
856.4243

Peptide
Peptide

Peptide
Peptide

b4

HEK293‐WT_pyrQIHATPTPVR + HexNAc3
MS

MS2
HCD

MS2
CID

[M‐ ]2+

1



879.9207

Peptide

Peptide

[M‐ ]2+

[M‐ ]2+
Peptide

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex1HexNAc1NeuAc1
MS

MS2
HCD

MS2
CID

2



896.4249

Peptide

Peptide
b4 b5

Peptide Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc1
MS

MS2
HCD

MS2
CID

3



916.9367 

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex2HexNAc2
MS

MS2
HCD

MS2
CID

Peptide

Peptide

Peptide

b4

4



937.4514

Peptide
b4

HEK293‐WT_pyrQIHATPTPVR + Hex1HexNAc3
MS

MS2
HCD

MS2
CID

Peptide

Peptide

[M‐ ]2+

5



1018.4794

Peptide
Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc3
MS

MS2
HCD

MS2
CID

b4

[M‐ ]2+

Peptide

6



1025.4655

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex1HexNAc1NeuAc2
MS

MS2
HCD

MS2
CID

Peptide

b5 y5

[M‐ ]2+ Peptide

Peptide

7



1062.4862

Peptide

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc2NeuAc1
MS

MS2
HCD

MS2
CID

[M‐ ]2+

[M‐ ]2+

[M‐ ]2+

Peptide

Peptide

8



1078.9918

Peptide
Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex4HexNAc2
MS

MS2
HCD

MS2
CID

PeptidePeptide

9



1082.9989

Peptide

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex1HexNAc3NeuAc1
MS

MS2
HCD

MS2
CID

[M‐ ]2+

[M‐ ]2+

Peptide Peptide

[M‐ ]2+

10



1099.5034

1102.5984

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex3HexNAc3
MS

MS2
HCD

MS2
CID

Peptide

Peptide

[M‐ ]2+

Peptide

11



1120.0190

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc4
MS

MS2
HCD

MS2
CID

b4
1102.6006

Peptide
Peptide

[M‐ ]2+

12



805.6917

Peptide

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc2NeuAc2
MS

MS2
HCD

MS2
CID

b4

[M‐ ]2+

13



830.3717

Peptide
Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3NeuAc1
MS

MS2
HCD

MS2
CID

b4

[M‐ ]2+
[M‐ ]2+

14



844.0479

Peptide
Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc4NeuAc1
MS

MS2
HCD

MS2
CID

[M‐ ]2+
[M‐ ]2+

15



855.0493

Peptide
Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex4HexNAc4
MS

MS2
HCD

MS2
CID

[M‐ ]2+

16



868.7246

1102.6033Peptide
Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex3HexNAc5
MS

