Table S3. Plasmids used in this study

Plasmid name Description Source/
Reference

pMY SH6504 pBR322 derivative carrying S. flexneri virF gene (1)

pF-M4G pMY SH6504 derivative with ATG to GGG mutation at positions 71- This study
73 in virF (primer pairs used: ML-296 /ML-297)

pF-M81L pMY SH6504 derivative with ATG to CTG mutation at positions 311- This study
313 in virF (ML-394/ML-395)

pF-M81l pMY SH6504 derivative with ATG to ATC mutation at positions 311- This study
313 in virF (ML-397/ML-398)

pF-FS pMY SH6504 derivative with insertion G after position 208 in virF This study
(ML-331/ML-332)

puirg-lacZ virB-lacZ transcriptional fusion in pRS415 (bx5/bx6) This study

pFL-1A virF-lacZ translational fusion, virF (-289 to +64), from Metl in This study
frame with the CDS of lacZ (ML-496/ML- FustradFS)

pFL-4A virF-lacZ translational fusion, virF (-289 to +73) from Met4 in frame This study
with the CDS of lacZ (ML-496/ML- FustradFL)

pFL-M4G pFL-4A with mutations ATG to GGG at positions 71-73) in virF This study
(ML- ML-296 /ML-297)

pVirF-lacZ virF(wt)-lacZ translational fusion in pRS414 (pos: -289 to +104) This study
(ML-496/Qh7)

pRS-6504 virF(wt)-lacZ translational fusion in pRS414 (pos: -289 to +405) This study
(ML-496/ML-330)

pRS-M81L virF(M81L)-lacZ translational fusion in pRS414 This study
(ML-496/ML-330)

pRS-M4G virF(M4G)-lacZ translational fusion in pRS414 (ML-496/ML-330) This study

pRS-FS virF(FS)-lacZ translational fusion in pRS414 (ML-496/ML-330) This study

pAC-30 pGIP7 derivative carrying virF3M81L ORF (ML-333/ML-336) This study

pAC-21 pGIP7 derivative carrying virF,; ORF (ML-335/ML-336) This study

pRS-F(+70) virF-lacZ transcriptional fusion in pRS415 (pos: +70 to +405) (ML- This study
333/ML-330)

PRS-F(+145) As pRS-F(+70) but from +145 to +405 (ML-334/ML-330) This study

PRS-F(+205) As pRS-F(+70) but from +205 to +405) (ML-1343/ML-330) This study

PRS-F(+305) As pRS-F(+70) but from +305 to +405) (ML-1342/ML-330) This study

pRS-F(+205 -10mut) | pRS-F(+205) derivative with mutations CATTAT to CGTTAT at This study
position +298 to +303 in virF (ML-1344/ML-1345)

pAC-T730-FT pACYC184 derivative carrying virF sequence (+1) under the control This study
of a T7 promoter (ML-438/ML-566)

pAC-T7-HH pACYC184 derivative with a T7 promoter and a specific This study
hammerhead ribozyme for virF (ML-U6/ML-U13)

pAC-T7-HH-FT pACYC184 derivative carrying virF sequence (+309) preceded by a
T7 promoter and a specific hammerhead ribozyme sequence (ML- This study
U7/ML-U8)

pGIP7 pACYC184 derivative carrying lacl gene and Py (2)

pACYC184 Medium copy number cloning vector (3)

pRS415 LacZ transcriptional fusion vector (4)

pRS414 LacZ translational fusion vector (4)
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