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Table S1: Total average number of patients at each dose combination under the PIPE and
the phase I waterfall designs. Note that the number of patients treated at the true MTDs
are showed in boldface.

Drug B Total
Sc.  Drug Waterfall PIPE Number of
A 1 2 3 4 5 1 2 3 4 5 patients
1 2 54 6.6 2.5 54 6.2 1.6 27
1 34 17 7.2 3.1 4.0 6.8
2 2 7.5 32 04 80 13 0.0 27
1 6.2 5.0 27 6.5 8.0 32
3 2 7.8 29 04 7.9 22 02 27
1 64 38 4.6 44 64 6.0
4 2 44 1.0 0.1 33 01 00 18
1 83 25 0.8 10.7 34 0.6
5 4 38 04 0.0 0.0 6.1 1.1 0.1 0.0 48
3 9.7 22 04 0.1 57 48 11 0.1
2 6.8 58 32 05 11 6.0 46 1.0
1 3.8 1.7 5.4 3.6 3.1 1.1 6.2 6.0
6 4 95 31 03 00 85 42 05 00 60
3 69 6.8 26 0.2 26 7.7 54 05
2 39 16 6.1 31 00 42 7.8 49
1 31 01 20 8.8 30 00 20 8.8
7 4 0.7 01 0.0 0.0 22 02 00 00 36
3 44 01 0.0 0.0 51 12 0.1 00
2 10.3 22 04 0.0 51 44 12 0.1
1 6.1 64 34 05 38 4.8 53 26
8 4 09 01 0.0 00 24 02 00 00 36
3 4.7 02 0.0 0.0 4.7 13 02 0.0
2 10.2 24 04 0.0 4.2 46 25 1.0
1 58 2.8 44 3.8 30 19 39 6.3




Table S1 continues.
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