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Supplementary Table 1. List of sequenced genes

ABL1 CDH1 ERBB4
AKT1 CDKN2A EZH2
ALK CSFIR FBXW7
APC CTNNB1 FGFR1
ATM EGFR FGFR2
BRAF ERBB2 FGFR3

FLT3
GNAI1
GNAQ
GNAS
HRAS
HNF1A

IDH1
IDH2
JAK2
JAK3
KDR
KIT

KRAS
MET
MLH1
MPL
NOTCH1
NPM1

NRAS
PDGFRA
PIK3CA
PTEN
PTPN11
RB1

RET TP53
SMAD4 VHL
SMARCBI1

SMO

SRC

STK11

Supplementary Table 2. Effect of TP53 status and stage on DRFS (multivariate analysis, Cox-regression)

Clinical variable

Stage
1
1IA
1IB
1IIA
IC

TP53 status
Wild type, high mRNA expression
Wild type, low mRNA expression
Missense, high mRNA expression
Missense, low mRNA expression
Deletion, high mRNA expression
Deletion, low mRNA expression

Hazard ratio

1.0
1.02
2.59
711
21.91

1.0

1.63
6.73
0.69
0.94
2.45

95% Confidence interval

NA
0.32-3.24
0.81-8.27
1.89-26.68
5.08-94.54

NA
0.57-4.66
1.67-27.10
0.22-2.20
0.18-4.84
0.28-21.50

p-value

< 0.001

0.057

DREFS, distant recurrence-free survival.
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Ji-Yeon Kim, TP53 Mutation and Expression in TNBC Patients

Received curative surgery for invasive breast cancer at
samsung medical center from 2000 to 2004 (n=1,889)

[ NonTNBC(n=1500) |

| TNBC (n=389) |

‘ No-adjuvant CTx (n=14) ‘

‘ Adjuvant CTx (n=375) ‘

‘ Revised pathology (n=57) ‘

| TNBC (n-=318) |

‘ Not available tissue (n=115) ‘

‘ Available tissue for IHC/Nanostring (n=203) ‘

| Failed DNA extraction (n=29) |

‘ Available tissue for IHC/NanoString/AmpliSeq (n=174) ‘

Supplementary Fig. S1. Patient cohort (n=174). TNBC, triple-negative breast cancer; CTx, chemotherapy; IHC, immunho-
histochemistry.
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