Supplemental Figure 1

>Potri .017G050200-PtAGP1C
MATSNTLEARVVEMVEFETSTMAQSPTSSPTSSPTKSPVPPASTPTSAPPPTATIT SSPPVSPPAPKKSPTTPPV
ASPPSPTTVSASS 1PPSS 1 SNSPSDAPGPSANDAVLNRVTVGGSLLAGLFAAVLVI

>Potri .017G050300-PtAGP2C
MAGNKS IVELMLEITELASST IAQPPASSPATSPSKSPPKASSPAPSTVKPPASAPSPLTTPPPSADAPSPVTTTSPP
BERRETAPSSSPTGVPTST I SDTPAAAPGPNSGAVLNRFAFGGSVAVGVFAAVLVL

>Potri .005G161100-PtAGP3C
MAYKTLVCLMLLEALLAGSALAQAPGAAPTAQPTKSPSPAPAAPTTPPPAPTPAPSVPAPTPAPSVPAPTPATAPSTS
PSSSPASSPPSPLAPGTGGGSIATPPSDTASPPSPSNADGLNRATMAGAL 1GVAVI IDCNCDLLDDQLDLNSHFDIL
TRETLSE

>Potri .014G135100-PtAGP4C
MASFECSTELAMSTVEMAFEESSPALASQ IHARIST I SAAPAFLPVAPLSSPPTLSPDIEPLLPTPGAGAPSPTESSLP
TIPSSRSPPNPGD I LAPGPARFS1SPSGSLPASSSVSTTSSGPLNLAFFLGLLVLCSMQLSGV

>Potri .001G339700-PtAGP5C
MARQVLALAL IFVAVVGAFAAEAPSATPLASPSPKASVAPAKAPTADTPKASASAPT I SCAPSGSASSPVAEEGPAG
APEEE 1 SSPPAPASLSAEGPAGPAAGP I ADVVSDAPATPPAPQKDGAAT IKISTAAVVAGLLVFLSE

>Potri .001G259700-PtAGP6C
MASPSRRHLVHAMVEGLLATNAAAN I YDNEEPPSPPHDHEDPPLPYNHKNFVFQPSGLLNRGTPSPPRSQPPPNKKK
MPPPPPK IHHLQPPPQAK SRBRRRPAKSPTLPSASPPTPSSAP I LPPLPSY I SPVTSPSKVPP I PSPSPSPSPASNL
FPSPPYTSPASPPRISP IPSPSPFPSPNLSQSHSHTPPTSPSK

>Potri .001G310300-PtAGP7C
MASTSVWENMTEMATELVGSTMARSSKSSPTPSPEAHVPAHSPTPAPASVPTPPSPSPSKAPPKAAPTPAPTVGSPP
Bl SSTPAPANPTASYSPADAPKPSNAVLKKVS IGGVLSVGLFAAVLVA

>Potri .001G367600-PtAGP8C

MEQHMHSVLLLLVFAFECISNSNFTVNGDNAPAPSPTSSS IPKSPSSSSPSPSTTSPPSSPSKSPATSPSTSPPTLPV
SPSKSPATSPSPSTSLPTIPVSPSKSPATSPSPSTSLPT IPVSPSKSPATSPSSSTSPPSPTVSPPTPSPNAAAPSG
SPPASSPAVSTPVTAPTLAPLGAPPMSTEGPVTAATPEASASIPSSSATPAEAPMVFPSSSSPPSPSTESSMSPETA
KVPSVNDESGSRSLYEVGVILSGLVGGAALALAI

>Potri .001G310400-PtAGP9IC
MAANKSMVELMLEITELVASTKAQSPSSSPASSPTKSPPVATPPPKASAPAPTTVKPPASAPSPLETPPPAANAPSPT
TTTSPPSPLPVTPVPSTGDVPTST IGSPAVAPAPANGAVLNRFALGGSVAVGVLAAVLVL

>Potri .017G047500-PtAGP10C
MASVHYLLITAEFISIPLSCTNVALATRHLLHSAKNVPPLPRPKLPPLPPNLTSTPTTPVPTLPSPAETFGPPTLSL
VPPSI1SVLTPPNPPKTRRMTVESPTLPSPTSMSPPKDETPPSTSSKSPPLPNP I SHKLPTLPKFPBMIKSWPMPNPKS
LPTIPKFPHLKWPSLPPFHWIPKTLRVCTYHHVSGQRWRQQPPAVIVLSRLAT

>Potri .002G207500-PtAGP47C
MASECS IFLAMETVEMAYESSPALTSQ IHVQFST I SAAPAFLHDAPSFSPPTLSPD IEPLFPTPGVGAPSPTESSIP
TIPSNPSPPNPDDMLAPGPAGSSISPSGSLPAYSSVSLTSSGPLNLAVFLGLLVFCLVQPSGIM

>Potri .010G031700-PtAGP48C
DPILSTGTPFFLKQNFHYPHILLLCPSKCD IDFLI IRMASFECERIVLIVPEMIFPLLSSSTQLNSKTSPYPISTSPP
FLTNPPPPSPLQELSPDIAPLLPSPGGVLPSPTVSSVPT IPSTPSPPNPDEVVAPGPASAFSPLGALPASSASPRNL
INFATAVGCIAYWSI



>Potri .008G182400-PtAGP50C
MASKVIVLALVEVAIVGLASAAGPAPSTTALPAEAPLSDDF I GTDDAAAAGAPSGGDAVVPGPMGSVEAAGGPSGSP
KSDSAALKFSAITGVAAVAGYLFF

>Potri .015G093700-PtAGP51C
MARKLIVEALVEVTIVGLAAAAAPAPSTTDFPPAAAPAPSTTDFTAAEAPLSNDF IGTDDGGAASAPSADGTTVVPG
PMGSTAVAEGPSEKDGVATLKFSAVAGVAAVAGYFFFF

>Potri .012G095900-PtAGP52C
MAHKLIVEALVEVAIFGLAAAAAPAPSTTYLPAAAAPAPSTTDLPAGEAPLSHDF IGTNDGDAAGAPSADGSTVVPG
PMGSTTLAGGPASEKDGAATLKFSATVGAAAVAGYFFF

>Potri .005G169000-PtAGP64C
MKRSLEIGCILATLALLANSAHHESSPRKSPAPSPSADCTDVAFDMLDCITYLSDGSEAAKPTASCCAGFEAVLSLD
AECLCFALKHSADFGVALNLTRAAALSSKCGVSAPPLSKCGISVPATGAPANPPSSVPEPAPPTESPPYPVIEPATN
NQPSAPAPAPSNSDDNGVSAAAPV I IEVPAQAPAKGMAYSISAPFSVLISCAVASTPLFLWY

>Potri .008G155200-PtAGP65C

MHHNFLHSSPTS 1DPRYKNTHSHMEREVPEPRTVPELAVALAVEVEPVYGQ INAACTASVLATFAPCMTFLTSSTAN
GSSPTAGCCGSLKNLTSDGMDCLCLVVTGSVPFGVP INRTLAISLPRACNMPGVPVQCEATGAP I PAPAAVVPEPTP
SALPPASGTTPLLTPPSSTGDSGAPASTTGSHPVLTPPSASVPSDSLSPSLLLFALGFVLEKYYY

>Potri .005G212000-PtAGP66C
MEGLRVENLIATLSTLLVISVNGQISTPCTTSMISSFTPCINFITGSTNNGSSPTGSCCSSFKSLMSTGMDCACLLI
TANVPLQLP INRTLAITLPRACKMSGVPMLCKASGTPLPAPGPVLLGPTLPPTAAYPLSPRASKAVALAPAPESEIT
LPLTPASPPEPVEAPPATAG IRPVLSPSASMPSYVSPPSSLL IFLAIMVEKFY

>Potri .002G050200-PtAGP67C

MEGLKVIKEMALLSTLLVISVNGQ INTPCTMSMISSFTPCVYNFITGSTSNGSPPTASCCSSLKSLMSTGMDCACLLL
TANVPVQLP INRTLAISLPGACGVPGQCKSSGTPLPAPGPFSLGPTLPPPAAAPLSPRASKAVALAPAPESEITLPL
TPASPPVQVASLPTTAGIRPVLSPPASMSSHVSPPSSLLIFLAIMVFKKFY

>Potri .010G085400-PtAGP68C
MAHTAMSMGLTMVLVTMEWAGAMAQSDCTNVL I SMSPCLNY ITGNSSTPSSQCCTQLASVVRSSPQCLCQVLNGGGS
SLGIEVNKTQATALPGACNVQTPP I SSCNGASPAASPAGTPEASSTPSGTASKTVPSTQTDGTSGGSSLDESISLLFE
FLLFAASYGSTFTVIF

>Potri .008G155100-PtAGP69C
MAHTAMSMDLAMVLEVTMECARAMAQSDCTSVL I SMSPCLNY ITGNSSTPSSQCCTQLASVVRSSPQCLCQVLNGGGS
SLGINVNQTQATALPGACNVQTPP I SSCNGASPAASPAGTSEAPSSPSGTGSKTVPSTQTDGTSGASSIEFSIPLLL
LLLFAASYGSAFTKVF

>Potri .009G092300-PtAGP11K

MVEKKAVITEESETCTSTAGVSGQAPATSPTATPAPPTPTSIA TTPPPVSAPPPVTQEJATPPPVSAPPPATP
PPATPPPATPPPATPPPATPPPATPPPATPPPAVPPPAPLAAPPALVPAPAPSKBRERSPAPSPLALSPPSPPTGAP
APSLGASSPGPAGTDMSGVEKMGSVQKMVLSLVFGSAFWLLT

>Potri .0106132500-PtAGP12K
MASVIWALNEACESEPIEANTDAQTPAVSPSTPTTTTPPPTTTPTTPTQSPASAVTPPTATTP 1 SSPSPKVAPATTPV
VPPPQPPQSSPAATP I PPPATPPPQVSPAPAPATPPPAPAPAKEVPAPAPATPPPAPVPAPA I PPPAPSPSLVPSPA
PAPGKHKNKRKEKHKHEEEAPAPAPNPPSPPAPPTVTTASEDTAPAPSPNGGNTLYHQEGRARMWARMWARTVLAFA
SLLVVTGYSF

