
Uniprot ID EIC islet.Protein namesEIC Gene namesFasta headersNumber of proteinsPeptides Razor + unique peptidesUnique peptidesMol. weight [kDa]Sequence lengthSequence lengthsQ-value Score LFQ intensity 100_1_1_1LFQ intensity 100_1_1_2LFQ intensity 100_1_2_1LFQ intensity 100_1_2_2LFQ intensity 100_2_1_1LFQ intensity 100_2_1_2LFQ intensity 100_2_2_1LFQ intensity 100_2_2_2LFQ intensity 1000_1_1LFQ intensity 1000_1_2LFQ intensity 1000_2_1LFQ intensity 1000_2_2LFQ intensity 200_1_1LFQ intensity 200_1_2LFQ intensity 200_2_1LFQ intensity 200_2_2LFQ intensity 50_1_1_1LFQ intensity 50_1_1_2LFQ intensity 50_1_2_1LFQ intensity 50_1_2_2LFQ intensity 50_2_1_1LFQ intensity 50_2_1_2LFQ intensity 50_2_2_1LFQ intensity 50_2_2_2LFQ intensity 500_1_1LFQ intensity 500_1_2LFQ intensity 500_2_1LFQ intensity 500_2_2

Q9H3R2 Mucin-13 MUC13 >sp|Q9H3R2|MUC13_HUMAN Mucin-13 OS=Homo sapiens GN=MUC13 PE=1 SV=31 4 4 4 54.603 512 512 0 60.998 0 0 0 0 0 0 0 0 3920500 8171300 4088100 2763600 0 2848000 3308600 1588900 0 0 0 0 0 0 2764900 1953500 2863600 3524300 2759300 3480300

P40306 Proteasome subunit beta type-10PSMB10 >tr|J3QL48|J3QL48_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1;>tr|J3QQN1|J3QQN1_HUMAN Proteasome subunit beta type-10 (Fragment) OS=Homo sapiens GN=PSMB10 PE=1 SV=1;>sp|P40306|PSB10_HUMAN Proteasome subunit beta type-10 OS=Homo sapie3 1 1 1 8.2133 77 77;138;273 0 11.182 0 0 0 0 0 0 0 0 0 6450500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60216 Double-strand-break repair protein rad21 homologRAD21 >sp|O60216|RAD21_HUMAN Double-strand-break repair protein rad21 homolog OS=Homo sapiens GN=RAD21 PE=1 SV=21 3 3 3 71.689 631 631 0 9.2818 0 0 0 0 0 0 0 0 0 5091700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O00442 RNA 3-terminal phosphate cyclaseRTCA >sp|O00442|RTCA_HUMAN RNA 3-terminal phosphate cyclase OS=Homo sapiens GN=RTCA PE=1 SV=1;>sp|O00442-2|RTCA_HUMAN Isoform 2 of RNA 3-terminal phosphate cyclase OS=Homo sapiens GN=RTCA3 3 3 3 39.336 366 366;379;49 0 22.664 0 0 0 0 0 0 0 0 6631300 4931700 1164100 2338100 0 2057000 2535400 2405100 0 0 0 0 0 0 0 0 5365900 3598600 0 7630900

P49354 Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alphaFNTA >tr|B3KVN2|B3KVN2_HUMAN Farnesyltransferase, CAAX box, alpha, isoform CRA_c OS=Homo sapiens GN=FNTA PE=1 SV=1;>sp|P49354-2|FNTA_HUMAN Isoform 2 of Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Homo sapiens GN=FNTA;>sp|P493546 2 2 2 27.443 228 228;312;379;60;197;2490 4.4071 0 0 0 0 0 0 0 0 662250 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P01275 Glucagon;Glicentin;Glicentin-related polypeptide;Oxyntomodulin;Glucagon;Glucagon-like peptide 1;Glucagon-like peptide 1(7-37);Glucagon-like peptide 1(7-36);Glucagon-like peptide 2GCG >sp|P01275|GLUC_HUMAN Glucagon OS=Homo sapiens GN=GCG PE=1 SV=31 23 23 23 20.909 180 180 0 323.31 6.34E+08 9.36E+08 1.22E+09 7.5E+08 2.69E+09 1.88E+09 1.03E+09 2.05E+09 4.29E+09 3.79E+09 1.58E+09 8.12E+08 2.92E+09 1.67E+09 6.58E+09 6.88E+09 9.25E+08 7.58E+08 9.38E+08 6.71E+08 4.02E+08 2.66E+08 3.68E+08 1.18E+08 1.14E+09 7.42E+08 2.06E+09 4.45E+09

P63261 "Actin, cytoplasmic 2;Actin, cytoplasmic 2, N-terminally processed"ACTG1 >sp|P63261|ACTG_HUMAN Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1;>tr|I3L3I0|I3L3I0_HUMAN Actin, cytoplasmic 2, N-terminally processed (Fragment) OS=Homo sapiens GN=ACTG1 PE=1 SV=1;>tr|I3L1U9|I3L1U9_HUMAN Actin, cytoplasmic 2, N-terminally proc7 31 31 2 41.792 375 375;214;214;242;133;164;1980 323.31 2.34E+09 2.21E+09 2.54E+09 2.83E+09 1.64E+09 1.96E+09 1.12E+09 1.22E+09 1.87E+09 2.15E+09 9.45E+08 1.13E+09 2.32E+09 2.57E+09 2.2E+09 2.3E+09 2.03E+09 2.35E+09 2.3E+09 2.09E+09 7.14E+08 1.06E+09 6.23E+08 6.83E+08 1.45E+09 1.67E+09 1.36E+09 1.27E+09

P01308 Insulin;Insulin B chain;Insulin A chainINS >sp|P01308|INS_HUMAN Insulin OS=Homo sapiens GN=INS PE=1 SV=14 7 7 7 11.981 110 110;98;92;200 0 323.31 1.2E+09 9.51E+08 7.41E+08 8.07E+08 1.43E+09 9.98E+08 1.96E+09 1.17E+09 1.14E+09 1.33E+09 9.74E+08 1.71E+09 8.37E+08 1.35E+09 1.1E+09 1.17E+09 8.84E+08 1.01E+09 8.09E+08 7.02E+08 7.19E+08 1.04E+09 6.23E+08 1.59E+09 2E+09 2.9E+09 1.34E+09 9.84E+08

