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Supplementary Figure 1: The frequency, by type, of spontaneous or BaP-induced lacZ
mutations recovered from sperm 42 days after treatment. The frequency of each mutation type
was determined by multiplying the lacZ mutation frequency after clonal correction (Table 1) by
the proportion of each mutation type observed (Figure 2). For example, the mutation frequency
for BaP after correction was 9.5 x 10, and the proportion of G:C = T:A was 0.40 therefore, the

mutation frequency of G:C > T:A in BaP was 3.8 x 107.

Supplementary Table 1: The position, type, and clone count for each independent lacZ

mutation sequenced.

Supplementary Table 2: Sequence context analysis of spontaneous or BaP-induced lacZ

mutations recovered from sperm 42 days after treatment.

Supplementary Table 3: The position and frequency of spontaneous and BaP-induced
mutations at identified mutation hotspots in lacZ transgenes recovered from sperm 42 days after

treatment.

Supplementary Table 4: The proportion of spontaneous and BaP-induced base-substitutions
that resulted in stop, missense or silent codon mutations in lacZ recovered from sperm 42 days

after treatment.
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Supplementary Table 4: The proportion of spontaneous and BaP-induced base-substitutions that resulted in stop,
missense or silent codon mutations in lacZ recovered from sperm 42 days after treatment.

% Control % BaP
stop 56.4 48.2
43.6 46.2
0 5.6

Control BaP




