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Figure S5
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Figure S6
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Figure S8
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115 —

80 —

115 —

80 —

oI |

115 —

80 —

N
a « P LA A
& S o9 QS
& ¢ ¢ LR
kDa = - - + 4+ PNGase F
115 -
a-DISC1
low exposure
115 —
a-DISC1
high exposure
— a-DAT < glycosylated
70 —
50 — <€~ deglycosylated
40 a-V5 (DAT)
d S $ Vﬁb S S Vﬁb
R @Q,z,& & K & ,§0 &
& g fx & s fx
X o S L QL S o o ' Q &
R Q 3> & Q 3 Q > & Q
T & LY J & e ey
L Q S& W& £ Q SEVW 9
kDa 1.3 1.3 0.85 0 1.3 1.3 085 0 sucrose [M]
115 — ]
W VS - =l - W
1??,: a-DISC1
H L H — )
80 — 4 H 4 a-Na/K-ATPase
=R - :
Y T BE B
: i1 T i a-DAT

without detergents

with detergents

preclearing

a-DISC1
low exposure

a-DISC1
high exposure

o-DAT

a-Na/K ATPase



Figure S12

a

b
- - - o
- - - o

a-DISC1 “3D4” no prim. AB a-DISC1 “3D4” no prim. AB a-DISC1 “3D4” a-TRIOBP

tgDISC1
no prim. AB
a-DISC1 “FFD5”

neg. control
a-DAT
no prim. AB

a-DISC1 “FFD5”




Figure S13
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distance moved [cm]

kDa

140 mPFC
115 a-Discl
- —

115

Disc1 band intensity [AU]

1500

1000+

o
o
=

*x%k
|

saline d-amph

d-amph

Disc1 band intensity dStr [AU]

600+

500

400

300+

200

100+

[ saline
@ d-amphetamine

0O O

0 500 1000 1500 2000

distance moved [cm]

saline

70,
601
501
40;
30;
20;

insoluble fraction
mPFC

I

saline d-amph

Disc1 band intensity [AU]

500

400

300

200

100

dStr

a-Discl

insoluble fraction
dstr

*%
| — |

T

saline d-amph



	s1
	s2
	S3
	s4
	s5
	s6
	s7
	S8
	S9
	S10
	s11
	S12
	s13
	S14
	s15
	s16
	S17

