Myceliophthora thermophila M77 utilizes alternate glycosidic bond breaking mechanisms to
deconstruct biomass
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Table S1 Compreensive LC-MSIMS secretome analysis

CEL (©),0.5% Avice, HCE (), bircnwood-. inan, arabinoxylan; _SCBIN (), i naura” cB0LE) scese
(8),sugar cane bagassa 'steam exploded; HBY, sampl 1; HBZ, sample 2, TSC, N-TSC, nommalized TSC; AVE, HB1
Sroctural feaures el HOE () ScBIN )
- Domains Substrates Protein Organism source Aecession M By W2 e VBT HeE oo BT HeZ oo
Gt a2 bindng CH 1D S Toncional ame (169 Tocus 129 Tocus name TSC_NTSC TSC NTSC TSC NTSC TSC NTSC TSC NTSC TSC NTSG
Top tier nf secreted proteins (Top 75% nf I-TSC in each condition)
MON GG oxred ¢ CBM JZZH AR3 cellbiose dehydrogenase A MYGTH 111388 CAhAASA Mycellophthora thermophila ATCC 42464 asteats ee  w6 s 78 e &7 61 2 35 22 24 9% 48 9 70 s
DONON GG et s A3 collobioso dohydrogenase B MYCTH 81925 CAhAAJB Mycolophthora thormophia ATCC 42464 347011813 84 61 3 24 25 28 14 6 4 2 4 20 10 9 7 8
et 7y WS | A5 ghoxal oxcase  MYCTH 2204695 GoxAASA Mycoliophthora thermophia ATCC 42464 347006010 105 28 15 25 24 18 16 7 18 11 8 2 12 19 1 13
- GH_61 - I MYCTH 80312 LpmoAASA Myceliophthora thermophila ATCC 42464 347010683 32 s s 9 9 7 o o o 0o o 2 1 3 2 2
aHer  cewr []] A9 Iytic polysaccharids monooxygenase MYCTH 46563 LpmaAASE Mycoliophthora thormophiia ATCC 42464 347000055 35 11 6 7 7 & 3 1 o o 1 7 3 7 5 4
B 7 SO ak mﬂsclnnxu MYCTH 2298850 AolA Myceliophthora thermophila 313667052 43 2 17 1 o4 2 5 10 5 6 13 6 n 8 7
O Jdose cpmerase A MYCTH_ 103702 AoA Mycolophihora hermophia ATCC 42464 347012126 41 43 22 22 2 2 3 13 2 18 15 2 4 2 16 15
: kPP . akaling phosphatase A MYCTH 2304549 Pho Mycalophinora tormophia ATCC 42464 Si7oiosss @ s 2 o o 1 s s 2 13 15 w4 7 5 4 5
- Nn_espariganse - [ || asparaginase Myceliophthora thermophila ATCC 42464 347012213 41 4 2 0 0 1 10 4 6 4 4 s 4 7 5 5
] caase A MYCTH 80916 Gata Mycolophthora thermophia ATCC 42464 347010301 78 16 8 12 12 10 25 11 2 16 13 42 20 20 18 10
. CEBpectnesterase  MYGTH_ 30035 ieoliophibora termophia ATCC 42464 34701279 3 2 1 o o 1 2 10 21 8 1 13 6 13 10 8
- GH_10 cemt [ ] GH1D endo-1 4-beta-xylanase A MYCTH_112050  XynGH10A Myceliophthora thermophila ATCC 42464 347012973 45 22 1 15 15 13 o6 1 7 6 16 8 12 ] 8
M ‘GH1 14 glycoside hydrolase iycolophthora themmophia ATCC 42464 347012343 33 17 9 10 0 0 14 & 7 4 5 0 0o 0 0 0
