Supplementary Table 1.

Clinico-pathological characteristics. mutation status and FGA in 160 UC.

Sample ID Gender  Ageatomset  Stage!  Grade Smoking Tumor seauence cis FGFR3 status P53 status’ PIK3CA status RAS status TSCI status AKTI status FGA (%) FGA eroup’
9% M 84 1 3 Yes Primary Unknown Yes wT wT wT wT wT 1276657061 c
95 M 53 2 3 Yes Recurrence No Yes wT wT wT wT wT 14.67203682 c
3 M 61 a 3 Unknown Recurrence Unknown wT wT wT wT wT 13.4870317 c
137 M 81 2 3 Yes Primary Unknown PE2TIK wT wT wT wT 6449567723 D
140 F 84 1 3 Yes Primary Unknown wT PES42K wT wT wT 14.03912543 c
228 M 87 1 3 Yes Recurrence No wT wT wT wT wT 19.59654179 c
239 M 59 a 1 Yes Primary No wT wT KRAS pGI2R wT wT 0 A
243 M 64 1 3 Yes Primary Yes wT wT wT PpV24fs wT 14.61095101 c
264 M 63 a 2 Yes Primary No wT PES4SK KRAS pG12V wT wT 181556196 B
271 M 57 4 3 Yes Primary Yes At diagnosis PKIZN wT wT wT wT 2045454545 c
287 M 69 a 2 Yes Recurrence Unknown wT wT wT wT wT 1723342939 c
291 F 75 2 3 Yes Primary Yes wT wT wT wT wT 2285302594 c
299 F 85 a 2 No Recurrence No wT wT wT wT wT 8.242074928 B
312 M 56 a 2 Yes Recurrence Unknown wT wT wT wT wT c
315 M 73 1 3 Yes Primary Unknown PR2I3* or pR2I3W pDIOITH wT wT wT 16.858458 c
339 M 70 a 2 Yes Recurrence Unknown wT wT wT pQs55* wT 8.386167147 B
344 F 74 1 3 No Recurrence Yes wT wT wT wT wT 2033947066 c
355 F 70 3 3 Yes Recurrence No wT PR2SOT wT wT wT wT 5115273775 D
358 F 73 a 2 Yes Primary Unknown wT wT wT wT wT wT 1475504323 c
359 F 75 a 2 Yes Primary Unknown p5249C wT wT wT wT PEITK 0115273775 A
360 M 69 2 3 Yes Primary Yes wT wT wT wT wT wT 2691642651 c
364 F 67 3 3 No Primary Yes wT pEI9S* PES4SK KRAS p.GI2S pSI5C wT 2587896254 c
366 F 89 a 2 Yes Primary Unknown wT wT wT wT wT wT 17.03170029 c
385 F 75 1 2 Yes Primary No p5249C wT wT wT wT wT 7377521614 B
397 M 58 a 2 Yes Recurrence Unknown pS249C wT PpES42K: p.ES4SK. KRAS p.G12D wT wT 0 A
406 F 84 a 2 Yes Primary No pS249C wT wT wT wT wT 3.688760807 B
a1 M Unknown 1 3 Yes Recurrence Unknown wT wT wT wT wT wT 7160529344 D
a7 F 88 4 3 Yes Primary Unknown Yes wT wT PES4K KRAS pG12V wT wT 2317002882 c
418 F 73 1 3 Yes Primary Unknown wT wT PES4SK wT wT wT 7.550432277 B
433 M 78 2 3 Yes Recurrence Unknown .S249C: p.Y375C wT wT wT wT wT 19.41887227 c
438 F 73 2 3 Unknown Primary Unknown PY3T5C pH214R; pR28OK wT wT wT wT 2420394813 c
454 M 56 a 2 Yes Primary No pGIT2C wT PES42K wT wT wT 0345821326 A
457 M 67 1 2 Yes Primary Unknown S249C wT PMI0431 wT wT wT 12.96829971 c
461 M 53 1 3 Yes Primary No pS249C wT wT wT wT wT 9193083573 B
