Table S1. Oligodeoxyribonucleotides used in this study

Name Sequence (5’- 3") Used for
ML-296 ATATAGTTTGGTTATTCTGTTGAATTTATGATGGATGG oM
GGGACATAAAAACAAAATAGAT
ML-297 ATCTATTTTGTTTTTATGTCCCCCATCCATCATAAATTC o
AACAGAATAACCAAACTATAT
ML-394 CCTTGACAGAAATTTATTATTAAGCATTATTAGAATAC o
TGGAACCAATTTATTCATTTCA
ML-395 TGAAATGAATAAATTGGTTCCAGTATTCTAATAATGCT oM
TAATAATAAATTTCTGTCAAGG
ML-397 CCTTGACAGAAATTTATTATTAAGCATTATTAGAATAA oM
TCGAACCAATTTATTCATTTCA
ML-398 TGAAATGAATAAATTGGTTCGATTATTCTAATAATGCT o
TAATAATAAATTTCTGTCAAGG
ML-331 AAGGGCAAATTGCTTTTATAGAGGCGAAATATACAAA o
TAAACGTCTC
ML-332 GAGACGTTTATTTGTATATTTCGCCTCTATAAAAGCAA o
TTTGCCCTT
L1314 TGAATAAATTGGTTCCATTATTCTAATAACGCTTAATAATAA |
ATTTCTGTCAAGGCTTA
105 TAAGCCTTGACAGAAATTTATTATTAAGCGTTATTAGAATAA |
TGGAACCAATTTATTCA
VIrBOF CCAAGTTCTCGGATGCTATGC JRT-PCR
VIrBOR CTCTTGATGCCAGAAAACTAGCAA JRT-PCR
icSAQF TGATGGACTTTCTCCCTTGGG JRT-PCR
icsSAOR TACCACGCATCCATTCCATCT JRT-PCR
QroELOF TCTGTGGCTGGCCTGATGA JRT-PCR
groELOR TTTTTCGGCAGGTCGGTAAC JRT-PCR
htpGQF CAACCGCGTTGAAGGTAAGC JRT-PCR
htpGOR GACGGGATGTACAGCAGGCT JRT-PCR
lacZQF CCCATCTACACCAACGTGACC JRT-PCR
lacZOR AACAAACGGCGGATTGACC JRT-PCR
mdhQF CCTGGTACAGCAAGTTGCG JRT-PCR
mdhQR CGTAGGCACATTCGACAACG JRT-PCR
ML-512 TCAACAATCTTCCTTATCTGATC Primer Extension
ML-1314 TTAACCCCCTTTTCTCCTC Primer Extension
ML-U25 GTTTCATTGCCTGAGCTA Toeprinting
ML-U26 CAAATCGATAGAAACCTC Toeprinting
GN20 TACGGATCCATTCTTAATAACGGAAAG Northern
FsinR GGGATCCCCATCTGGC Northern
ML-333 NNNGGATCCATGGGACATAAAAACAAAATAG Z:;Ef% gAC-3O
ML-335 NNNGGATCCATGGAACCAATTTATTCATTTC ZILE?;SAC'”
ML-336 v!ngo pAC30 and
NNNGGATCCGGAAAACCCATCTGGCAA VirFy; pAC21
cloning
ML-438 NNNGGATCCTTAATACGACTCACTATAGACAGAAATT T7-virF5 pAC-30-
TCTTAGTTACTCT ET cloning
L566 TTACTATTTATCGTCGTCATCTTTGTAGTCAAATTTTTT T7-VirF4 pAC-30-
ATGATATAAGTAAAATTTCA ET cloning
LU TCGACTTAATACGACTCACTATAGGGTCCATTACTGATGAGT | T7-HH pAC-T7-HH
CCGTGAGGACGAAACGGTACTCGGTACCGTCG cloning
ML-U13" GATCCGACGGTACCGAGTACCGTTTCGTCCTCACGGACTCAT | T7-HH pAC-T7-HH
CAGTAATGGACCCTATAGTGAGTCGTATTAAG cloning
VirF+309-FT pAC-
ML-U7 NNNGGTACCGTCTAATGGAACCAATTTATTCATTTC T7-HH-21-FT

cloning




VirF+309-FT pAC-

ML-US NNNGGATCCCAGTCATAGCCGAATAGCCT T7-HH-21-FT
cloning

FustradFL TTAGGATCCATATCCATCATAAATTC ‘é:;’;iﬁg""‘A fusion

FustradFS ATAGGATCCATAAATTCAACAGAATA ‘é:;’;iﬁg"'m fusion

ML-496 CTGGATCCTCCGCTTCCTTTAGCAGC ‘é:;’;l:]zcz fusion

ML-330 NNNGGATCCATAGAAACCTCCTCCTCAGA ‘é:;’;l:%cz fusion
Transcriptional

ML-334 NNNGGATCCATGACGGTTAGCTCAGGCAATG virF-lacZ fusion
cloning
Transcriptional

ML-1342 NNNGGATCCGAATAATGGAACCAATTTATTC virF-lacZ fusion
cloning
Transcriptional

ML-1343 NNNGATCCGAGCGAAATATACAAATAAACG virF-lacZ fusion
cloning

bX5 GGAGCTCTCACATCAG virB-lacZ prg-lacz
fusion cloning

bx6 GTCGTTGCACAAATCC VIrB-1acZ pure-lacz
fusion cloning

ML.UL GAAATTAATACGACTCACTATAGACAGAAATTTCTTAGTTAC | virF RL mRNA

T template for in vitro

transcription
VirF R2 mRNA

ML-U20 TAATACGACTCACTATAGGG template for in vitro

transcription

virF R1 and R2
ML-982 NNNGGATCCTGAGGGGATCTTGAAGTTCC mRNA template for
in vitro transcription

virF-lacZ pvirF-

QH7- TAGGGATCCAAGCGAACCTTTATATC .
lacZ cloning
GAAATTAATACGACTCACTATAGGGAGATTATAAGCCTTGA | YIFaPCR
ML-U3 template for in vitro
CAGA )
translation
Vingl PCR
ML-U28 GGGATCCCCATCTGGC template for in vitro
translation
DNase |
ML-U30 GGTTATAGTCCCTTTCAGTGCA S
footprinting
ML-U29 CAAGCGAACCTTTATATC DNase |

footprinting

*SDM: Site Directed Mutagenesis
*The underlined nucleotides specify the hammerhead sequence used for mRNA cleavage




