SUPPLEMENTARY TABLE 4

Multi-Gaussian fit parameters of step size distribution from force-ramp data in Fig. 3c-d and S8

Fig.

Force (pN) Protein DNA Peakl (nm) Peak2 (nm) Peak3 (nm)
20 H3 Random 13+1.8 22+2.9 4216.2
20 H3 Centromeric 13+0.9 2213.6 47+7.1
20 CA Random 13+1.9 22+3.0 42+4.9
20 CA Centromeric 14+0.5 21+2.8 3716.6
30 H3 Random 12+1.8 23+2.5 34+4.5
30 H3 Centromeric 13+1.7 20£3.0 35144
30 CA Random 15+1.1 21+3.5 39+4.8
30 CA Centromeric 13+2.1 21+2.7 3614.8
40 H3* Random - 18+3.7 35+3.9
40 H3 Centromeric 13+1.0 19+2.9 39+5.2
40 CA Random 14+1.5 20+3.0 40+4.9
40 CA* Centromeric - 21+3.6 4617.5

* Three-Gaussian peak fitting does not reduce chi-square value comparing to two-Gaussian peak fitting.

** Error bars are standard deviation of the population distribution.




