—-LVKLDILLNGQKIDALSmMmIVHKDfA
—-LVKVDILLNnGDKIDAfSIItHKDSA
—-LVKVDILLNGDKIDAfSIItQKDSA
—-LVKVDILLNnGDKVDAfSIISHKDnA
—-LVKVDILLNGEKIDALAMIVHRDSA
—-LVKVDILLNGEKVDAfSIIAHKDKA
—--LVKVDILVSGKPVDAfSfIAHKDGA

StCGKSmcERLKDAIPROMEETIAIQAATIGSKIIAREtIKA
SRGRDLtVKLKEVIPRONfEIPVQAATIGAKVIAREtIKA
PKARDLtQRLKnNnIIPRHSfEVPVQAVIGSKVIAREtIKA
SKARDLtQKLKEAIPRONfEVPVQAtIGSKIIAREtIKA
PRARELCEKLKAEIPROnfEVPVQAVIGSKIIAREtIKA
ASGRELCEKLKEAIPRONfEIPVQAtIGGKIIAREtIKA
nKSRALtEKLKEVVPRONfEIPVQAAIGAKIIAREtIKA
EHARELCIKLKDEIPRONfEIPVQAtIGGKIIAREtIKA
SRGRAICEKLKEVIPRQQfEIPIQAALGAKVIAREtIKA

eI e B e B v e B v I B v B R

—-LVRmMEILLNGnPVEELGSIVHKDKAAAVGRVVCERLKDSLPRQLfETAIQAAVGSKIIAREtIKA
——--AKLDILLNGEPVDALSALtHQDNnAVtIGRKmcEKLKDLIPRQQfDIAIQAATIGAKIVAREtIKCVR
—-LAKLDILLNnGEPVDALStLtHQDNAVtLGRKMcEKLKDLIPRQQfDIAIQAAIGAKIVAREtIKCVR
—-LAKLDILLNnGEPVDALStLtHQDNAVtLGRKMcEKLKDLIPRQQfDIAIQAAIGGKIVAREtIKCVR
—-LVKLDILLNnGEPVDALStLtHVDNnSVtfGORMcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKPVR
—-LVKLDILLNGEPVDALStLtHVDNnSVtfGRRMcEKLKELIPRQQfEIAIQAAIGAKIIAREtIKPVR
—--VKVDILVSGKAVDAfSfIAHSDSAYVtRGRAICEKLKDVIPRQQfEIPIQAALSSKIIAREtIKPYR
——--VKVDILVSGKPVDAfSfIAHNDSAYVtRGRAICEKLKDVIPRQQfEIPIQAALSSKIIAREtIKPYR
—-LAKLDILLNnGEPVDALStLtHEtnAVtfGRRICEKLKDLIPRQQfDIAIQAAIGAKIIAREtIKQVR
—-LVKVDILLNGEKIDALAmMIVHRDfAVNKSRDLtEKLKEVIPRONfEIPVQAAIGAKIIAREtIKSYR
—-LVKmDILVNnEVVDALSLItHRDQAYQRGRALVERLRQLIPRQLfDVPIQAAIGSRVIAREtIPALR
—-LVRLDILINGDVVDSLStIVHRDKAfYVGRSLVAKLRELIPRHQfEVPIQAAIGSKVIAREtIPALR
—-LVRLDILINGDVVDSLStIVHRDKAfYVGRSLVAKLRELIPRHQfEVPIQAAIGSRVIAREtIPALR
—-LVKmSILVNAEPVDALSMLVHRtRAESRGRAMCEKLKDLIPRHLfQIPVQAAIGGKIIAREtIRA

—-LVKmSILVNnSEPVDALSMLVHRtRAESRGRAMCEKLKDLIPRHLfQIPVQAAIGGKIIAREtIRA

—-LVRLDVLVAGELVDALSVIVHRDKAYARGRALVERLKELIPRQLfEVPIQAAVGSRVIAREtIRA

—-LVRLDVLVAGEPVDALSVIVHRDKAYARGRALVERLKELIPRQLfEVPIQAAVGSRVIAREtIRA

—-LVKVDILVSGnPVDAfSfISHADHASSRGRAICEKLKEIIPRQQfEIPIQAALGAKIIAREtIRALR
—-LVKVDILLQGEtVDAfSAIVHKDKAVAYGVMMAtKLKDLIPRQQfEVPIQAAIGSRITIAREtIRAIR
—--VKVDILINQQPVEALSmMILHRDLAASQGRALVERLRGIIPRQLfEVPIQAAIGSRITIAREtIRALR
——-VKVDILLNnGDKVDAfSAIVHRDSAYSYGVMMtKRLKDLIPROQQfEVPVQAAIGtRVIAREtIRALR
—-LIKLSILVNGnPVDALStIVHRSKAEfRGRELCKRLKDLIPAHLfQIAIQAAIGSRIIAREtIRALR

—-LVKLDILVNGQPVDALSLIVHRDfA
—-LVKLDILVNGQPVDALSLIVHRDfA
—-LVKmDILINGERVDALSVIVHRDQA
—-LVKmDILINQEVVDAfSLIVHQDKA

ORGRDLVERLRQLIPROMEfEVPIQAAIGSKIIAREtIRALR
ORGRDLVERLRQLIPROMEEVPIQAAIGSKVIAREtIRALR
HRGKALAEKLKELIPROMfEIPIQAAIGHKITIAREtIRALR
ERGRKICERLtEAIPRHQfAVPIQAAIGSKIIAREtIRALR

—-LVKmDILINSELVDAfSmIVHKDtAYARGRRICEKLtDVIPRHQfATPIQAATIGAKIIAREtIRALR
—-LVKmSILVNAEPVDALSMLVHRtRAEYRGRAMCEKLKDLIPQHLfQIPIQAATIGAKIIAREtIRALR
—-LVKVDILLNnGDKVDAfSAIVHKDSAYSYGVMLtKRLKELIPRQQfEVPVQAAVGSRIIARELIRALR
—-LVKVDILLNnGDKVDAfSAIVHRDSAYSYGVMMtKRLKDLIPRQQfEVPVQAATIGtRVIARELIRALR
—-LVKVDILLNGERVDAfSAVVHRDAAYSYGVMMAKRLKDLIPRQQfEVPVQAAVGARIIAREtIRALR
—-LVKVDILVSGnVVDAfSfIAHKDHAfnRGRSIVERLKEVIPRQQfEIPLQAALGSKIIAREtIRALR

——-VKLDILLNGEAVDALSfIVHKDKA
——-VKLDILLNGEVVDALSfIVHKDKA
—-LVKLDILVNGQPVDALSLIVHRDfA
—--LVKLDILVNGQPVDALSLIVHRDSA
—-LVKVDILLQGEQVDAfSAIVHKDKA
——LVRmDILINGEPVDALSSIVHRDRA
——-VKmDILLNGEtVDALSfIVHRDKA

ERGRIVCEKLKEIIPRQLfEVPIQAAIGSRVIAREtIRAmMR
ERGRIVCEKLKEIIPRQLfEVPIQAAIGSRVIAREtIRAmMR
AQGRALVERLRKLIPROMfEVPIQAAIGSKVIAREtIRAmMR
AQGRALVERLRKLIPROMfEVPIQAAIGSKVIAREtIRAMmMR
AYGVOmMtAKLKDLIPRQQfEVPIQAAIGSRITIAREtIRAmMR
ORGRALCERLKELIPRQLfEVPIQASIGNRVIAREtIRAmMR
HRGRQLVEKLRQLIPROmfEVPVQAAIGNKVVAREtIRAQR

——=-AKMEILLNGtPVDALttVVHEEKARItCKQVCcOQKLKEAIPRQLYEVAIQAtIRGKVVAREtIRAVR

—-LVKVDILLNGDPVDALSSIVHRDKS
—-LVKVDILLNGDPVDALSSIVHRDKS
—-LVKVDILLNGDPVDALSSIVHREKS
—-LVKVDILLNGDPVDALSSIVHRNKS

SYGVAMAAKLKELIPRQQfEVPIQAATIGARVIAREtIRAVR
SYGVAMAAKLKELIPRQQfEVPVQAATIGARVIAREtIRAVR
SYGVAMAAKLKELIPRQQfEVPIQAATIGARVIAREtIRAVR
SYGVAMAAKLKELIPRQQfEVPIQAATIGARVIAREtIRAVR

>tr!G6C577_9FUSO-Putative-uncharacterized-protein-[HMPREF9093 01723]-[Fusobacterium-—--—--

>tr!B4NCH5 DROWI-GK25080-[GK25080]-[Drosophila-willistoni-(Fruit-fly)]-
>tr!Q4TCA6_TETNG-Chromosome-1-SCAF7036,-whole-genome-shotgun-sequence.-(Fragment)-
>sp!Q6KHP1!LEPA MYCMO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—--—---
>tr!D5AWJ8 RICPP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q8GCP5!LEPA MYCFE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—--—---
>tr!F9UJY2 9MOLU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F9QEM8_ 9MOLU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E8TOE8_GEOS2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q4A5S3!LEPA MYCS5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—--—---
>tr!C3wWB59_FUSMR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F7CM81_ORNAN-Uncharacterized-protein-(Fragment)-[100085632]-[Ornithorhynchus--
>tr!G6B229_ 9BACT-GTP-binding-protein-LepA-[HMPREF0673_02960]-[Prevotella-stercorea

>tr!D3IAZ4 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D1VX24 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!BOBWV5!LEPA RICRO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—--—---
>tr!Q55MEQ0_CRYNB-Putative-uncharacterized-protein-[CNBI0720]-[Cryptococcus———-—-—--—
>tr!E5BLL2_ 9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!E6LK47_ 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D1XXV9_ 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!B3PLUO!LEPA_MYCA5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---———---
>sp!Q2RKX8!LEPA_MOOTA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---———----
>sp!Q2JQ51!LEPA_SYNJB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---———----
>tr!A3ESM4_9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!BOUFEO !LEPA_METS4-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal----——----
>sp!B8IMTO!LEPA_ METNO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---———---

>tr!FOIFG7_9FLAO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!E8UH82_MYCFM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!E3IRM7_DESVR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!F4H3EO0_CELFA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!B3T1IM5 97Z7ZZZ-Putative-GTP-binding-protein-LepA-C-terminal-domain---

>tr!F9PJNO_9ACTO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!B3CRQ1!LEPA ORITI-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal---———----

>tr!B8G6I7_CHLAD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!B9LBP0_CHLSY-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!G2MR57_9THEO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F9MS26 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!E4KTMO_9PORP-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!E8QAW8_ STRED-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!COW2Y9_9ACTO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!E7NCA7_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F9EGB5_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D4HD61_ PROAS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C8WY50_ALIAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F8IF57_ALIAT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!A7NJP1_ROSCS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!A50SY2_ROSS1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D7AI47_GEOSK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D5WXM9_BACT2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F5SE42 9BACL-GTP-binding-protein-LepA-[lepA]-[Desmospora-sp.-8437]-

>sp!B3RXR7!GUF1_TRIAD-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC

>tr!G4D038_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D7M1G6_ARALL-Putative-uncharacterized-protein-[ARALYDRAFT 487706]-[Arabidopsis

>tr!F3P011_9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!FINTW6_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---




