Figure S1. Generation and characterization of hiPSCs.
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Figure S2. Generation and characterization of hiPSC-ECs and hiPSC-CMs.
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Figure S3. Transcriptomic comparison of isogenic LV tissue vs. hiPSC-CMs.
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Figure S4. Live/dead staining for determination of optimal drug concentrations.
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Figure S5. Contractility analysis for determination of optimal drug[@oncentratic
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Figure S6. Fold change in gene expression with tacrolimus and rosiglitazone.
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Figure S7. Effects of tacrolimus or rosiglitazone treatment in hiPSC-ECs.
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