P00352 Retinal dehydrogenase 1ALDH1A1 >sp|P00352|AL1A1_HUMAN Retinal dehydrogenase 1 OS=Homo sapiens GN=ALDH1A1 PE=1 SV=210 36 36 21 54.861 501 501;230;238;405;489;422;480;497;512;5180 323.31 4.79E+08 5.5E+08 5.58E+08 5.58E+08 4.95E+08 6.05E+08 5.25E+08 5.25E+08 5.44E+08 8.28E+08 3.69E+08 3.55E+08 5.01E+08 5.56E+08 4E+08 4.3E+08 4.84E+08 4.56E+08 4.74E+08 4.85E+08 4.38E+08 4E+08 3.77E+08 3.25E+08 4.68E+08 5.54E+08 3.64E+08 3.86E+08

P04406 Glyceraldehyde-3-phosphate dehydrogenaseGAPDH >sp|P04406|G3P_HUMAN Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3;>sp|P04406-2|G3P_HUMAN Isoform 2 of Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH;>tr|E7EUT5|E7EUT5_HUMAN Glyceraldehyde-3-phosphate dehydr3 21 21 21 36.053 335 335;293;260 0 323.31 3.73E+08 4.31E+08 5.64E+08 5.23E+08 3.82E+08 4.06E+08 4.39E+08 4.57E+08 8.88E+08 6.44E+08 5.83E+08 3.06E+08 7.12E+08 6.53E+08 3.77E+08 3.06E+08 3.47E+08 3.79E+08 4.01E+08 3.84E+08 2.02E+08 4.36E+08 2.17E+08 1.8E+08 5.67E+08 4.85E+08 4.54E+08 4.22E+08

P62807 Histone H2B;Histone H2B type 1-M;Histone H2B type 1-N;Histone H2B type 1-H;Histone H2B type 2-F;Histone H2B type 1-C/E/F/G/I;Histone H2B type 1-D;Histone H2B type 1-L;Histone H2B type 1-K;Histone H2B type F-SHIST1H2BN>tr|U3KQK0|U3KQK0_HUMAN Histone H2B OS=Homo sapiens GN=HIST1H2BN PE=1 SV=1;>sp|Q99879|H2B1M_HUMAN Histone H2B type 1-M OS=Homo sapiens GN=HIST1H2BM PE=1 SV=3;>sp|Q99877|H2B1N_HUMAN Histone H2B type 1-N OS=Homo sapiens GN=HIST1H2BN PE=1 SV=3;>sp|Q93079|H2B112 19 19 5 18.804 166 166;126;126;126;126;126;126;134;126;126;126;1270 323.31 5.63E+08 5.42E+08 2.14E+08 2.5E+08 3.54E+08 2.74E+08 3.24E+08 2.97E+08 5E+08 6.05E+08 6.64E+08 5.47E+08 3.21E+08 2.47E+08 1.26E+09 1.83E+09 6.84E+08 5.18E+08 2.81E+08 6.68E+08 81105000 87480000 94283000 1.95E+08 4.18E+08 9.42E+08 6.83E+08 5.82E+08

P14618 Pyruvate kinase PKM;Pyruvate kinasePKM >sp|P14618|KPYM_HUMAN Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4;>sp|P14618-3|KPYM_HUMAN Isoform 3 of Pyruvate kinase PKM OS=Homo sapiens GN=PKM;>tr|B4DNK4|B4DNK4_HUMAN Pyruvate kinase OS=Homo sapiens GN=PKM PE=2 SV=1;>tr|H3BQ34|H3BQ34_HUMAN Pyru12 37 37 4 57.936 531 531;516;457;281;162;168;151;82;52;69;543;5740 323.31 2.54E+08 2.61E+08 2.79E+08 2.75E+08 3.01E+08 2.52E+08 2.83E+08 4.04E+08 3.64E+08 5.09E+08 2.72E+08 3.26E+08 4.18E+08 3.21E+08 2.94E+08 2.91E+08 2.58E+08 2.36E+08 2.51E+08 2.32E+08 1.35E+08 1.64E+08 1.36E+08 1.04E+08 3.91E+08 3.83E+08 2.76E+08 2.86E+08

Q16836 "Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial"HADH >sp|Q16836|HCDH_HUMAN Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Homo sapiens GN=HADH PE=1 SV=3;>tr|E9PF18|E9PF18_HUMAN Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Homo sapiens GN=HADH PE=1 SV=1;>tr|A0A0A0MSE2|A0A0A0MSE2_HUMAN Hydrox5 16 16 16 34.293 314 314;318;390;331;3900 323.31 2.15E+08 2.23E+08 4.42E+08 4.84E+08 48717000 34827000 18307000 25215000 4.59E+08 4.91E+08 35771000 22686000 3.91E+08 3.88E+08 71016000 58986000 5.6E+08 6.77E+08 5.46E+08 3.87E+08 6665700 7294400 7396100 5313000 49194000 64099000 31478000 17923000

P06733 Alpha-enolaseENO1 >sp|P06733|ENOA_HUMAN Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2;>sp|P06733-2|ENOA_HUMAN Isoform MBP-1 of Alpha-enolase OS=Homo sapiens GN=ENO18 36 36 33 47.168 434 434;341;195;148;154;196;212;2830 323.31 3.54E+08 3.6E+08 4.22E+08 3.73E+08 3.61E+08 3.34E+08 3.22E+08 3.35E+08 2.98E+08 4.64E+08 3.53E+08 4.61E+08 4.12E+08 4.77E+08 3.97E+08 2.92E+08 3.36E+08 3.5E+08 3.34E+08 3.27E+08 2.84E+08 2.98E+08 1.65E+08 1.88E+08 5.98E+08 4.03E+08 3.53E+08 4.29E+08