>Potri .007G051600-PtAGP13K

MDRNGILGWTL ICVLVAGVGGQAPAATPTSTPATPTTPSVPLAAPAKAPAKPTTPAPVSSPPAVTPVASSPKQTVPT
PVATPLATPPPAVTPVSSPPAPVPVSSPPEKSPPSPVPVAPPTSSPVAAPTAEVPAPTPSKKKBKKAPAPGPALLSP
PAPPTEAPGPSAESMSPGS IADDSGAGRTRCFQKIAGGLALGWGLLALIF



>Potri .0056144900-PtAGP14K
QAPAATPTSTPATPTTPAVPVAAPTKPTTPAPVSSPPAATPAASPPKQTVSVPVAA

PLATPPPSATPVSSPPTPVPVSSPPAKSPPSPEPVASPTSAPPASTPVAPPTAEVPAPSHSKKKBRRHQAPAPGPAL

LSPPAPPTEAPGPSAESVSPGPSL SDNSGAETKRCLQKMAGGLALGWGLLALIF

>Potri -008G111000-PtAGP15K
QTPAASPSTTSPATPAPTTTTPPPSTTPAQSP I SAMTLPPATTP I SPPSPKVAPA
TSP 1VPPPQPLQSPPTAAP I QTPALPPPPATPPPSLPPATPPPSLPPPRVSPAPAPAPAKETPSPSPAKEVPAPAPA
PATPAPTPAPAPATPAPAPA I PPPAPSPAL VL SPAPAPGKHEKKKRKHKEREKRERHEAPAPAPNPPSPPAPPTVTTVS
EDTAPAPSPNPNGGNSLYHHEGWAGMLTRTVLAIAYLLVTGYSF

>Potri.008G195700-PtAGP49K
SSSTQLNSKTSPYP ISTSPAFLTNSPP IPPFQELSPDIAPLLPSPGGVLPSPTV

SSVPTIPSTPSPPNPDEVVASGPDSAFSPLGALLASSAAPRNL INSVIVVGFIAYRS 1 QLFRIIRKEANSLTSASLEKL

VPLQLGHVTGVSMNIVPVLARKGFSDPGWSSNWIPAGTWF

>Potri.009G063600-PtAGP16P

MEMKK IACA I LFAAASVSAVMADEVAAPAPSPASGASASLP IVGSLVGASLASFIALYLQ

>Potri.009G062700-PtAGP17P

MAQLVCTFKAMA I FFVVAMYFATVTAQDLEMEPAPAPTMDKGAAY SLGMSAAVFCSSLLLSLLAFLKH

>Potri.009G063200-PtAGP18P
QDLGELAPAPAPGKDKGAASFSLGMSGAL ICSSLFLSMLSLLRH

>Potri.009G063000-PtAGP19P
QDLGELAPAPAPGMDKGAASFSLGMSGAL ICSSLFLSMLSLLRH

>Potri.013G057500-PtAGP20P

MEALKMRVFLAIVVVLMAVSAVQNVAAAEAPAPSPTSDATTFVPAVLASLVALAFGQLLF

>Potri.003G136600-PtAGP21P

MAGVSRVVAAVVALLVVFAIVLPIAQAQAPAPAPTSDGTSIDQG IAYVLMMVALALTYL IHAADLSHSF

>Potri.006G056000-PtAGP22P

MAAQV I I PKAFLLFLVIAAFAVVSAQDSESMAPAPAPGMEAGAGFSLPVSGAIVGFSLVVSLLGFLKH

>Potri.006G055700-PtAGP23P
QLAPAPAPSMNTGTGFSLPAPGV1VGFSLMVSLLAFLKL

>Potri.006G056200-PtAGP24P
DEISAPAPSPTSGASATLPVVGSLIGASLVSFFAYYLQ

>Potri.006G055900-PtAGP25P

MAATQVTLSRAFLLLLVIVTFAVVSAQESEMAPAPAPMDAGAGFSLPVSGAIVGFSLVVSLLGFLKH

>Potri.006G055500-PtAGP26P

MAKVR ISKDIMV I YVWALFMVATNVSAQVEAPAPAPAPSMDTGAGFSLPVSSAV I TFSL I ISFISLLKL

>Potri.006G055800-PtAGP27P

MAATQVT ISRAFLLLLVIVTFAVVSAQESEMAPAPAPMDAGAGFSLPVSGAIVGFSLVVSLLGFLKH

>Potri.0166052400-PtAGP28P

MVTQV I ISKAFFLLLAIAAFAVVSAQE SEMAPAPAPGMDAGAGFSLPVSGAVVGFSLALSLLGFLKR



>Potri.0166052200-PtAGP29P

MAQFS I PKALVLMLV I ATFAAAVSAQDSEMAPAPAPGMDAGAGFSLPVSGA I VGFSLVVSLLGFLKH

>Potri.0156022600-PtAGP30P

MAVSNISFGVLAAIVAMICAIFMPLAHGQSSAPAPSPTSDGTAIDQGIAC I LMLVALVLTYLNH

>Potri.0156139200-PtAGP31P

MAAEKSEAPQAALLLEEVALAVEQAQLAQSQQCVSQLNRLNVCAPFVTPGASYEHQS

>Potri .0026226300-PtAGP32P
MKEFQECIIVAREIVEGSSPRRSHA | RGSSSAPSTSQQVFRSPFSPSPFAQRAEEFASQKRRVPAGPNPLHNKR

>Potri.019G6035500-PtAGP33P

MEALKMRVFLAIMVVLMALSAVQDVAAADAPAPSPTSDATTFVPAAFASLVALAFGLLF

>Potri .014G156600-PtAGP34P
MKEFHEFEEEAREIEESSTPRSSHAARRSFSAPSTSQQVFRSPFRASPFAERAKEFESQKRKVPTGSNPLHNKR

>Potri.014G094800-PtAGP35P

MAVCASEKARIAVEAVVSENEAVVSPSVEAQSPAPAPAPTSDGTS 1DQG I AYLLMLVALVLTYL IHPLDASSYTFF

>Potri.T142100-PtAGP36P
SRPLD IHSPAIPRSGSEPPPTDVHDRWYRINRYKNLESDAFRPTTPGH
SPGVGHENPPAAP

>Potri -001G387800-PtAGP37P
MAREATEALRIEVIVSESHSPEARKL LEGTLVLNRLSKGASPRGEGNP I TSSASRKLTTLHLAETERFLLAAPSPGIG
N

>Potri.0016268400-PtAGP38P

MAQLASTFKAMA I FFVVAMYSATVTGQDFEMAPAPAPTMDKGAACSLGMSGAVFCSTLLLSLLALLKH

>Potri.0016268500-PtAGP39P

MEFATMKFLAAVLVMAMFASVHVSAQDFGEMAPAPAPA I GAGAASYSFGTSGAL I CSSLFLSMLALLRH

>Potri.001G094700-PtAGP40P

MAGVSRIAVAVVALALASAFVLPVAQAQAPAPAPTSDGTS IDQG IAYVLMLVALVLTYL IHAADLSHSF

>Potri .0016268800-PtAGP41P
MEMKK IACAILFAAASVSAVMADEVAAPAPSPTSGASVSLPVVGSLVGASLASL IALYLQ

>Potri .001G268900-PtAGP42P
KLAVLAYDDVLAPMPAMATGSAAGYSASVAAMGFSLMVYVFEVMLH

>Potri.0016259500-PtAGP43P

MASPSRCHEVHAWMVEGEEAINAAAN 1 YDNEEPPSPPHDHEDPPLPYNHKNSVFQPSGLLNRGTPSPP

>Potri.001G004100-PtAGP44P

MEAMKMK I FVVLMVVLMAFSTMQKAAAADAPAPSPTSDAT I FVPTFLASLVALAFGLLF

>Potri.012G032000-PtAGP45P

MAVSNISFGVFAAIVAT IFAISMPLAHGQSSAPAPSPTSDGAAIDQGVAC I LMLVALVLTYL IH

>Potri.012G144100-PtAGP46P
SQHTY IPHCIPISSVPYGAPPQIPPPPLSSFNTSPFINHHDFLVFPAAEIQC
STPPTVILTTPL



>Potri .016G052300-PtAGP53P
MSKDRSLRHSFCLKPEPKLHRKIRKQL ISLVSLIYLLLLLSMAAQVIVSKTELLVLVIAAFAVASAQDSESMAPAPA
PGMDAGAAGFSSPVSGAITVGLSLIVSLLGFLKH

>Potri .003G220900-PtAGP54P
PTKEHWTAVWQPLSLPPCSHTSLQNLSLPLY ICAPTPTHKHLPSTFLQAVVSILSLQLLSKQISFQRGIVVFLSLLN
NKKMEAMKMKVFAVLMVVLMAFSTMQKATAANAPAPSPTSDAT IFVPTFLASFVALAFGFFL

>Potri .006G056100-PtAGP55P
MAQFGGSEVHIVMAMVVVALLHSCGMMAQS IAPTPAMDAGAGLELPVSMAITVSSSMILSLLALMLQ

>Potri .016G052100-PtAGP56P
MARFGGSETRIVMAMVVVALLRICGVMAQD IAPTPAMDTGAGLELPLSMAVISSSMIFSLLALMLH

>Potri .010G244900-PtFLAL
MATALSSENIFFTELLVSTEHEGESFSALQENHSNGTYSGQINSNSVLVALLDSHYTELAELVEKALLLQTLEDAVG
KHNIEARENEA  =RDLDPEFKRFLLEPGNLKSLQTLLLYHIVPNRINPSHNSSLQHHSTLCRDRVKLSSQESGEK
L1DSAKI1 IQVNAVERPDGV IHGIERLL IPRSVQQDFNNRRSLQS I SAVKPEGAPEVDPRTHRLKKPAPPAKPGSAPV
LP1YDAMAPGPSLAPAPAPGPGGPHHHFNGEKQVKDFIETLLLYGGYNEMAD ILVNLTSLATEMGRLVSEGY VN
KLTTDQLSEPGAPEQI 1YYHVIPEYQTEESMYNAVRRFGKISYDTLRLPHKVLAEEADGSVKFGHTENS
AYLFDPDIYTDGRISVQGIDGVLFPLEEKEKSETKKE IKSVKVAVKPQRRGRLLEVACRMLGTFGQDSHFTTCQ

