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Supplementary Figure 2. Alignment of cytosolic glutathione reductase 1 (GR1; At3g24710) and
the plastid and mitochondria localized GR2 (At2g54660) from Arabidopsis thaliana with the
single identified homologous GR protein sequence from maize (GenBank accession no.
AJ006055) with the CLUSTALW software. The alignment of these sequences showed sequence
identity of maize GR of approximately 52% with GR1 and 78% with GR2 from Arabidopsis.



