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Figure S1: SETD3 methylates FoxM1 in vitro A.  In-vitro methylation in the presence 

of 3H-labeled SAM with recombinant His-FoxM1 and His-sumo-SETD3. Coomassie 

stain of the recombinant proteins used in the reaction is shown below. B. ELISA signal 

intensity (OD 450nm) of the indicated proteins that were subjected to in-vitro 

methylation reaction followed by detection with His-FLAG-MBT protein. Data are 

representative of three independent experiments (error bars, S.D.). Schematics of the 

ELISA approach for the identification of methylated proteins is shown above. 
 