>Potri .009G012200-PtFLA2
MRPQSFEILALSLIFFFLHCTKTLCQSPAAAPAMAPPKTPVATSPGPVDVNKILQKAGHFTVFARLMQATTEDTELNK
ELNTTNNG ISR - S SLKAGFLNSLSDEDKTELVKFHVLPAF I STSQFQTVSNPVRTQAGTGPRVTLNVTTT
GNFVNISSGLTNTSISGTVYTDSQLATYQLDKVLFPLD IFTPKPPAPAPEPALGKPRKAAPDAESPTAPKD I SGAPA
LLFLHNNALLLAVSCAFGAI IHS

>Potri .013G120600-PtFLA3

MATTPESFFLEESELESESENAQAQTPTAPAPTPSGPYNFTAVLVKGGQFATL IRLLNNTQTLNQ IENQLNSSSEGH
FNNLKAGALNGLNQQEQVQLLQYHTLPKFYTMSNLLLVSNPVPTQASGQDGVWGLNFTGQSNQVNVSTGL

VEVQINNALRQDSPLAVYPVDKVLLPEALFGVKPPTASPPAPSSKSNSTVAAAEPSTGKNSAGGRNVALGLVVGLGL

VCMGILS

>Potri .013G152200-PtFLA4

MASCSHWWHAPVYF IASAVLAFIATISTAMNSPSNNATRPTRPTSNYLSLNASRTLRESGFN IMATLLL 1 SPEMFFLS
PNIIEEIEESS L /N TSLPPWFLKNLLQYHTSPLKLSMEDVFKKPQGSCFPTLVDRKKLAVTK IDAKERLAE INHVL
VSHPDMVLERRITIHGVLAPFSSLRSKDVYFGWES 1QAP ICDANSSLVSDANGPRIILEWTR I THLLSSHRFVSFAI
GLNSVLDRILADHKNLSSVT IFAPPELEFVASSSPMLEKIVRLHILPQRATY I ELAALPDKQRLRTLLPDEDLKITK
GVGVTQGLAINGVEIAAPEIFSSKEFIVHGITQAFKIAKFPNASR

>Potri .011G093500-PtFLAS

MORLETICESEEFEESTSTTETRGHN I THILGKHPSFSTFNHYLTLTHLAGE INSRNT IS SE L L SKHPS
TATIKNILSLHVLLDYFGTKKLHQIREGTALAATMFQATGSAPGSTGFVN I TDVKGGKVAFGPEDNEGNLDVFYVKS
LEEIPYNISVIQISKVLPSDVAAAPTPEPSAMNITD IMSAHGCKVFADTL IANPEASKTYQDSVDGGLTVFCPLDDP
FKAFFPKFKNLTASGKVSFLEFFGVP 1 YQSLAMLKSNNG IMNTLATDGEKKFDFTVQNDGEDVTLKTRSITAKIVGT
LIDEQPLATYT IDKVLLPKELFKAAPTPAPAPAPEKEVADAPKSSKHKKPSSDVVPSDSPADSPDGDLADQTADDNA
SVTLYGGRLVAMLLSLCSGLLLL

>Potri .006G200300-PtFLAG
MDSHIYGVSKKTLLLFTELCLSVSSISALPHONKTGNSTGTGQMINSNSVLVALLDSHYTELAELVEKALLLQTLEE
AVGKHNIIRARRNEA ERQLDPEFKRFLLEPGNLKSLQTLVLFH I 1PQRVGSNDWPGHKSNPSRHTTLCNDHLHL I
TKNSGKKVVGSADVTRPDDVTRPDGV IHG IERLLVPQSVQEDFNRRRNLRS I SAVLPEGAPEVDPRTHRLKKPEPPV
RAGSPPVLP I'YDAMAPGPSLAPAPAPGPGGPHHHFDGESQVKDF 1QTLLLYGGYNEMAD ILVNLTSLATEMGRLVSE
GYVIINEERNEEAN A KL TTDQLSEPGAPEQI 1 YYH I IPEYQTEESMYNAVRRFGK I GYDTLRLPHKVAAQEADGSVK
FGSGDGSAYLFDPDIYTDGRISVQG IDGVLFPEVEKESTSVKKSVSSVKVATTKPRRGKLMEVAC IMLGTLGQDSRF
TTCQ



>Potri .006G129200-PtFLA7

MRKOLELSPFVPFLENFFLEYCSTTVAQTPSPAPSGPTN I TAILEKAGQFTTL IRLMKSTQEADQ INTQLNNSNQGINE
FTNLKAGTLNSLSDQQKVQLVQFHI IPNFFSMSSFQTVSNPLRTQAGNSADGEFPLNVTTSGNQVNITTGYV
NTATVANT IFTDGQLVVYQVDQVLLPLDLFGTAAAPAPAPSKPDKDVPAKAPAGSKEDASVDASGATIATVSVSVVL
TAAISLKL

>Potri .016G066500-PtFLA8
MDSHIYGVSEKTLFLETLLCESVASISALPHONRTGNSTVTGQMINSNSVLVALLDSHYTELAELVEKALLLQTLEE
AVGKHN LERQLDPEFKRFLLEPGNLKSLQTLLLFHIITPQRVGSNDWPGHKSNPTRHTTLCNDHLHLI
TKNSGKKLVGAAVLTRPDDVTRPDGV IHG IERLLVPQSVQEDFNRRRNLRS I SAVLPEGAPEVDPRTHRLKKPEPPV
RAGSPPVLPVYDAMSPGPSLAPAPAPGPGGPHHHFDGESQVKDF 1QTLVHYGGYNEMAD ILVNLTSLATEMGRLVSE
GYVINEERNEEAN A K LT TDQLSEPGAPEQI 1 YYHI IPEYQTEESMYNAVRRFGK 1 GYDTLRLPHKVVAQEADGSVK
FGSGDGSAYLFDPDIYTDGRISVQG IDGVLFPEVEKESTSVKKSVSSVKVATTTPRRGKLMEVACRMLGSLGQESHF
TTCQ

>Potri .016G088700-PtFLA9

MRKOLELSPFVPFLENFFLYSSTTFAQTPSPAPSGPTN I TAILAKAGQFTTL IRLLKSTQEADQ INTQLNNSNQGHINE
FANLKAGTLNSLSDQQKVQLVQFHILPNFLSMSNFQTVSNPLRTQAGNSADGEFPLNVTTSGNQVNITTGY

NTATVANT 1YTDGQLVVYQVDQVLLPLDLFGTAPAPAPAPSKPEKDVPAKAPAGSKEDASVDSSGAS IATVSFGVVL

TAAISLKL

>Potri .015G129400-PtFLA10
MVPQFEFSASFILEFFEEHCPPTEAQSPAAAPAPPGPTNVTKVLEKGGQFSVF IRLLKATQEDVTLNGQLNNTNNAN

FSSLKSGTLNSLSDQEKAELVQFHI IPQFLSSSQFQTVSNPLTTQAGSGGRLELNVTTTGNSVNITTGL
TNTSVSGTIYTDNQLAVYQVDKVLLPLDIFTPKPPTPAPAPEKPKKRSKAAASPESPADTSGAVSFTVLNNVVFFGV
CMVAAITYSL

>Potri.T130300-PtFLA1l

MDSKVSSELFIATECEISSTSTARN 1 TKILAQYPEFVSFNDLLTQSGLAKEMSSRET [ INEEENES | GGLNGRPLD
TAKRILSAHVILDYYDQIKLSKLKKASTIVTTLYQASGAADDRQGFLNISRTAEGIKFGSAVKGAPLVASLVKPVYA
QPYNISVLQVSEPIEAPGIENMAPPPPPAAVPKKAPAPTAKSPSKAPAPSKVEPSTPTESPTEGPVAADGPVADVPT
ASPLADAPTADETTAEAASSQMHAGGAVVV IGLLACMMGE

>Potri .002G223300-PtFLA12
MEESMIIMESSTLLELCTPVAYAQTAASPPAPTPTPSSSPAPAPTPPYVSLTDLLSVAGPFHTFLSYLESTKVVDTF
QNQANNTDEG|IENEBEBRA - K NLKKPSLSNLTQDQVKQL I LFHALPHYYALADFKNLSQVSPVSTFAGAGGYALNF
TDVSGTVHLDSGWSKTKVSSSVHSTDPVAVYQVDKVLLPEAIFGAD I PPAPAPAPAPETSLAADSPSSDSTGDGSAP
GTSPPNSSYRIFGVDIWSQLVLALIGVLVLFL

>Potri .019G122600-PtFLA13

SYTAWHHTNVTKILEKAGHFT I FIRLLRSTQEENHLFSALNDSSTG|INEERIESE - SELKSGTLNTLSDGDKSELV
KFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKDI
FASNAPAPAPVAPAPEKPTKAVPAVTVESPAAPVD I SSAVWFMHNNVVGSVG I VAATVFSL

>Potri .019G120800-PtFLA14

SPAAAPAHAPAVVVTQPPAATPAQAAAPHG I TN THPRGNHLFSALNDSSTG RIS SELKSGTLNTLSDGD
KSELVKFHVIPTFLSTSQLQTVSNPLGTWARTGSRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVL
LPKDIFASHAPAPAPVAPAPEKPAKAVPAANVESPVAPVD I SSAVWFMHNNVVGFMESVE

>Potri .019G093300-PtFLA15
MATSPLESLEVEESEFESESEHAQAQAPAAPAPAPSGPVNFTAVLVKGGQFVTFISLLNKTQTFNQIENQINSSSEGHE

FSNLKSGALNGLSQQQQVQLLQYHMLPKFYSLSNLLLVSNPVPTQASGQEGVWGLNFTGQSNQVNVSTG
LVEVQVNNALRQDFPLAVYPVDKVLLPDELFGVKPPSASPPAPATKGSSSGKSNSSDTAAEPSPGKNSAGGRNVALG
LIFGLGFVSMGILS

>Potri .014G168100-PtFLA16



MPRPEPLETEANSEVEEASTTTVNAHN I TR1LAKHPQFSTFNHYLTVTHLAAE INRRQT{I NS S 1 SKQ
LSVYTLRNVLSLHVLVDYFGTRKLHQ I TNGTELTATMFQATGSAPGASGYVN I TDLNGGKVAFGAEDNDGKLNAVYV
KSLEEIPYNISILQISQPLNSAEAEAPTAAPTLNVTAILSNQGCKAFSDLL IASGAHTTFEENVDGGLTVFCPTDPY
INGFMPKYKNLTAPQKVSLLLYHGIP1YQSLQMLKTSNG IMNTLATNGANKYDFTVQNDGEVVTLETKVTTATITGT
VKDEEPLVVYK INKVLLPRELFKAAPEKKAPAPKGEKDVADGPNADAPSDESDDQTADNDNGYNKMGGGRLAVVAPS
FFFGVVMFFLFD