468 M 53 1 2 No Primary Unknown wT wT wT wT wT wT 530259366 B
482 F 81 a 3 No Primary Yes S249C wT wT wT wT wT 2449567723 c
489 F 7 a 3 No Primary Yes wT PEISOK PES4SK wT wT wT 0 A
494 F 68 a 2 Yes Primary No p5249C wT wT wT wT wT 0317002882 A
498 F 7 3 3 No Primary Unknown At diagnosis wT wT wT wT wT wT 16.08069164 c
500 F 6 2 3 Yes Primary No pS249C wT wT wT Splicing error (¢.509-527de120) wT 1237054085 c
504 F 62 2 3 Yes Primary No wT wT wT HRAS pGI3R wT wT 3147295742 D
s1 M 75 a 3 Yes Primary No pS249C wT wT i’ wT wT 18.06916427 c
513 M 63 2 3 Yes Primary Yes wT wT PpES4K wT wT wT 2968929804 c
518 M 66 a 2 No Primary No PKOS2E wT PES42K wT wT wT 0 A
519 M 69 1 3 Unknown Primary Yes PR2ASC pE298* wT wT wT wT 32.53739931 D
529 M 74 a 2 Yes Primary No pS249C wT wT wT wT PEITK 14.52449568 c
536 M 79 a 2 No Primary Unknown pS249C wT PES4SK wT wT wT 0 A
540 M 64 a 2 Yes Primary Unknown pS249C wT wT wT PYISS* wT 1501440922 c
554 M 79 1 2 Yes Primary No pS249C wT wT wT wT 9250720461 B
561 M 64 1 3 No Primary Unknown wT wT PHI4TR HRAS pGI3V wT wT 1129682997 c
567 M 75 1 3 Unknown Recurrence Yes Yes wT wT wT ¥ wT wT 3100864553 D
571 F 88 1 3 Yes Primary Unknown p5249C wT wT wT PpS§TI* wT 10.69164265 c
572 M 61 1 3 Yes Primary No pS249C PpR249S wT wT PY195% wT 19.0778098 c
575 F 61 a 2 Yes Primary Unknown PR2ASC wT PES4SK wT wT wT 2247838617 B
577 F 91 3 3 No Primary Unknown wT PEISOK wT wT wT wT 2449567723 c
578 M 66 a 2 Yes Primary No Yes PY3T5C wT wT wT wT wT 0979827089 B
579 F 74 1 2 No Primary No S249C wT PES4SK wT pQs5S* wT 9193083573 B
584 M 7 a 3 Yes Primary No p5249C wT wT wT wT 0 A
588 F 89 2 3 No Recurrence Yes wT Splicing error (c.375+5 G>A) wT wT wT wT 4349827388 D
589 M 70 1 3 Yes Primary No wT wT wT wT wT wT 1648414986 c
593 M 75 1 2 Yes Primary Unknown pS249C wT wT wT wT wT 1236311239 c
594 M 74 2 3 Yes Primary Unknown wT wT wT wT wT wT 63.54466859 D
595 M 73 4 3 Yes Primary Yes At diagnosis wT P.S90fs wT wT Splicing error (c.1317G>A) wT 7105868815 D
636 M 66 a 3 Yes Primary Yes PY3T5C wT PES4SK wT wT wT 2103746398 c
643 F 79 a 2 No Primary Unknown pGIT2C wT PES42K wT wT wT 0 A
653 M 76 3 3 Yes Primary Yes wT PMIEY* wT wT wT wT 3417721519 D
657 F 84 a 2 No Primary Unknown wT wT PQO4IR wT wT wT 1435158501 c
658 F 57 a 2 Unknown Primary Unknown pS249C wT PES42K wT wT wT 023054755 A
672 F 40 a 2 Yes Primary Unknown wT wT wT HRAS p.Q6IR wT wT 0172910663 A
675 M 58 a 2 Yes Primary Unknown PR2ASC wT wT wT p.S289* wT 734870317 B
677 M 68 3 3 Yes Primary No wT PESI* wT wT wT wT 1126801153 c
