A
R468W

Wildtype DNA :
Introduced mutations :

Wildtype protein :
Mutant potein :

R484W

Wildtype DNA :
Introduced mutations :

Mutant allele 1 :
Mutant allele 2 :

sgRNA (#1597)

V

CCCGATGATCTGCAGTGCAAGCGGGGAGAGCAGGTAGCCCTGGCT
C

A T
468
P D DL QTCIK R G E Q V A L A
P D DL QCIK WG E Q V A L A
sgRNA (#1633)
Sall
CACCCATCGCTCCGGTTGTTGAACCTGGTCTACGATGTGACTCCCCCTGAGCTGGTGGATCTG
A T T G cC C

CACCCATCACTCTGGTTGTTGAATCTGGTGTACGATGTGACTCCCCCTGAGCTGGTCGACCTG
CACCCATCGCTCCGGTTGTTGA CTACGATGTGACTCCCCCTGAGCTGGTGGATCTG

484
Wildtype protein: H P S L R L L N L VY D V T P P E L V D L
Mutantpotein1: H P S L W L L N L VvV Y D V T P P E L V D L
Mutantpotein2: H P S L R L L T T M stop
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