—--LVKLDVLLNGQVINELStIVHKDKAYPVGKtLASKLKDVIPRQLYEVVIQAALGNKVIAREtIRAYK
—--VRLDILLNGEAVDALAVIVHKDKSVYAYGRALALKLKRtIPROMfEVAIQAAIGQKVIAREtISALR
—-LVKLDILVNGEQVDALSQLtHRtKARERGLKACERLKEEIPROMfKIAIQAAIGGNIIAREtISALR
—-LVKLEIKLNnGEnVDALSALVHRSKAESfGRKICctRLKELLPRQQfLIAIQAAVGAKIIAREtISALR
—-LVKmDILLNSEVVDALSfIVHKDtAVARGKVICEKLKELIPRQQfEVPIQAtIGHKVVAREtISALR
—-LVKVSILVNGDPVDALAmMIVHREQAEYRGRATICARLKDLIPROMfKIALQAAIGGKVIAREtISALR
—--VRLDILINGEAVDALAVIVHRDKAYHYGRALALKLKRtIPRQLfEVAIQAAIGQKVIAREtISAmMR
—-IAKmDILLNGDKVDALSALIHRGRAQDfGRKLCEKLKELLPRQOfmIAIQAAIGAKILAREtISAmMR
—=IVRmDVLVNGSVVDALAtLVHRSKAQRHGRDLVARLKEALPRQLYEVALQAALGSKVIAREtISAmMR
—-LARLDILINGEPVDALSVIVHRDRAYLRGREVCQKLKEVIPKOMYEVAIQAAIGAKVIAREtISAmMR
—-LVKLDILLNnGQPVDAmMAtIVHNLKAQRVGRELVDKLKKf IDROMfEItIQAAIGSKVVAREtISAmMR
—-LVKLDILLNnGQPVDAmMAtIVHNLKAQRVGRELVEKLKKf IDROMfEIVIQAAIGSKIIAREtISAmMR
—-LVKLDIVLNGQSVDAmMAtIVHKLKAQRIGRELVEKLKKfIDROMfEItIQAAIGAKVEAREtISAmMR
—-LVKLDVLLNGEPVDALSSIVHRSKSYEWGRKLCSKLKGIIPROMYEVAIQAAIGSRVIAREtISAmMR
—-LVKLDVLLNGESVDALStIVHRSKAYEWGRRLCOKLKSIIPROMYEVAIQAAIGSRVIAREtISAmMR
—-LVKLDVLLNGEtVDALSSIVHRSKAYDWGRKLCLKLKGIIPROMYEVAIQAAIGNRVIAREtISAmMR
—-LVKmDILLNGEIVDALSfIVHtDtAVYPRGKVICEKLRKLIPRQQfEVPIQAAIGQKIVAREtISAmMR
—-LVKmSILVNAEPVDALStIVHRSQAEHRGRLLCERLKELIPRQLfKIAVQAAIGSRVIAREtISAmMR
—-LcRLDILVNQEQVDAfSSIVHVDKAEGRGRALCSRLKEILPROMEKIAIQAAIGGKVVARELISA
—=ISKLtILINSEPVDALSCIIHKSKVESRGREICERLKDLIPRQQYKVAIQAAVGAKIVAREtISP
—-VSKLtfLInSELVDALACIIHKSKIESRGREICERLKDLIPRQQVYKIAIQAAVGSKIVAREtISP
——=VRmMDILLNGQLVDELctVVHISKAQSHAKELVLKLKELIPROMVQIATIQAVVGGKVVAREtLKA
——=VRmDVLLNGtLVDELctVVHISKAQSHARELVLKLKELIPROMVQIATIQAtVGGKVVAREtLKA
—-LIKmDILINGNPIEELAtITHNDKAVAtGCKfLcERLKDtIPRQLfETIAIQAATIGKKIIAREtLKA
—-LIKmDILINGNnPVEELStITIHNDKAYAtGCKYLCERLKDAIPRQLfETAIQAATIGKKIIAREtLKA
——-VKLDILLNGKMVQELStIVHAEKAHQtGKKICVKLLEIIPQQLfETAIQAAVGSKVIAREtLKP
—-IVKLDILLNGKLVEELStIVHEtKAYKtGKKLCAKLLEtIPRQLfETAIQAATIKnKVIAREtLKP
—-LVKLNILLNGKMVEELCctIVHRtKAtQIGKKLCIKLLDtIPRQLfETAIQAATIGSKIIAREtLKP
—-IVKLNnILLNGKLVEELCctIVHRKKASQIGKNLCIKLLDtIPRQLfETIAIQAtIGSKVIAREtLKP
—-LVKLDILLNGQPVDALASIcHRSKAHYVGRELCEKLKKVLDROMfEVAIQAATIGAKVVAREtLPALR
——-VKmQVLVNDEPVDALStmVHRDRAEARGRAMCEKLKDLIPRHMfKIPIQAATIGGKVIAREtLSALR
——-VKmSILVNDEPVDALStmVHRDRAEARGRAMCEKLKDLIPRHMfKIPIQAATIGGKVIAREtLSALR
——-VKmSVLVNDEPVDALStmVHRDRAEMRGRAMCEKLKDLIPRHMfKIPIQAATIGGKVIAREtLSALR
——-VKmSVLVNDEPVDALStmVHRDRAEQRGRAMCEKLKDLIPRHMfKIPIQAATIGGKVIAREtLSALR
—-LVKLDILLNGELVDALSfIVHEEKAVGRGRAItKKLKESIPROMfEIPIQAATIGNKIIAREtLSALR
—-mVKLDVMLNGDRVDALSAIVHRSKSYEWGKKLCEKLRELIPRQQfETAIQAATIGQKIIAREtLSALR
—-LVKmDILLNGQPVDAmMAtITHNQKAQKVGRELVDKLKKf IEROMfETItIQAATIGSKIIAREtLSAmMR
—-LVKmDILLNGQPVDAmMAtITHNQKAQKVGRELVDKLKKf IEROMfETItIQAATGSKVIAREtLSAmMR
—-LVKmDILLNGQPVDAmMAtIVHNQKAQRVGKELVEKLKKf IEROmMfETItIQAATGSKVIAREtLSAmMR
—-LVKmDILLNGQPVDAmMAtIVHNQKAQRVGRELVDKLKKf IEROMfETItIQAAVGSKVIAREtLSAmMR
—-LVRVDILLNGDtVDALSALLHADNAYtIGKKIVEKLKtLIPRQQfDIPIQAATIGAKIIAREttKALR
—-LVRVDLLLNGtPVDALSALLHADNAY SIGKRIVEKLKELLPRQQfDIPIQAATIGAKIIAREttKALR
——-VKLDILINGELVDALSMmIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtV
——-VKLDILINGELVDALSMIVHKDKVYEKARKIVEKLKEnIPRHLfEIPIQAAIGSKIIAREtV
—-LVKmDILINKEQVDALSfITHEtRAfVRGKAMCEKLKDEIPRHQfPVPIQAAVGNKIIAREtVAAYR
——-VKLDILINGELVDALSMIVHKDKAYEKARKIVEKLKEnIPRHLfEIPIQAATIGSKIIAREtVKA
—-LVKLDVLVSGEQVDALSLITIHRDNAYARGRALVEKMKELIPRQLfEVPIQAATIGNRVIAREtVKA
—-LVKLDILINGEPVDALSVIVHRERAYVHRGRELCQKLREVIPKOMYEVAIQAAIGAKIIAREtVKALR
—-LVKLDILINGEPVDALSVIVHRERAYQRGRDLCQRLREVIPKOMYEVAIQAAIGAKVIAREtVKALR
—-LVKLDIMLNGEIVDALSfIVHREKSVARGRRMAEKLKESIPROMEfEIPIQACIGGKIIAREtVKALR
—-LVKLDIMLNGEVVDALSfIVHADKAYARGRRMtEKLKENIPRHMEEIPVQACIGGKIIAREtVKALR
—-LVKLDIMLNnSEVVDALSfIVHREKSVtRGRRMAEKLKESIPROMEEIPIQACIGGKIVAREtVKALR
—--VKLDVLLNnGDPVDALSAIVHRDKAYEWGKKLCEKLKELLPRQQfEIAIQAAIGAKVIAREtVKAIR
—-LVKLDILLSGKPIDALSfIVHKDKAYDRGRVLAEKLKGIIPROMEEVPIQAAIGGRVLAREtVKAKR
—-LVKLDILLSGKPIDALSfIVHKDKAYDRGRVLtEKLKEIIPROMfEVPIQAAIGGRVLAREtVKAKR

RN RNHD DD DD AOT

>tr!C3XWB6_ BRAFL-Putative-uncharacterized-protein-[BRAFLDRAFT 117127]-[Branchiostoma------
>tr!G1lv2S7_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!E8RDF7_DESPD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!F4KZL9_HALHl-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!C0zB42_BREBN-GTP-binding-protein-LepA-[lepA]-[Brevibacillus-brevis-(strain-47-/-------
>tr!G52XG5_9PROT-GTP-binding-protein-LepA-[HIMB100_00007140]-[SAR-116-cluster-alpha-------
>tr!A8SE73_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!C7PDZz4_CHIPD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>sp!A4S3R2!GUF1_OSTLU-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—----—-
>tr!E3FMN4_STIAD-Elongation-factor-4-1-(EC-3.6.5.nl1)-(EF-4-1)-(Ribosomal--—————————cuc————
>sp!BI9RUN8!GUF1_RICCO-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—----—-
>tr!F6H5P1 VITVI-Putative-uncharacterized-protein-[VIT 14s0108g00130]-[Vitis——---
>tr!B9IJU6_ POPTR-Predicted-protein-(Fragment)-[POPTRDRAFT 258992 ]-[Populus————————————————
>sp!B3QPU3!LEPA CHLP8-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—————————oo———
>sp!A9IN944 ! LEPA COXBR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-———-————————————
>tr!B30QXN4 CHLT3-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!F70082_BRELA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!G5GWI5_FUSNP-GTP-binding-protein-LepA-[HMPREF9369 01381]-[Fusobacterium--——————————————
>tr!D5EPP9_CORAD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>sp!Q5PAX8!LEPA ANAMM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>sp!Q2GJV7!LEPA_ANAPZ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>sp!QO0IFX5!GUF1_AEDAE-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-—-----—-
>sp!B8AI54 !GUFP_ORYSI-Translation-factor-GUFl-homolog,-chloroplastic-precursor-(EC-—----—-
>tr!GINHQ6_ MELGA-Uncharacterized-protein-(Fragment)-[GUF1l]-[Meleagris-gallopavo-——————————
>tr!F1NX95_ CHICK-Uncharacterized-protein-(Fragment)-[Gga.39342]-[Gallus-gallus———————————-
>tr!G7vV117_LACRH-GTP-binding-protein-LepA-[lepA]-[Lactobacillus-rhamnosus-ATCC-8530]---—--—
>tr!B3JGT2_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!G3Q4C0_GASAC-Uncharacterized-protein-(Fragment)-[GUF1l]-[Gasterosteus-aculeatus—--—--——--—
>tr!E9JD47_SOLIN-Putative-uncharacterized-protein-(Fragment)-[SINV_02352]-————————————————
>sp!A9S3D3!GUF1_PHYPA-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC-——-—-—--—
>sp!B1ZC10!LEPA METPB-Elongation-factor-4-(EC-3.6.5.nl1l)-(EF-4)-(Ribosomal
>sp!Q5LUSO!LEPA SILPO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!BINPGY_9RHOB-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>sp!Q1GIV5!LEPA SILST-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal—-————————————————
>tr!E3GFW8_EUBLK-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!D2QIF4_ SPILD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!D7SWK1_VITVI-Putative-uncharacterized-protein-[VIT_07s0031g03050]-[Vitis——-—--
>tr!B4ARZ9_FRANO-GTP-binding-protein-LepA-[lepA]-[Francisella-novicida-FTE]
>sp!C5Z3W1!GUF1_SORBI-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC--—--—--
>sp!Q5VQ69!GUF1_ORYSJ-Translation-factor-GUFl-homolog,-mitochondrial-precursor-(EC--—--—--
>tr!A7LWQ3_BACOV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!A4BY39 9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!D9Z2YU2_ 9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter--—-——-—-—--
>tr!D9ZYUO_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter--—-—-—-—-—--
>tr!D4MXW6_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—=
>tr!E5UYX0_9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!G2LF38_9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>sp!A7HCF3!LEPA ANADF-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-—-———————————————
>sp!B4UDQ7 ! LEPA_ANASK-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-—-—-—————coc-—oo
>sp!B8I3E6!LEPA CLOCE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--———————————————
>tr!D3R1J1_CLOB3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!F3A2I6_ 9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!E4RVI9_LEAB4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!F7V1F2_EEGSY-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!C8WHM9_EGGLE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—




