
S1 Table. Yeast strains used in this study. 
Name Genotype Source	
 	
 	
 	
 	
 	
 	
   
10B MATα ade2 trp1 can1 leu2 his3 ura3 GAL psi+ HOp-ADE2-HO 3' UTR [1] 
10BD MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 [1] 
10BD-ds  MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 SCD6/scd6∆::CgHIS3 This study 
10BD-sh  MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 SCD6/scd6∆::CgLEU2 HMT1/hmt1∆::CgHIS3 This study 
10BD-dh  MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 HMT1/hmt1∆::CgHIS3 This study 
10BD-dsh  MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 SCD6/scd6∆::CgHIS3 
 HMT1/hmt1∆::CgTRP1 This study 
10BD-s  MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 SCD6/scd6∆::CgLEU2 This study 
s-DCP2 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 SCD6/scd6∆::CgLEU2 DCP2/DCP2-GFP::HIS3 This study 
d-DCP2 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 DCP2/DCP2-GFP::HIS3 This study 
ds-DCP2 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 SCD6/scd6∆::CgHIS3 
 DCP2/DCP2-GFP::HIS3 This study 
h-DCP2 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 HMT1/hmt1∆::CgHIS3 DCP2/DCP2-GFP::HIS3 This study 
dh-DCP2 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 DHH1/dhh1∆::CgLEU2 HMT1/hmt1∆::CgHIS3 
 DCP2/DCP2-GFP::HIS3 This study 
10BD-h MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 HMT1/hmt1∆::CgHIS3 This study 
h-S MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 HMT1/hmt1∆::CgHIS3
 SCD6/SCD6-mCherry::natNT2 This study 
10BD-HMT1 MATa/MATα ade2/ade2 trp1/trp1 can1/can1 leu2/leu2 his3/his3 ura3/ura3 HMT1/HMT1-13myc::kanMX6 This study 
s-1 MATa ade2 trp1 can1 leu2 his3 ura3 scd6∆::CgLEU2 This study 
10B-S MATα ade2 trp1 can1 leu2 his3 ura3 GAL psi+ HOp-ADE2-HO 3' UTR SCD6-mCherry::natNT2 This study 
h-1 MATa ade2 trp1 can1 leu2 his3 ura3 hmt1∆::CgHIS3 This study 
ds-1 MATa ade2 trp1 can1 leu2 his3 ura3 dhh1∆::CgLEU2 scd6∆::CgHIS3 This study 
10B-DCP2 MATα ade2 trp1 can1 leu2 his3 ura3 GAL psi+ HOp-ADE2-HO 3' UTR DCP2-GFP::HIS3 This study 



s-DCP2-1 MATa ade2 trp1 can1 leu2 his3 ura3 scd6∆::CgLEU2 DCP2-GFP::HIS3 This study 
d-DCP2-1 MATa ade2 trp1 can1 leu2 his3 ura3 dhh1∆::CgLEU2 DCP2-GFP::HIS3 This study 
ds-DCP2-1 MATa ade2 trp1 can1 leu2 his3 ura3 dhh1∆::CgLEU2 scd6∆::CgLEU2 DCP2-GFP::HIS3 This study 
h-DCP2-1 MATa ade2 trp1 can1 leu2 his3 ura3 hmt1∆::CgHIS3 DCP2-GFP::HIS3 This study 
dh-DCP2-1 MATa ade2 trp1 can1 leu2 his3 ura3 dhh1∆::CgLEU2 hmt1∆::CgHIS3 DCP2-GFP::HIS3 This study 
HMT1-1 MATα ade2 trp1 can1 leu2 his3 ura3 HMT1-13myc::kanMX6 This study 
PJ69-4A  MATa trp1-901 leu2-3,112 ura3-52 his3-200 gal4D gal80D LYS2::GAL1-HIS3 GAL2-ADE2 met2::GAL7-lacZ [2] 
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