P68371 Tubulin beta-4B chainTUBB4B >sp|P68371|TBB4B_HUMAN Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=11 26 26 2 49.83 445 445 0 323.31 3.48E+08 3.13E+08 3.19E+08 3.84E+08 2.3E+08 2.55E+08 1.96E+08 1.47E+08 5.31E+08 4.62E+08 1.21E+08 1.18E+08 3.41E+08 3.75E+08 3.6E+08 3.8E+08 2.44E+08 2.44E+08 3.16E+08 3.24E+08 57073000 1.06E+08 1.21E+08 1.06E+08 1.01E+08 1.05E+08 1.22E+08 1.51E+08

P06576 "ATP synthase subunit beta, mitochondrial;ATP synthase subunit beta"ATP5B >sp|P06576|ATPB_HUMAN ATP synthase subunit beta, mitochondrial OS=Homo sapiens GN=ATP5B PE=1 SV=3;>tr|H0YH81|H0YH81_HUMAN ATP synthase subunit beta (Fragment) OS=Homo sapiens GN=ATP5B PE=1 SV=1;>tr|F8W079|F8W079_HUMAN ATP synthase subunit beta, mitochondri5 35 35 35 56.559 529 529;362;284;270;1330 323.31 3.4E+08 3.66E+08 3.68E+08 3.39E+08 1.24E+08 1.26E+08 1.24E+08 1.45E+08 4.43E+08 4.26E+08 3.82E+08 2.78E+08 3.39E+08 3.59E+08 4.32E+08 4.26E+08 3.31E+08 3.21E+08 3.5E+08 3.32E+08 39333000 39355000 84933000 82867000 2.07E+08 1.41E+08 1.88E+08 2.74E+08

P00558 Phosphoglycerate kinase 1PGK1 >sp|P00558|PGK1_HUMAN Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3;>sp|P00558-2|PGK1_HUMAN Isoform 2 of Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK13 35 35 35 44.614 417 417;389;417 0 323.31 3.16E+08 3.15E+08 3.5E+08 3.83E+08 2.96E+08 3.96E+08 2.9E+08 3.15E+08 5.47E+08 4.01E+08 2.86E+08 2.96E+08 5.05E+08 5.45E+08 3.38E+08 3.23E+08 3.08E+08 3.12E+08 2.9E+08 2.95E+08 1.03E+08 1.75E+08 1.13E+08 1.96E+08 4.89E+08 4.35E+08 3.63E+08 3.2E+08

P62805 Histone H4HIST1H4A >sp|P62805|H4_HUMAN Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=21 19 19 19 11.367 103 103 0 178.19 8.84E+08 8.35E+08 7.04E+08 7.76E+08 3.61E+08 3.14E+08 3.71E+08 3.7E+08 4.5E+08 3.87E+08 5.7E+08 4.87E+08 6.84E+08 6.97E+08 8.67E+08 1.05E+09 1.07E+09 9.04E+08 1.15E+09 1.02E+09 79988000 62696000 73579000 47215000 8.3E+08 9.63E+08 7.29E+08 5.87E+08

P62937 "Peptidyl-prolyl cis-trans isomerase A;Peptidyl-prolyl cis-trans isomerase A, N-terminally processed;Peptidyl-prolyl cis-trans isomerase"PPIA >sp|P62937|PPIA_HUMAN Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 SV=2;>sp|P62937-2|PPIA_HUMAN Isoform 2 of Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA;>tr|F8WE65|F8WE65_HUMAN Peptidyl-prolyl cis-trans isomerase OS=10 16 16 16 18.012 165 165;105;120;121;164;164;164;164;58;1640 255.13 2.51E+08 2.58E+08 3.29E+08 3.03E+08 2.75E+08 2.73E+08 2.71E+08 1.92E+08 4.15E+08 3.65E+08 1.96E+08 1.8E+08 2.79E+08 3.89E+08 2.67E+08 2.27E+08 3.62E+08 2.71E+08 2.5E+08 2.6E+08 1.41E+08 2.14E+08 1.76E+08 1.66E+08 1.86E+08 1.8E+08 1.56E+08 1.68E+08

P09211 Glutathione S-transferase PGSTP1 >sp|P09211|GSTP1_HUMAN Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2;>tr|A8MX94|A8MX94_HUMAN Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=14 10 10 10 23.356 210 210;174;79;69 0 323.31 47035000 36785000 50995000 83144000 1.09E+08 1.29E+08 86777000 1.09E+08 1.77E+08 3.21E+08 95871000 1.3E+08 3.05E+08 1.38E+08 5.04E+08 1.99E+08 54366000 45892000 54345000 49974000 9814400 8788000 21032000 11549000 82204000 1.02E+08 1.39E+08 99926000

P11021 78 kDa glucose-regulated proteinHSPA5 >sp|P11021|GRP78_HUMAN 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=21 54 54 53 72.332 654 654 0 323.31 3.65E+08 3.73E+08 3.54E+08 3.7E+08 4.49E+08 4.51E+08 4.77E+08 4.73E+08 3.43E+08 3.1E+08 4.69E+08 4.84E+08 3.36E+08 4.09E+08 4.98E+08 4.85E+08 3.7E+08 3.81E+08 3.5E+08 3.88E+08 4.54E+08 5.69E+08 6.89E+08 7.22E+08 4.16E+08 4.47E+08 5.03E+08 5.31E+08

P62158 CalmodulinCALM2 >tr|H0Y7A7|H0Y7A7_HUMAN Calmodulin (Fragment) OS=Homo sapiens GN=CALM2 PE=1 SV=1;>sp|P62158|CALM_HUMAN Calmodulin OS=Homo sapiens GN=CALM1 PE=1 SV=2;>tr|E7ETZ0|E7ETZ0_HUMAN Calmodulin OS=Homo sapiens GN=CALM1 PE=1 SV=1;>tr|E7EMB3|E7EMB3_HUMAN Calmodulin OS13 8 8 8 20.762 187 187;149;150;196;83;65;83;113;98;76;145;149;1600 200.58 2.89E+08 2.77E+08 2.38E+08 2.19E+08 2.14E+08 1.82E+08 2.99E+08 3.02E+08 4.48E+08 2.67E+08 2.51E+08 2.52E+08 2.65E+08 2.45E+08 2.4E+08 1.79E+08 1.85E+08 2.77E+08 2.36E+08 2.22E+08 1.33E+08 1.03E+08 16155000 66482000 4.55E+08 5.23E+08 2.71E+08 3.04E+08