>Potri .014G071700-PtFLA17

MATEQYSELLESFTESARVSTIEAHN1TDILSGFPEYSEFNKYLTQTKLADE INTRQT | NEEEENNEEN T ALAAKHPL
SVIKNALSLLVVLDYYDPTKLHQISKGTTLSTTLYQTTGNAPGNLGFVN ITDLQGGKVGFGSAAPGSKLDSSYTKSV
KQVPYNISILEISQP I 1APGILTAPAPTPSSVNITALLEKAGCKTFASLLQTSGV IKTYQSAADKG INIEEENEEE-
KAAGVPDLSKLTNAEIVSLLQYHATATYSPFGSLKTSKDP ISTLASNGAGKFDLTVTSAGDSVTLHTGIGPSRVAET
VLDSTPLVIFTVDNVLLPVELFGKAPSPAPAGEPVSAPSPSPVASSPAPASVEAPSPLAASPPAPPVETPGGAPAET
PFGSENSTADGSAAVHVSVPVQVTVFATVICSILMS

>Potri .014G162900-PtFLA18
MKESMITVLSSTLLESCTPLAYAQKVASPPAPTPTPSPAPAPSPPYVNLTDLLSVAGPFHNFLNYLESTKVIDTFQN
QANNTDEG|IENIBEBRN - KNLKKASLSNLTQDQLKQL I LFHALPHYYSLSDFKNLSQVSPVSTFAGAGGYALNFTD
TSGTVHLDSGWSKTKVSSSVHSTDPVAIYQVDKVLLPEAIFGTNIPPTPAPAPAPDTSPTADSPTSDDSAGAGSAPG
KSPPNSSYRINGVGIWSQLVLATAGVLVLFL

>Potri .008G012400-PtFLA19
MAMAPSPPCIHIFFASILLLSNFHLGESSSSSTLQENHSNGSYSGQINSNSVLVALLDSHYTELAELVEKALLLQTL
EDAVGKHN IEERRNEA L ERDLDPEFKRFLLEPGNLKSLQTLLLYHIVPNRINLSHNSSLHHHSTLCRDRIKLGSQ
SGEKLIDSAK1 IQVNAVERPDGV IHGIERLL IPRSVQQDFNNRRSLQS I SAVKPEGAPEVDPRTQRLKKPAPPAKPG
SAPVLP I'YDAMAPGPSLAPAPAPGPGGPHHHFNGERQVKDFIETLLLYGGYNEMAD ILVNLTSLATEMGRLVSEGYV
KLTTDQLSEPGAPEQI 1YYHVIPEYQTEESMYNAVRRFGKI1SYDTLRLPHKVLAQEADGSVKFGH
AENSAYLFDPDIYTDGRISVQGIDGVLFPLEEKEKSDTKTEMKSVKVAAKPQRRGKLLEVACRMLGTFGQDSHFTTC

Q

>Potri .001G320800-PtFLA20

MEREQHEEISEYEETESINETTTTAQSPAPAPAPPGPTNV IK I LKKAGHFKTF IRLLKSTQLDSNLNSQLGNTNNGH
FSALKTGTLRTLTDQEKVELMQFHIVPMF1SSSQFDTVSSPLKTHAGSGARFQLNVTASGNSLNISTG

LTNTTISDTVYTDTHLAIYQVDKVLLPLD IFTPKPPPPAPAPAPKLKAESESPDDAVSKKD I SSAVSFVMHHDTVFF

TVGTVVAISFSL

>Potri .001G037800-PtFLA21

MSEKSSSEFALCFSSFEEFNTVRASN 1 TQILSQYPDFSTFSSYLTQTQLAGE INSRQT [ NENENENN SP L SGKPN
GEITKNVLSGHV ILDYYDVAKLQKLQNKTAMLTTLFQSSGQAKGQQGFLNVTVLGSNSVAFGSAVPGSSLSSNLVKSY
SSQPYNISVLQVSNI1VSAGTGNANSTTSPVPVGPPKTSPTPASSPNKPPSTSNPPPRPSPTTADGPAADSPAPSPP
AMDGP IAATPAADGPLADAPLDPKSDASVLTTGNNLALLALILLSAFFLA

>Potri .001G367900-PtFLA22

MOETVELSEEFEESTATTITYGHN 1 TS1LGQHPSLSTFNHYLTLTHLAGE INRRT T IS SE 1 LSKKPSI
STIKNILSLHVLLDYFGTKKLHQIRDGTALAATMFQATGSAPGSTGFVN I TDVKGGKVAFGPKDNGGNLDVFYVKSV
EEIPYNISVIQISKLLPSDVAAAPTPEPSAMNITD IMSAHGCKVFADTL IANPDASKTYQDT IDGGLTVFCPLDDPF
KAFLPKFKNLTASGKESLLQFFGVPVYQSLAMLKSNNG IMNTLATNGDKKFDFTVQNDGEDVTLKTRGTTAKIVGTL
IDEQPLATYSIDKVLLPKELFKAALTPAPAPAPEEAADAPKSSKHKKPSADDAPSDSPADSPDGDAADQTADNNASY
RLDGGRLVAMVLSLCLGLLML

>Potri .012G127900-PtFLA23

MVPQFELSFSENESFEEHCPPTEAQSPAAAPGPPGPTNVTK I LEKGGQFSVF IRLLKATQEDVTLNGQLNNTNNAN
FSSLKSGTLNSLNDQEKAELVQFHI IPQYLSSSQFQTVSNPLTTQAGSGGRLELNVTTTGNSVNITTGL

TNTSVSGTIYTDNQLAVYQVDKVLLPVDIFTPKPPTPAPAPEKPKKRSKAAESPDAPEDNSGAVSLTVLNDVVFFGV

GIVAAIFSL

>Potri .001G440800-PtFLA24



MAKYLESELLLLETTTTATSTENP ICTFSPTPSPTSATTPAPITNSSTNIALSPTFAPSPIITIPTPAPSSAPTP INN
TTTTTTTTSTTLTPTTTPSTARTPIPTNKITLTPTFAPSRAPTPTIITPILGPSPAPTPISSSAFTTTPTFGPSPAP
TPTNSSIFTATFSLPPTPPSTFTRQQDDLKFVFQEQIYNI IDAILGTGDFKNWANALGMADSTTFPISATFFIPSDN
SLSPTTTSADPDIFPYHIVPQRLSFADLQQFKTFSRLPTLLFDKSILITNNSASNFTLDGSRLTHPDIYTNAAITVH
CIDNLLDHSVYGTESGKNSSKPDAVGPPPTPASPPRPTPRTFVPSTADDEEFTVHQHGESDAACLCTEVWTVFLVLC
VALASKFQRMILVH

>Potri .018G005100-PtFLA25

MDFKVSSELFIATECEISSTSTARN 1 TKILAQYPEFVSFNDLLTQSGLAKEMSSRET [ INEEBNES | GGLSGRPLD
TAKRILSAHVILDYYDQIKLSKLKKASTIVTTLYQASGAADDRQGFLNISRTAEGIKFGSAVKGAPLVASLVKPVYA
QPYNISVLQVSEPIEAPGIENMAPPPPPAAVPKKAPAPTAKSPSKAPAPSKVEPSTPTESPTEGPVAADGPVADVPT
ASPLADAPMADETTAEAASSQMHAGGAVVV IGLLACMMGFE

>Potri .006G276200-PtFLA26
MIHQYCHCYCWLKTLSNYRKLSTLLFIPYITRPLILICRLRNSFSTMNSPATHFWSTSLHAYKGLCI ISFEFKHKGS
DNNKEGFGF I FLAKMDSKASSLLFEIAFLCLISTSTAFNSTKILAQYPEFANFNDLLSQSGLAQEMNSRQTITVLVLD
NGSIDGLSGRPLDIAKRILSAHVILDYYDQIKLSKLQKASTIVTTLYQASGVADNRQGFLNISRTAEGIKFGSAMKG
APLVASLVKSIYSQPYNISVLQVSEPIETPGIENMAPPPPPGTAAVPKKAPAPAPSTKTPPAAPPTAKTPAKSPAKS
PSKAPAPSKEGPSTPTKAPAEGPVAADGPVAAGGPVADVPAESPEADTEVAEEAPAVAPAKAASSRMHVAGATVVIG
LFACIMGF

>Potri .012G015000-PtFLA27
MKHHESVELFPATLLLLHCTOTLSQTPTAAPAKAPAAASAPPPAATSSAQASPPVMVPVQVSKGPVNV IKILQKAGG
FAVFIRLIKSTQEDIQVFSQLNDSRDGVT IFAPTDGAFSAT IKSGVLNSLSDHQKIELVQFHIIPKILTTANFQTVS
NPITTLAGSGSRFALNVITTENMVNVTSGLTNTSVSAIVYTDSQLAVYQVDKVLLPLD IFAPKPLAPAPAPPKPKKD
DGAESPLVPEDTSSAVSCIPLNSL I 1FGAGMVAAVFETL

>Potri .013G014200-PtFLA28
MKQQYYSLEFSESFFLLFLHCTTTFAQTSPAATPAQAPAVVVAQPPAATPTQAAQPHGITNVTKILEKAGHFTIFIRL
LRSTQEENHLFSALNDSSSGVT IFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAG
TGNRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKD IFASKAPAPAPVAPAPEKPTKAVPAAT
VESPVAPVDTSSALMFTONHVVGSVAIFAAAMFAL

>Potri .019G121200-PtFLA29
MKPQYLLSSESILLLFLHCTNTFAQSPAAAPAQAPAVVASPPAATPTQAAAPHGITNVT I ILEKAGHFTIFIRLLRS
TQEENHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGS
RLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKD IFASNAPAPAPVAAAPEKPTKAVPAVTVES
PAASVDISSALIFTHNLLVGSVGLLASAMFSL