——-=VKLDILINGDLVDALSmMIVHKDKA
——-VKLDILINGELVDALSmMIVHKDKA
——-=VKLDILINGELVDALSmMIVHKDKV
——=VKLDILINLELVDALSmMIVHKDKA
——-VKLDIMIKGEVVDALSfIVHRDKA

EKARKIVEKLKEnIPRHLEEIPIQAAIGSKIIAREtVKALR
EKARKIVEKLKEnIPRHLEEIPIQAAIGSKIIAREtVKALR
EKARKIVEKLKEnIPRHLEEIPIQAAIGSKIIAREtVKALR
EKARKIVEKSKEnIPRHLfEIPIQAAIGSKIIAREtVKALR
ORARKIVEKLKEEIPRHLfEIPIQACIGSKVIAREtVKALR

——-VKmDVLINGEKLDALSWIVHRDfAERRGRELVGRLKELIPROMfEVAIQAATIGAKIIAREtVKALR

——-VKVDVLLNGntVDALSALLHKDnA
——=VRLDVMLNGEPVDALSAIVHRDKA
———VRLDVMLNGEPVDALSAVVHRDKA
—-LLKLDILVNKEQVDALSfIVfADSA
——LVKLDIILNSEVVDALSmMIVPKDRA
—-LVKLDILInNDQSVDALSLIVHRDnA
—-LVKLDILINEQnVDALSLIVHRDnNA

DIGKKmCEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR
EwWGKRLCEKLKELVPROMfEIATQAAIGtKVIAREtVKALR
EWGKRLCEKLKELVPROMfEIATQAAIGQKIIAREtVKALR
DRGRKmMCEKLKGEIPRQLfDIPIQAAVGSKVIAREtVKALR
AKGRtmAEKLKEITIPRQLfEIPIQAAVGSKITIAREtVKALR
ARGRGIVEKLKDEIPRQQfAVPIQAAIGGKIIAREtVKALR
ARGRGIVEKLKDEIPRQQfAVPIQAAIGGKIIAREtVKALR

—-LVKLDILINGDKVDALALVVHRSQSQYRGRQLVARLKDLIPROMfEVALQAATIGNHIIAREtVKALR

——-LVKLDILINGEIVDALSmMIVHKDKA
—-LVKLDILINGEVVDALSmMIVHKDKA

ERARKmtERLKEnIPRHLfEIPIQAAIGSKIIAREtVKALR
EKGRKIVEKLKEnIPRHLfEIPIQAAIGSRIIAREtVKALR

—-LVKLDILINKEEVDALSfIVfEDSAAERGRKMCEKLKEEIPRQLfEIPIQAATIGSKVIAREtVKALR

—-LVKLDILINKEMVDALSfIVfKESA
—-LVKLDILInKEQVDALSfIVfKDSA
—-LVKLDILVGGEVVDALSSIVHKDRA
—-LVKLDILVNGEVVDALSmMIVHKDKA
—-LVKLDIMIKGEVVDALSfIVHKDKA
—-LVKmDILIAGEPVDALSIIVHEDKA
—-LVKVDLLLNGnSVDALSALLHADnA
—-LVKVDVLLNAnIVDALSALLHVDnA
—-LVKVDVLLNGntVDALSALLHQDnA

ERGRKmMCEKLKGEIPRHLfEIPIQAAVGGKIIAREtVKALR
DRGRKmMCEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKALR
ORGRQLAEKLKELIPRHMfEIPIQAAIGNKITIAREtVKALR
EKGRKIVEKLKEnIPRHLfEIPIQAAIGSRIIAREtVKALR
ORARRIVEKLKEEIPRHLfEIPIQACIGSKVIAREtVKALR

RGRQLVEKLRELIPRHLfEIPIQAAIGSRVIAREtVKALR
DIGKRICEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR
DIGKKmcEKLKELIPRQQfDIPIQAAIGAKIIAREtVKALR
DIGKKmcEKLKELIPRQQfDIPIQAAIGAKITIAREtVKALR

—-LVRLDVLLNAQPVDALSALIHADNAHt IGKKmtEKLKELIPRQQfDIPIQAATIGAKIIAREtVKALR

—=LVRmnILINGEAVDALSLIIHRDKA
—=LVRmnIMmINGEVVDALSLIIHRDKA
—-mVKLDILLNGEIVDALSfIVHKDKA
—--AKmDIVLNGEQVDALSfIVHKDRA
———IKLDIMLNGEKVDALSAIVHRDKA
—--VKLDILINKEEVDALSfITHADtA
—--VKLDILINKEEVDALSfIVHEDtA
—---VKLDILLNGEKVDALSAIVHRDKA
—--VKLDILLNGEVVDALSfVVHADKA
—--VKLDIMLNGEVVDALSfIVHADKA
——--VKmDILLNAEQVDALSfIVHKDRA
——--VKmDILLNGEQVDALSfIVHKDRA
——--VKmDILLNGEQVDALSfIVHRDRA
—--VKmDILLNGEQVDALSfIVHRDRA
——=VKmDILLNnEVVDALSVIVHRDRA
——-VKmDIMLNGEQVDALSfIVHRDRA
——=VKmDIMLNnEQVDALSIIVHRDRA
——=VKmDIMLNNEQVDALSVIVHRDRA
—-LVKLDfLLNnGDPVDALSmIVERDNA
—-LVKLDfLLNnGDPVDALSmMIVERDNA
—-LVKLDILINKEEVDALSfITHKDtA
—-LVKLDILINKEEVDALSfITHQDtA
—-LVKLDILINKEEVDALSfIVEEGSA
—-LVKLDILINKEEVDALSfIVESGSA
—-LVKLDILINnKEEVDALSfIVHADSA
—-LVKLDILINnKEEVDALSfIVHADSA
—-LVKLDILInKEEVDALSfIVHAEtA
—-LVKLDILInKEEVDALSfIVHAEtA

RGRDLVSKmMKELIPROMfEVVIQAATIGAKVIAREtVKALR

RGRDLVSKmMKELIPROMfEVAIQAATIGAKVIAREtVKALR
GRARQItEKLKEVIPRHLfEVPIQAAIGGKIIAREtVKALR
HRGRAICEKLRELIPROMfEVPIQASVGtKVVAREtVKAmMR
DWGKRLCEKLKDLIPMOmfEIAVQAAIGQKITIAREtVKAMR
ERGRKmMCEKLKEEIPRQLfEIPIQAAIGSKITIAREtVKAmMR
ERGRKmctKLKEEIPRHMEfEVPIQAAIGSKVIAREtVKAmMR
DWGKRLCEKLRELLPROMfEIATIQAAIGAKIIAREtVKAmMR
ARARKIAEKLKDNIPRQLfEVPIQAAVGGKIIAREtVKAmMR
ARGRRIAEKLKDVIPRQLfEVPIQAAVGGRIIAREtVKAmMR
HRGRAICEKLRELIPROMfEVPIQASVGtKVVAREtVKAmMR
HRGRAICEKLRELIPROMfEVPIQASVGtKVVAREtVKAmMR
HRGRIICEKLRELIPROMfEVPIQASIGtKVIAREtVKAmMR
HRGRIICEKLRELIPROMEfEVPIQASVGtKVVAREtVKAmMR
ORGKAVCEKLKDLIPROMEEVPIQASIGSRVIAREtVKAmMR
NRGRIICEKLRELIPROMEEVPIQAAIGQKITIAREtVKAmMR
HRGRAICEKMKELIPROMEEVPIQASIGtKVIAREtVKAmMR
ORGRVICQKmMKELIPROMEEVPVQASIGtKVIAREtVKAmMR
AKGRRICEKLRDNIPRnLfEIPVQAAIGGKIIAREtVKAmMR
AKGRRICEKLRDNIPRtLfEIPVQAAIGGKIIAREtVKAmMR
ERGRKmMcEKLKDEIPRHLEfEIPIQAAIGGKVIAREtVKAmMR
ERGRKMcEKLKEEIPRHLEEIPIQAAIGNKVIAREtVKAmMR
ERGRKMcEKLKEEIPRQLEfEIPIQAAVGSKITIAREtVKAmMR
ERGRKmMcEKLKEEIPRQLEEIPIQAAVGSKITIAREtVKAmMR
ERGRKMcEKLKEEIPRHLEEIPIQAAIGSKVIAREtVKAmMR
ERGRKMcEKLKEEIPRHLEEIPIQAAVGSKVIAREtVKAmMR
ERGRKmMCSKLKEEIPRHLfEIPIQAAVGSKIIAREtVKAmMR
ERGRRMCEKLKEEIPRQLfEIPIQAAVGSKIIAREtVKAmMR

>tr!D9TP81 THETC-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!C9KWD8_9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!B6J4K1 COXBl-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!D9z2Z251 9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter
>sp!A4XKAO!LEPA CALS8-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!F9ZRF2_ACICS-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- _—
>tr!A3XRE9_LEEBM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!G0J1D3_CYCMS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!B7DNC8_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- ——
>tr!E4MIZ7_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- J—
>sp!Q97JJ6 ! LEPA_ CLOAB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>tr!C4YUZ3_9RICK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!C2HBG1_ENTFC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!A8PN34_9COXI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!F6BHO1_THEXL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -
>tr!B7R963_9THEO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!B7AQ05 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- _—
>sp!C4Z9E3!LEPA _EUBR3-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal—-————————————————
>tr!G2T2A2_ROSHA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!D5XAUO0_THEPJ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>sp!Q8RB72!LEPA THETN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>sp!BIMJIZ5 ! LEPA_ ANATD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>sp!Q3AF13!LEPA CARHZ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>tr!Q1VRB5_ 9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -_—
>tr!A9z2JI2_COXBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!C7TD04_LACRG-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -_—
>tr!F6GFR3_LACS5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>sp!P60789!LEPA_GEOSL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--——-———o-—oee——uo
>sp!Q39US7!LEPA_GEOMG-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----——-——————————
>tr!F4LSH2 TEPAE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -——
>tr!E5YU74_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>sp!Q11UDO!LEPA CYTH3-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal----—————————————
>tr!F7KN96_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!F7YZ31 BACCO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!Al1zJ08_ 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!BOMPHO 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!E6U8T6_ ETHHY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!D3E4Y9_GEOS4-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!G4HE0O0_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!C7ITD2_THEET-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>sp!Q2IIA6!LEPA ANADE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--——-———cocuoo—--o
>tr!G4EB24_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!D1YR41 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!F3M622_9BACL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!C6CTR7_PAESJ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!E2ZFH7_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -
>tr!C7H2W3_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!D92ZB5_ 9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter---——------
>tr!DOTP94_ 9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!B92Y03_UREUR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!G4NXA9 BACPN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!EORI56_ PAEP6-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!F3B787_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!E5VSWO0_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!COBVT8_9CLOT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- _—




