
Supplemental Figure Legends 

 

Supplemental Figure S1. Distribution of ppm mass accuracy for all identified 

spectra. 

 

Supplemental Figure S2. Reverse volcano plot of all quantified protein 

identifications comparing PM and TM results.  Shown in a red dotted line is the 

>0.05 pvalue cutoff, resulting in the 635 proteins deemed differentially abundant 

between PM and TM preparations.  

 


