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Introgression Lines

Supplemental Figure S6. Boxplots of the normalized transcript levels for the three landmark
modules. The relative transcript levels of all genes found in each module for the 74 ILs. The y-axis is
the relative transcript level of all eQTL for each IL. (A) Photosynthesis module. (B) Defense, metabolism,

and signaling module. (C) Cysteine-type peptidase activity module. Asterisks represent ILs with a median

transcript level significnatly different from the module mean.



