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S1 Fig. Sequencing alignment of K13 propeller region at amino acid position 435-690. The P. falciparum
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KB1-K13 = GGNNYDYKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB2-K13 B GGNNYDYKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB3-K13 = GGNNYDYKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB4-K13 = GGNNYDYKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB5-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB6-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGS S
KB7-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB8-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB9-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB10-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB11-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB12-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGS S
KB13-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB14-K13_ [§ GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB15-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB16-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB17-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB18-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGS S
KB19-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB20-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KB21-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM1-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM2-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM3-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM4-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM5-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM6-K13 = GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM7-K13 F GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSSs
KM8-K13 B GNNYDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM9-K13 = YDYKALFETEV|YDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM10-K13 F YKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM11-K13 B YKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGS S
KM12-K13 = YKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM13-K13 F YKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM14-K13 B KALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM15-K13 = KALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSSs
KM16-K13 B ALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM17-K13 = NYDYKALFETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM18-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM19-K13 F FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM20-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM21-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM22-K13 B FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM23-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM24-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM25-K13 B FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM26-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM27-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM28-K13 B FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
KM29-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
K1-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS
3D7-K13 = FETEVIYDRLRDVWYVS PRRNNCGVTSNGR GGYDGSS

S1 Fig. Sequencing alignment of K13 propeller region at amino acid position 435-690. The P. falciparum
3D7 and K1 strains are the artemisinin sensitive control. KM, Kota Marudu isolate and KB, Kalabakan
isolate.
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KB2-K13 RMKAWVEVA
KB3-K13 RMKAWVEVA
KB4-K13 RMKAWVEVA
KB5-K13 RMKAWVEVA
KB6-K13 RMKAWVEVA
KB7-K13 RMKAWVEVA
KB8-K13 RMKAWVEVA
KB9-K13 RMK AWV EV
KB10-K13 RMK AWV EV
KB11-K13 RMK AWV EV
KB12-K13 RMK AWV EV
KB13-K13 RMK AWV EV
KB14-K13_ RS ZRIAVA =AY
KB15-K13 RMK AWV EV
KB16-K13 RMK AWV EV
KB17-K13 RMK AWV EV
KB18-K13 RMK AWV EV
KB19-K13 RMK AWV EV
KB20-K13 RMK AWV EV
KB21-K13 RMK AWV EV
KM1-K13 RMK AWV EV
KM2-K13 RMK AWV EV
KM3-K13 RMK AWV EV
KM4-K13 RMK AWV EV
KM5-K13 RMKAWVEV
KM6-K13 RMK AWV EV
KM7-K13 RMK AWV EV
KM8-K13 RMK AWV EV
KM9-K13 RMK AWV EV
KM10-K13 RMK AWV EV
KM11-K13 RMK AWV EV
KM12-K13 RMK AWV EV
KM13-K13 RMK AWV EV
KM14-K13 RMK AWV EV
KM15-K13 RMK AWV EV
KM16-K13 RMK AWV EV
KM17-K13 RMK AWV EV
KM18-K13 RMK AWV EV
KM19-K13 RMK AWV EV
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