MS2
HCD

MS2
CID

[M‐ ]2+

17



952.0808

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex4HexNAc4NeuAc1
MS

MS2
HCD

MS2
CID

[M‐ ]2+

[M‐ ]2+

18



1024.4330

Peptide Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex3HexNAc3NeuAc3
MS

MS2
HCD

MS2
CID[M‐ ]2+

19



1049.1134

Peptide
Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex4HexNAc4NeuAc2
MS

MS2
HCD

MS2
CID

[M‐ ]2+[M‐ ]2+

20



1146.1435

Peptide

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex4HexNAc4NeuAc3
MS

MS2
HCD

MS2
CID

1102.6018

[M‐ ]2+

21



895.3634

+P +P

+P

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc1P2
MS

MS2
HCD

MS2
CID[M‐ ]2+

Peptide

+P

Peptide

22



936.4070

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc1P1
MS

MS2
HCD

MS2
CID

Peptide

+P

+P
+P

PeptidePeptide

23



+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc2P1
MS

MS2
HCD

MS2
CID

Peptide

+P

956.9213

+P

[M‐ ]2+

+P

PeptidePeptide

24



+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc2P2
MS

MS2
HCD

MS2
CID

Peptide

+P

996.9035

+P

+P

+P

+P
+P +P

PeptidePeptide

25



+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc2P1
MS

MS2
HCD

MS2
CID

Peptide

+P

1037.9470

1102.5994

+P

[M‐ ]2+

+P
PeptidePeptide

b4 b5

26



1058.4610

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc3P1
MS

MS2
HCD

MS2
CID

Peptide

+P
+P +P

+P+P

+P

+P

[M‐ ]2+

27



1098.4424

+P

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex2HexNAc3P2
MS

MS2
HCD

MS2
CID

Peptide

+P

+P

b5
+P

+P
+P

+P

[M‐ ]2+

28



1102.4679

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc2NeuAc1P1
MS

MS2
HCD

MS2
CID

Peptide

+P
+P

+P

Peptide

[M‐ ]2+

[M‐ ]2+

29



1139.4866

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3P1
MS

MS2
HCD

MS2
CID

Peptide

+P

1102.6007
b4

b5

+P

[M‐ ]2+

+P
Peptide

30



1160.0001

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc4P1
MS

MS2
HCD

MS2
CID

Peptide

+P

+P

[M‐ ]2+

+P
Peptide

31



1179.4691

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3P2
MS

MS2
HCD

MS2
CID

Peptide

+P+P
1102.5994

+P

+P

[M‐ ]2+

Peptide
+P

+P

32



1183.4945

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc2NeuAc1P1
MS

MS2
HCD

MS2
CID

Peptide
+P

[M‐ ]2+

Peptide
+P

33



1204.0075

672.8126

+P

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex2HexNAc3NeuAc1P1
MS

MS2
HCD

MS2
CID

Peptide

+P

+P

+P
Peptide

[M‐ ]2+

+P

34

b4



1212.5168
z=2

+P

632.8308
734.3687774.3489

774.7

+P

855.3788

815.4005

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3Fuc1P1
MS

MS2
HCD

MS2
CID

Peptide

+P
+P

[M‐ ]2+

[M‐ ]2+

Peptide +P

35



1233.0302

822.3562

551.8035

+P

632.8323 774.3569
855.3795

956.9205
1058.4623

+P

876.2

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc4Fuc1P1
MS

MS2
HCD

MS2
CID

Peptide

+P

+P

Peptide

[M‐ ]2+

[M‐ ]2+

Peptide

36



1239.9651

+P +P

1098.4410

+P

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc4P3
MS

MS2
HCD

MS2
CID

Peptide

Peptide

+P

+P

+P

[M‐ ]2+

P
+P

+P
+P

Peptide

37



1241.0286

827.6882
z=3

Hex3P1HexNAc4

+P

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc4P1
MS

MS2
HCD

MS2
CID

Peptide

Peptide

+P

+P
Peptide

[M‐ ]2+

38



841.3625
z=3

+P

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc5P1
MS

MS2
HCD

MS2
CID

Peptide
Peptide

+P

[M‐ ]2+

b4

39



857.0261

+P

