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Molecular weight markers (lane 1) lysates of control cells (lane 2), cells treated with LY294002-50uM 

(lane 3), MK2206-10uM (lane4), Rapamycin-20nM (lane 5), AZD8055-500nM (lane 6), LY+SB 216367 

(lane 7), AZD+SB 216763 (lane 8) and SB 216763 (lane 9).  
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Supplementary Fig S3: 31P-NMR spectra of AZD8055 treated cells extract before (Red) and 

after (blue) addition of commercially available UDP-glucose. Whole spectra (A) and 

Expanded (B). 
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Supplementary Fig S4: 31P-NMR spectra of LY294002 treated cells extract before (blue) and 

after (red) addition of commercially available UDP-Nacetylglucosamine. Whole spectra (A) 

and expanded (B). 
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Supplementary Fig S5: Representative spectra of extracts from control (A) and SB216763 

(33µM) treated (B) MDA-MB-468 cells   

 

 

Supplementary Fig S6) Representative spectra of extracts from control (A) and staurosporine 

treated (B) MDA-MB-468 cells   

 

  

PCho 

Pi 

PDE 

γNTP 

αNTP 

UDP-sugars 
βNTP 



Supplementary Fig S7: Representative spectra of extracts from control (A) and GSK2334470 

(B) treated MDA-MB-468 cells   

 

 

 

Supplementary Fig S8: Representative spectra of extracts from control (A) and H-89 treated 

(B) MDA-MB-468 cells  
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Supplementary Fig S9) Representative western blot of total and phosphor-GSK in untreated 

(con) and H89-treated (24h) MDA-MB-468 cells   

 

 