- AmyAc  DUF1966[ | H13 alpha amylase A~ MYCTH 2305783  AmyGH13A Myceliophthora thermophila ATCC 42464 347010961 58 8 4 0 o 2 2 12 2 12 12 16 8 6 4 6
- GH1s oMz [ ] GHIsghcan 14 obragoddase  MYCTH 72090 AgaGHISA Mcalophtiora mophla T00 42664 40i01 67z 14 1@ s T 0 2 m @ omom w12
: B ] GH1 cellwallglucanase  MYCTH 231555; o thormophila ATCC 42464 347011420 41 22 11 15 15 13 2 2 19 12 12 2 13 18 13 13
1 GH16 glycoside hydrolase MYCTH_48804 GH16B Mycehophmom thermophila ATCC 42464 347010869 24 1 6 8 8 7 5 2 ) 0 1 73 8 6 5
M (GH17 glycoside hydrolase  MYCTH 2315007 GH17 Mycoliophthora thormophila ATCC 42464 347000838 43 & 4 4 4 4 13 6 1 7 & 11 5 5 4 5
- aHia chitnase A MYCTH 2308241  ChIGHIBA Mycolophthora thermophia ATCC 42464 347012251 45 18 9 0 0 5 S 20 14 8 1 45 22 18 13 18
- GH_18 - O GH18 chitinase B MYCTH 50608  ChiGH18B Myceliophthora thermophila ATCC 42464 347010813 46 19 10 7 7 9 4 14 33 23 19 2 1 18 12 12
- G 2 M GHagalcosise A WOTH 1447 GaGHoA Mycolptioa femephla ATCC 42464 MTOOTO20 86 20 6 w9 & B % oz om s Wm0
- GH 20 - GH20 acetyhoxosaminidase  MYCTH_2204755 clophitora thermophia ATCC 42464 347005647 65 11 6 11 1 8 42 8 43 2 2 25 12 18 13 1
- GHzo  cowe [ (GH2 dlycosido hycrolase  MYCTH 99077 2o Myolopmrors homomia TCO i Setse 8 ¥ 10 15 15w b e 5 3 %4 m b ko s
: aHa o ] :H GH3betagucosicase A MYCTH 66804 GLGHIA Wycolophtrora tirmophia ATCC 42464 347010857 78 49 25 17 17 21 4 18 3% 2 20 45 2 2 2 2
- GH_3 Fn3 (GH3 beta-glucosidase B MYCTH_80304 GIuGH3B Myceliophthora thermophila ATCC 42464 347010689 95 23 12 18 18 15 35 15 45 28 21 32 16 18 13 15
| H3 gycoside hydrolase  MYCTH 58862 elophitora thermophia ATOC 42464 347012094 84 10 5 5 5 5 2% 1 6 4 7 17 8 5 4 6
. » | (GH30 ondo-bota-1 6-galactr MYCTH 2301720 BIGIGHO0A Mycoliophthora thermophia ATCC 42464 347009128 53 11 6 12 12 9 20 12 2 17 15 2 14 21 16 15
- PLNO2808 - O GH31 alpha glucosidase A MYCTH_2313137  AgaGH31A Myceliophthora thermophila ATCC 42464 367036173 46 18 9 6 6 8 % 20 45 28 24 21 10 21 16 13
rotaiing acidbaso M GHSTabrunosdasod  MYCTH 2005450 AMGHSIA Myolophiboa horphia ATCC 42464 34701072 7 0z 8 8 W07 4 M 7 % om Mo 2
- Treha - O trehalase. MYCTH_7548¢ Myceliophthora thermophila ATCC 42464 347005659 78 20 10 9 s 10 10 4 9 5 5 17 8 10 7 8
5 aH a8 ] G aphamamonden | WNCTH 2265650 NIGHOSA Woolovos homls ATOC G481 STosto 120 S S 0 8 B M @ mow ® w7 o @
invertng GHia ] (GH43 beta ylosidase  MYCTH 23032 elophthora thermophia ATCC 42464 34T00GB17 81 27 14 11 11 13 e 3% 109 &7 s34 24 28 2 2.