—-LVKLDILINKEEVDALSfIVHGESA
—-LVKLDILINKEEVDALSfIVHGStA
—-LVKLDILInKEEVDALSfIVHSGtA
—-LVKLDILInKEQVDALSfIVfKDSA
—-LVKLDILInKEQVDALSfIVfKDSA
—-LVKLDILINREEVDALSfIVfKGSA
—-LVKLDILINREEVDALSfIVHRDSA
—-LVKLDILINREEVDALSfIVHSAtA
—-LVKLDILLNGDIVDALSmMIVPEERA
—-LVKLDILLNGDIVDALSMIVPKERA
—--LVKLDILLNGDNnVDALSMIVPEVKA
—--LVKLDILLNGDtVDALSLIVHADSA
—-LVKLDILLNGDVVDALSMIVPDERA
—-LVKLDILLNGDVVDALSmMIVPDERA
—-LVKLDILLNGDVVDALSMIVPEERA
—-LVKLDILLNnGEIVDALSfIVHtDKA
—--LVKLDILLNGEVVDALSMIVPEERA
—-LVKLDILVnHEEVDALSfIVHAGtA
—-LVKLDILVnKEEVDALSfIVfAGSA
—-LVKLDILVNKEEVDALSfIVHADtA
—-LVKLDILVNKEEVDALSfIVHAESA
—-LVKLDILVNKEEVDALSfIVHALSA
—-LVKLDIMLNGDVVDALSmMmIVPREKA
—-LVKLDMLLNGDIVDALSmIVPEERA
—-LVKLDMLLNGDVVDALSmIVPEERA
—-LVKLDMLLNGDVVDALSmMmIVPEESA
—=LVKmDIMLNGEVLDALScIVHSERA
—-LVKVDLLLNGDQVDALSfIAHKDKA
—-LVKVDLLLNGDQVDALSfIAHRDKA
—-LVRLDfLLNnGDPVDALSmMIVESDnA
—--LVRLNIMINGEVVDALSLIIHKDKA
—-LVRMDVMINGEVVDALStVVHRDRA
—-LVRmnVmInGEVVDALSLILHRDKA
—-mIKLDVMLNGDGVDALSAIVHRtKA
—-mVKLDVMLNGEAVDALSAIVHRSKS
—--VKLDILVNREEVDALSfIVHADSA
——--VKLDILVNREEVDALSfIVHADSA
——-VKLDILVNREEVDALSfIVHADSA
—-LAKLDILLNGEPVDALSSLIYADHA
—-LAKLDILLNGEPVDALSSLIYHEHA
—-LOKLDILINKEEVDALSfIVHADSA
—-LVKLDILINREtVDALSfIVHSStA
—-LVKLDILLNGEPVDALSSLtYtDHA
—--LVKLDILLNGEPVDALSSLtYtDHA

ERGRRMCEKLKDEIPRHLfEIPIQAAVGSKVIAREtVKAmMR
ERGRKmMCEKLKEEIPRQLfEIPIQAAVGSKITIAREtVKAmMR
ERGRKmMCEKLKEEIPRQLfEIPIQAAIGSKVIAREtVKAmMR
DRGRRMCERLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmMR
ERGRKmMCEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmMR
DRGRKICEKLKEEIPRHLfEIPIQAAVGGKVIAREtVKAmMR
ERGRRMCEKLKDEIPRHLfEIPIQAAVGGKIIAREtVKAmMR
ERGRKmMCEKLKQEIPRQLfEIPIQAAIGSKITIAREtVKAmMR
HKGRGIAEKLKEIIPRQLfEIPIQAAVGSKITIAREtVKAmMR
ARGRGIAEKLKEIIPROmfEVPIQASVGSKVIAREtVKAmMR
ORGRAIAEKLKEIIPRHMfEVPIQAAVGSKITIAREtVKAmMR
ARGRDLAAKMREIIPROmMfEVAIQAAIGNKIIAREtVKAmMR
HKGRGIAEKLKEIIPROMfEVPIQAAIGSKITIAREtVKAmMR
SKGRGIAEKLKEIIPROMfEVPIQAAIGSKIIAREtVKAmMR
HKGRGIAEKLKEIIPRQLfEIPIQAAVGSKITIAREtVKAmMR
PRARRIAEKLKEQIPRQLfEVPIQAAVGGKIIAREtVKAMR
ERGRGIAERLKEIIPRQLfEIPIQAAIGGKITIAREtVKAmMR
ERGRKMCEKLKEEIPRQLfEIPIQAAIGSKITIAREtVKAmMR
ERGRKmMCEKLKEEIPRQLfEIPIQAAVGSKITIAREtVKAmMR
DRGRKMCEKLKEEIPRQLfEIPIQAAIGSKITIAREtVKAmMR
DRGRRMCEKLKEEIPRQLEfEIPIQAAVGGKITIAREtVKAmMR
DRGRRMCEKLKDEIPRQLEfEIPIQAAIGGKITIAREtVKAmMR
EKGRGIAEKLKEIIPROMfEVPIQAAVGSKITIAREtVKAmMR
HKGRAIAEKLKEVIPROMfEIPIQAAVGAKIIAREtVKAmMR
nKGRAIAEKLKEVIPROMEfEIPIQAAVGAKIIAREtVKAmMR
nKGRAIAEKLKEVIPROMEEIPIQAAVGAKIIAREtVKAmMR
tRGRALVEKLRSLIPROMEEIPVQAAIGNKITIAREtVKAMR
GRARKICEKLKEnIPRQLEfEVPIQAAIGGKIIAREtVKAmMR
PRARRLCEKLKDnIPRQLEEIPIQAAIGGRVIAREtVKAmMR
AKGRRICEKLKENIPRALfEIPIQAAVGGKIIAREtVKAmMR
RGRELVSKmMKELIPROMfEIAIQAAVGtKVIAREtVKAmMR
HRGRALVEKLKDLIPRQLEfEVPIQAAIGGRVIAREtVKAmMR
RGRDLVSKmMKELIPROMfEVAIQAAIGNKIIAREtVKAmMR
EwGKKLCEKLRELIPROMEfEIATIQAAIGQKIIAREtVKAMR
EwGKKLCEKLRELIPROMEfEIATIQAAIGQKITIAREtVKAmMR
DRGRRMCERLKEEIPRHLEEIPIQAAIGGKIIAREtVKAVR
ERGRKmMcEKLKDEIPRHLEEIPIQAAIGGKIIAREtVKAVR
ERGRRMCERLKEEIPRHLfEIPIQAAIGGKIIAREtVKAVR
DfGRRMCEKLKELIPRQQfDIATIQAAIGAKIIAREtVKAVR
Df GRKmMCEKLKELIPRQQfDIATIQAAIGAKIIAREtVKAVR
ERGRKMCEKLKDEIPRHLfEIPIQAAIGGKVIAREtVKAVR
ERARKICEKLKEEIPRHLfEIPIQAAIGSKIIAREtVKAVR
Df GRKMCEKLKELIPRQQfDIATQAAIGAKIIAREtVKAVR
Df GRKmcEKLKELIPRQQfDIATIQAAVGAKIIAREtVKAVR

—-LVKLDILLNGEPVDALStLtHfDnSVPfGCRRMCEKLKELIPRQQfDIAIQAATIGAKIIAREtVKAVR

—-LVKLDILLNGnAVDALSmMIVPQEKA
—-LVKLDILLNGnPVDALSmMIVPQEKA
—-LVKLDILVNREEVDALSfIVHAESA

ORGKAIVDKLKtIIPRQLfEIPIQAAIGAKIIAREtVKAVR
ORGKnIVDKLKtIIPRQLfEIPIQAAIGAKIIAREtVKAVR
DRGRRMCEKLKDEIPRHLfEIPIQAAIGGKIIAREtVKAVR

——-VKmDILLNnGDPVDALSIIVHKDRAAARGRALAEKLKELIPROMfEIPIQAAVGtKIVAREtVKAWR
——-VKmDILLNGDPVDALSIIVHKDRAAtRGRALAEKLKELIPROMfEIPIQAAVGtKIVAREtVKAWR
——-VKmDILLNnGDPVDALSIIVHKDRAQLRGRALAEKLKELIPRONfEIPIQAAVGtKIVAREtVKAWR
——-VKmDILLNGEPVDALSIIVHKDRAAtRGRALAEKLKELIPROMfEIPIQAAVGtKIVAREtVKAWR
——-VKmDILLNGYPVDALSIIVHKDRAAtRGRALAEKLKELIPROMfEIPIQAAVGtKIVAREtVKAWR

——-LIKmDILLNGNIVEELVtVVHREKA
—-LVKLDIfLnGEIVDALSfIVHSEKA

tVGKSICERLKDSLPRQLfEIAVQAAIGSKVIAREtVKAVR
SRGRRIAEKLKDtIHKQQfEIPIQACIGGKIIAREtVKAYR

>tr!A4EC61_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!FOYXR0_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G2RY08_BACME-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!COFZB7_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D6LGN9_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F7V5V0_CLOSS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F7KBI0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F7JJK0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!AlVFR1_DESVV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!FOKCN9_CLOAE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!B5EB36 !LEPA GEOBB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--------
>tr!E6W3R4_DESIS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!C4IDG6_CLOBU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!B2V2I1_CLOBA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!A6LRM9_CLOB8-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D4KA13_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D8GP16_CLOLD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!DI9YA70_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F3PAF1l 9ACTO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!COCK36_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D3ATC5_9CLOT-GTP-binding-protein-LepA-[CLOSTHATH_06884]-[Clostridium-hatheway

o

>tr!D9R661_CLOSW-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C1I2F2_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!B1V754_CLOPE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!A0Q1R8!LEPA_CLONN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—-——----
>tr!F9ENE2_FUSNU-GTP-binding-protein-LepA-[lepA]-[Fusobacterium-nucleatum-subsp.-
>sp!A4J7F8!LEPA_DESRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—-——----

>tr!F4XFEO_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!G4L215 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!D7ITC1l_9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!C6DZ67 ! LEPA_GEOSM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---——----
>tr!F8I910_ SULAT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!A1ARG8!LEPA PELPD-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--—-——----
>sp!Q5LC85!LEPA BACFN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--—-——----

>tr!C6VWS2_DYAFD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!G5HSF9_9CLOT-GTP-binding-protein-lepA-[HMPREF9469 05521]-[Clostridium-citroni
>tr!G5I7B1_9CLOT-GTP-binding-protein-lepA-[HMPREF9467 04644]-[Clostridium--—-—-----
>tr!C5EQB4 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

ae-——---——-

>tr!B5BNC6_ UREUR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!A9WGU4_CHLAA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!G5GHA8_9FIRM-GTP-binding-protein-lepA-[HMPREF9333_00948]-[Johnsonella-ignava-
>tr!ES5BFW7_9FUSO-GTP-binding-protein-lepA-[FSBG_00495]-[Fusobacterium-sp.-3_1 5R]