>Potri .006G174900-PtFLA30
MARINPAISQITPTTTLTYFLLLLLATTTTITPILAITNLTALLSSFPDFSSFTSLLASTPSITSDLSNRSALTLLY
IPNSYLSSSLDFTRRLSPSSLTDLLRYHILLQYLSSSDLHQLPPAGALITTLFQTTGRASSNFGSVNITRNPVTNAI
T1SSPSPFSSSNATVLSLIKTLPYNVSTISVNSLLVPYGFDLMASETRPTLGLN I TKALLDGRSFFVAASLLSASGY
VEEFEADEGGAGITLFVPTDSAFSDLSETDVSLQSLPADKKADVLKFHVLHSYYPLGSLES1VNPVQPTLATEDMGA
GSFTLNISRANGSVAIDSGIVLASVTQTVFDQNPVAIFGVSKVLLPKE I FGRNPVLTSKPGNSDMGNALPPAVALSP
ESSPKMLSSAPGVREEKSGVGGLQRFSTLPLLCALVVWYCI

>Potri .008G127500-PtFLA31
MAATKILLSLFFLESFLSESSS IPTETLREAAV ILSNSGYLSMSLTLPLVSNSLIPHTPSLT IFSPSDTAFTQSGQP
PLSILRLHFSPLSFPLNSLESLSLGAKIPSLFPNYSLTITSTGDDVSLNGVKIKDSPVYDDGSLV ILGVDRFFDTGF
GVLNSKGYSVMASFLDLQLMVGFTDKTALT IFAPVDEV IKAFLGDLREYSSMFLKHAVPCK IMWGDLVNFDDGVVLE
TYLEGFGITVSTSGDNLMLNDQASVNFPDMYHNDWLYV IHGLQS I LKEPESEYSFLDDGDEF

>Potri .019G123200-PtFLA32
MKQQLISSESIFLLELHCASTFAQ 1 PAAAPAQAPAVVVAPPPAATPTQAAAPHGITNVTKILEKAGHFTIFIRLLRS
TQEESHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLRDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGS



RLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKD IFTSNAPAPAPVAPAPEKPSKAVPAVTVES
PAASVDISSALIFTNNILVGSFGLLASAMFSL

>Potri .019G120900-PtFLA33
MKPQYLLSSESIFLLFLHCPNTFAQSPAAAPAQAPAVVASPPAATPTQAAAPHGITNVTKILEKAGHFTIFIRLLRS
TQDENRLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPNSYLLPSSRPLSGTVYTDNQLAI
YKI1EKVLLPKD IFASNAPAPAPVASAPEKPTKAVPAVTVESPAASVDISSAL I FTHNLVVGSVGLLASAMESL

>Potri .004G210600-PtFLA34
MRQQSSSLLESLILFFLHCTKTSGQSPAAAPVMPPPTTPVKAPPTAPSQAPSAQVATSPGPVDV IKILQKAGHFTVF
VRLMQATTEDTELNKELNKTNNGITIFAPSDSAFSNLKAGFLNALSDEDKTELVKFHVLPAL ISSSQFQTVSNPVRT
QAGTGPRVTLNVTTTGNFVNITTGLTNTSISGTVYTDSQFA1YQIDKVLFPLD IFTPKPPAPAPAPELGKPRKAAPG
VESPTAPKDISGALTPLILHNNALLLAVSCMVAAIFS

>Potri .019G123000-PtFLA35

HIAQRHKHEATVNL IFYFLLFLQCTYTFALSPAAAPAQAPAVVVAPPPAATPTQAAAPHGI TNVTKILEKAGHFTIF
IRLLRSI1QEENHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVIPTFLSTSQFQTVSNPLGT
WAGTGSRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKEIFASNAPAPAPVAPAPEKPAKAVP
AANVESPVAPVD I SSAVWEMHNNVVGSVG 1 VVAAVFAL

>Potri .008G128200-PtFLA36

MATQFLMSEILLESLELISFP1YSILDATQILSNSGYVAMALILEFGSQTDL IPPSQSLTIFSPSDTAFSLSGQPSLDL
LHFHFTPRSFSLNSLKSLPPGYQIPTLFSNHSLVISSNADSQTSVNGVKINGSALYDDGFLV IFGVDNFLDPDFTVS
GSINGSTGGIRGCYVTSGDDDCSFEEASGVLKSRGYSVMASFLDLQLAKFKDHTRLT I LAPVDEVVKGFMGDFSDYR
SIFLRHVVPCKISWRDLVSLDDGVVLPTYLRGFKINVTVSSTFLMFENGVQV IVPETYSNSWLTVHGLGGSLVMQEPT
ATASNAEKIVVDFKAIKVLIAFSFLLLCTSQLNSIL

>Potri .019G002300-PtFLA37
MGTONEMINKSTAKILLEHELELESELHQ I TTATLTDQELDFALLSLRSYGYTLFPNAISTSDLRLQLLNQSSNATSTS
TFTLFCPPDSLLFSVDLASTAPHYTKSLFLHVSPSRLSTSDLRNLTAASGGTY IDSLVPNHRLL ITNSLAQLNGTVD
GSI1LVNRVRVSVPDLFLGSD I1AVHGLDG I LVAGFDEKVEDTSFEAATWSPANA I GSAEQNSPLAGRFPARRRKGRNH
RHNGRNGG I RRNNHRGRR INGGHRRGVGRNVSGGTRGGGVTRGAFAMYNHRL

>Potri .018G097000-PtFLA38
MAPINPAISHITPTTTLTYFLLLLLATTTTTTPILAITNLTALLSSFPDFSSFTSLITSIPSLTSDLSDRSALTLLY
IPNSYLSSSLDLTRRLSPSALADLLRYHILLQYLSSSDLHQVPPSGALITTLFQTTGRASSNSGSVNITRNPVTNALI
T1SSPSPFSSSNATVLSLIMTLPYNVSTISVNSLLVPYGFDLMASETRPTLGLN I TKALLDGHSFLVAASLLSASGY
VQEFEADEGGAGITLFVPTDSAFSDLSATAISLQSLPADKKADVLKFHVLHSYYPLGSLES1VNPVQPTLATEDMGA
GSFTLNISRVNGSVAIDSGIVQASVTQTVFDQNPVV I FGVSKVLLPKE I FGRNPVLTSKPGNTDMGNAQPPVSALSP
ENSPKMLSSAPGVREE IKSGVGGLQWLSTLHLLCVVFVCNCI

>Potri .013G151300-PtFLA39

MKQQYSIFESFSMLLLSLCY INTFAQSPTAAPAQAPAVVVAQPPVATPTQAAAPHG I TNVTKILEKAGHFTIFIRLLR
STQEENHLFSALNDSNTGITIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTG
SRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKD IFGSNAPAPAPVQAPAEKPTKAVPSANVE
SPVAPVD I SSAVTEMHNNVVGSLV IVAAAMFACNVEGF

>Potri .013G151400-PtFLA40
MKQQYSISSISVFELLELHYTNTFAQSPAAAPAQAPAVVVAQPPAATPTQAAAPHG I TNVTKILEKAGHFTIFIRLLR
STQEENHLFSALNDSSSGVT IFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTG
SRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLA1YKIEKVLLPKD IFASKAPAPAPAPAREKPTKAVPAANVES
PVAPVD I SSAVTFMHNNVVVGSLV 1VAAAMFACHVEGF

>Potri .019G008400-PtFLA41

MINGFSTKKIQYFFNAT IVLKLDPV IDPVDPPGHGSDGLTRVNSENHSNGTYSGQ INSNSVLVALLDSHYTELAELV
EKALLLQTLEDAVGKHNITIFAPKNEALERDLDPEFQRFLLEPGNLKSLQTLLLYHIVPNRINPSHNSSLQHNSTLC
RDRVKLSSQESGEKL IDSAK T 1QVNAVERPDGV IHGIKRLL IPRSVQQDFNNRRSLQS I SAVKPEGAPEVDPRTHRL



KKPALPAKPGSAPVLP1YDAMAPGPSLAPAPAPGPGGPHHHFNGEKQVKDFIETLLLYGGYNEMADILVNLTSLATE
MGRLVSEGYVLTVLAPNDEAMAKLTTDQLSEPGAPEQI I'YGLN IEASKKPKKN

>Potri.017G111600-PtFLA42
MSTMELELLILELISSSVLEAASNPFSNAMEILSTSGYLSMALTLE ITSKRLHLESSAAT I FAPLD IAFARLGQLSVL
DLQYHISPVRLSGYYLDSLPFGTRIPTLLPNHSLIVTTSLSYFDGKLSINGISIEESALVDFGSL 1 1FGMSEFFNSS
LEISPNLTPAPAPSPSPVTSLGNTSQNESTGLDVDFFGQASHLLMPRGYSIMGTFLDAQLFGIKNQTRLT IFAPVDQ
AMDAYAKNVSDYSS I FRKHVVPGLFPRQDLEGFNDGTSLPTFSGGFMINLTKSGDVLVLNGVPVIFPDMYQSDWLI 1
HGLNQLLTPPLKEEELVGESFSELDGAEDKPDVLDFDDYVYGAP

>Potri .019G122800-PtFLA43
MKPQYLLSSESIFLLFLHCPNTFAQSQAAAPAQAPAVVASPPAATLTQAAAPHGITNVTKILEKAGHFTIFIRLLRS
TQEENHLFSALNDSSPGLTIFAPTDSAFSELKSGTLNTLSDGDKSQLVKFHVVPTFLSTSQFQTVVGYHLTSQSYTN
SVNITTGLTNTSLSGTVYTDNQLATIYKIEKVLLPKD IFASNAPAPAPVAPAPEKPTKAVPAVTVESPAASVDISSAL
IFTHNLVVGSVGLLASAMFSL

>Potri .005G079500-PtFLA44
MESSPKLSILLILSLYTIISSTSIDGVETTTFSSNLSPQSPQPQISTSDHFHDHSFSSHTNLLAP ILSHLGFTQLAM
AVPSLPADSTTTAWSGPSTLFAPSDSSLRTCFSCSIPDLLHEHIVPGLFSIDYLRKLAFGTKIETLSPGRCITVTST
SLKNDSATPSTVKVFIGGVEITHPDLFNNGVL I THG1QGY IAPLSPFSCDFERLSSLSFPFQEGVTPHVTSTTHQQG
1GTLVQPAIMRLMLRDAMLRLRSNGFT I LSLAMRVKYPELTNLVNMTVFALDDVSIFSGSHGY 1SSVRFHIVPNHYL
STADLERLPVGATLPTLERGQALVVTSAGGLTGFNTAVPMRINYVRVKVPDVMRNLK1VVHAVYLPFPRIHPTSAAA
FDEMMG IGGEGQN I VAAEDGACSAVFEEDGSCGTVPPMPAQVKPSVVVRSDEDHHGL