] GH43 galactan 1,3 beta galactosidase. MYCTH_50820 Gsta\Gm:iA Mycehophmom thermophila ATCC 42464 347010818 49 8 4 5 5 5 26 11 18 10 10 14 715 1 o
(GHA3 glycosido hycrolase  MYCTH 103 ora themophila ATCC 42464 347010987 3 5 3 0 o 1 15 & 9 6 6 9 4 11 8 &
- eHse s 140 iondae aaoosdase s WCTH 2901959 AAaGHON Myeolophar omennla TGO 42404 0000205 & 12 5 4 4 5 & w @ w w m w1 o
- ? - GH43_62_32_68 beta-D-xylosidase A MYCTH_2072383  XIdGH43A Myceliophthora thermophila ATCC 42464 347014190 55 33 17 6 6 12 9 4 4 2 3 a7 18 12 9 14
aH 47 alpha mamnosidaso A MYCTH 2139585  ManGHA7A Mycolophthora thermophia ATCC 42464 347011389 88 23 12 8 3 7 50 21 a4 27 20 3 17 18 13 15
HS beta galactanase Myceliophthora thermophila ATCC 42464 347011035 47 4 2 0 0 1 16 7 15 9 8 6 3 4 3 3
-~ GHsenso  oaMi [ ] GHS endo-1 dbetarglucanase A MYCTH 86753 CelGHSA Mycoliophthora hermophia ATOC 42464 343409220 42 14 7 12 12 10 5 2 4 2 2 8 3 9 7 5
] 55 alycoside hyctolase  MYCTH 2209780 GHSS Mycolophnora thermophia ATCC 42464 347008205 95 12 6 6 6 6 13 & & 5 5 1 s 1w 10 8
[ Bi3glucanase A MYCTH 102522  BQIGHSSA Myceliophthora thermophila ATCC 42464 347011592 82 28 15 28 20 22 69 20 738 45 37 40 24 46 34 29
] GHS5 1, 3glucanaso B MYCTH 2305407  BoIGHSS Mycoliophthora thermophila ATCC 42464 347010723 84 33 17 & 8 13 40 7 2 14 15 @ B 2 15 15
- e camt GhB calobiohydrolase A MYCTH 66720 COnGHBA Mycalophthora themophia ATCC 42464 347008300 51 31 16 40 41 20 6 & 3 2 2 2 11 1 & 9
- GH6 - I GHB glycoside hydrolase  MYCTH_2303045 Myceliophthora thermophila ATCC 42464 17009 a1 4 21 10 10 16 7 8 0o o 1 8 10 7 8
¥ . GHG2 arabinofuranosicaso A MYCTH 55082  AraAGHE2A Mycolophthora thermophia ATCC 42464 347012020 35 14 7 0 0 4 24 10 2 14 12 20 10 14 10 10
- GH7_CBH_EG ~ CBM1 (GH? cellobiohydrolase A MYCTH_109566 (CbhGH7A Myceliophthora thermophila ATCC 42464 347008056 56 124 64 131 134 99 49 21 58 36 28 86 42 103 7 80
- eHrcenEs T GH7 collbiohydrolase B MYCTH 97137 GONGHTB Mycelophthora thermophila ATCC 42464 7013780 49 95 49 72 74 G 26 11 15 9 10 s 25 42 31 2
- awosies - ] MYCTH 116157 CONGHTC Mycolophthora thermophia ATCC 42464 Q47011876 49 47 24 47 48 3 32 14 22 1 14 44 2 3 2 2
- GH7.cBHEG cBMi [ | MYCTH 111372 CbhGH7D Myceliophthora thermophila ATCC 42464 347010710 49 27 14 17 17 1. 13 6 13 8 7 a1 15 21 16 15
H71 o0 A MYGTH 140261 AGnGH71A Mycoliophthora thermophia ATCC 42464 347010742 67 13 7 10 10 & 21 12 17 10 1 16 8 8 6 7
. clophitora thermophia ATCC 42464 347009184 57 & 3 5 5 4 0 o0 0o 0o 0 4 2 5 4 3
- GH_74 - O MYCTH_116384  XIgGH74A Myceliophthora thermophila ATCC 42464 347011442 79 a2t 18 16 19 23 10 17 10 10 s 2 @ 25 2