P16870 Carboxypeptidase ECPE >sp|P16870-2|CBPE_HUMAN Isoform 2 of Carboxypeptidase E OS=Homo sapiens GN=CPE;>sp|P16870|CBPE_HUMAN Carboxypeptidase E OS=Homo sapiens GN=CPE PE=1 SV=16 31 31 31 49.885 440 440;476;157;139;147;1080 323.31 1.93E+08 2.12E+08 2.6E+08 2.43E+08 1.89E+08 2.02E+08 2.06E+08 1.91E+08 2.51E+08 2.63E+08 1.48E+08 1.39E+08 2.48E+08 2.35E+08 1.61E+08 1.43E+08 2.17E+08 2.16E+08 1.93E+08 1.9E+08 91939000 77178000 75986000 1.1E+08 2.45E+08 2.24E+08 1.5E+08 1.17E+08

P14174 Macrophage migration inhibitory factorMIF >sp|P14174|MIF_HUMAN Macrophage migration inhibitory factor OS=Homo sapiens GN=MIF PE=1 SV=41 6 6 6 12.476 115 115 0 50.303 68084000 88799000 85777000 99233000 40686000 32770000 31288000 26107000 91857000 2.55E+08 0 0 95304000 1.06E+08 90253000 37856000 87188000 1.08E+08 48980000 51480000 0 0 0 0 27549000 23397000 36117000 34260000

P08133 Annexin A6;AnnexinANXA6 >sp|P08133|ANXA6_HUMAN Annexin A6 OS=Homo sapiens GN=ANXA6 PE=1 SV=3;>sp|P08133-2|ANXA6_HUMAN Isoform 2 of Annexin A6 OS=Homo sapiens GN=ANXA6;>tr|E7EMC6|E7EMC6_HUMAN Annexin OS=Homo sapiens GN=ANXA6 PE=1 SV=19 50 50 18 75.872 673 673;641;330;130;150;129;156;110;950 323.31 1.8E+08 1.96E+08 1.86E+08 1.94E+08 1.01E+08 1.01E+08 1.06E+08 1.1E+08 2.48E+08 2.47E+08 1.35E+08 1.51E+08 2.36E+08 1.87E+08 1.59E+08 1.33E+08 1.99E+08 2E+08 1.64E+08 1.91E+08 88569000 74000000 1.24E+08 77695000 1.96E+08 2.51E+08 1.4E+08 1.16E+08

P14625 EndoplasminHSP90B1 >sp|P14625|ENPL_HUMAN Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=13 49 49 41 92.468 803 803;315;147 0 323.31 3.05E+08 3.05E+08 2.77E+08 2.86E+08 2.49E+08 2.29E+08 2.61E+08 2.67E+08 2.86E+08 2.47E+08 2.42E+08 2.58E+08 2.53E+08 2.82E+08 2.86E+08 2.75E+08 3.03E+08 3.51E+08 3.22E+08 2.91E+08 3.65E+08 4.59E+08 4.52E+08 3.57E+08 3.81E+08 4.03E+08 3.21E+08 3E+08

P60174 Triosephosphate isomeraseTPI1 >sp|P60174-1|TPIS_HUMAN Isoform 2 of Triosephosphate isomerase OS=Homo sapiens GN=TPI1;>sp|P60174|TPIS_HUMAN Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3;>sp|P60174-4|TPIS_HUMAN Isoform 4 of Triosephosphate isomerase OS=Homo sapiens GN=TPI1;6 22 22 22 26.669 249 249;286;167;113;98;390 323.31 2.26E+08 2.31E+08 2.74E+08 2.76E+08 5.15E+08 4.47E+08 4.65E+08 4.28E+08 3.52E+08 2.46E+08 2.07E+08 2.25E+08 3.12E+08 2.29E+08 2.7E+08 2.45E+08 2.73E+08 2.81E+08 2.47E+08 2.69E+08 4.26E+08 3.95E+08 2.15E+08 1.94E+08 2.77E+08 2.92E+08 2.57E+08 3.22E+08

Q00610 Clathrin heavy chain 1CLTC >tr|A0A087WVQ6|A0A087WVQ6_HUMAN Clathrin heavy chain OS=Homo sapiens GN=CLTC PE=1 SV=1;>sp|Q00610-2|CLH1_HUMAN Isoform 2 of Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC;>sp|Q00610|CLH1_HUMAN Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=59 76 76 59 192.06 1679 1679;1639;1675;612;222;122;97;131;1690 323.31 1.66E+08 1.67E+08 1.79E+08 1.75E+08 2.17E+08 2.08E+08 2.33E+08 2.19E+08 2.2E+08 2.28E+08 1.57E+08 1.67E+08 2.2E+08 2.06E+08 1.64E+08 1.96E+08 1.77E+08 1.88E+08 1.64E+08 1.69E+08 1.21E+08 1.07E+08 90893000 43948000 2.19E+08 2.07E+08 1.76E+08 1.92E+08

P15085 Carboxypeptidase A1CPA1 >sp|P15085|CBPA1_HUMAN Carboxypeptidase A1 OS=Homo sapiens GN=CPA1 PE=1 SV=2;>tr|C9JUF9|C9JUF9_HUMAN Carboxypeptidase A1 OS=Homo sapiens GN=CPA1 PE=4 SV=1;>tr|C9JUZ4|C9JUZ4_HUMAN Carboxypeptidase A1 (Fragment) OS=Homo sapiens GN=CPA1 PE=4 SV=15 21 20 17 47.14 419 419;331;269;191;4230 323.31 2.1E+08 1.96E+08 2.1E+08 2.24E+08 5.92E+08 6.23E+08 5.7E+08 5.83E+08 2.2E+08 2.23E+08 4.42E+08 3.91E+08 1.95E+08 2.34E+08 3.91E+08 3.73E+08 1.7E+08 2.14E+08 1.78E+08 1.79E+08 4.25E+08 4E+08 2.08E+08 1.72E+08 2.56E+08 2.81E+08 4.37E+08 4.62E+08