>Potri.019G121100-PtFLA45
MKQQSISFEFIFLLFLQCTYTFAQSPAAAPAQAPAVVVAQPPAATPTQAAAPHG I TNVTKILEKAGHFTIFIRLLRST
QEENHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVIPTFLSTSQFQTVSNPLGTWAGTGSR
LPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKDIFASNAPAPAPVAPAPEKPAKAVPAANVESP
VAPVD I SSAVWFMHNNVAGSVG I VAAAVFAL

>Potri .009G012100-PtFLA46

MYEEYSVQYRPRLCPRMOPE ILLFWELFLHACSQTFCQSPAQSPAATQTKAPVPPPPPAGPTDT 1QILLKAGRFLSF
VRLMKATHVDTQLFSQLNSSTDG I TMFAPNDNAFSSLVAGAVGSLNDREKLEFVQFHILPRFLS1SDFQTLSNPVKT
LAGSDRKFPLT ITTSDNSVTVSSGLTKTSISNTIYTDKQVAIYEVDKVLVPKDLFPPAPPAPAPARPLAEPDPVAPR
DASSALVIAWQHRVNVVLFGAGLY 1AALVMDP

>Potri .013G151500-PtFLA47
MKQQHSLSSFSFFLLLLHCANTFAQSPAATPAQAPAAVVAQPPAATPTQAAQPHG I TNVTKILEKAGHFTIFIRLLR
STQEENHLFSALNDSSSGVT IFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTG
SRLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKD IFASKAPAPAPVAPAPAKPTKAVPAATVE
SPVAPVD I SSALMFAHNNVVGSVG I VAAAMFAL

>Potri .015G013300-PtFLA48
MKQLISESFSLVLLELHCTQTLSQPPNAAPAKAPAAATVPPPAATSAQASPPVMVPVQVSKGPVNV IKTLQKAGHFA
FFTRLIKSTQED IQLFSQLNDSRDGVTVFAPTDGAFSA I IKSGVLNSLTDHQKIELVQFHI IPRILTTANFQTVSNP
ITTLAGSGNRFALNVITTENMVNVTTGLTNTSVSAIVYTDSQLATYQVDKVLLPLD IFAPKPLAPAPAPPKPKKDDG
AESPMVPEDTSGSVICMVHNTLLMFGVGLVAAAIPL

>Potri .019G121300-PtFLA49
MKQQLISSESIFLLELHCASTFAQ I PAAAPAQAPAVVVAPPPAATPTQAAAPHGITNVTKILEKAGHFTIFIRLLRS
TQEESHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLRDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGS
RLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKDIFTSNAPAPAPVAPAPEKPSKAVPAVTVES
PAASVDISSALIFTNNILVGSFGLLASAMFSL

>Potri .019G123100-PtFLA50
MKPQYLLSSESIFLLEFLHCTNTFAQSPAAAPAQAPAVVASPPAATPTQAAAPHGITNVTKILEKAGHFTIFIRLLRS
TQEENHLFSALNDSSTGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGS



RLPLNVTSYPNSVNITTGLTNTSLSGTVYTDNQLATYKIEKVLLPKY IFASNAPAPAPVAAAPEKPTKAVPAATVES
PAASVDISSSLIFTHNLLVGSVGLLASAMFSL

>Potri.011G117800-PtPAG1

MESQGSLCLLWALLACYLESESVAYNSFYVGGNDGWY INPSESYNHWAERNRFQVNDSLVFKYNKGSDSVLRVTKDD
YNSCNTKKPLKTMDSGSSVFQFDKSGPFFF 1 SGNEDNCRKGQKL IVAVLAVRTKQTPTPAYPPATSPKAPSPEGHNP
AQAPSRSSAP IAKPPTSSHVPSVSPVSPSP I ANAPSSNAPTGAPGPSPVTKTPQ I SPVPSKSPSPSPYAKPPAPAHS
PESLTGSPGPSPVPLKSPSPLANTPSPSYHPVASPTPARSPSPSSPTPAKPPSSSTPSPTPESSSGPSLSPRSNEAD
LAPAPAPAASWAATPSTTMVIVASLL ISSA1SGWP

>Potri .006G067300-PtPAG2

MAWAFGKKNHKEWLPP I SYAT IQALYSKHSARSTTRKNR IHLNRKNRLSMARGLNMAFLAATATAALVQTSVAQTTH
TVGDTTGWAIPTGDPAFYSSWAANQTFNVGE I LVFNFMANAHDVAKVTKADYDACTTSSP ISLVETSPARINLDASG
EHYFICNFTGHCSAGQKMMINVSAASSSPSPAPQTSSPAPQPSTPTPQTSSPAPQPSTPTPQPSPSPQPSTPAPQPS
TPAPQPSTPAPQPSTPTPASGPSPPAPTPASGSPPSPPTATPPTPAPASGSPPSPPTATPPSTVAPPNSARSLGFAG
FTTFLSIFVVFLCY

>Potri .018G129200-PtPAG3

MARGLDMAFLAATAVAAL IHGSAAQSTHTVGDTTGWAIPPTGSAFYSTWAASQNFSVDD I LVENFAANTHDVAKVTK
ADYDACTTTSPISLFATPQVRITINASGEHYFLCNFTGHCSGGQKLMINVSAASSSPSPSPAPQTSSPTPQPSTPAP
QPSTPAPQPSTPTPQSSPAPQPSTPTPASSPTPASSPSPPTPASSPl T TPPSSSPPSPPTTTPPTEREBRRNSAT
SLGLAGFTTFLSIFVALCY

>Potri .0186129400-PtPAG4
NMGSTIEVARVVIEGAASEEEHSSKAAVYEVGDSTGWQAPSDTSFYSNWASGKTFTVGDTLTFTFSTTVHDVATVSKSDY
DNCNTASQSNVLTVGPAT I TLNATGNQYYFCTLSNHCTRGQKLAI TVAASSTPSPPGTPPTTPSSERBBRSSSTPER
BBBBSASSSLVATFALVFMSIAISFMYYF

>Potri .001G398800-PtPAG5
MESRRCLCLLWALLACYSFETSSAAYNNSFDVGGKDGWVTNPSESYNHWAEKNRFQVNDSLVFKYNNGSDSVLLVTKD
DYNSCKTKKPLKTMGSGSSVFQFDKSGPYFF 1 SGNEDNCRKGQKMTVVVLSVKPKQAPTPVSQPPAMSPKAPSPVAY
NNPSPAPSKSPSPSAEPPASSQGPSLSP I SPAP I SKTPSGSPLEAPGPSLVPVKSSPPSADTPTLAPSPTSNAPTGP
VPAKSPSLSVSSPYLAPSPFSDAPTGAPGPSPVAMTPHISLVPSGSPASAPGSE I SPSPLTNPPAPSQSPESPSPLA
SAPVVSP I PAKSPSSSTPTPKSSYTPAHSPNSNGADLAPAPAASCVATPSTVMVIVASELIGSV 1GVWP

>Potri .017G011200-PtPAG6

MGSKRESGSLEVMLVLGFLLGVSRGYKFYVGGKDGWATNPSERY SHWAERNRFQVNDTLFFKYKKGSDSVL 1VSKDD
YNSCNTKNP IKSLTDGDSTF I FDRSGPFFF 1 SGNADDCNKGKKL I I'VVMAVRPKPLPPTPYSP ITPASSPQPTSSPP
AVSPDARSPSDSAGPAQAPSTNSKSGSSGLTAGSLSVGLVLGASIGVSFILGGFLRVV

>Potri .017G012300-PtPAG7

MGSKRESGSLEVMLVLGFLLGVSRGYKFYVGGRDGWATNPSERY SHWAERNRFQVNDTLFFKYKKGSDSVL 1VSKDD
YYSCNTKNP IKSLTDGDSSF I FDRSGPFFF 1 SGNADDCNKGKKL I I'VVMAVRPKPLPPTPYSP ITPASSPQPTSSPP
AVSPDARSPSDSAGPAQAPSTNSKSGSSGLTAGSLSVGLVLGASIGVSFILGGFLRVV

>Potri .011G135400-PtPAG8

MAYTTCKDNVEHTLGLLCELLL IQKNNAYPFPVGGPKGWTVPDNTSSKSYFNDWAEHHRFQRGDS I LFVYDASQDSYV
VQVTKEGYENCTAEKPLATFNDGHTVFKFNQSGPHYF I SGNRDHCQKNEKLAVVVLADRSTNATASPPSPGSSDMVP
APTPSSEESPPAGTVD INPTPPPTGAPPNSASSMFVSFFGSMGAFFASSLILAI

>Potri .018G018200-PtPAGY
MASFQRAAVESLVLEMSLLEWGSSQAKDLLYGGKTDAWK IPSSESDSLNKWAGKARFL 1GDSLVWKYDGQKDSVLQVTK
EAYAACNTTNP IEEYKDGNTKVKLDKSGPFYF I SGAEGHCEKGQK 1 VVVVLSQKHKQVGYVGSPAPSPVEFVGPAVA
RTSSASNLKGGLLVALGVLVLGLF

>Potri .001G192100-PtPAG10



MENTGVTEGFAMMVLEFQRSVAQTVYVVGDNDGWTVPQAGAQAY I TWASGKNFMVGDTLTFNFTTNNHDVLRVQKESF
DACTSSNSIGDVISTGPVNITLDSTGEHYY ICT IGRHCQFGQKLAITVSSRTTGASPPSTTPRPPPPRSPTATPSPS
SNNTSDGCAPTPAPSPTSSMIPESLPT IPSPPGSSSSNVLASEMMTMLAAIVGLVE

>Potri .006G067400-PtPAG11
MRSLIVEVVLGAVSLLLRGSEAVDHEVGDTTGWKSPSSTSFYSDWASGKTFALGDTLKFTFTTGAHDVATVSKSDYD
NCNTGSQNNLLTTGPAT I TLNVTGDMYFLCT IAGHCSAGQKLAI TVAAGNTTSPGTERBBBSAASSLVATFALMFVS
IAISLMYCF

>Potri .003G047300-PtPAG12

MAKTAVALEMMMALCGVCEGAGYNVGESDGWT IGVDYNQWASTKKFQVGDTLVFNYNTMFHNVLQVTKQDYESCNVK
SPVATFASGRDF I TLDKAGHSYFVCGFPGHCQAGLKVAISVRASSSQSPDVPSPPSTPRE IPPPPPPQTLSAPGQPN
FHPPPLGSPNVPLPPGFPNFGTPSGPGFPYLPPFESGASLHSSNLKAAMLSY IMTNLFAVFAY

