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Supplemental Fig 21. Precision-recall curves scoring mutation detection.
Precision-recall curves for substitution (a) and deletion (b) detection; see main text for details. Precision and recall 
are defined as TP / (TP + FP) and TP / (TP + FN), with TP: true positives, FP: false positives, FN: false negatives. 
See main text for approximation of the “ground truth” used for this comparison.


