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CACNA1E TMEM247 (closeto TET3) SPHKAP ZNF385D C30ORF62/USP4
? 3 9—|—8 ? 3 9—|—6 ? 3 9 3
G | AIG T | A G | G |

? J J ? ? 3

C/IG AIG G/T A/G C/IG A/G
rs2609478 rs11125075 rs1667618 rs74459498 rs62236195 rs56306491
TCCGGGC CAGAGAC TCGTCGC TGGAGTG cCcCGGCGG CATGGAA

Hpall digested * * * * * *
DNA
iahtd  bealof Bl bonseoll bafasndl  handens
PL 70 PL 44 PL 97 PL 62 PL 50 PL 64
EFccC1 FGF12 PDE6B SH3BP2 STX18-AS1 GPR78
? 3 % g 9 g 9 3 9 3 9 3
A/G | G | A | C/G | C | A |

3 ? ? ? ? ?

A/G GIT A/G C/IG C/G A/C
rs1871951 rs3109189 rs7436737 rs28507721 rs6842024 rs17844777
AGCGCGG GCGGTTA GCAACCC GCCCGARA TCCCGCT CAGAGALC

Hpall digested * * * * *

PNA T A T S AN

PL 64 PL 95 PL 94 PL 94 PL 95 PL 61
GRID2 (promoter)  SFRP2 DLGAP2 R3HCC1 DENND3 OPCML

? 3 9 3 9 3 9 3 % 3 % 3

R R A R

? o} 3 ? 3 ?

AT CIT GIT A/G C/IG AIG
rs6855766 rs4643790 rs6996211 rs11546682 rs3739232 rs72653405
GACIGCC CGG:CAA GCCTGGA TCCGCCG GCTGTGC TTTGCCG

Hpall digested /\ * * * *

DNA [alin AN /\/\/\/\/\ MAAA AN\/\/\ ANAAA
PL 93 PL 26 PL 45 PL 62 PL 45 PL 61
CACNA1C FGF14 PAPLN-AS1 RYR3 Chr. 18 CACNA1A
? 3 9 3 9 3 9 3 9 3 9 3
T R R R RO R

? ? ? ? ? ?

CIT C/IG A/C AIT C/G AIG
rs11062319 rs2252594 rs2242609 rs79030891 rs57055767 rs16003
cCTCTGCG AGCCCcCCC CCAACGT GCGAGGA CAGCCCC TCCGCCT

Hpall digested * * * * * *

DNA

[\/\ AN [BAnafA A sl nnvl
PL 46 PL 61 PL 61 PL 50 PL 70 PL 50
ACTL10 TPTEP1 CACNA1I
9—|—6 9—|—6 9—|—6
A C C

? 3 3

AIG A/C AIG
rs3746459 rs7285553 rs136853
GCCAACG cGeGGCCTT CACGTTC

Hpall digested * * *

PNA Anal\ AN

PL 94 PL 64 PL 64