. GH b1 O] MYCTH 2306568 ColGHB1A Mycolophthora thormophia ATCC 42464 347011396 91 28 15 4 4 o & & & 41 3 6 0 . 25 2
- COG3s37 - MYCTH_2298363  ManGH92A Myceliophthora thermophila ATCC 42464 347007534 90 7 4 5 5 4 36 15 19 12 14 19 9 12 9 9
03 a1 arananase NVCTHL 100037 AraGHSoA Myeolpnnors iermephla ATCO 45454 7008004 @2 9 5 2 2 3 2 10 2 14 12 1 5 8 & 5
. » fucosidaso A MYCTH 101972 FUcGHOSA Mycolophthora themmophia ATCC 42464 347010011 &1 0 o 0 0 0 25 10 17 10 10 & & 0 0 4
- oMCowedc - GMC oxicoreductase A MYCTH 2209749 GIOAASA Mycelophthora thermophila ATCC 42464 34700190 69 17 & 7 7 & 19 8 2 12 10 3 17 18 18 15
- Peclyasec PLI pnlysacchande hase MYCTHSRASS  PolPLi Moolosiios homophia ATCC 2464 TO12 %4 W7 @ 2 0 % o m U % mom o
-+ popidaso M protease, aminoy Mycoliophthora thermophila ATCC 42464 347005727 80 11 6 0 0 3 4% 20 25 15 17 2 13 8 & 9
] oredosin reduclase MYCTH_112714 Myceliophthora thermophila ATCC 42464 347013124 45 2% 13 0 0 7 55 2 0 0 12 8 1 0 0 8
. - wse [ ] unknown protein  MYCTH 2310464 Mycoliophthora thormophiia ATCC 42464 34701330 38 19 10 9 9 10 12 5 0 0 3 18 & 1 10 9
- DUF - O unknown protein  MYCTH_101354 Myceliophthora thermophila ATCC 42464 347010721 46 3 2 ) 0 1 o o 0 0 0 12 6 n 8 7
B NP1 T unknown protein  MYCTH 108493 Mycelophihora thermophila ATCC 42464 34701270 % 5 3 0 0 1 17 7 4 2 5 15 7 9 7 7
. riknown protein  MYCTH 2209856 Mycelophthora thermophia ATCC 42464 34700263 42 12 & 10 10 8 1 5 9 & 5 10 5 & & 5
1 unknown protein  MYCTH_2301831 Myceliophthora thermophila ATCC 42464 347009183 33 a2 0 0 1 3 1 5 3 2 73 6 4 4
known protein  MYCTH 230612 Mycelophinora thermophila ATCC 42464 347011160 %2 15 8 5 5 s 12 5 10 s 6 5 2 5 4 3
] unknown protain  MYCTH_ 64085 Mycoliophthora thermophila ATCC 42464 347007100 105 0 o 0 o 0o 2 10 7 4 7 0o 0o 0 0o 0
wn protein  MYCTH_2299664 Myceliophthora thermophila ATCC 42464 17008141 49 10 5 4 4 5 0 o 0 0 0 0 0 0 0 o
” unknown protein A (gtaminase)  MYCTH 2307330 Mycoliophthora thormophifa ATCC 42464 347011745 76 47 24 13 13 19 43 18 47 20 26 3% 18 26 10 19
mprotein B MYCTH_2307666 Myceliophthora thermophila ATCC 42464 347011921 55 16 8 16 16 12 17 7 21 13 10 19 9 17 13 1
- caut unknown prolein G MYCTH. 33936 Mycelophihora thermophila ATCC 42464 347012789 %2 14 7 13 13 10 13 6 7 4 5 13 6 13 10 8
oxred FADbindng - unknown protein D MYCTH 2126205 Mycoliophthora thormophila ATCC 42464 347000809 52 9 5 5 5 5 2 9 18 1 10 19 9 18 12 1
Lower tier of secreted proteins (<25% of N. h condition)
Guod  Cuow  Cuoxi AAtlaccase  MYCTH 99853 LacA Mycolophiora trmophia ATCC 42464 347007110 6 4 2 o o 1 7 3 5 3 3 & 3 7 5 4