>tr!E4MF29_ 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D6LCO1_9FUSO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F4KL35_ PORAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G2IDY7_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!FI9VKQO_ ARTSS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!C0CYZ5_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E4LCW2_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F5KYHO_ 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!FIN379_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!E1WPK5_ BACF6-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D1BMF1_VEIPT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F7A0N4_MONDO-Uncharacterized-protein-(Fragment)-[GUF1l]-[Monodelphis-domestica

>tr!E1K961 9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---



—-LVKLDILINREEVDALSfIVHKDGAYERGRKMCEKLKDEIPRHMfEIPIQAAVGGKVIAREtVKA
—-LVKLDILLSGDPVDALSmMVVHRtKAHDVGRVLAEKLKQKIPRQQfDVPIQAAIGSRVVAREtVKA
—-LVKLDIMLNGEIVDALSfIVHREKAYVARGRRIAEKLKEAIPRQQfEVPIQACIGGKIIAREtVKA
—-LVKmDILLNGnIVEELVtIVHKDKAHSVGKAICERLKDSLPRQLfEIAVQAAIGSKIIAREtVKA
—-LVKmDILLNGnIVEELVtIVHKDKAHSVGKVICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGNnIVEELVtIVHKDKAQtVGKAICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGnIVEELVtIVHKDKAY SVGKtICERLKDSLPRQLfEIAIQAAIGNKIIAREtVKA
—-LVKmDILLNGnIVEELVtVVHKDKAHSVGKVICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGnIVEELVtVVHKDKAY SVGKtIcERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGnLVEELVtIVHKDKAHSVGKAICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGnLVEELVtVVHKDKAHSVGKAICERLKDSLPRQLfEIAVQAAVGSKIIAREtVKA
—=LVKmDILLNGNmVEELVtVVHREKAYtVGKSICERLKESLPRQLYEIATIQAAVGSKVIAREtVKA
—-LVKmDILLNGntVEELVtVVHKDKAHSIGKAICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGntVEELVtVVHKDKAHSIGKAICERLRDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGntVEELVtVVHKDKAHSIGKAMCERLKDCLPRQLfEIAIQASIGSKIIAREtVKA
—-LVKmDILLNGntVEELVtVVHKDNAHSIGKAICERLKDSLPRQLfEIAIQAAIGSKIIAREtVKA
—-LVKmDILLNGRHVEELVtIAHKEKAY SAGKSICERLRDSIPRQLfEIAIQAVIGSKVIAREtVKA
—-LVKmDILLNGRPVEELVtIAHREKAYPVGKAICERLCESIPRQLfEIAIQASIGSKVIAREtVKA
—-LVKmDILLNGSIVEELVtVVHKDKAY SVGKAICERLKDSLPRQLfEIAIQAALGSKIIAREtVKA
—-LVKmDILLNGSPVEELVtIVHKEKAHPIGKAICERLKDtIPRQLfEIAIQAAIGSKIIAREtVKA
——-VKLDILLNGEAVDALStLtHfDnAttfGCRRMCEKLKELIPRQQfDIAIQAATIGAKIVAREtVKCLR
—-LAKLDILLNnGEPVDALSALAHQDNAVALGRRMCEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKCVR
—-LAKLDILLNGEPVDALStLtHADNAVtfGRRMCEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKCVR
—-LAKLDILLNGEPVDALStLtHQDNAVSLGRRMCEKLKDLIPRQQfDIAIQAATIGGKIVAREtVKCVR
—-LAKLDILLNGEPVDALStLtHQDNAVtLCGROMCEKLKELIPRQQfDIAIQAATIGAKIVAREtVKCVR
—-LVRLDMLINGDAIDAfSVIVHKDKAYEWGRKVAEKLKELIPRQLfEVAIQAtIGQKVIAREtVKPLR
—-LVKmDILLNGNnPVEELVtIVHKEKAYPIGKAICERLKDtIPRQLfETAIQAATIGSKIIAREtVKPYR
——-VKLDILLNGEPVDALStLtHVDnAtnf GRRMCEKLKELLPRQQfDIAIQAATIGAKIIAREtVKQLR
—-LIKLDILLNGDPVDALStLtHQDNAVAfGRRMCEKLKELIPRQQfDIAIQAATIGSKIVAREtVKQLR
—-LVKLDILLNGEPVDALStLtHIDNAVDfGRRMCEKLKELLPRQQfDIAIQAATIGAKIIAREtVKQLR
—-LVKLDILLnSEPVDALStLtHADNSVNnf GRRMCEKLKELLPRQQfDIAIQAATIGAKIIAREtVKQLR
—-LAKLDILLNGEAVDALStLtHESnNAVGEfGRRICEKLKELIPRQQfDIAIQAATIGAKIIAREtVKQVR
—-LAKLDILLNGEPVDALSALtHESNAIVE£GRRICEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LAKLDILLNGEPVDALStLtHESnAVAfGRRICEKLKELIPRQQfDIAIQAATIGAKIIAREtVKQVR
—-LAKLDILLNGEPVDALStLtHESnAVtfGRRMcEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LAKLDILLNGEPVDALStLtHESnAVtfGCRRMcEKLKELIPRQQfDIAIQAATIGAKIIAREtVKQVR
—-LAKLDILLNGEPVDALStLtHESnAVVEGCRRMcEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LAKLDILLNGEPVDALStLtHQDNnAVtfGCRRMcEKLKELIPRQQfDIAIQAATIGAKIIAREtVKQVR
—-LAKLDILLNGEPVDALStLtHtDnAttLGRRMcCEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LARLDILLNGEPVDALStLAHQDNAVtLGRRMCEKLKDLIPRQQfDIAIQAATIGSKIVAREtVKQVR
—-LIKLDILLNGEPVDALStLtHQDNAVtLGRNMcEKLKELIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LVKLDILLNGEPVDALStLtHRDNnSVSfGRRMcEKLKDLIPRQQfDIAIQAATIGAKIVAREtVKQVR
—-LVKLDILLNGKVVDALSQLVYKGNAYERARtICERLRDEIPRQQfKIPIQGAIGSQIIAREtVNALR
—--VKLDILLNnGDPVDALSVIVHRDRAQARGRQLVEKLKEIIPROMfEIPIQAATIGNKVIAREtVRALR
—-LLRLDILLNKDLVDAfSIIVHEDSARKRGKMICERLKDIIPRHQfEVPIQAATIGQKVIAREtVRALR
—-LVKLDILINDEnVDALSLIVHRDSAYtRGRGIVEKLKDEIPRQQfAVPIQAATIGGKIIAREtVRALR
—-LVKLDILLNnGDNnVDALSmMIVPEERAY SRGROMAEKLKEIIPROMfEVPIQAAVGSKVIAREtVRALR
—-LVKLDILLNnGEIVDALSfIVHREKAQtRGRQIVKKLKEEIPROMfEIPIQAAIGGKVIAREtVRALR
—--VKLDVLLnGDLVDALSfIVHRDKADSRGRKLVEKLRGIIPROMEEIPIQAVIGSKVVAREtVRAmMR
—-LVKLDILInKEEVDALSfITIHADtAVERGRKMCEKLKEEIPRQLfEIPIQAAIGSKIIAREtVRAmMR
—-LVKLDILInKEEVDALSfIVHSAtAVERGRKMCEKLKEEIPRQLfEIPIQAAVGSKIIAREtVRAmMR
—-LVKLDILLNGEPVDALSVIVHRDKAAfRGRMLAEKLREIIPROMfEIPIQAAIGNKVIAREtVRAmMR
—-LVKLDILLNnGEVVDALSfIAHADKAYPRARRICENLRDNIPROLfEVPIQAAIGGKVIAREtVRAmMR
—-LVKLDILVnKEEVDALSfIVHADtAVERGRKMcEKLKDEIPRQLfEIPIQAAIGSKVIAREtVRAmMR
—-LVKLDILVnKEEVDALSfIVHADtAVERGRKMCEKLKDEIPRQLfEIPIQAAVGSKIIAREtVRAmMR

el eI B v B e B e B v < B v B~ B e B B e B B« B v < B

>tr!EORYQ6 BUTPB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!D3FAU4_CONWI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>sp!A3DF29!LEPA CLOTH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!D2HHV5_AILME-Putative-uncharacterized-protein-(Fragment)-[PANDA 010717]
>tr!F1PF69_CANFA-Uncharacterized-protein-(Fragment)-[GUF1l]-[Canis-familiaris-(Dog)------—-
>tr!G1NX44_MYOLU-Uncharacterized-protein-[GUF1l]-[Myotis-lucifugus-(Little-brown---——-----—-
>tr !G5APB3_HETGA-GTP-binding-protein-GUFl-like-protein-[GW7_17015]-[Heterocephalus
>tr!G1TEQ8_RABIT-Uncharacterized-protein-[GUF1l]-[Oryctolagus-cuniculus-(Rabbit)]--———-—-—-
>tr!F1S3T1_PIG-Uncharacterized-protein-[GUF1l]-[Sus-scrofa-(Pig)]------- -
>tr!G1IMCA9_AILME-Uncharacterized-protein-[Ailuropoda-melanoleuca-(Giant-panda)]----—-----—-
>tr!F7IQ052_ CALJA-Uncharacterized-protein-[GUF1l]-[Callithrix-jacchus---- —_—
>tr!D4A6V2_RAT-Uncharacterized-protein-[Gufl]-[Rattus-norvegicus-(Rat)] -—
>sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-
>tr!G7P5I2_MACFA-GTP-binding-protein-GUFl-like-protein-[EGM_14328]-[Macaca
>tr!E2RH64_CANFA-Uncharacterized-protein-[GUF1l]-[Canis-familiaris-(Dog)-(Canis-lupus------
>tr!Q4R3I1_MACFA-Testis-cDNA-clone:-QtsA-16809,-similar-to-human-hypothetical-----———-———-
>tr!F7CM74_ORNAN-Uncharacterized-protein-(Fragment)-[100085632]-[Ornithorhynchus--------—-
>tr!F7DC37_XENTR-GUF1-GTPase-homolog-(Fragment)-[gufl]-[Xenopus-tropicalis-(Western-------
>sp!A6QLJ3!GUF1_BOVIN-Translation-factor-GUF1,-mitochondrial-precursor-(EC-3.6.5.-)—-—-———-
>tr!F7AAWl_MONDO-Uncharacterized-protein-[GUF1]-[Monodelphis-domestica-(Gray--—-—-—--—-———-—-—-—-—-
>tr!D3IG94_ 9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- _—
>tr!F7MGA8_9FUSO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- _—
>tr!F3XT75_ 9FLAO-Elongation-factor-4-1-(EC-3.6.5.nl1)-(EF-4-1)-(Ribosomal-—————————————————
>tr!D7K1A0_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!EONPI7_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!ClA9L7_GEMAT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!G3UWY0_MOUSE-Uncharacterized-protein-(Fragment)-[Gufl]-[Mus-musculus-(Mouse) ]
>tr!G5G9G3_9BACT-GTP-binding-protein-lepA-[HMPREF9332_00214]-[Prevotella-sp.-oral
>tr!D1PYBO_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!G5SLF2_9BACT-GTP-binding-protein-LepA-[HMPREF9441 00171]-[Paraprevotella-clara--——--—--—
>tr!FOFB20_9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—=
>tr!G1lVAX3_9BACT-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!D9RVW4_PREMB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!E5W006_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!CIMQV2_9BACT-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!G1lWI9P0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!F2KZR1_PREDF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!E4SD04_CALK2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!D8DYS9_PREBR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!F9D055 9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -_—
>tr!F8N5C0_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!E9RUY0_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!F8F096_SPICH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!A1lHRO5_9FIRM-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!C7HOM2_9FIRM-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!F20zU9_ACTVI-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>sp!08920Q6!LEPA CLOTE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>tr!B2D917_UREPR-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!G6GGl4_9FIRM-GTP-binding-protein-lepA-[DesmeDRAFT 0946]-[Desulfitobacterium--—--————--
>tr!A6BGR3_9FIRM-Putative-uncharacterized-protein-[DORLON_01485]-[Dorea-longicatena-------
>tr!G4CCK4_9CLOT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!FI9M0Z4_ STRPA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!C6JM57_FUSVA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!E1L8N4_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!D1JP60_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—