P00441 Superoxide dismutase [Cu-Zn]SOD1 >sp|P00441|SODC_HUMAN Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=2;>tr|H7BYH4|H7BYH4_HUMAN Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=12 8 8 8 15.936 154 154;135 0 323.31 77492000 80975000 1.9E+08 99176000 76811000 83431000 90060000 1.02E+08 1.05E+08 2.23E+08 88026000 1.01E+08 79324000 75665000 64185000 62539000 79497000 83153000 60503000 58754000 1.15E+08 82755000 68625000 57897000 1.72E+08 1.87E+08 1.06E+08 1.72E+08

P30101 Protein disulfide-isomerase A3PDIA3 >sp|P30101|PDIA3_HUMAN Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=41 46 46 38 56.782 505 505 0 323.31 2.29E+08 2.3E+08 2.4E+08 2.39E+08 1.83E+08 2.08E+08 1.93E+08 2.17E+08 2.34E+08 2.22E+08 1.52E+08 1.55E+08 2.13E+08 2.29E+08 1.76E+08 1.9E+08 2.73E+08 2.72E+08 2.24E+08 1.92E+08 2.79E+08 2.46E+08 2.31E+08 2.78E+08 2.62E+08 2.45E+08 1.62E+08 1.51E+08

P08238 Heat shock protein HSP 90-betaHSP90AB1 >sp|P08238|HS90B_HUMAN Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=42 44 42 23 83.263 724 724;597 0 323.31 3.07E+08 3.03E+08 2.92E+08 2.91E+08 2.99E+08 2.97E+08 3.09E+08 3.19E+08 2.15E+08 2.19E+08 1.66E+08 1.79E+08 2.27E+08 2.87E+08 1.68E+08 1.85E+08 3.4E+08 3.27E+08 2.71E+08 2.71E+08 4.09E+08 4.76E+08 2.5E+08 2.47E+08 3.29E+08 3.49E+08 2.2E+08 2.02E+08

P40926 "Malate dehydrogenase, mitochondrial;Malate dehydrogenase"MDH2 >sp|P40926|MDHM_HUMAN Malate dehydrogenase, mitochondrial OS=Homo sapiens GN=MDH2 PE=1 SV=3;>tr|G3XAL0|G3XAL0_HUMAN Malate dehydrogenase OS=Homo sapiens GN=MDH2 PE=1 SV=1;>sp|P40926-2|MDHM_HUMAN Isoform 2 of Malate dehydrogenase, mitochondrial OS=Homo sapi3 27 27 27 35.503 338 338;231;296 0 323.31 2.17E+08 2.3E+08 2.12E+08 2.36E+08 1.95E+08 2.5E+08 2.15E+08 1.83E+08 3.18E+08 2E+08 4.73E+08 3.84E+08 2.58E+08 2.96E+08 5E+08 3.96E+08 2.39E+08 2.23E+08 1.96E+08 2.49E+08 3.02E+08 2.96E+08 4.1E+08 3.2E+08 2.81E+08 2.94E+08 5E+08 3.79E+08

P07437 Tubulin beta chainTUBB >tr|Q5JP53|Q5JP53_HUMAN Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=1;>sp|P07437|TBB5_HUMAN Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=2;>tr|Q5ST81|Q5ST81_HUMAN Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=13 23 5 4 47.766 426 426;444;372 0 203.51 56670000 55725000 72166000 77583000 61489000 52388000 50332000 48879000 1.16E+08 1.94E+08 1.06E+08 1.38E+08 3.31E+08 1.49E+08 1.69E+08 1.47E+08 50966000 50549000 58151000 49938000 58852000 48974000 72943000 76980000 38519000 41143000 80479000 1.24E+08

Q15084 Protein disulfide-isomerase A6PDIA6 >sp|Q15084-3|PDIA6_HUMAN Isoform 3 of Protein disulfide-isomerase A6 OS=Homo sapiens GN=PDIA6;>sp|Q15084|PDIA6_HUMAN Protein disulfide-isomerase A6 OS=Homo sapiens GN=PDIA6 PE=1 SV=1;>sp|Q15084-4|PDIA6_HUMAN Isoform 4 of Protein disulfide-isomerase A6 OS=H5 20 20 20 47.837 437 437;440;445;488;4920 323.31 1.22E+08 1.08E+08 1.56E+08 1.3E+08 1.57E+08 1.66E+08 1.61E+08 1.54E+08 1.79E+08 1.94E+08 2.79E+08 2.7E+08 1.46E+08 1.23E+08 2.49E+08 3.24E+08 1.32E+08 1.39E+08 1.4E+08 1.62E+08 72248000 80567000 2.03E+08 1.41E+08 1.84E+08 2.27E+08 3.58E+08 3.17E+08

P07237 Protein disulfide-isomeraseP4HB >sp|P07237|PDIA1_HUMAN Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3;>tr|H7BZ94|H7BZ94_HUMAN Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=2;>tr|F5H8J2|F5H8J2_HUMAN Uncharacterized protein OS=Homo sapiens GN=P4HB PE=1 SV=113 49 49 49 57.116 508 508;464;451;274;208;200;148;166;188;156;117;106;540 323.31 2.75E+08 2.51E+08 2.64E+08 2.69E+08 4.73E+08 4.4E+08 4.73E+08 5.01E+08 2.64E+08 1.89E+08 2.44E+08 2.72E+08 2.7E+08 2.75E+08 3.2E+08 2.51E+08 3.16E+08 3.01E+08 2.8E+08 2.62E+08 4.78E+08 5.87E+08 2.7E+08 2.92E+08 2.65E+08 3.29E+08 3.54E+08 3.16E+08

P04792 Heat shock protein beta-1HSPB1 >sp|P04792|HSPB1_HUMAN Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2;>tr|F8WE04|F8WE04_HUMAN Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=13 10 10 10 22.782 205 205;186;37 0 180.46 67922000 68569000 67732000 54912000 1.14E+08 88632000 90277000 1.01E+08 52093000 1.88E+08 98283000 2.69E+08 53873000 68044000 1.18E+08 51264000 59569000 55897000 75294000 50036000 68115000 70790000 57813000 55087000 1.13E+08 89726000 1.16E+08 1.33E+08

