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S9 Fig. Identification of inteins in the threonyl-tRNA synthetase gene THS1 in C.
orthopsilosis isolate

The wiggle plots show the read coverage (Y-axis) around the THS1 gene (drawn
to scale) for 28 C. orthopsilosis isolates. Clades are colored as green (Clade 1),
red (Clade 2), orange (Clade 3), and blue (Clade 4). The mini intein contains
only the self-splicing blocks A, B, F and G (blue boxes). The full-length intein
also includes the homing domains C, D, E and H (indicated by a thin blue line in
THS1). Each diploid isolate contains two THS1 alleles, which may have either
full-length (F) or mini (M) inteins, or are heterozygous.