Cuoxi  Cuod  Cuox A1 multicopper oxcase MYCTH 75296 Lach Mycolophthora themophia ATCC 42464 Sa70t3702 72 5 3 0 0 1 10 4 7 4 a4 1 5 4 3 4
- NADbindng - A3 celobiose dehydrogenase G MYCTH 58125 CAhAAJC Myceliphithora hermophia ATOC 42464 347013821 57 0 o o o o 2 1 o o o 5 2 o 0 1
NAD binding A3 collbioso dohydrogenasa D MYCTH 102071 GOhARSD Mycollophthora thormophiia ATCC 42464 347011028 54 4 2 0 o 1 4 2 o0 o 1 7 3 0o o 2
- GH_61 - MYCTH_79765  LpmoAASC Myceliophthora thermophila ATCC 42464 347008529 26 6 3 3 3 3 0 o 0 0 0 0 0 o 0 0
GH 61 MYCTH 52668 LpmoAASD Mycelophihora thermophila ATCC 42464 347009178 27 74 0 0 2 0 0 o 0o o 0 0o 0o 0o 0
GHe  camn E MYCTH 111088  LpmoAASE Mycolophthora thermophia ATCC 42464 347008029 31 0 o 3 3 2 0o o 0 0o o 3 1 0 0o 1
- GH_61 - /AA9 lytic polysaccharide monooxygenase F MYCTH_85556  LpmoAASF Myceliophthora thermophila ATCC 42464 347013822 24 o 0 2 2 1 o 0 o 0 1 3 1 0 0 1
GH 61 MYGTH_2112799  LpmoAA9G Mycelophihora thermophia ATCC 42464 347013774 26 3 2 0 o0 1 o o0 o0 0 o 4 2 0 o 1
actin Thicavia terests NAAL 8126 mer0s 2 0 0 o o o 0o o o o o o o 4 a3 1
BBE FAD binding - alcohol oxidase A MYCTH_2309690 AloA Myceliophthora thermophila ATCC 42464 347012985 65 o 0 o o o o o o 0 o 0 o 6 4 2
GE! carbonydrato oslorase  MYCTH 30279 iycolophthora thermophia ATCC 42464 347013811 20 0 o o 0 o 7 & o 0 1 1 5 5 4 5
CE1 carbohydrate esterase M,m:!mphmwu thermophila ATCC 42464 347010761 34 0 0 3 0 o 0 o 0 0 0 4 2 o 0 1
GE carbohyrat esteraso fopitora homophia ATCC 42464 SO0 0 0 0 0 o 0 0 0 9 o s 1 0 0 1
CE1 feruc acd estrase MYCTH 78080 FaeCE1A Myclhoplv thermophia ATCC 42464 S4TO08T'6 31 0 0 0 0 o 0 0 o o o 10 5 7 5 5
(CE16 carbohydrate esterase E!ropﬁmom thermophila ATCC 42464 347012118 32 8 4 7 7 6 0 0 o 0 o 4 2 4 3 2
OE3 carbohydrato ostorase  MYCTH_105128 Mycolomnon homomia ATCO 404 S % 1 10 o o 5 m s 2 1 5 w s o o i
H1 giycoside hydrola Mycoliphthora thermophila ATCC 42464 347009673 54 9 5 0 o 2 0o o 0 0o 0 11 5 0 o 3
- GH_10 - GH10 endo-1,4-beta-xylanase B MYCTH_116553  XynGH10B Myceliophthora thermophila ATCC 42464 347011113 42 1" 6 5 5 5 6 3 5 3 3 9 4 5 4 4
GH_11 caMm1 GH11 endo-1,4-beta-xylanase B MYCTH_100068  XynGH11B Myceliophthora thermophila ATCC 42464 367026235 29 o 0 o o o o o o 0 o 7 3 3 2 3
- GH_11 - GH11 endo-1,4-beta-xylanase C MYCTH_ 49824  XynGH11C Myceliophthora thermophila ATCC 42464 367028490 25 0 0 3 0 o 5 2 0 0 1 4 2 o 0 1
- GH 11 GH1 endo-1.4-elaxylanase G MYCTH 99786 XynGH11G. Mycoliophitora thermophia ATCC 42464 0044 24 4 2 0 0 1 5 2 3 2 2 2 1 4 3 2
(GH12 lycosice hycrolase Miesloptbon DamepNaATCC 2464 SS9 0 0S8z 3 19 3 3 4 2 5 2
