
> 3 overlap

MDM2

(193)
PIAS1

(158)

PIAS2

(274)

STUB1

(139)

SPOP

(133)

NEDD4

(190)

UPS26

(15)

≥2 overlap

MDM2

(193)

STUB1

(139)

SPOP

(133)

NEDD4

(190)

UPS26

(15)

AR
E3 ligase 

specifically 
targets AR

miRNAs target 
≥2 E3 ligase

8 miRNA 
candidates

a

Supplementary Fig 1

b

Non-meta Meta
7.0

7.5

8.0

8.5

9.0

12

**

HCC metastatic status

m
iR

-3
02

a 
ex

p
re

ss
io

n
(L

o
g

2 
in

te
n

si
ty

)

Non-meta Meta
7

8

9

10

12

14
**

HCC metastatic status

m
iR

-3
02

b
 e

xp
re

ss
io

n
(L

o
g

2 
in

te
n

si
ty

)

Non-meta Meta
150

250

350
500

1500

2500
*

HCC metastatic status

m
iR

-3
02

c 
ex

p
re

ss
io

n
(L

o
g

2 
in

te
n

si
ty

)

Non-meta Meta
100

300

500
1000

3000

**

HCC metastatic status

m
iR

-3
02

d
 e

xp
re

ss
io

n
(L

o
g

2 
in

te
n

si
ty

)



c

SKhep1 HA22T

HepG2 Huh7

SNU398 SNU423

d

0

2

4

6

SKhep1
HA22T
HepG2
Huh7
SNU398
SNU423

m
iR

-3
67

-3
p

 e
xp

re
ss

io
n

Group I Group II

e



a

b

Supplementary Fig 2

c

IH
C

: p
A

K
T

IH
C

: p
E

R
K

IH
C

: A
R

400X

- + ++ +++

IHC staining grades

1.00 0.68 1.00 0.62

0.88 1.00 1.00 0.75

1.00 0.86 0.97 1.00

1.00 0.89 0.96 1.00

0.84 1.00 0.94 1.00

0.60 1.00 1.00 0.93

pLKO.1-shAR

SKhep1

+ +--

GAPDH

HA22T

AR

TGFβ1

pLKO.1-367

SKhep1
+ +--

GAPDH

HA22T

PTEN

Cox-2

NF-κB

p27



Supplementary Fig 3

a

pLKO.1-367

SKhep1

+ +--

GAPDH

HA22T

p53

1.00 0.22 0.88                  1.00



Supplementary Fig 4

b

a



Supplementary Fig 5

pLKO.1-367

SKhep1

+ +--

HA22T

Fig. 3c

0.24 1.00 0.29 1.00

0.52 1.00 0.55 1.00

0.40 1.00 0.63 1.00

1.00 0.35 1.00 0.26

0.82 1.00 1.00 1.00

1.00 0.69 1.00 0.46

1.00 0.61 1.00 0.37

0.97 1.00 1.00 0.50

p-Akt (S473)

GAPDH

AR

PHLPP

FKBP5

Akt

TGFβ1

p-ERK 
(Thr202/Tyr204)

ERK



Fig. 3d
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