Additional File 6
Intramodular analysis using gene significance vs module
membership plots
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Module membership vs gene significance
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Module membership vs gene significance
cor=0.69, p<i1e-200
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Lavenderblush3

Module membership vs gene significance
cor=0.37, p=1.7e-05
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PPVPT

Sienna3

Module membership vs gene significance

cor=0.37, p=9.7e-20
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Lightyellow

Module membership vs gene significance
cor=0.53, p=2.8e71
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Salmon (PPVPT)

Module membership vs gene significance
cor=0.77, p<ie-200
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MM in salmon module