(GHi3 glycoside hycrolase elophthora therophia ATOC 42464 347006707 66 o o 0 o o 7 3 3 2 2 0 0 0 o0 o
GHigeouiamaots  MYCTHSOE  CHIGA Mpeoloomora amopnle o0 40464 ol ot 7 4 6 5 8 w4 & B 7 3 9 4 & s 3
GH2 giycoside hycola Wycelophthor hia ATCC 42464 34701950 % 0 0 0 o o 0 o o ©o o 3 1 o o 1
glycoside hydrolase MYCTH_104628 GH3B Myceliophthora thermophila ATCC 42464 347013048 90 3 2 o o 1 13 6 7 4 5 7 3 6 4 4
GH31 giycosido hycrolase volavia torostis NFIRL 8126 suo0063 95 0 o o o o 17 7 0 o 4 0o 0o 0 0o 0
(GH43 glycoside hydrolase  MYCTH_2306666 (GH43B Myceliophthora thermophila ATCC 42464 347011434 39 5 3 3 0 1 19 8 3 2 5 10 5 8 6 5
(GH3 gycoside hydrolase  MYCTH 39555 iycolophtbora thermophia ATOC 42464 34701354 37 2 1 0 o 1 4 2 o o 1 10 5 o 0 2
(GHS glycosice hycrolase Mycelophthora thermophia ATCC 42464 347008915 47 0 0 0 0 0 0 0 o0 o o 0 o 3 2 1
(GH45 glycoside hydrol Myceliophthora thermophila ATCC 42464 347006 24 0 0 4 4 2 o 0 o 0 o 0 1 0 0 3
H5 gycoside hydrolase Mycelophinora thermophila ATCC 42464 347010970 7 4 2 5 5 4 7 3 4 2 3 0 0o 0o 0 0
GHi51 giycosice hycrolase Mycsliophthora thermophila ATCC 42464 347010967 58 o 0 0 o 0 0o 0o o0 0o 0 3 1 0o o 1
(GHSS glycoside hydrolas Myceliophthora thermophila ATCC 42464 347012862 82 7 4 3 3 3 0 0 o 0 o 0 o o 0 o
GH72 glycosido hycrolase  MYCTH 66349 GH72 Mycoliophthora thormophila ATCC 42464 347008543 49 12 6 0 0 3 11 5 0 0o 2 16 & 0 0o 4
(GH72 glycoside hydrolase Myceliophthora thermophila ATCC 42464 347014483 52 7 4 3 0 2 0 o 0 0 0 5 2 o 0 1
(GH72 glycoside hydrolaso Mycelophthora thermophila ATCC 42464 347013570 s0 0 o o 0 0 o o0 o0 0 o 5 2 0 0o 1
(GHS glycosice hycrolase Mycelophthora thermophia ATCC 42464 34701328 3 0 0 0 0 o 0 0 4 2 1 5 2 4 3 3
(GHT9 glycosic rol: Myceliophthora thermophila ATCC 42464 347005644 40 5 3 o o 1 2 1 o 0 o 0 o o 0 0
(GH33 giycosido hycrolase Mycelophinora thermophila ATCC 42464 347012961 46 0 0 0 0 0 4 2 o o 1 8 4 4 3 3
PRI Qo o ¢ Glcosooxidase  MYCTH 2305709 GIoAAGB Myclophinora thermophia ATCC 42464 347010915 68 o o0 o 0 o 0 0 0o 0 o & 3 0 0 1
- oxred_¢ - GMC oxidoreductase fyceliophthora thermophila ATCC 42464 347011121 68 o 0 o o o o 0 o 0 0 9 4 o 0 2
Rossmarn QG- owed s GMC oxidoreductase Mycoliophthora thormophila ATCC 42464 347013781 71 0 o 0 o 0o o 0o 0o o o & 3 0 o 1
F2280 - - Intradiol ring-cleavage dioxygenase Myceliophthora thermophila ATCC 42464 347013137 41 0 0 3 0 o 0 o 2 1 1 0 0 o 0 0
7 GFo_IDH Moch s evogosa Moot tumoa ATCC 264 % &0 000000000000 oo
holpase G thormophila ATCC 42464 34700088 & 0 o 0 o o 0o o o0 0o o 7 3 5 4 4
