Figure S6. Genetic complementation of mutant strains AgonCM, AgonD3, AgonE,
AgonG1, AgonG2 and AgonG3. UPLC analysis of PM100117 (1) and PM100118 (2)
production in strains GUA-pSETH, CgonCM, CgonD3, CgonE, CgonG1, CgonG2 and
CgonG3.
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