
Figure S1 Relationship between the proportion of positive samples per Bartonella species that were 
sequenced per host species per site, and the number of variants for that Bartonella species that were 
detected. Symbols are colour-coded by Bartonella species, with different symbol shapes for host 
species. A GLM revealed no significant association overall or within each host species or 
Bartonella species subset (see Appendix S1). 
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