PL Dnlyssachande Iyase. MYCTH_97932 PelPL1B Mycehophmom thermophila ATCC 42464 347007 35 6 3 o o 2 5 2 6 4 3 7 3 4 3 3
PL20 polysaccharide yase jophihora hermophila ATCC 42464 347011988 29 0 o o o o o o o o0 o0 2 1 4 3 2
olysaccharide yase Mycoloonors homomnia ATCO 45604 itoiies 0 o o o o 3 1 3 2 2 5 o o o o
PL4 polysaccharide lyase Myceliophthora thermophila ATCC 42464 347011711 58 0 0 o o 0 o 0 o 0 0 0 0 4 3 1
tyrosinase polyphenl oxidaso Mycolophthora thermophia ATCC 42464 347013262 46 4 2 4 4 3 0 0 4 2 1 0 0 4 3 1
- tyrosinase - olyphenol oxidase Myceliophthora thermophila ATCC 42464 347011242 37 12 6 3 0 3 0 o 0 0 0 0 0 o 0 0
In19 pepidase 59 53 ortoas catbonpapidase Myceliophthora thermophila ATCO 42464 347009682 40 © 0 0 0 0 0 0 0 0 0 0 0 0 0 0
protease, carboxypepiidase Mycelophthora thermophia ATCC 42464 34700113 46 3 2 0 0 1 10 4 & 5 5 0 0o o 0o 0
z PA 2Zn-pep protease, amwmvwhd& se A Myceliophthora thermophila ATCC 42464 347014627 54 12 6 4 4 5 o 0 o 0 1 6 3 0 0 1
z PA Znpep protease, aminopepidase B Mycelophihora thermophila ATCC 42464 347012074 53 12 s 0 0 3 0 o0 o0 0 o 3 1 0 0o 1
propep. pepidase 5853 tease, aminopeplidase D Mycoliophthora thermophila ATCC 42464 347003020 & 3 2 0 o 1 0o o 0 0o 0o 0o 0 0 0o 0
- - cBM own protein MYCTH_112399 Myceliophthora thermophila ATCC 42464 347014594 37 o 0 o o o o o o 0 0 7 3 5 4 4
unknown protain  MYCTH 2207616 Mycoliophthora thormophiia ATCC 42464 347007306 %6 6 3 0 o 2 6 3 0 o 1 o 4 2 1 3
unknown protein  MYCTH_2295992. Myceliophthora thermophila ATCC 42464 347006501 98 n 6 o o 3 6 3 0 0 1 " 5 o 0 3
unknown protein  MYCTH_ 102138 Mycelophihora thermophila ATCC 42464 347009818 4 2 3 3 3 4 2 0o 0o 1 3 1 4 3 2
riknown protsin  MYCTH_ 2300631 Mycelophthora thermophia ATCC 42464 34700748 100 0 0 0 0 o 0 0 o o o 4 2 2 1 2
unknown protein  MYCTH_2309042. Myceliophthora thermophila ATCC 42464 347012661 75 o 0 o o 0 9 4 o 0 2 6 3 0 0 1
known protein  MYCTH 2209483 Mycelophihora thermophila ATCC 42464 347008045 69 0 0 0 0 o 8 3 3 2 3 5 2 0 0o 1
unknown protain  MYCTH 2303093 Mycoliphthora thermophila ATCC 42464 3470097 & 4 2 0 o 1 & 3 3 2 2 5 2 0 0o 1
unknown protein MYCTH_75329 Myceliophthora thermophila ATCC 42464 17013738 20 o 0 o o o 5 2 o 0 1 5 2 o 0 1
unknown protain  MYCTH 2307988 Mycoliophthora thormophila ATCC 42464 34701202 27 0 0 0 0o 0o 0o 0 0 o 0 o 0 2 1 1
unknown protein  MYCTH_2122605 Myceliophthora thermophila ATCC 42464 347006248 42 0 0 3 0 o 0 o 0 0 o 3 1 o 0 1
- DUF1237 unknown protein  MYCTH. 59997 Mycelophthora thermophila ATCC 42464 347007677 61 0 0 0 0 0 6 3 0 0 1 3 1 0 o 1
