
Significant, log2-fold change > 2 
(100 proteins)

p = 0.05

Log2-fold change (CL/non-CL)

Not significant, log2-fold change > 2 
(225 proteins)

Not significant, -2 < log2-fold change < 2 
(16 proteins)

Not significant, log2-fold change < -2 
(9 proteins)
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mRNA-bound proteome
325 proteins

Hypergeometric test P[X > x]

overlap < 1.000E-14

11 RBPs in category II
1 RBP in category III


