
Lead SNP! Gene Target! Regulatory Circuitry ! (Continued)!
rs10201872! SP100! PreSTIGE! Lead SNP! Gene Target! Regulatory Circuitry !
rs10488631! IRF5! Hi-C! rs4308217! ILDR1! Super!
rs1077667! C3! Super! rs4656940! CD244! PreSTIGE, Hi-C!
rs1077667! GPR108! Super! rs4656940! CD48! Super!

rs10892279! TRAPPC4! Hi-C! rs4656940! LY9! PreSTIGE, Hi-C, Super!
rs10892279! UPK2! Hi-C! rs4656940! SLAMF7! PreSTIGE, Super!
rs10995271! ADO! Hi-C! rs4680534! IL12A! Hi-C!
rs11150589! SEPHS2! Super! rs4780355! RMI2! Super!
rs11175593! LRRK2! PreSTIGE! rs4781011! CLEC16A! Hi-C!
rs11203203! RSPH1! Hi-C, Super! rs4781011! DEXI! Super!
rs11203203! TMPRSS3! Hi-C, Super! rs4781011! FAM18A! PreSTIGE!
rs11755724! RREB1! Hi-C! rs4810485! CD40! Super!
rs11860650! ITGAD! PreSTIGE! rs4810485! NCOA5! Hi-C!
rs12025416! ATP1A1OS! PreSTIGE! rs4953911! MGAT5! Super!
rs12456021! ALPK2! Super! rs6074022! CD40! Super!
rs12531711! IRF5! Hi-C! rs6074022! NCOA5! Hi-C!
rs12711490! IRF8! Super! rs615672! HLA-DQA1! Super!
rs12928822! RMI2! Super! rs615672! HLA-DQB1! Super!
rs13239597! IRF5! Hi-C! rs615672! HLA-DRB1! Super!
rs13277113! FAM167A! Super! rs630923! TRAPPC4! Hi-C!
rs13333054! IRF8! Super! rs630923! UPK2! Hi-C!
rs1335532! ATP1A1OS! PreSTIGE! rs6445975! PXK! Super!
rs13428812! DNMT3A! Super! rs6498169! CIITA! Super!
rs16940202! IRF8! PreSTIGE! rs6498169! DEXI! Super!
rs1738074! RSPH3! Hi-C! rs660895! HLA-DQA1! PreSTIGE, Super!

rs17445836! IRF8! Super! rs660895! HLA-DQB1! Super!
rs17810546! IL12A! Hi-C! rs660895! HLA-DRB5! PreSTIGE, Super!
rs2176082! PXK! Super! rs660895! HLA-DRB6! PreSTIGE, Super!
rs2283792! YPEL1! Super! rs6716753! SP100! PreSTIGE!
rs2284553! IL10RB! Hi-C! rs7155603! FLVCR2! Super!
rs2297441! C20orf195! Super! rs7172677! C15orf39! Super!
rs2300747! ATP1A1OS! PreSTIGE! rs7200786! SOCS1! Super!
rs2413583! PDGFB! Super! rs7238078! ALPK2! Super!
rs2413583! SYNGR1! Super! rs7238078! MALT1! PreSTIGE, Hi-C, Super!
rs2425752! NCOA5! Hi-C, Super! rs7253363! ELOF1! Super!
rs2431697! C5orf54! Super! rs7423615! SP100! PreSTIGE!
rs2762051! DLEU1! Hi-C! rs7923837! KIF11! Super!
rs290986! SYK! PreSTIGE, Hi-C, Super! rs806321! DLEU1! Hi-C!

rs3024493! DYRK3! Hi-C! rs874040! C4orf52! Hi-C!
rs3024493! FAIM3! Hi-C! rs907611! SYT8! Super!
rs3024493! IL19! PreSTIGE, Hi-C, Super! rs9596270! DLEU1! Hi-C!
rs3024505! DYRK3! Hi-C! rs960709! ANXA6! Hi-C, Super!
rs3024505! IL19! PreSTIGE, Hi-C, Super! rs960709! GM2A! Hi-C!
rs354033! ZNF767! Super! rs9888739! ITGAD! PreSTIGE!

Supplementary Table 1: GWAS loci with functional outside variants



Enhancer region (hg18)! Gene Target(s)! Functional Outside Variants! Primer sequences !

chr9:92,597,336-92,599,537! SYK! rs10993693, rs290997 ! FWD! GGAGACAUGATCTTGGTATGAGAAAAACCATCT!

!! !! !! REV! GGGAAAGUGCGCAGATTTAGATCTTCATTCA!

chr16:84,546,145-84,547,502! IRF8! rs7199472! FWD! GGAGACAUGGAGGTGACTTCTGCATTGA!

!! !! !! REV! GGGAAAGUCGGTACAAAGGCCTGAGGT!

chr1:159,025,419-159,027,509! SLAMF7, LY9! rs1333065, rs12405457! FWD! GGAGACAUCAGAACCTGTCCCCTCATCA!

!! !! !! REV! GGGAAAGUGCTGAACTGAACTTAAGGCTGA!

chr18:54,380,385-54,381,923! MALT1! rs8090585! FWD! GGAGACAUGGAGGTGACTTCTGCATTGA!

!! !! !! REV! GGGAAAGUCGGTACAAAGGCCTGAGGT!

chr2:230,891,662-230,892,865! SP100! rs11679076! FWD! GGAGACAUCAGGATTCGATACCATCACTCA!

!! !! !! REV! GGGAAAGUGAAAACTCATCCATCTCATCTGC!

chr6:32,683,356-32,684,808! HLA-DQA1! rs646984! FWD! GGAGACAUCCCATCGTCTAAAACATGCAC!

!! !! !! REV! GGGAAAGUCCAAAACTTGCCCTTTTTAATG!

chr12:38,848,086-38,849,374! LRRK2! rs728624, rs728623, rs2708489, rs1948380 ! FWD! GGAGACAUTTGTGTCAGTAATCATTTATCTGCAT!

!! !! !! REV! GGGAAAGUTGAGATATGAAAAATAGTTTCAGCAAA!

Supplementary Table 2: Outside variant loci evaluated in luciferase reporter assays
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Supplementary Table 3: Summary of candidate “third SNPs” evaluated
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Supplementary Table 3: Summary of candidate “third SNPs” evaluated (continued)
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