>Potri .014G049600-PtPAG13
MANTASALLILVEAAPAAYAATTYTVGDSSGWSTTFGDYTTWVSGKTFTVGDSLLFKYSSTHTVAEVSKGDYDSCST
SNLGKTYTDGSSTVPLSTAGPMYF ICPTSGHCSGGMKLAITVVAASGTPSTPTTRBMDDGSTTPPTTSGSPPTTPST
TVAPPPPSKSNNGATS ILYNMMLGVFLVEGTTVALMGQ

>Potri .001G419200-PtPAG14

MANTSYOQNKVEHVLEGLLCELLL IQKNNAFQYQVGGGSKGWTVPDNTSSSSKSYYNDWAERTRFRIGDSLLFAYDPSQ
DSVLQVSKGDYENCTTKNP IAAFSDPKTVFTFNHSGHHYF I SGNKDNCLKNEKLVVVVLADRSSNHSANTNQTTAAP
SPSLGYSDMVPAPTPSGVETPPAPAG I AD INPTPAPAGVSPNSASSLFVSF IGSMGAFFASSL ILSF

>Potri .006G184100-PtPAG15
MASHKVALLSS I LVWSLFVTETEARD IMVGGKNYSWK IPSSESDSLNKWAEASRFRVGDTLVWTYDPKKDSVLQVIK
KDYETCNTSSPLVTYKDGNTKVKLDKSGPYYF I SGADGHCEQGQKL I TVWMSMRSHFMG I SPAPSPVEFGGPAVAPT
STGGVNLRGSLGLSFGVLTGLILL

>Potri .006G264600-PtPAG16
MACFQRAVACALVLMSLFVGLSQAKDLLYVGGKTDAWK IPSSESDSLNKWAEKARFLVYGDSLAWKYDGQKDSVLQVTK
EAYASCNTTSPIEEYKDGNTKVKLDRSGPFYF I SGAEGHCEKGQKFVVLVLSQKHRHTG I SPAPSPAEFEGGPAVAP
TSSAYTLRGGFLVAFGVLVLGLILM

>Potri .013G061300-PtPAG17
MASRCVLAIEVLTAATVPMTTLATEY 1 VGDESGWTLGFDYHAWAAGKNFLVGDELVFKYPVGAHNVFKVYNGTEFQNC
1 1PPADRALTSGDDT IVLASPGKKWY I CGVGKHCEFGQKLAITVQSLAPTPSPAPSPLYAKPDEAVKGKRPFFTLRW
w

>Potri .002G161300-PtPAG18

MANERKT ILVVSELTTALCGVSMATVYQVGDSAGWTSMGQVDYQDWAANKNFHVGDTLVFNYNNQFHNVKQVTHQGF
ESCNATSPIATYTNGSDTVTLEKLGHFYF1CGYPGHCQAGQKIDILVAPATSNLGPAPLSQISPSSASTLSFSNLSW
ASGVLLASCLLGFGY

>Potri .001G268700-PtPAG19

MANERKT ILVVSELTTALCGVSMATVYQVGDSAGWTSMGQVDYQDWAASKNFHGGDTLVFNYNNQFHNVKQVTHQGF
ESCNATSPLATYTNGSDTVTLGKQLGHFYFICGYPGHCQAGQKIDILVAPATSNLSPAASPSSASSPYFSNLSWTLG
VLGFCLLGFAY

>Potri .002G052500-PtPAG20
MGSMKKTLAISCEMMALHGVSMASTVYQVGDSVGWTSMGGVDYQDWAADKNFHAGDTLVFNYN 1QFHNVKQVTSQDF
ETCNATFPIATYTSGSDAINLERLGHVYFICGFRGHCLAGQKIDILISPVTSGPSPAHWPLSSRSSASSDLYFENKLY
WTLSVLVLCLSQFAY

>Potri .001G080700-PtPAG21



MAKLVLEVYSLEVVLEGLALTCNAATYMVGDNSGWD I STDLDTWAQSKTFVVGDLLSFQYSSSHSLEEVKKEDFDSCNTT
NVARTFTNGNTTVPLTEPGTRYFVCGNQLHCLGGMKLQVNVEDNQANPP IGAPQAQPAGGTLTQPSSKSNNPASVIP
TSAGSVYGGRDC I1VMAFLGFVATMFWVVRV

>Potri .003G150300-PtPAG22
MGKLVLVESLVWLGLAVTCKAATYMVGDNSGWD ISTD IDTWAQDKTFAVGDVLMFQYSSSHSVDEVKKEDFDSCNTT
NVLRTFTTGNTTVSLTNPGTRYFVCGNKLHCLGGMKLQVNVASNQADSPTGAPQTHPGGN I SQPSSKSNNPASVIPT
SAGSVYGGRDS I VMAFLGFMATLSWAVQV

>Potri .002G101300-PtPAG23
MAGLISRSVPCAILVVLCTVVPILAKDHTVGDSSGWAIGMDYSTWTSGKTFSVGDSLVFNYGGGHTVDEVSASDYST
CTTGNAITSDSSGATTIALKTAGTHYF ICGVPGHCGSGMKVAVTVAAAGSSTSPSSSGTPSSDSTTTSPAGSNVTNY
KPSSNNVPDSSLGINISPFVAIAGTCVAVFVMVE

>Potri .013G030000-PtPAG24
MASCRIEMITATVAVEVPSILATEHMVGDKKGWTLGFNYQTWAQGKAFYVGDTLVFKYTPGAHNVLSVNGTGFEECK
AADDIVPLTTGNDV I TLSTPGKKWY ICSVPGHCESGNQKLF I TVLPQLSSPATSPFPGPTDTSPSGAAGNIASTYYG
LIAAIVGIFGMIMF

>Potri .013G030200-PtPAG25
MASCRIEMITATVAVEVPSILATEHMVGDKKGWTLGFNYQTWAQGKAFYVGDTLVFKYTPGAHNVLSVNGTGFEECK
AADDIVPLTTGNDV I TLSTPGKKWY ICSVPGHCESGNQKLF I TVLPQLSSPATSPFPGPTDTSPSGAAGNIASTYYG
LIAAIVGIFGMIMF

>Potri .019G037800-PtPAG26

MASYQL TALALVTIFLPTLTMAAEH IVGDEQGWTVNFNYTTWASGKVFHVGDTLVFNYKPPHNLFKVDGAGFKDCAA
SGEPMASGND I I TLSSPGKKWY ICGYGKHCSELGQKLV INVEAETPAPTPEPNAAYGLAASCYQIFAAAVAVVAMIA
A

>Potri.TO70900-PtPAG27

MASYQL TALALVTIFLPTLTMAAEH IVGDEQGWTVNFNYTTWASGKVFHVGDTLVFNYKPPHNLFKVDGAGFKDCAA
SGEPMASGND I I TLSSPGKKWY ICGYGKHCSELGQKLV INVEAETPAPTPEPNAAYGLAASCYQIFAAAVAVVAMIA
A

>Potri .007G120200-PtPAG28
MVRTETSLALMAMMLERLEAMAANY TVGGPNGGWDAT TNLQAWAASNQFLVGDNL I FQYGLVHDVNEVSKADYDSCQIT
SPLKSYSGGTTVIPLSSPGKRYFTCATPGHCAGGMKLE IDTLATSTPPPASPLTPPPASPLTPPPASPSLPSPPTTS
TLPPASTDIPPASSPPPE I FNLSPSQSPEMTPTMSPSAPRTSPLTSPTPSPATAPS IDGFMKTPLASSASKESLQRS
LTMGISLVIMMILLAI

>Potri .002G101200-PtPAG29
MEYGLSHLHEISPFHILRALWNQVDLIILTPYLLIPLYNTPNDDPKSNPNTFFSSLLFSRKMAGLISRSVPCAILVY
LCTVWPILAKDHTVGDSSGWAIGMDYSTWTSGKTFSVGDSLVFNYGGGHTVDEVRASDYSTCTTGNAITSDSSGATT
IALKTAGTHYFICGVPGHCGSGMKVAVTVAAAGSSTSPSSGTPSSDGTTTSPAGSNVTNYKPSSNNVPDSSLGINIS
PFVALAGTFVAVFVVVES

>Potri .003G117900-PtPAG30

MASPNKMEMI TATVAVSVPSILATEHLVGDATGWKPGFDYGAWANGKEFHVGDTLVFKYRAGAHNVLRVYNGTGFQEC
KAADDTVPLSSGNDV ISLSTPGKKWY I CGFAEHCESGNQKLAITVLAQLGSPSTSPSPSPTGTSPSGATSGSTVSRY
YGLIVAIVGMVMF

>Potri.0016332200-PtPAG31

MEYRVCLVLVEVAL ITKEAMAAQHVVGGSQGWEESTDFSSWASGQKFKVGDQLVFKYTSGLHSVVELGGESAYKSCG
LGTALNSMNTGNDVVKLNKPGTRYFACGTLGHCGQGMKVKITVESGTAPSTPESPSSSSSPAASSASAMHSYFATFV
LLTALVATSLLYMF



>Potri .008G151000-PtPAG32
MALVKRALALLMSITLAMELIHAAVYKVGDSAGWTT IGNFDYKKWSATKTFQVHD 1 1 LFKYNAQFHNVMRVTHAMYK
ACNTSAPLATYTTGNDSITIKTRGHHFFFCGVPGHCQAGQKVD INVLQSNEMAPTSSVSSSESSPPVPSAKVPGPAP
SNAMPLKALKSPSGN I GLAMAVLATFWINFA

>Potri .017G088500-PtPAG33

MENSGRTT IGKTVLSMAITAVTVMMIVECAAAEQLYKVGSRGWIPNYNYTDWLNQSHEHFYVGDWLLFVFDKHSYNV
LEVNETSYENCNDQGF IKN I TRGGRDVVQLTEARRYYFLSSGGYCWNGMKVA INVEDFAPTPAPASSTENGSPSNIV
SRQMI ILTAFCVALEWMVLFL

>Potri .015G114300-PtPAG34
LELAVIETSLRYLSVYSFEYQIGGNENWVVPPAIDTR1YVDWALGNRFQVGDTAREKDSVMKVRVEDYMKCHSRHPN
FFSSTVYHLNYPASSYF I SGVSGHCEKGQRMI I IKAVEDRFLAIDLAGNGHGVV