riknown protein  MYCTH 2303940 Mycelophthora thermophia ATCC 42464 347O001%6 1 o 0 0 0 0 5 2 0 o 1 3 1 0o o 1
unknown protein  MYCTH_2084531 Myceliophthora thermophila ATCC 42464 347013999 55 o 0 2 2 1 o 0 o 0 1 0 1 0 0 13
known protein  MYCTH 2308135 Mycelophinora thermophila ATCC 42464 34701210 104 0 0 0 0 0 0 0 7 4 2 0 0o 0o 0o 0
unknown protein  MYCTH 2301054 Mycoliophthora thermophila ATCC 42464 347008609 32 0 o 0 o o 0o o 0 0o 0o 0o 0o 0 0o 0
unknown protein  MYCTH_2295704. Myceliophthora thermophila ATCC 42464 17006: 32 4 2 o o 1 o o o 0 0 o o o 0 o
unknown protein  MYCTH 2308107 Mycoliophthora thormophiia ATCC 42464 347011151 52 3 2 0 o 1 3 1 0 0o 1 0o o 0 0o o
RN unknown protein  MYCTH 2302336 Myceliophthora thermophila ATCC 42464 347000400 65 0 o ) ) ) 0 0 0 0 0 0 0 0
unknown protein  MYGTH 2311687 Mycelophihora thermophila ATCC 42464 347014008 26 2 1 0 0 1 3 1 o o 1 0 0o 0o 0o 0
riknown protsin  MYCTH 2301051 Mycelophthora thermophia ATCC 42464 S47O007 17 5 3 0 o 1 0 0 o o 0o 0 o o o o
unknown protein  MYCTH_2296038 Myceliophthora thermophila ATCC 42464 347006517 30 o 0 o o o 4 2 o 0 1 0 1 0 0 13
nown protein  MYCTH 2306748 Mycelophinora thermophila ATCC 42464 347011470 54 5 3 0 0 1 0 0 o 0o 0o 0 0o 0o 0o 0
unknown protain  MYCTH 2119688 Mycoliophthora thermophila ATCC 42464 347011982 111 0 o 0 o o 0o o 0 0o 0o 0o 0o 0 0o 0
unknown protein  MYCTH_2311910 Myceliophthora thermophila ATCC 42464 347014116 50 o 0 o o o o 0 o 0 o o o o 0 o
unknown protein  MYCTH 2304102 Mycoliophthora thormophiia ATCC 42464 347010181 38 0 o 0 0o o 0 0o & 4 2 0o 0o 0 0o 0
unknown protein MYCTH_80274 Myceliophthora thermophila ATCC 42464 347010715 89 10 5 3 0 3 7 3 0 0 1 0 0 o 0 0
unknown protein  MYCTH 2206814 Mycelophihora thermophila ATCC 42464 347008852 60 0 0 0 0 o 4 2 o o 1 0 0o 0o 0o 0
riknown protsin  MYCTH 2302321 Mycelophthora thermophia ATCC 42464 34700907 63 0 0 0 0 0o 4 2 o o 1 0 o o o o
unknown protein  MYCTH 2207110 Mycelophthora thermophila ATCC 42464 347007001 63 4 2 5 5 4 0 0 0o 0o 0o 0 0o 0o 0o 0
known protein  THITE 2110362 Thiolavia terestris NARL 8126 e & 4 2 o o 1 0o o o o o 0o o 0o 0 0
unknown protein  MYCTH 2297460 Mycoliophthora thermophila ATCC 42464 347007172 38 3 2 0 o 1 0o o 0 0o 0o 0o 0o 0 0o 0
unknown protein  MYCTH_2207118 Myceliophthora thermophila ATCC 42464 347007000 23 2 1 o o 1 o 0 o 0 o o o o 0 o
unknown protain  MYGTH 2140620 Mycoliophthora thormophiia ATCC 42464 347013643 54 o 0 0 0 0o 0o o 0 0o 0o 0o 0o 0 0o o
unknown protein  MYCTH_2303108. Myceliophthora thermophila ATCC 42464 347009733 42 0 0 L 0 0 0 0 0 0 0 0 0 0 0 0
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