—-LVKLDILVNKEEVDALSfIVHADtA
—-LVKLDILVNKEEVDALSfIVHADtA
—-LVKmDILINRESVDALSfITIVKEGA
—-LVKVDmMmLVnGDQVDALS f IAHKDKA
—-LVKLDILInKEEVDALSfILHQDtA
—-LVKVEVLVAGDPVDSLSIIVHRDKA
—-LVKLDVLLNGEtIDALSfItHKDKA
—-LVRLDILLNGEPVDALAVIVHRDKA
—-LVRLDILLNSEPVDALAVIVHRDRA
——LVRLDIMLNSEPVDALAVIVHRDRA
—-LVKLDILLNGEVVDALStIVHRDKA

ERGRKmMcEKLKEEIPRQLEEIPIQAAIGGKIIAREtVRAMR
ERGRKMCEKLKEEIPRQLEEIPIQAAIGSKITIAREtVRAMR
ERAKKMCEKLKnNEIPRQLEfEVPIQAAIGSKITIAREtVRAMR
GRARRLCEKLKDnIPRQLfEVPVQAAIGGKVIAREtVRAmMR
ERGRKMCEKLKQEIPRHLfEIPIQAAIGNKVIAREtVRAVR
ORGRALVEKLKELIPRQQfEVPVQAAVGKRVIAREtVRAYR
HRGRQLVEKMKELIPKOmfEVAIQAAIGKRVIAREtVSA

tYGRSLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR
tYGRSLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR
tYGRGLALKLKRtIPRQLfQVAIQAAIGQKIIAREtVSAfR
ARGRAIAEKLKEVIPRQLfEIPIQAAIGQKITIAREtVSALR

—-IVRLDILVNGEAVDALSSLtHRDKAARRGRDMCARLKEALPRQLfEVAVQAAVSGKVVAREtVSAmMR
——-VKmDILIGGDAVDALSIITIHKDfAQtRGRALVSKMRELIPROMfEVAIQAATIGSKVIAREtVtAIR
—-LVKLDILLNGQAVDAmMAtIVHNSKSYRVGRELVEKLKKVIDROMfEITIIQAATIGSKIIAREtVtAmMR
—-LOKmDILLNGEIVDALSLIVHHDfAVERGKAICEtLKEf IPKOmfEIPIQAALGKKIIARQt IKAMR
—-LVKmDILLNGDIVDALSfIfPKEKATItRGRVICKKLKEtIPROMfEIPIQAATIGNKIVARQtLSALR
——-VKVDVLINGDRVDALAIIcHSDHAYGRGRALIEKMKDLIPROMfDVAIQAATGAHIIARQtVKALR
—-LVKmDILINSERVDALAVIVHRDSAHSRGKLIAEKMQQOLIPROMEfDVAIQAATIGSHIIARQtVKALR
—-LVKmDILINSERVDALSVIVHRASSHSRGKITIAEKMKDLIPROMEfDVAIQAALGSHIIARQtVKALR
—-LVKmDILINSERVDALSVIVHRSSAHSRGKLIAEKMRDLIPROmMEfDVAIQAALGSHITIARQtVKALR
—-LVRVDVLINGDKVDALAMICHLDQSAYRGRALCEKMKELVPROMEfDVAIQAATIGSKIIARQtVKALR

—--QKLDILLSGKPIDALSfIVHKDKA
——-QKLDILLSGKPIDALSfIVHKDKA
—-LVKmDILLNAEKVDALSfIVHRDfA
—-LVKmDILLNnGDKVDALSfIVHKEfA
—-LVKmDILLNGDKVDALSfIVHKEfA
—-LVKmDILLNGEKVDALSfIVHRDfA
——-VKmDILLNGEKVDALSfIVHRDfA
——-VKmDILLNGDtIDALSfVVHRDfA
—--LVKLDILINGKPVDALSVIVHESKA

DRGRVLCEKLKDIIPRQLfEVPIQAAVGGRILARQtVRAKR
DRGRVLCEKLKEIIPRQLfEVPIQAAVGGRVLARQtVRAKR
ERGKAIVEKLKKLIPRQQfEVPIQAAIGQKIVARSDIKALR
ERGKIIVEKLKKIIPRQQfEVPIQAAIGQKIVARSDIKALR
ERGKLIVEKLKKIIPRQQfEVPIQAAIGQKIVARSDIKALR
ERGKAIVEKLKKLIPRQQfEVPIQAAIGQKIVARSDIKALR
ERGKtIVERLKELIPRQQfEVPVQAAVGQKITIARSNIKALR
ERGKQIVEKLKELIPRQQfEVPVQAAIGNKIVARSNIKAVR
ORGRQLVDKLKEIIPRQLfEVAIQAAIGNKITIARSNVKALR

—--VKVDVLINGERVDALSIItHRDQAQSRGRELtERMSDLIPROMEEVAIQAAIGSKIIARSSVKAmMR

—-LVKmDILLNAEKVDALSfIVHKDfA
—=LVKmDILLNGEKVDALSVIVHRDSA
—-LVKmDILLNGEQVDALSfIVHRDfA
—-LVKmDILLNGEQVDALSfIVHRDfA
—-LVKmDILLNGEtVDALSfIVHRDSA

ERGKVIVEKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR
ERGKVIVEKLKELIPRQQfEVPVQASIGtKITIARStIKAIR
DRGKIIVDKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR
DRGKIIVEKLKELIPRQQfEVPIQAAVGQKIVARStIKAIR
DRGKVIVEKLKELIPRQQfEVPIQAAIGQKIVARStIKAIR

—--VKLDILVNGEPVDALStIVHRDLAQVRGRELtERLKSIIPROMfEVAIQAAVGSRITIARStIKALR
——--VKmDILLNGEIVDALStIVHRDfAfnRGKATtEKLRtLIPRQOfEVPIQAAINQKVIARStIKALR

——--VKmDILLNGEKIDALSfIVHRDSA
——--VKmDILLNGEKIDALSfIVHRDSA
—-LVKmDILLNGEIVDALSLIVHKDfA
—-LVKmDILLNGEKIDALSfIVHRDSA
—-LVKmDILLNGEKVDALSfIVHRDSA
——=VKmDILLNAEQIDALSVIVHRDSA
——=VKmDILLNGESIDALSVIVHRDSA
——=VKmDILLNGEVVDALSVIVHRDSA
——-VKmDIMLNGEKIDALSfIVHRDYA
—-LVKmDILLNAEKVDALSfIVHRDfA
—-LVKmDILLNGEKVDALSVIVHRDSA
—-LVKmDILLNGEQVDALSfIVHRDSA
—-LVKmDILLNnEQVDALSfIVHRDSA
—-LVKmDIMLNGEKIDALSfIVHRDYA
—-LVKmDIMLNGEKIDALSfIVHRDYA
—-LVKmDIMLNGEKIDALSfIVHRDYA

ERGKAIVEKLKDLIPRQQfEVPVQAAIGNKVIARStIKALR
ERGKVIVEKLKDLIPRQQfEVPVQAAIGNKITIARStIKALR
SRGKVItEKLKEIIPRQQfEVPIQAAIGGKIIARStIKALR
ERGKVIVEKLKDVIPRQQfEVPVQAAIGNKITIARStIKALR
DRGKVIVEKLKDLIPRQQfEVPVQAAIGNKITIARStIKALR
ORGKAIVEKLKELIPRQQfEVPVQASIGQKIIARStIKAmMR
ERGKIIVEKLKELIPRQQfEVPVQASIGNKITIARStIKAmMR
ERGKQIVEKLKELIPRQQfEVPVQASIGtKIIARStIKAmMR
ERGKIIVEKLKELIPRQHEfEVPVQAAIGQKIVARStIKAMR
ERGKVIVEKLKDLIPRQQfEVPIQAAIGQKIVARStIKAMR
DRGKIIVEKLKELIPRQQfEVPVQASIGQKVIARStIKAMR
DRGKVIVEKLKELIPRQQfEVPIQAAIGNKIVARStIKAMR
DRGKVIVEKLKDLIPRQQfEVPIQAtIGnKVVARStIKAMR
ERGKVIVEKLKELIPRQHEfEVPIQAAIGQKIVARStIKAMR
ERGKVIVEKLKELIPRQQfEVPVQAAIGQKIVARStIKAMR
ERGKVIVEKLKELIPRQQfEVPVQAAIGtKIVARStIKAmMR

—-LVKIDILLnGDKVDALSfIVHRDfAQERSRVItKKLKEIIPRRNfEIPVQAAIGSKIVARStIKAYR

>tr!C9RUX1_GEOSY-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!D4LUT6_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!C4G6T8_ABIDE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!A6NQH2 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!BOMCH4 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!Q31R08!LEPA_ SYNE7-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!D2MJL6_9BACT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!GlUUG4_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!B6WV93_9DELT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!B8J444!LEPA DESDA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!F4A0N3_MAHA5-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!C5NVE3_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E8WZU4_ACISM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G7KZV0_MEDTR-GTP-binding-protein-lepA-[MTR _7g009740]-[Medicago-trunca
>sp!P60792!LEPA ONYPE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

tula———————————

>tr!GODWT5_PROAA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!E5V310_9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!B0G870_9FIRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C6N726_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D3HRV6_LEGLN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!QOVP16!LEPA ALCBS-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!D5N5V2_BACPN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!C7QM89 CYAP0-GTP-binding-protein-LepA-[Cyan8802_ 3577 ]-[Cyanothece-sp.
>tr!G5IST8_ 9ENTE-GTP-binding-protein-lepA-[HMPREF9478 01382]-[Enterococcu
>sp!B5XLC6 !LEPA STRPZ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!G6GMK4_9CHRO-GTP-binding-protein-LepA-[Cy51472DRAFT 0217]-[Cyanothece

-(strain----—----
S m e

-sp.-ATCC———————-

>tr!Q3XZE8 ENTFC-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G4P381 BACSU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q8CXDO!LEPA OCEIH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!FO0SO0H4_ DESTD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G4E7NO_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!F3IF16_PSESL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!Q5WHG5 !LEPA BACSK-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!A6CQZ3_9BACI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!C5AX80 METEA-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D5TEC4_ LEGP2-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!A4BRZ1_9GAMM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!F5WS09_ERYRF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!Q5KWZ3 ! LEPA_GEOKA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!A5CE57 !LEPA_ORITB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!FOHIZ2_ 9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!D5DMP7_BACMD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!B7GKC4 !LEPA_ANOFW-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!E6TW24_BACCJ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!E1PSF3_MYCFJ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!Q8XIS6!LEPA CLOPE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!C9LCK5_RUMHA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!Q2BOM1_9BACI-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!D3FXK6_BACPE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>sp!A7GT14!LEPA_BACCN-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal

>tr!Q4MJK6_BACCE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!E3DZ86_ BACAl-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>sp!P37949!LEPA BACSU-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal
>sp!Q65H50 ! LEPA_BACLD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!C6NRW6_9GAMM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---



—-LVKIDILLNGERVDALSfIVHRDfAQERGRfIttKLKDLIPRRNfEIPVQAATIGSKIIARStIKAYR
—-mVKLDILINGEPVDALSIIVHRDQAY YKGRDLVEKMKEVIPROMfETAIQAALGNKVIARStVKALR
——--SRLDVLINGDRVDALAVITIHRDHAHSRGRALVEKMKELIPROMEfDVAIQAATIGGQVVARStVKALR
——-VRLDVLINGDKVDALASIVHKDQAKYKGRELVERLKELIPROMfEVAIQAATIGGtIVARStVKALR
——-VRLDVLINGDKVDSLSIITHREHAQSRGRDLVERMRDLIPROMfEVAIQAATIGNQVIARStVKALR
——-VRVDILINGERVDALSVILHRDQAQtRGRELtERMCGIIPROMEfEVAIQAATIGSKVIARStVKALR
—-LVKLDILINGKPVDALSVIVHRDKAYQRGRQLVDKLKEIIPRQLfEVAIQAAIGNKIIARStVKALR
—-LVKLDVLINGDKVDSLSSIVHRSLSQNRGRDItERMKDLIPROMEfEVAIQAATIGSKIIARStVKALR
—-LVKVDVLINGDKVDALAVIVHRDQAQSRGRELtDKLKEIIPROMfEVAIQAATIGNHVIARStVKALR
—-LVRLDILINGEtVDALALIVHKDQAPYKGRDLVEKMKEIIPROMfEVAIQAATIGNnHVIARStVKALR
—-LVRLDVLINGDKVDALALIVHRDKSQHMGROLVEKMKDLIPROMEDVAIQAATIGGQVVARStVKALR
—-LVRLDVLINGDKVDALAVITIHRDHAHNRGRLLVEKMKELIPROMEfDVAIQAATIGGQVVARStVKALR
—-LVRLDVLINGDRVDALAtIVHRDHAHPRGRALVEKMKELIPROMEfDVAIQAtLGGQVVARStVKALR
—-mVRLDVLINGDKVDALASIVHKDQAKYKGRELVERLKELIPROMfEVAIQAAIGGtIVARStVKALR
——=IKLDILINGEKVDALSIIVHRDISQNRGRDLVEKMKDLIPROMYEVAIQAAIGSKITIARStVKAmMR
—--VKLDILINGEKVDALSLIVHRDISmMNRGRDLVERMKDLIPROMfEVAIQAAIGSKIIARStVKAmMR
——=VKLDVLINGDKVDALSIIVHRDLSQNRGRDLVEKMKDLIPROMYEVAIQAAIGSKVIARStVKAmMR
——=VKLDVLINGDKVDALSVIVHRDQSQSRGRDLVEKMKDLIPKOMYEVAIQAATIGAKITIARStVKAmMR
——=VRVDILINGERVDALSGIVHRDHAESRGRELtERMAKIIPROMYEVAIQAAIGSKITIARStVKAmMR
—-LVKLDVLINAEKVDALSIIVHRDLSNNRGRDLVEKMKDLIPROMYEVAIQAAIGSKVIARStVKAmMR
—-LVKLDVLINGDRVDALSnIVHREHSYHRGRALVERLKEIIPROMfEVAIQAAIGGQITIARStVKAmMR
—-LVRLDVLINGEAVDALAHIVHRDKAYDRGKALVEKLKKIVPROMEDVAIQAAIGtRIVARStVKAmMR
—-LVKLDILLSGDEVDALSfIVHKDKAYGLARGLCDKLKEITIPRQLfEVPIQGAIGNKITIARStVKARR
—-LVKLDILLSGDEVDALSfIVHKDKAY SLARGLcDKLKEIIPRQLfEVPIQGAIGNKIIARStVKARR
—-LVKLDILInKEPVDALSIIVHKDNAY YKGRELVDKLKELIPROMfDVAIQAAIGNKIVARStVKA
—-LVKmDILLNnGDPVDALStIVHKDfAfERGKATIVARLKttIPRQOfEIPIQAAIGNKITIARStVKA
—-LVKmDILLNnGDPVDALStIVHKDfAVERGKAIVARLKttIPRQOfEIPIQAAIGNKVIARStVKA
—-LVKmDILLNnGESVDALSfIVHRDfAfERGKAIVGKLKEtIPRQOfEVPIQAAIGNKVIARStVKA
—-mVKLDILINKEPVDALSIIAHRDQAY YKGKELVEKLKEVIPROMEDVAIQAALGNKITIARStVKA
—-LVKVNnILVNGEPVDALAfIAHRDKAQtIGRAIVEKLKDVIPRQQfAVPIQAAIGGKIIARStVRALR
—-LVKmDILINGERVDALSQLVHKDRAVERARVACEKLKEEIPROMfKIAIQGAIGAKIIARStVSALER
—-LVKmDILLNGDtVDALSfIVHKDfAVERGKLIVEKLKKIIPRQQfEVPIQAAIGHKIVAREDIKALR
——-VKLDLLINnGDKVDALALIVHKDNAHYKGRQLtEKMKELIPROMEDVAIQAAIGGQITIARtSVKALR
——-VKLDVLINGDKVDALALIVHKDNAHYKGRQLtEKMKELIPROMEDVAIQAAIGGQITIARtSVKALR
—-LVKLDILISGQKVDALAtIVHRDLAYtRGRELtERLKDLIPROMfEVAIQAAIGAKIIARtSVKALR
—-LOKmDILLNGDAVDALStIVHKDfAY SRGKIICEKLKEIIPKOMfEVPIQAALQGKITIARtt IKAmMR
—-LOKmDILLNGEVVDALStIVHKDfAYGRGKIICEKLKEIIPKOMfEVPIQAALQGKIIARttIKAmMR
——-VKLDILLNGEIVDAfSIIVHKDfAVERGKAIAAKLKEIIPROMfEVPVQAATIGQKIIARttIKAYR
——-VKLDILLSGEPVDALStIVHRDfAYDRGRKLAEKLKEVIPROMfEVPVQAATIGNKIIARttIKAYR
——-VKLDILINGEKVDALSIIVHKSQADSRGRDLtAKMKEIIPROMfEVAIQAATIGSKIIARttVKALR
——-VKLDILINGEKVDALSIIVHRSQADSRGRDLtAKMKEIIPROMfEVAIQAATIGSKIIARttVKALR
——-VKLDVLINAEKVDALALIVHRDNAHYKGRALtEKMKELIPROMfDVAIQAATIGGQIVARttVKALR
——-VKLDVLINGDKVDALALIVHRDKAHQKGRALtEKMKELIPROMfDVAIQAATIGGQVVARttVKALR
——-VKLDVLINGDKVDALALIVHRDNAAYKGRALtEKMKELIPROMfDVAIQAATIGGQITIARttVKALR
——-VKLDVLINGDKVDALALIVHRDNAHYKGRQLtEKMKDLIPROMEfDVAIQAATIGGQIVARttVKALR
——-VKLDVLINGEKVDALALIVHRDNAHYKGRALtEKMKELIPROMfDVAIQAATIGGQIVARttVKALR
——-VKLDVLINGEKVDALALIVHRDNAHYKGRQLtEKMKELIPROMfDVAIQAATIGGQIVARttVKALR
—-LIKLDVLINGDKVDSLSSIVHRAQSQSRGREVtERMKELIPROMEfEVAIQAATIGtKIIARttVKALR
—-LVKLDILINGDKVDSLSSIVHRSLSQSRGRDVtERMKEIIPROMEfEVAIQAATIGSKVIARttVKALR
—-LVRmDILINGDKVDALAVILHRDNAQfRGCRQLCEKMKEVIPROMEfDVAIQAALGGKVIARttVKALR
—-LIKLDMLVNGDPLDALSVIVHRDKAYARGRDLAVKLKDIVPRQQYEVAIQAAIGSKVIARttVKAmMR
—-LVKLDILINGDKVDSLSSIVHRAAAQtRGHDVtVRMKDLIPROMEfEVAIQAATIGSKIIARttVKPLR
——-VKLDIQINGDPVEALStIVHRDKAYSVGRALtQKLKELIPROMfRVPIQACIGAKVIASEALSAIR
—-LIKLDILINAEMVEPLStIVHRDKAYSVGRALtQKLKELIPROMfKVPIQACIGSKVIASEALSAIR
——-VKLDILVNGDSVDALAMIVHRDKAY YVGRALtEKLKELIPRHQfKVPIQAATIGSKVIASEHIPALR

e B I e B

>tr!F8I0C7_WEIKK-Elongation-factor-4-2-(EC-3.6.5.nl1)-(EF-4-2)-(Ribosomal-
>tr!E4THG5_CALNY-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!F4BIF3_FRACN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!A0Q453!LEPA FRATN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!C8N8P7_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!G4DJ67_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!E8T458 THEAl-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!D3RTZ4_ALLVD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!A7Z6W5!LEPA BACA2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!C7RA53_KANKD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!B3PLG4 !LEPA CELJU-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!F8G399 PSEPU-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!Q10X26 !LEPA CHRSD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!BOTW33!LEPA FRAP2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!Q1lRIY3 _RICBR-GTP-binding-protein-LepA-[RBE_0600]-[Rickettsia-bellii-(
>sp!Q608M4 !LEPA METCA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!F9ZWWl_ METMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

strain-—————————-

>tr!F5VA33_METAL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!D3SBUl_THISK-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G3ISF8_9GAMM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!A1IWT19_HALHL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F7QDT1_9GAMM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!C5UP89_CLOBO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!B6GCG4_9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!EOU4R5_BACPZ-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!Q038N6!LEPA_LACC3-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!B3WEQ5!LEPA_LACCB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!G6CGA3_LACCU-GTP-binding-protein-LepA-[lepA]-[Lactobacillus-curvatus-
>sp!B9KIE5!LEPA_ANAMF-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal
>tr!E8WTS3_GEOS8-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

CRL-705]————————=

>tr!E1YDS8_ 9DELT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!FI9MAJ2_ 9STRE-Elongation-factor-4-2-(EC-3.6.5.nl1)-(EF-4-2)-(Ribosomal-
>sp!P26843!LEPA_ PSEFL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!C3K6G8!LEPA_ PSEFS-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!Q83BK3!LEPA_ COXBU-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal

>tr!B6FJK5_ 9CLOT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!DOBPH9_9FUSO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!F8CTU6_BACTR-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---
>tr!F5XAN5 PORGT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---

>tr!G7U8T6_PROAA-GTP-binding-protein-LepA-[TIIST44_ 10145]-[Propionibacter
>tr!G2FE87_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

ium-acnes--—---—-—-

>sp!Q4ZPD8!LEPA PSEU2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!C1DQSO!LEPA AZOVD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!B1J4D8!LEPA PSEPW-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

>tr!F6AA61 PSEFl1-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>sp!Q87XF8!LEPA PSESM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!PODC23!LEPA STRPQ-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!G2z088_9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>tr!G2DZA0_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---
>tr!Q7PBA0_RICSI-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!A9GWZ4 !LEPA SORC5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>tr!G4DQZ7_9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal---

