Figure S2
HRAS G12V TP53 M105l and G112D

- B _
chrll chr11:534,264-534,311 c«:‘ B« »&0O =@ | Sl #= B a7 chr17:7,577,541-7,577,598 ‘Go ft <« » @O x @ | S &
pisa  pI52 143 BI3 P12 PILZ pILAL Q22 QI3 qi3A4 Gl qraz I 22l 223 233 azal a2a3 b1 E m— FITZ piLL aiT [IEIRCT IR R i v G2z azsl 4253 a7Z a o T
49bp 59bp
suamm suamt S0t S0t sustom » rsssate 157750080 Tmsmb Temssotn st
L I L L L I L I L L L 1 1 1 1 1 1 L 1 L 1

MCF10A

MCF10neoT

MCF10AT1

MCF10DCIS.com

MCF10Ca1a

MCF10Ca1d

MCF10Ca1h

C MAP3K12 A662D D PCSK5 M452i
B a2 (mlz:s;.375,579»53,375.525'Gv Cﬂ‘ ft « » @O x @ | Bl F B o B chr9:78,771,979-78,772,028 lGV\co‘ ft « » @O x @ | Bl E

PI337 132 pl23  pi2l  pII2L al2 qi3Ar G327 qid2  qi5 [p=2 aZi32 a2z a2 Al @A 92437

MCF10A =

MCF10neoT =

MCF10AT1

MCF10DCIS.com

MCF10Ca1a

MCF10Ca1d

MCF10Ca1h




E

MCF10A
MCF10neoT
MCF10AT1
MCF10DCIS.com
MCF10Cala
MCF10Ca1d

MCF10Ca1h

MCF10A
MCF10neoT

MCF10AT1

MCF10DCIS.com

MCF10Ca1la

MCF10Ca1d

MCF10Ca1h

PIK3CA H1047R

eV

B s B chr3:178952,050-178952119 Go £t <« » @ [ ® 2 |
T Ry L L

Sl g &

T1bp
R ) e e e

sty ) et e ) e

VPS13A Q2850H

eV

B oo B chro:79,984,303-79,984,352 Go‘ ft « » @O X @ |

B E

PTPRD M118lI

6V
G ft « » @O x 2 |

F B o B cho:8.341,851-8,341,900 Bz

|| 2 »: P2L3 p2Ll PISZ P12 BILL ar, a3 @iz qfl. 2135 2231 a3l @33 a3l 333 asdl

510p

B [EREEY satsmy Bastssby Baarss0ty
I |

EPHA7 A713S

I I B e B ch6:93,967,170-93,967,230 Go‘ f <« » @O X @ |

1L
rrent genome

| = R (|

62bp

LR 93967, 100bp 9967,190bp 99672008 99672108 99672208 996723
I I I I I

TTTTTIR
T T T T T T T LT T T T T T TN

T T T T T T T LTI TTIR
T e L L LT LT LT TR
T T T T T L TTTTR

oo ]
T T T T LTI [ []]




