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Supplemental Figure S11. Tomato hypocotyl length under sun and shade treatments.

M82 shows a typical shade response with a significantly longer hypocotyl in the shade (A of 7 mm).
IL 10.1 and BIL 128, which share an overlapping introgression (Supplemental Fig. BIL), do not
significantly respond to the shade treatments. The presence of a response in BIL 033 in combination
with the shared introgression with BIL 128 on chromosome 2, indicates that the gene region
responsible for the lack of shade response in BIL 128 is located in the introgression on chromosome
10. Bars represent means +/- SE with a minimal of N = 22 for each (ANOVA, F; 15, = 44.6, p < 0.001).
Letters indicate differences at the p < 0.05 significance level for Tukey pairwise tests.