P25705 "ATP synthase subunit alpha, mitochondrial"ATP5A1 >sp|P25705|ATPA_HUMAN ATP synthase subunit alpha, mitochondrial OS=Homo sapiens GN=ATP5A1 PE=1 SV=1;>sp|P25705-2|ATPA_HUMAN Isoform 2 of ATP synthase subunit alpha, mitochondrial OS=Homo sapiens GN=ATP5A1;>sp|P25705-3|ATPA_HUMAN Isoform 3 of ATP synthase s9 32 32 32 59.75 553 553;503;531;207;205;145;199;111;770 323.31 2.43E+08 2.8E+08 2.6E+08 2.46E+08 1.67E+08 1.52E+08 1.42E+08 1.5E+08 2.18E+08 1.78E+08 1.89E+08 1.93E+08 2.08E+08 2.28E+08 2.81E+08 2.26E+08 3.39E+08 2.79E+08 2.97E+08 2.71E+08 81340000 87506000 2.05E+08 2.36E+08 2.26E+08 2.37E+08 2.36E+08 1.72E+08

P53396 ATP-citrate synthaseACLY >sp|P53396|ACLY_HUMAN ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3;>sp|P53396-2|ACLY_HUMAN Isoform 2 of ATP-citrate synthase OS=Homo sapiens GN=ACLY;>sp|P53396-3|ACLY_HUMAN Isoform 3 of ATP-citrate synthase OS=Homo sapiens GN=ACLY5 41 41 41 120.84 1101 1101;1091;830;109;1330 323.31 1.27E+08 1.12E+08 1.56E+08 1.44E+08 63165000 57624000 56220000 46798000 1.79E+08 1.75E+08 50077000 56730000 1.52E+08 1.65E+08 68849000 44403000 1.35E+08 1.44E+08 1.15E+08 1.2E+08 54662000 63749000 14892000 17368000 1.06E+08 81306000 48984000 48496000

P29401 TransketolaseTKT >sp|P29401|TKT_HUMAN Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3;>sp|P29401-2|TKT_HUMAN Isoform 2 of Transketolase OS=Homo sapiens GN=TKT4 29 29 29 67.877 623 623;631;334;153 0 323.31 1.48E+08 1.45E+08 1.57E+08 1.2E+08 1.43E+08 1.58E+08 1.46E+08 1.61E+08 1.32E+08 1.75E+08 1.03E+08 1.3E+08 1.17E+08 1.32E+08 1.11E+08 1.26E+08 1.26E+08 1.3E+08 1.03E+08 87736000 91750000 1.17E+08 1E+08 1.07E+08 1.46E+08 1.79E+08 2.01E+08 1.32E+08

P30086 Phosphatidylethanolamine-binding protein 1;Hippocampal cholinergic neurostimulating peptidePEBP1 >sp|P30086|PEBP1_HUMAN Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens GN=PEBP1 PE=1 SV=31 17 17 17 21.057 187 187 0 323.31 1.64E+08 1.66E+08 1.95E+08 1.7E+08 2.3E+08 2.39E+08 2.2E+08 2.08E+08 2.25E+08 1.73E+08 1.14E+08 1.83E+08 1.73E+08 2.14E+08 1.64E+08 1.45E+08 1.72E+08 1.81E+08 1.76E+08 1.82E+08 3.06E+08 2.74E+08 1.47E+08 1.4E+08 1.95E+08 1.94E+08 1.58E+08 1.22E+08

P10809 "60 kDa heat shock protein, mitochondrial"HSPD1 >sp|P10809|CH60_HUMAN 60 kDa heat shock protein, mitochondrial OS=Homo sapiens GN=HSPD1 PE=1 SV=28 42 42 42 61.054 573 573;234;221;158;175;83;94;580 323.31 1.63E+08 1.45E+08 1.53E+08 1.57E+08 1.02E+08 1.13E+08 1.16E+08 1.09E+08 1.61E+08 1.73E+08 1.14E+08 1.2E+08 1.55E+08 1.41E+08 1.34E+08 1.66E+08 1.43E+08 1.49E+08 1.63E+08 1.69E+08 1.2E+08 1.17E+08 2.2E+08 2.22E+08 1.48E+08 1.77E+08 1.43E+08 1.52E+08

P55060 Exportin-2 CSE1L >sp|P55060-3|XPO2_HUMAN Isoform 3 of Exportin-2 OS=Homo sapiens GN=CSE1L;>sp|P55060|XPO2_HUMAN Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3;>sp|P55060-4|XPO2_HUMAN Isoform 4 of Exportin-2 OS=Homo sapiens GN=CSE1L4 20 20 20 107.78 945 945;971;915;195 0 139.65 1.41E+08 1.7E+08 1.9E+08 3.66E+08 3.15E+08 3.12E+08 3.02E+08 3.18E+08 3.5E+08 1.73E+08 2.55E+08 1.87E+08 1.19E+08 1.2E+08 85839000 76533000 48252000 2.98E+08 59488000 66960000 1.36E+08 70612000 9.07E+08 55923000 3.19E+08 6.74E+08 1.5E+08 1.25E+08

P08758 Annexin A5;AnnexinANXA5 >sp|P08758|ANXA5_HUMAN Annexin A5 OS=Homo sapiens GN=ANXA5 PE=1 SV=2;>tr|D6RBE9|D6RBE9_HUMAN Annexin OS=Homo sapiens GN=ANXA5 PE=1 SV=1;>tr|D6RBL5|D6RBL5_HUMAN Annexin OS=Homo sapiens GN=ANXA5 PE=1 SV=1;>tr|E9PHT9|E9PHT9_HUMAN Annexin OS=Homo sapiens GN=AN5 25 25 25 35.936 320 320;220;260;163;350 323.31 1.32E+08 1.22E+08 1.22E+08 1.08E+08 2.28E+08 1.66E+08 1.58E+08 1.83E+08 2.05E+08 1.71E+08 1.97E+08 2.07E+08 1.39E+08 1.31E+08 1.5E+08 1.3E+08 1.41E+08 1.36E+08 99727000 88030000 1.09E+08 1.55E+08 1.34E+08 90791000 1.5E+08 1.69E+08 1.85E+08 2.18E+08

