S4 Table. Strains used in this study. Abbreviations: Ara”" = ability to use arabinose as a
carbon source present/ absent, WT = wild type.

Strain Genotype Reference
Escheriohia coll BW25113 Ara™ 08T O e oia [1]

Escherichia coll BW25113 Ara™ 1 1310 e oo 2]

insF1- mdtB WT Ara’, AinsF1- mdtB This study
ptsP WT Ara’, ptsP: M604R This study
vest WT Ara’, yoaA: D121Y This study
hemF WT Ara’, hemF: G127V This study
SSpA WT Ara’, sspA: Q24* This study
StpA WT Ara’, stoA:R49S This study
uspC / flhD WT Ara’, uspC / flnD: +4 bp This study
wcaN WT Ara’, weaN: -1 bp This study
YkfC — proB WT Ara’, AykfC - proB This study
yhdw WT Ara’, yhdW: C—A This study
rpoB WT Ara’, rpoB:T135P This study
yqiB WT Ara’, yqiB: Q117K This study
ynaE / pinR WT Ara, ynaE / pinR: A—G This study
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