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Promoter miR-25-1 sequence (-381 bp to +30 bp)

cccccttggaggacagaatgaagaattgggaaatcatggcegttctggagagtagacaagaagacggcgaaagtcggg
46 45 44 43
cctgcccegcecctgeggecccggaacaaaagaacgegtgtgegcetggcecctttaagagegattctcctcegecegegceca
42 41 40 3938 37 36 35 3433
gctcggaccgcgggaaacccggcgcctgcactaccccgcccggagattcccttccgacgcccgcaccgcctccccgtcac
3130 29 28 27 26 25 24 23 22
tcattctaggcccgcacggtgattggcttgcggctagcgggaggtgaagaaggccgccttgtccgattggcccgcacgc
20 19 18 17 16 15 14 13
agtggcegccggtcacgtggggggcegacgtttcgcgccaatttcggttggceggcecacagtccaccgegeggagattctc

12 11 10 9 8 76 5 4 321
agcttccccaggagce

Promoter miR-25-2 sequence (+23 bp to +481 bp)

ccaggagcaagacctctgagcecegccaagegeggcecgcacggeccteggcagegatggcactgaaggactacgegcta

37 3635 34 33 32 31 3029
gagaagggtacgggtctacgagcccgggagggcegtcctgegeggggagcectcceggggaacacctgttggtgtgagcet
28 27 26 25 2423 22
ggggtcttgggggaccggggteggegggtictggggtgcgegaggcecagaggcagggtegagetgeggectggctaa
21 20 19 1817 16 15
ggcccacggggcctgggaagegtgcggggggccatcgatgttgaagaaaagctagtaatcccacctggtaaaggtgtta
14 13 12 11

gggtcgtggggttgggggcttgggggegcegctaacceggctgggggctgcacagggaaaagtecgegceccaggacctc

10 9 8 7 6 5
aggagagtcttaagggctctgggctccegtgccegctttccttcgegettttgggceattcccaggttcce

4 3 2 1
Promoter miR-25-3 sequence (+409 bp to +774 bp)

ctcaggagagtcttaagggctctgggctcccgtgcccgctttccttcgcgcttttgggcattcccaggttcccgcgccctcc
1 2 3 4
ccaggcgcgcgtaggccccgggggcgggcaggccggggccgctgcgcgccgggattggccgtttgaggccgccc
789 10 11 12 13 1415 16 17

tccgagcggaagtggagccgggcggaagtggcgcgaggaggctggagggagtgtcgtgtaaacagtgtccttccg

19 20 21 22 2324 26
cgcggcggccgcggagagagctgcggcccgggggggcgtgcctgggatccggagcttcgctcgggcccgggaaa
2728 29 3031 37 38
ggcggcagtgggctgggatcgcggtgtctctgggtgtgatggccaatggctggactggctc

39 4041
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