
129,405,000129,410,000129,415,000129,420,000129,425,000

miR-182miR-96miR-183
chr7(q32.2)
(-) strand

TF ChIP-seq

WT
40

0

DroKO
40

0

135,810,000135,820,000135,830,000135,840,000135,850,000

miR-30bmiR-30d

135,800,000 chr8(q24.22)
(-) strand

TF ChIP-seq

WT
20

0

DroKO
20

0

73,450,00073,500,000

miR-421miR-374bmiR-545miR-374a
chrX(q13.2)
(-) strand

TF ChIP-seq

WT
50

DroKO
50
0

0

45,650,00045,700,000

miR-221
miR-222

chrX(p11.3)
(-) strand

TF ChIP-seq

WT
100

0

DroKO
100

0

21,450,00021,500,00021,550,00021,600,000

miR-31

IFNA2IFNA8IFNA1IFNE

chr9(p21.3)
(-) strand

TF ChIP-seq

WT
80

0

DroKO
80

0

63,000,000 63,005,000 63,010,000

let-7i

chr12(q14.1)
(+) strand

TF ChIP-seq

WT
30

0

DroKO
30

0

A Pri-let-7i B Pri-miR-183~96~182

C Pri-miR-30d~30b D Pri-miR-374a~374b~421

E Pri-miR-222~221 F Pri-miR-31