O43707 Alpha-actinin-4ACTN4 >sp|O43707|ACTN4_HUMAN Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2;>sp|O43707-2|ACTN4_HUMAN Isoform ACTN4ISO of Alpha-actinin-4 OS=Homo sapiens GN=ACTN4;>tr|F5GXS2|F5GXS2_HUMAN Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2;>sp|O43707-3|ACTN4_HU9 55 55 39 104.85 911 911;692;521;521;342;182;105;686;720 323.31 1.29E+08 1.31E+08 1.37E+08 1.39E+08 2.17E+08 2.11E+08 2.1E+08 2.2E+08 1.67E+08 1.71E+08 2.09E+08 3.03E+08 1.41E+08 1.4E+08 2.2E+08 2.36E+08 1.29E+08 1.27E+08 1.12E+08 1.41E+08 1.18E+08 1.36E+08 1.25E+08 81009000 1.99E+08 1.71E+08 2.4E+08 1.98E+08

P35579 Myosin-9 MYH9 >sp|P35579|MYH9_HUMAN Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4;>sp|P35579-2|MYH9_HUMAN Isoform 2 of Myosin-9 OS=Homo sapiens GN=MYH98 116 116 101 226.53 1960 1960;1382;218;103;1283;1301;1328;13410 323.31 2.39E+08 2.52E+08 2.14E+08 2.27E+08 2.4E+08 2.25E+08 2.5E+08 2.61E+08 1.79E+08 1.7E+08 3.23E+08 3.52E+08 2.11E+08 2.55E+08 4.12E+08 5.24E+08 2.22E+08 2.43E+08 3.25E+08 3.21E+08 3.32E+08 3.34E+08 6.07E+08 6.06E+08 2.66E+08 2.65E+08 3.56E+08 3.83E+08

P55072 Transitional endoplasmic reticulum ATPaseVCP >sp|P55072|TERA_HUMAN Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=43 42 42 42 89.321 806 806;160;115 0 323.31 1.22E+08 1.22E+08 1.15E+08 1.12E+08 98858000 1.08E+08 1.07E+08 1.08E+08 2.01E+08 1.65E+08 1.08E+08 1.1E+08 1.02E+08 1.35E+08 1.09E+08 1.1E+08 1.04E+08 83050000 98548000 96353000 70931000 1.49E+08 1.19E+08 91908000 1.26E+08 1.3E+08 1.14E+08 93387000

P08107 Heat shock 70 kDa protein 1A/1BHSPA1A >sp|P08107|HSP71_HUMAN Heat shock 70 kDa protein 1A/1B OS=Homo sapiens GN=HSPA1A PE=1 SV=5;>sp|P08107-2|HSP71_HUMAN Isoform 2 of Heat shock 70 kDa protein 1A/1B OS=Homo sapiens GN=HSPA1A;>tr|V9GZ37|V9GZ37_HUMAN Heat shock 70 kDa protein 1A/1B OS=Homo sapie3 32 30 19 70.051 641 641;586;476 0 323.31 1.33E+08 1.29E+08 1.95E+08 1.52E+08 1.42E+08 1.82E+08 1.31E+08 1.28E+08 2.22E+08 1.57E+08 72308000 81847000 1.76E+08 1.76E+08 1.1E+08 1.14E+08 1.79E+08 1.23E+08 1.5E+08 1.66E+08 1.63E+08 1.1E+08 97301000 1.14E+08 1.86E+08 1.79E+08 1.14E+08 1.13E+08

P68104 Elongation factor 1-alpha 1;Putative elongation factor 1-alpha-like 3EEF1A1 >sp|P68104|EF1A1_HUMAN Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1;>sp|Q5VTE0|EF1A3_HUMAN Putative elongation factor 1-alpha-like 3 OS=Homo sapiens GN=EEF1A1P5 PE=5 SV=1;>tr|A0A087WVQ9|A0A087WVQ9_HUMAN Elongation factor 1-alpha 1 OS=Hom6 19 19 9 50.14 462 462;462;441;441;426;1070 323.31 2.19E+08 2.56E+08 2.79E+08 2.47E+08 2.52E+08 2.39E+08 2.45E+08 2.27E+08 1.22E+08 1.55E+08 67956000 64356000 1.59E+08 2.36E+08 1.66E+08 1.69E+08 3.01E+08 2.6E+08 2.07E+08 2.47E+08 3.17E+08 2.66E+08 1.6E+08 1.1E+08 1.66E+08 2.28E+08 1.44E+08 1.2E+08

P11142 Heat shock cognate 71 kDa proteinHSPA8 >sp|P11142|HSP7C_HUMAN Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1;>tr|E9PKE3|E9PKE3_HUMAN Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1;>sp|P11142-2|HSP7C_HUMAN Isoform 2 of Heat shock cognate 71 kDa protein15 33 32 25 70.897 646 646;627;493;312;500;410;187;171;178;184;137;168;132;223;1510 323.31 1.52E+08 1.41E+08 1.41E+08 1.58E+08 1.63E+08 1.77E+08 1.57E+08 1.61E+08 1.42E+08 1.55E+08 1.25E+08 1.12E+08 1.37E+08 1.65E+08 1.1E+08 1.17E+08 1.76E+08 1.81E+08 1.26E+08 1.27E+08 1.81E+08 1.38E+08 1E+08 1.4E+08 1.81E+08 1.79E+08 1.18E+08 1.17E+08

O76038 SecretagoginSCGN >sp|O76038|SEGN_HUMAN Secretagogin OS=Homo sapiens GN=SCGN PE=1 SV=22 21 21 21 32.039 276 276;49 0 323.31 1.74E+08 1.66E+08 1.61E+08 1.64E+08 99231000 1.09E+08 1.15E+08 1.43E+08 1.63E+08 1.45E+08 81461000 1.04E+08 1.39E+08 1.4E+08 96611000 1.17E+08 1.58E+08 1.94E+08 1.34E+08 1.22E+08 17543000 38914000 13091000 19675000 1.62E+08 1.53E+08 80070000 1.14E+08