>sp!B1WWD8 !LEPA CYAA5-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal
>sp!QIFNM5 ! GUFP_ARATH-Translation-factor-GUFl-homolog,-chloroplastic-prec
>sp!B7K3Z7!LEPA CYAP8-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal

ursor-(EC-—-===—---



—--LVKLDIMVnGDGVDALAmMIVHRDKA
—--LVKLDIMVnGDPVDALAmMIVHRDKA
—=LVRMDILINSEPVDPLAtIVHRDKA
—--LVRLDVLINGEKADPLttIVHRDKA
—--LIKLDIQINGERVEPLAtIVHKDKA
—--LIRLDIQINGDPVEPLAtIVHKDKA
—-—=VKVDILINnSQSVDALSALIHADnA
—-LVKLDILINGEQIDALSfIVHESKA
—--LVKVDILLNASPVDALSALIHtDnA

nVGRALtEKLKELIPRHQfKVPIQAAIGAKITIASEHIPALR

VGRALtEKLKELIPRHQfKVPIQAAIGSKIIASEHIPALR

VGKALVEKLKELIPRHQfKIPLQAAIGSRVIASESIPALR
GVGKSLVEKLKELIPRQQfKIPIQASIGSRVIASESISAmMR
AVGRALtQKLKELIPROMfKVPIQACIGAKVIASESLSAIR
SVGRALtQKLKELIPROMfKVPIQACIGAKVIASESLSAIR
nIGKKmcEKLRELIPRQQfDIPIQAAIGAKIISREtIKALR
SRGKGMcEKLKDEIPRHQfPIPLOAAVGNKVISREtIKALR
SIGKKmcEKLRQLIPRQOfDIPIQAAIGAKIISREtIKALR

—-LVRVDILLNAQPVDALSALIHfDNAQNIGKKMcEKLKELIPRQQfDIPIQAAIGAKIISREtIKALR
—-LVRVDILLNAQPVDALSALVHEfDNAYDIGKRMcEKLKELIPRQQfDIPIQAAIGSKIISREtIKALR
—-LVRVDILLNAQPVDALSALVHEfDNAVHIGKKMcEKLKELIPRQQfDIPIQAAIGSKIISREtIKALR
—-LVRVDILLNAQtVDALSALIHfDNAYVtIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtIKALR
—-LVRVDILLNSQPVDALSALIHADNAtnIGKKmcEKLRQLIPRQQfDIPIQAAIGAKIISREtIKALR
——-VKmDILLNGEQVDALSfIVHREfAVQRGKVIVEKLKKLIPKQQfEIPIQAAIGNKIISREtIKAmMR
—-LVKLDVLVNGQVVDALSLIVHRDQAY SKGKALVEKLKELIPRQLfEIPIQAAIGSRVISREtIKAmMR
—-LIKLDILLNnGEPVDALStLtHfDnAVDLGHRMCEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR
—-LIKLDILLNGESVDALScLIHVDNAVSLGKRMCEKLKELIPRQQfDIAVQAAIGAKIISREtIKAVR
—-LVKLDILLNnGEPVDALStLtHfDnAVDLGKRMcCEKLKDLIPRQQfDIAIQAAIGAKIISREtIKAVR
—-LVKLDILLNnGEPVDALStLtHfDnAVDLGRRMCEKLKDLIPROQQfDIAIQAAIGAKIISREtIKAVR
—-LVKLDILLNGEPVDALStLtHfDnAYELGRRMCEKLKDLIPRQQfDIAIQAATIGAKIISREtIKAVR
—-LVKLDILLNGEPVDALStLtHIDNnAYDmMGRRMCEKLKELIPRQQfDIAIQAATIGAKIISREtIKAVR
—-LVKLDILLNGEPVDALStLtHVDNAYnLGKRMCEKLKELIPRQQfDIAIQAATIGAKIISREtIKAVR
—-LARLDILINGDPVDALSVIVHRERAYLRGREVCOQKLKEVIPKOMYEVAIQAAIGAKIISREtISAIR
—-LVKLDVLLNGEPVDALStVVHRSKAYEWGRKLCOKLKtIIPKOMYEVAIQAAIGSRVISREtISAIR
—-LARLDILINGDPVDALSVIVHRERAYLRGREVCOQKLKEVIPKOMYEVAIQAAIGAKIISREtISAmMR
—-LVKLDVLLNGDtVDALSIVVHRSKAYDWGKKLCIKLKAIIPKOMYEVAIQAAIGSKVISREtISAmMR
—-LVKLDVLLNGEPVDALSIIVHRSKAYDWGRKLCGKLKGIIPKOMYEVAIQAAIGSRIISREtISAmMR
—-LVKLDVLLNGEPVDALSIIVHRSKAYEWGRKLCOKLKGIIPKOMYEVAIQAAIGSRVISREtISAmMR
—-LVKLDVLLNGEtVDALSIVVHRSKAYDWGKKLCLKLKGIIPKOMYEVAIQAAIGSKVISREtISAmMR
—-LVKLDVMLNGDtVDALSIIVHRSKAYEWCGKKLCOQKLKGIIPKOMYEVAIQAAIGSRIISREtISAmMR
—-LVRVDILLNAQPVDALSALIHADNAVHIGKKMCEKLKELIPRQQfDIPIQAATIGAKIISREttKALR
—-LVRVDILLNAQPVDALSALIHADNAVNIGKRMCEKLKELIPRQQfDIPIQAATIGSKVISREttKALR
——-VKVDILLNGEKVDALSLIcHRDNAY SKGKVLVERLRKIIDRQQfDIAIQAATIGAKIISREtVKALR

—--LVKVDVLLNGnKVDALSALLHQDnA
—--LVKVDVLLNnGnVVDALSALLHQDnA
—-LVKVDVLLNnGQAVDALSALLHQDnA
--LVKVDVLLNnGQPVDALSALLHQDnA

DIGKKmcEKLKELIPRQQfDIPIQAAIGAKIISREtVKALR
DIGKKmcEKLRQLIPRQQfDIPIQAAIGAKIISREtVKALR
DIGKRmMcEKLRELIPRQQfDIPIQAAIGAKIISREtVKALR
DIGKRmMcEKLRELIPRQQfDIPIQAAIGAKIISREtVKALR

—-LVRLDVLLNAQPVDALSALIHADNAQHIGKKMCEKLKELIPRQQfDIPIQAATIGAKIISRELtVKALR
———VKmDIMLNGEQVDALSfIVHRDGAYNRGRIICEKLKELIPROMEEVPIQAATIGOKIISREtVKAMR
—-LVKLDfLVNGERVDALSQLVHRDKAVDRAKNACKKLRDEI PROMFKIAIQGAIGGKIISRELtVSAVR
—-LVRLDILLAGDEVDALSfIVHRDKAYGMARALCDKLKEIIPRQQfEVPIQGAIGNKIISRStVKAHR
———VRmDVLINGDRVDALAVIIHKDKtRtYGRALCEKLAELIPROMEDVAIQSAIGNQIVSRStVKALR
—-LVKLDILLSGDEVDALSfIVHKDKAVALARGLCDKLKEIIPRQLEfEVPIQGAIGNKIISRStVKARR
———VKLDILLNGDPVDAfSVIIHRDKANtYAnAICVKLKDLIPRQQEfDVAIQGAIGGKIISRStVKAVR
—-LVKLDILLAGDVVDALSfIVHKDKAYDLARGLCDRLKGIIPQQLEfEVPIQGAIGNKIISRStVRARR
—-LVKLDILLAGDVVDALSfIVHKDKAY SLARGLCDRLKGIIPQQLEfEVPIQGAIGNKIISRStVRARR
—-LVKLNILLAGDEVDALScIVHKDKAYPMARALCDKLKEIIPQQLEfEVPIQGAIGSKIISRStVRARR
] [ |
——LVKmDILLNGNtVEELVtVVHKDKAHSIGKAICERLKDSL.PRQLfEIAIQAAIGSKIIAREtVKAYR

>tr!EQUCUl_CYAP2-GTP-binding-protein-LepA-[lepA]-[Cyanothece-sp.-(strain-PCC-7822)]----—--
>sp!B0JQT7 !LEPA_MICAN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--——-———--ccoo—-o
>sp!Q5N390!LEPA SYNP6-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--———————————————
>tr!B5IP12_9CHRO-GTP-binding-protein-LepA-[lepA]-[Cyanobium-sp.-PCC-7001]-——————mmmmmeuu—
>sp!A5B4D2 !GUFP_VITVI-Translation-factor-GUFl-homolog,-chloroplastic-precursor-(EC------—-
>sp!BI9GHA6 ! GUFP_POPTR-Translation-factor-GUFl-homolog,-chloroplastic-precursor-(EC-—-----—-
>tr!C7M3J6_CAPOD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>sp!A8BMFA6 ! LEPA_ALKOO-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-———————————oo———
>tr!COBIZ7_9BACT-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!GOL4I3_ZOBGA-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!A4CI69_ROBBH-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!G2PP86_MURRD-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!B4BLV2_9BACI-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!A4APC6_MARSH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!F3A9A0_ 9BACL-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!D3T886_THEIA-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!F7L7Y2_BACOV-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!E4T776_PALPW-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!A5zX33_9FIRM-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- —_—
>tr!D92293_9THEO-GTP-binding-protein-LepA-(Fragment)-[lepA]-[Thermoanaerobacter---——----—-
>tr!F3PXD0_9BACE-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- _—
>tr!F7M738_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- _—
>tr!F3PG32_9BACE-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>sp!Q88MY7!LEPA PSEPK-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal---——————————--——
>sp!B4S9B7!LEPA PROA2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal—-————————————————
>tr!F8H1IB9_PSEUT-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!Q0YS96_ 9CHLB-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>sp!A4SFN5!LEPA PROVI-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--———————————————
>sp!B3EE17!LEPA CHLL2-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal—-————————————————
>sp!B4SBG4 ! LEPA_PELPB-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-————————————————
>sp!Q3ATB2 ! LEPA CHLCH-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal-—-———————————————
>tr!F7Z28Y1 MYCBH-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!E6X8W9_CELAD-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!E1WYT6_BACMS-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_—
>tr!E8UU87_THEBF-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!BONE80_EUBSP-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -_—
>tr!F4B1R9_KROS4-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!A2TS24 9FLAO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!B4X3Q5 9GAMM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!F5LN62_ 9BACL-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -_—
>tr!D5H5U9_SALRM-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -—
>tr!E1QVD7_OLSUV-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- -
>tr!QIMXQ0_9GAMM-GTP-binding-protein-LepA-(Fragment)-[RED65_03805]-[Bermanella----——————-——
>tr!G1lWG00_9ACTN-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!CIRNT3_FIBSS-Elongation-factor-4-(EC-3.6.5.nl)-(EF-4)-(Ribosomal--- -—
>tr!D3VQzZ1_MYCA6-Elongation-factor-4-(EC-3.6.5.nl1)-(EF-4)-(Ribosomal--- -—
>tr!BI9CKKO_ 9ACTN-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——
>tr!E2MRE9_FRANO-Elongation-factor-4-(EC-3.6.5.n1)-(EF-4)-(Ribosomal--- —_——

>sp!Q8N442!GUF1_HUMAN-Translation-factor-GUF1l,-mitochondrial-precursor-(EC-3.6.5.-)-—————-



