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Fig. S3: In vivo levels of groEL and htpG  mRNAs as a function of  VirF30 or VirF21 were monitored by Real Time PCR 
in a virF-defective S. flexneri strain (M90T Fd) transformed with pMYSH6504, pF-M81L or pF-FS. Expression levels 
monitored in M90T were used as control. At least three wells were run for each sample, and error bars display the 
calculated maximum (RQMax) and minimum (RQMin) levels that represent standard error of the mean expression level 
(RQ value). The following oligos (Table S1) were used: groELQL/groELQR and htpGQL/htpGQR. 
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