agactcaatcctcccgtaccactttccacgttgecttccctecaccaacaaaagacatacggagcgagtccatgagecccattcaggacggaa

atccagtttecgecgecggacagcagagaaccttgggegetactetgettegacgectacttateccatecctgaccaacagagcaaacaga

w p s T G K s vw™vM A T S E G P S I L F L P F P G
acacccaagaactgaatcggacagcacaggcaaatcggtgatggcgaccagcgaggggccgagcatcctcttcctcccgttcccgggg
A Q G H ANPMUL Q F GHIRULAY QY G F R P T UL V V T R Y
gcgcagggccacgcgaacccgatgcteccagttecggeccaccgectggettaccagtacggettececgecccacgetegtegtcacecegetac
v L s T A L P P DA P F R YV A AI S D G PF D AG G I R S C L
gtgctctccacggccctgecccececcgacgecgceccctteccgegtggecgecatctccgacggettecgacgecggeggecatteggtegtgecte
b M A E Y W RURULEAV G S ETUL S RL I S D EAIZRE G R P
gacatggcggagtactggcegceggctggaggeggtcgggtcggagactttgtecgeggetcatectcegacgaggegegegaggggeggece
vV R VL VY D P H V A WAIRU RV AUREAGV P A A A F F S Q
gtcagggtgctcegtgtacgacccgcacgtggegtgggegeggegggtggecacgggaggecggegtgeccgeggeggecttettttegeag
p ¢c A VDI F Y G EL HAGIRMAMU®PV TEA AUDA AU RA AILUL YV
ccgtgcgeggtggacatcttctacggggagectgcacgecggggcggatggegatgececgtcacggaggecggacgegecgagegetgetggtg
R 6 A I GV EL AL DDV P P F V V V P E S Q P V F T K A S
cgcggagcgataggggtggagecttgecgectggatgatgtgecgececttegtggtegtgecggagtecgcagecggtgttcaccaaggegteg

I G Q F E G L EDADUD VL VN S F RDTI E P M
attgggcagttcgaagggctggaggatgccgacgacgtgetegtcaattecttcegegacatcgagecaatggtgagtecategttatttg
tttggtcaaggaatggctatttaattcagagcccctcattttegettgecactcactecgaatcattatacaatctgtgetectggttggta
gttcatgtcatcatgcaatcagctaaaaacttcggaaatcacactcaatttttcgaaaattcagttacaaaaaaaggcacaactaaaaaa
tacaatcgaattacacaaagtgcaaatgggtctagggatggggaattaagctacagagcgacgaatcatggggttgaatccectgtgtetg
cacgcacataattttccctttecttttttccaaaatacgtaaactgcacggatctttgagcagatctgacageccggcaaatcccgacaaa

tcgactgtgctctaacaaaatttcagtcgcagtgaaatagcacatccattaatcttacacattttggatttcagtcgcagtgaaatagca

catccattaatcttacacattttggaactaactagagttagaaatttcgcagcaatagtcctccgectgtcactaccaccaaatatttggg UGT33N1F2

ttacccctcgatctttttcaacagatcecctcaagggcagaaatgaacgaatttgetceccatcactttttaaaaaggtacttggttgttgat

E VvV EYME S T WRAIKTI G P TUL P S F Y
agttatgettttccaatcgagcaggaggtagaatatatggagtcaacgtggcgagccaagacgataggcccaaccttgecgteattcetac
L D DDRULUPSNI KIS Y GVFDNILU FDNGG G DA AV CMI KWL D Q
cttgatgacgaccgtctgccatccaacaagtcttatggtttcaatctcttcaacggtggtgatgcagtttgecatgaaatggttggatcaa
Q s M s$s s vVvVv.L VS Y G TV SN YD EJ S QUL EETLGNG L C
cagagcatgtcatctgttgtgcttgtgtcctatgggactgtctccaactacgacgaatcccagctagaggagctaggaaatggactatge
s §s G K P F I W Vv V R S N EAUHI KTILS G ETL KA AI KCZE K K G

agttctggcaagccttttatttgggttgtgagatccaacgaggcacacaaattgtcaggcgaactcaaggcgaaatgcgagaagaaggga

L I V S[Ww Cc P Q L E V L A H K A T

ctaattgtttcttggtgecccccaactecgaggttetggecacacaaggccacgggtaagacaccacaaattegattaattttetettetact

[¢ ¢c F L T H (]

tgatacgaggatttgaaaatgaaaaaactagttaagtgtttaaattttaattcttaaaacattcatccaggttgtttettaacacattgt

| G W N S T L E A I V N G V P V V G I P H W A D Q| P T I A K Y

ggatggaactccacattagaggcgatcgttaacggtgtacctgtagtgggaattccacattgggcagaccagccaaccatcgcgaagtat
vV E S A W D M G V R V X K s L NG Q L R R E E I E R C I K E

gtggagagcgcatgggacatgggcgtgcgagtgaagaaaagcttgaatggacaactaaggagggaggagatcgagagatgcatcaaggag
v ™ DS E R KD E Y T RN A AI KWMOQI KA KETMMHA G G S

gtgatggatagtgagaggaaggatgagtatacaaggaatgccgcgaagtggatgcaaaaggccaaggagacaatgcacgcgggaggaagce
S N K H I A E F A A K Y S s S

tcaaacaaacatattgctgaattcgctgctaagtattcegtcaagt] aagttatagctatgcaatcttttacttcatgataaataatta

cgcaatgatttgttattcacaaaatgtttagggccgaaggagcacacatttgccctacatattttggataacctaatcatacctectaca

tcatttctggtctttgtcactttttacttttggatgtttcgaaagtgggagttttcactgtttttt

1

3300 N2Ftl

3300_N2Rt1l
UGT33N1R1

Supplementary Figure S1. Nucleotide and deduced amino acid sequences of the Bradi5g03300 gene. Bradi5g03300
nucleotide sequence is presented as small-case letters and the corresponding protein sequence is indicated above in
upper-case letters. Start and Stop codons as well as the initial Methionin residue are indicated in white letters with a
black bottom. Introns are shaded in gray. The amino acid residues of the PSPG domain are shown by a black box. The
primers used to amplify the region submitted to the TILLING screen are indicated by bold and underlined letters:



Primers UGT33N1F2 and 3300 N2Ft1 are in the forward orientation whereas primers 3300 _N2Rtl and UGT33N1R1
are in the reverse orientation.