>Potri .0106G243600-PtPAG35

MALQRHPCIAITLFAQAT IATEDATSGLRYTVGGS IWS IPPHPDFYCNWSSSHTFY 1GDVLVFDFEYEFFNV 1QVPKL
DYESCTALNPIRILTRSPALAILIHEGVNYY ICNISNYCDLGLRFSVVVHKFYYSTGHSPAPSPLPSLPPSSPPTLS
PYPAPGPSQAGWTDVSQPSVPNNSP I APNAGRRKGLRANSGVTVVGLACALCLGTLFVLL

>Potri .001G187700-PtPAG36
MKITKMASLAVLECTCEVIATGLGNAEKVFKVGDEFGWQEPGQNSSAVYTQWATRNRFQVGDSLSFEYNNDSV IEVD
KWGYYHCDGSKP I VAFNNGHGVFKLDRPGPFYF 1 SGTPNHCMGGQRLL 1EVMGLHHHSPLTATPPAGQLAPSPQPSS
GVFVSVTLGSLSTLLMGTLIALLWCLP

>Potri .003G050500-PtPAG37

MTSLVWEECICE LI TVASMNGLVIAERVFKVGDVFGWQEPGQNSSSLYAQWATRNRFQVGDSLSFDYKNDSVIEVNK
WGYYHCDASKH I VAFNNGNRVFKLDKSGLFYY I SGTPSHCKNGQRLLVEVMGLHHHSPPFIAAPPGYLAPSPQLSSG
VSVSGTLGSLSMALMATLIALLWSLA

>Potri .010G089900-PtPAG38
MALVMRAVALLTVMTLEMEEL IHAAVYKVGDSAGWTASGN I DYKQWSATKTFQVGDV I LFEYNAQFHNVMRVTHAMYK
ACNTSAPMATYTTGNDSI T IKTRRHHFFFCGVPGHCQAGQKVD INVLRSDERAQTPASSSMSSPPVPSAKVAGPASS
NALSLKALRSPFGSFGLAMAVLATFFY INLA

>Potri .013G054500-PtPAG39

MASSQF TAFALVT I ILPTLTMAAEH I VGDDKGWTVNFNYTTWASGKVFHVGDTLVFKYQPPHNLYKVDGNGFKNCVA
SGEALTSGND I ITLGSTGKKWY I CGFGKHCSELGQKLV INVEAEAPAPTP IPNAAYGLAASGYQI 1VAAVAVVAGMI
VA

>Potri .002G092800-PtAGP571
MKTALEITCILATLAVLEANSAQNGSPPKSPAPAPSVYDCSDVAVDMLDCVTYLSDGNAEKPTDSCCAGFEAVLSLDDE
CLCFALKHSADFGVAVNLTRAAALSSECGVSAPPLSRCGKPAAPSPVIEPPTNDQPSAPAPAPSNSDDNGRSAAAPY
TSDVPAQAPAKGKACAVSAPSLVL ISSAVASALSLFLWI

>Potri .003G020200-PtAGP581
MASKKVLSLILLCTISVSCCIWAEGASHRHASAPAPSVDCTTLVLSMADCLSFVSNDSTSKKPEGTCCSGLKTVLGT
DAECLCEAFKSSAQFGVVLNVTKALALPSACKIKAPPASNCGLTTPSPAGAPAGSAAAGPSVYNGVSNELAPAPSPGS
SGSNGLFVSAGSL1VGLVVASFSSF

>Potri .006G261800-PtAGP591

MASPETLAPLILATICSIVSSCESNFPSVLFPSYSHPTPPSSYPAYPPPDNNEPVSPSPSPAYFLPEPVTPSYPAVP
ATPSYPPQTAHPMKPAPSPSAVPAYPGVPASSPPLPTPAASPVSYPPVPAPPEPYPSPPDHKG I KGAYWPSFDGFEA
SSIDTSYFTHIFYAFLLPDPVTFKLNVTPFDQQKIPGFIQNLRTRNPPVKTLLSMGGGGSDATAL IFANLSGAQETR
KVFIDSTIEVARTYGFDGLDLDWEYPANDQEMINLALLVKEWHEALVHEASASGKPRLLLTAAVYYSSQFTTFGLPR
SYPADSINKYVDWINPMCYDYHGTWENFTGPNAALYDPKSNVSTSFG I GSWIQAGVSPKKLVMGLPLYGRTWKLLDP



NVNG IGARAVGKGPEDGILDYYQVLEFNKENNAITVNFDGQTVSYYSYAGGFWVGYDDSI T IDWKVQFARSRGLGGYF
FWALGQDKDW I I SKQASNSWDR

>Potri .005G167500-PtAGP601
MKRSLEIGCILATLALLANSAHHESSPRKSPAPSPSADCTDVAFDMLDCITYLSDGSEAAKPTASCCAGFEAVLSLD
AECLCFALKHSADFGVALNLTRAAALSSKCGVSAPPLSKCGISVPATGAPANPPSSVPEPAPPTESPPYPVIEPATN
NQPSAPAPAPSNSDDNGVSAAAPV I I EVPAQAPAKGMAYSISAPFSVLISCAVASTPLFLWY

>Potri .001G210100-PtAGP611

MASRKVLSLILLECTESISCCSQSPASAPAPSSVDCANL IFSMADCLSFVSNDSTAAKPEGKCCAGLKTVLSTKAECL
CEAFKSSARFD IVLNVTKALSLPSVCKIHAPPASNCGCQLA I SPSGARAPAPGGSAPGLAVNGGGNEQAPAPSPGHS
GSIGFSISVGSL I 1GFVFASFSSF

>Potri .010G085200-PtAGP621

MEREVPISRMIPELAVALAVMILPVYGQ INTACTASVLATFTPCMNFLTNSTAANGTSPTAGCCGALKNLTSNGMDC
FCLIVTGSVPFSIPINRTLAISLPRACNMPGVPVQCKATGSP I PAPGPVTLGPTLSPGVSPSASPEAPVVPEPTPST
LPPVSDTTPLLTPPSSTGDTGAPTSTTGSRPVLTPPSASAPSHSLSPSLLLFAVGFVLEKCY

>Potri .005G003500-PtAGP631
MMAKVASKGLELFFLSLLTLSSSGTFVGFSYNARG I TSAASLGRIVSFLELNKVSASHIRVFAADHRVLSTLSNFNV
SADLYLDDSLVEKLTKSKPSAISWLKAQIVTFLPHVYSSI IVSGNNGLSKLLSALKS IHSVLSSFHVDNEVKVSVAF
SLSFLENLNRTQEKDLRRILGFIKRTTSFVIVETSLDMDVELGMKDLFIQSMIQKVAVATSLLSPNDAPIVMI 1KSL
VIPGAKEVAEFGDRVSKSLENTKIRGQVAGLYAEVSSVEDFAEKELEREHEQ I FPSSRRE ILRNFKTTLHDD 1 INPP
TVFPTNPGSTPPVVTLLPDTPTPTIVTVPATNPVTVTPTNPVSTPLPFPNTTPVNVPPTNPSVNPPPPITNPVTTPA
PITVPGAQPVSPVTTYPAPAGNVPVTAPVTNPVAPPATTNAPAIPGQSWCVARSGVMDTALQSALDYACGMGGADCS
QIQQGGNCYNPNSLQNHASYAFNSYYQKNPVATSCDFGGTATTVNVNPSTGSCIYPSSSSSSSSSTPSLPATTTSPA
NPATTSPANPATTSPANPTTSPPAIGVPGAPPSVLNSSTNPASSFGFNTPPALNSSASKSATLQPFIGCAILVTSEV
ARTIILDN

>Potri .002G059600-PtAGP701
MGGRVIYSLMEFLLGLFLSSGSSVAEMLADENSRQADHGTKQVVVDASSISSTRKDITTPITTVPTIIPTTPTASTP
VINPNSEPDSTSPATMTPMVTPTSTASPVSPGASWC IASQSASPTALQVALDYACGYGGADCSAIQPSGSCYNPNTL
RDHASYAFNSYYQKNPVPSSCNFGGTAVTTSTNPSTGTCQFPSTSTSSSILNTTNSNGATVYGAVPSNPTPSVAARI
NETPHFMSVTFLIVFLAQLTSSLC

>Potri .001G353400-PtAGP711

MASGGAVQCET IFLLYLFLYPGHPSVAEMP ILEP 1QKYEVVGDENRMLISYSETAIQLDAVTGGVP I INPTNPGSGT
TPVVNPVDSPPTPIGTNP IPTTPPAGMVPPAGMVPPATMNPPPATMNPPATTNPPATTNPTSSGGAWCIASPTASET
ALQVAIDYACGYGGTDCSALQPGGSCYNPNT IRDHASYAFNSYYQKNPVPTSCVFGGTAQLTTTDPSSGNCHYASSP
TTPS1SPPVNPAPTPPTPTTPPTPTMMTPT I TSPGGPPTVYGVPEPVGQPSSATS

>Potri .011G078500-PtAGP721
MGSGGGLOQYFSIFLLYLSLYSGHPSVAGTPTLES IQKHK1VGDQENRML ISHAVSTTQLDTITGGVPVINPTTPGTT
PIVNPVDSPPASTGISPIPTTPPAGINPVDSPPAPIGISPIPTTPPAGIMTPVTPNPPASTNPTSSGGQWCIASTIA
SQTALQVAIDYACGFGGADCSAIQPGSGCYNPNTLRDHASYAFNSYYQKNPGSTSCVFGGTAQLTNTDPSNGNCHYE
SSSTTTPSTSSPVNPTPTMTTPATTSFPDGPPAVYGVAEPTGEPSSATSISCSLLLLYSTTAIVGFLVATKHL

>Potri .005G202400-PtAGP731
MGGRVIYSLMFECLLGLFLSSSGSSVTKRSANENSERAGHGSKQVVVLVYNSISGSQKDITTPITTVPTIIPTTSTPLI
NPNSDPDSTSPATITPMVTPTSTTTPVSPGASWCIASPSASPTALQVALDYACGYGGADCSAILPSGSCYNPNTVHD
HASYAFNSYYQKNPVPSSCNFGGTAATTSTNPSTGTCQFPSTSTSSSVLNTTNSNGATVYGAVPSNPAPSGINSLDL
LHLSCCWLKMS1SDICRWCYTDLLLALLAS



