Dueck Fig SI

scale S kbl | we199
scaffold_23: | 1,285, saa| 1,290, 8ea| 1,295, saa|

o TETTCE PO B Tl SEar T
Yoursed

JGI

F——a-——H-1

H Mo car 14354m
annotation B1at WARNA1Z28724 transcripts stringent mappings

VHIEET_26198
MR1287_5548.2
VHIBET_14572
WA1ZRT_28E29 -t
. VHIEET_15549

Cufflinks VK1287_2453 f
WE1267_9252. 2 el

assembly VH1267_0252.1 Befi-—i

WALZRT_S455 EEEEEER
WR1ZAT_S9453 [>>>2]
VHLEET_G4E0

WK1287_9461 [ 5555

VHLZET_S25S | N TEICUDINIIY INRUIE " SR PR TR 1 AT B |

DUF PAZ PIWI
1785

scale
JGI Scaffold_5: 7, aes| 75, BEG
n s 8477 29m|

annotation UK1207_ 1508 <&
wr1ze7_21573 | -
VK1ZET7_21574
UH1Z8T_21575
UH1ZBT7_21576
i WH1Z6T_21758
Cufflinks UH1ZeT_21781
assembly YX1287_21577
UH1ZET_21575
ux1ze7_z1782
WH1ZET_21579. 1
WH12B7_21579,2
WH1287_21E79. 3

DEAD/DEAH

box helicase
W W I e
Helicase C Dicer RNase I RNase I
dimerization
Zcale 2 kbl | wci9a
Scaffold_16: 1,215, 808 1,219,888 1,228,068 1,221, 688] 1,222,068 1,223,808l 1,224, 488] 1,225,804
1 431 1055 1679

RdRP

5 kbl | wc199
o6, a88| 957, 8eal  9ss,een| 959, eea|  99e, 688 991, eee| 992, eee| 995, aes|

17 80 955 1129 1430

dsrm methyltransferase