695 F 80 a 2 No Primary No wT wT wT wT wT wT 7.665706052 B
701 M 81 3 3 Yes Primary Yes wT PR249S wT wT wT wT 4833141542 B
718 F 81 a 2 Yes Primary Unknown Yes pS249C wT wT wT wT wT 2334293948 c
734 M 75 a 3 No Primary Unknown wT wT wT wT wT wT 36.08069164 D
736 M 62 a 3 Yes Primary Unknown PY3T5C wT wT HRAS p.GI2S wT wT 6300345224 B
741 F 39 3 3 No Recurrence No Yes wT PR2T3H wT wT wT wT 58.50144092 D
778 M 55 3 3 Yes Primary No PSITIC wT wT wT PQUSI* PEITK 1530259366 c
798 M 69 1 3 Yes Primary Yes wT PYI63C wT wT pSSIIfs wT 50.31700288 D
806 M 43 1 3 Yes Recurrence No wT wT wT wT wT wT 2567723343 c
811 F 73 a 2 Yes Primary Unknown pS249C wT PHI4TR wT pF216L wT 0028818444 A
818 M 81 4 3 Yes Recurrence Unknown At diagnosis wT wT wT wT ' wT 2780979827 c
826 M 67 3 3 Yes Primary Yes Yes wT wT wT wT P.L38SL (somatic) wT 1475834292 c
837 M 75 a 1 Yes Primary Unknown S249C wT wT wT wT wT 2795389049 B



844 F 7 a 2 No
848 M 87 2 3 Yes
860 M 70 a 2 Yes
866 M 65 1 3 No
868 M 79 a 2 Yes
884 M 82 1 3 Unknown
893 M 70 2 3 No
894 F 77 a 1 No
924 F 91 a 2 No
930 M 80 1 3 Yes
933 F 74 a 2 Yes
934 F 54 a 2 Yes
944 M 49 3 3 Yes
961 M 70 a 2 Yes
963 F 68 a 2 No
966 M 7 a 2 No
969 M 62 1 3 Yes
979 M 76 1 3 Yes
980 F 44 a 2 No
983 M 74 1 2 Unknown
989 M 7 a 3 No
1006 M 70 a 2 Yes
1010 M 66 1 3 Yes
1021 M 7 1 3 Yes
1025 F 86 1 2 No
1028 M 65 1 3 No
1033 M 74 1 3 Yes
1043 M 79 a 3 Yes
1044 M 68 a 2 Yes
1046 M 7 a 2 Yes
1049 F 70 4 3 Yes
1052 F 62 1 3 Yes
1072 M 87 a 3 Yes
1073 M 69 a 3 No
1079 F 96 a 3 No
1081 F 79 1 3 Yes
1082 F 46 a 3 Yes
1094 F 67 1 3 Yes
1103 M 45 a 3 No
1109 M 68 2 3 Yes
s M 85 1 3 Yes
1126 M 85 3 3 Yes
1129 M 60 1 3 Unknown
1138 M 7 1 3 Yes
1145 M 67 1 3 Yes
1148 F 81 3 3 Yes
1153 M 79 1 3 Yes
1157 M 85 2 3 Yes
1161 M 76 1 3 Unknown
1210 F 68 1 3 Yes
1212 M a8 1 3 Yes
1220 M 59 1 2 Yes
1229 M 90 1 3 Yes
1230 M 62 1 3 Yes
1234 M 78 1 3 Yes
1248 F 84 3 3 No
1264 F 65 1 3 Yes
1267 M 7 2 3 No
1298 M 75 a 3 Yes
1300 M 53 1 3 Yes
1301 M 76 4 3 Yes
1310 M 89 1 3 Yes
1311 M 58 1 3 Yes
1315 M 64 1 3 Yes
1317 M 47 3 3 Yes
1320 M 68 1 3 Yes
1321 F 82 2 3 Yes
1322 M 59 4 3 Yes
1324 M 59 1 3 No
1325 M a2 1 3 Yes
1338 F 68 3 3 Yes
1342 M 68 1 2 Yes
1345 M 67 1 2 Yes
1349 M 77 1 3 Yes
1352 M 78 2 2 Yes
1366 M 68 3 3 No
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! If eystectomy was not peformed then staging of tumours >T2 was inferred from CT scan.
*Variants ¢.637 C>T and ¢.639 A>G were both detected in sample 312

“FGA group:
A=<10%
1.0-<10%
10-30%
D=>30%