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3NeuAc1P1
MS

MS2
HCD

MS2
CID

Peptide

Peptide

+P

[M‐ ]2+

[M‐ ]2+

40



1322.0543

+P

HCT116‐ISPD_pyrQIHATPTPVR + Hex4HexNAc4P1
MS

MS2
HCD

MS2
CID

Peptide
Peptide

+P

[M‐ ]2+

Peptide
+P

41



+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc3NeuAc2P1

MS

MS2
HCD

MS2
CID

Peptide

+P

900.0397

+P

[M‐ ]2+

[M‐ ]2+

b4

42



978.7350

753.8380+P

Peptide

HCT116‐WT_pyrQIHATPTPVR + Hex4HexNAc4NeuAc1P1

MS

MS2
HCD

MS2
CID

+P

[M‐ ]2+

[M‐ ]2+

Peptide

43



982.9077

+P

Peptide

HCT116‐FKRP_pyrQIHATPTPVR + Hex1HexNAc2P1RboP1

MS

MS2
HCD

+P

Peptide

+ RboP

Rbo P

44



1063.9325

+P

Peptide

HCT116‐FKRP_pyrQIHATPTPVR + Hex2HexNAc2P1RboP1

MS

MS2
HCD

MS2
CID

+P

Peptide

[M‐ ]2+Rbo P

+P

PeptideRbo P

Rbo P

45



1165.4720

+P

Peptide

HCT116‐FKRP_pyrQIHATPTPVR + Hex2HexNAc3P1RboP1

MS

MS2
HCD

MS2
CID

+P

Peptide

[M‐ ]2+Rbo P

+P
Peptide

[M‐ ]1+Rbo P

Rbo P

Rbo P

46



1205.4547
z=2

+P
+P

774.3503

+P

HEK293‐WT_pyrQIHATPTPVR + Hex2HexNAc3P2RboP1

MS

MS2
HCD

MS2
CID

+P

Peptide

[M‐ ]2+Rbo P

Peptide

+P

[M‐ ]1+Rbo P

47



1243.9546

+P+P

HEK293‐WT_pyrQIHATPTPVR + Hex1HexNAc2P1RboP2Pent1HexA1

MS

MS2
HCD

MS2
CID

Peptide

Peptide

Rbo PRbo P[M‐ ]1+

Rbo PRbo PRbo PRbo P

Rbo PRbo P

48



831.3351

+P

774.3532

233.0419

284.0527

366.1390

1102.5996

Peptide

HCT116‐FKRP_pyrQIHATPTPVR + Hex3HexNAc3P1RboP1

MS

MS2
HCD

MS2
CID

+P

Peptide

[M‐ ]2+Rbo P

[M‐ ]2+Rbo P

Rbo P

49



874.3494

233.0420

274.0921

284.0529

551.8038

+P

Peptide

HCT116‐FKRP_pyrQIHATPTPVR + Hex2HexNAc3NeuAc1P1RboP1

MS

MS2
HCD

MS2
CID

+P

Peptide

[M‐ ]2+Rbo P

+P

[M‐ ]2+Rbo P

Rbo P

50



+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3NeuAc1P1RboP1

MS

MS2
HCD

MS2
CID

+P
Peptide

[M‐ ]2+Rbo P

928.3665

[M‐ ]2+

Rbo P

Rbo P

51



1005.3695
z=3

1507.5499

+P

734.3682

774.3550

845.4012

447.0657

498.0760

480.0659

276.9867

284.0529

294.9980

204.0864
215.0313

233.0418

1170.7
855.8

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3P1RboP2Pent1HexA1

MS

MS2
HCD

MS2
CID

+P

Peptide

+P

Rbo PRbo P[M‐ ]2+

[M‐ ]2+
Rbo PRbo P

Rbo PRbo P

52



1102.3987

+P

Peptide

HEK293‐WT_pyrQIHATPTPVR + Hex3HexNAc3NeuAc1P1RboP2Pent1HexA1

MS

MS2
HCD

MS2
CID

Rbo PRbo P[M‐ ]1+

[M‐ ]2+
Rbo PRbo P

Rbo PRbo P

Rbo PRbo P

53



+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex1HexNAc2P1GroP1

MS

MS2
HCD

+P

Peptide

952.8957

PGro

54



1033.9217

+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex2HexNAc2P1GroP1

MS

MS2
HCD

MS2
CID

+P

Peptide

PGro[M‐ ]2+

PGro[M‐ ]1+

+P
Peptide

+P

PGro

PGro

55



1135.4625

+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex2HexNAc3P1GroP1

MS

MS2
HCD

MS2
CID

+P

Peptide

PGro[M‐ ]2+

+P

PGro[M‐ ]1+

PGro

PGro

56



811.3284

1102.6011
P+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex3HexNAc3P1GroP1

MS

MS2
HCD

MS2
CID

Peptide

PGro[M‐ ]2+

PGro

PGro

57



908.3601

1102.6017
P

1216.7

936.4067

1037.9462

632.8306

657.2357

+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex3HexNAc3NeuAc1P1GroP1

MS

MS2
HCD

MS2
CID

Peptide

PGro[M‐ ]2+

[M‐ ]2+

PGro

PGro

58



933.0386

1102.6018

1139.7

366.1391

672.8134
936.4063

855.3796 1037.9459

+P

Peptide

HCT116‐ISPD_pyrQIHATPTPVR + Hex4HexNAc4P1GroP1

MS

MS2
HCD

MS2
CID

P

Peptide

b4

PGro[M‐ ]2+

PGro

PGro

59


