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Supplementary information, Figure S3 Verification of the tetrameric organization
of Srel-CTD.

(A) Crosslinking of Sre1-CTD with glutaraldehyde. Left panel: Time course of
Srel-CTD crosslinking catalyzed by 0.1% glutaraldehyde. Right panel: Crosslinking
of Sre1-CTD with increasing concentration of glutaraldehyde for 2 hours. (B)
Sedimentation equilibrium AUC (AUC-SE) analysis of the crosslinked Srel-CTD.
The crosslinked Srel-CTD oligomer fits into a single species model with a measured

molecular weight of approximately 114 kDa, corresponding to a stable tetramer.