P62258 14-3-3 protein epsilonYWHAE >sp|P62258|1433E_HUMAN 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE PE=1 SV=1;>sp|P62258-2|1433E_HUMAN Isoform SV of 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE7 27 27 24 29.174 255 255;233;94;107;109;115;380 236.89 2.78E+08 2.55E+08 3.09E+08 2.36E+08 1.96E+08 1.64E+08 2.22E+08 1.94E+08 1.33E+08 1.45E+08 76531000 91802000 2.12E+08 2E+08 1.1E+08 89556000 3E+08 3.06E+08 1.92E+08 2.15E+08 4.6E+08 3.14E+08 1.22E+08 1.81E+08 2.36E+08 2.36E+08 1.24E+08 1.11E+08

P10645 Chromogranin-A;Vasostatin-1;Vasostatin-2;EA-92;ES-43;Pancreastatin;SS-18;WA-8;WE-14;LF-19;AL-11;GV-19;GR-44;ER-37CHGA >sp|P10645|CMGA_HUMAN Chromogranin-A OS=Homo sapiens GN=CHGA PE=1 SV=7;>tr|G5E968|G5E968_HUMAN Chromogranin A (Parathyroid secretory protein 1), isoform CRA_b OS=Homo sapiens GN=CHGA PE=1 SV=12 20 20 20 50.688 457 457;306 0 323.31 1.36E+08 1.4E+08 1.52E+08 1.51E+08 2.68E+08 2.52E+08 3.24E+08 3.43E+08 1.12E+08 1.42E+08 2.44E+08 2.37E+08 1.46E+08 1.52E+08 1.52E+08 1.64E+08 1.28E+08 1.16E+08 1.2E+08 1.01E+08 3.8E+08 3.61E+08 2.16E+08 2.48E+08 2.52E+08 2.2E+08 2.5E+08 2.36E+08

Q16777 Histone H2A type 2-C;Histone H2A type 2-AHIST2H2AC>sp|Q16777|H2A2C_HUMAN Histone H2A type 2-C OS=Homo sapiens GN=HIST2H2AC PE=1 SV=4;>sp|Q6FI13|H2A2A_HUMAN Histone H2A type 2-A OS=Homo sapiens GN=HIST2H2AA3 PE=1 SV=32 10 10 2 13.988 129 129;130 0 70.396 8.22E+08 9.79E+08 4.47E+08 4.13E+08 3.65E+08 2.63E+08 3.28E+08 2.46E+08 2.44E+08 1.4E+08 6.45E+08 6.72E+08 4.45E+08 3.05E+08 2.41E+09 2.44E+09 5.58E+08 4.55E+08 9.9E+08 1.19E+09 1.9E+08 2.24E+08 3.76E+08 3.22E+08 3.31E+08 6.09E+08 6.24E+08 5.06E+08

P22626 Heterogeneous nuclear ribonucleoproteins A2/B1HNRNPA2B1>sp|P22626|ROA2_HUMAN Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Homo sapiens GN=HNRNPA2B1 PE=1 SV=2;>tr|A0A087WUI2|A0A087WUI2_HUMAN Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Homo sapiens GN=HNRNPA2B1 PE=1 SV=12 24 24 1 37.429 353 353;261 0 323.31 1.49E+08 1.6E+08 1.73E+08 1.56E+08 1.47E+08 1.45E+08 1.34E+08 1.21E+08 1.82E+08 1.39E+08 32992000 52801000 1.5E+08 1.21E+08 56021000 79588000 1.97E+08 1.87E+08 1.92E+08 1.47E+08 2.42E+08 1.36E+08 63431000 7828300 1.46E+08 1.19E+08 61649000 59384000

P18669 Phosphoglycerate mutase 1PGAM1 >sp|P18669|PGAM1_HUMAN Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=23 17 17 17 28.804 254 254;253;254 0 288.56 62147000 68984000 1.17E+08 1.14E+08 92376000 1.1E+08 80434000 99748000 1.73E+08 1.33E+08 62387000 85320000 1.06E+08 1.18E+08 77249000 1.02E+08 1.05E+08 74513000 1.14E+08 1.19E+08 1.12E+08 1.2E+08 26594000 26294000 1.02E+08 1.25E+08 1.03E+08 1.04E+08

P07355 Annexin A2;Annexin;Putative annexin A2-like proteinANXA2 >sp|P07355|ANXA2_HUMAN Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2;>sp|P07355-2|ANXA2_HUMAN Isoform 2 of Annexin A2 OS=Homo sapiens GN=ANXA2;>tr|H0YN42|H0YN42_HUMAN Annexin (Fragment) OS=Homo sapiens GN=ANXA2 PE=1 SV=1;>tr|H0YMD0|H0YMD0_HUMAN Annexin (Fr24 36 36 22 38.604 339 339;357;256;227;230;339;248;176;139;142;175;149;119;132;133;110;146;81;65;79;59;69;47;450 323.31 1.53E+08 1.45E+08 1.52E+08 1.48E+08 1.91E+08 1.83E+08 1.92E+08 1.69E+08 2.32E+08 1.27E+08 4.18E+08 3.29E+08 1.32E+08 1.42E+08 3.98E+08 4.29E+08 1.52E+08 1.37E+08 1.28E+08 1.45E+08 1.89E+08 1.57E+08 2.79E+08 2.57E+08 1.93E+08 1.69E+08 2.97E+08 3.06E+08

Q05639 Elongation factor 1-alpha 2EEF1A2 >sp|Q05639|EF1A2_HUMAN Elongation factor 1-alpha 2 OS=Homo sapiens GN=EEF1A2 PE=1 SV=11 16 7 7 50.47 463 463 0 282.54 39907000 35821000 39706000 35299000 10359000 7481700 13361000 19507000 1.05E+08 1.26E+08 2893300 2155600 94655000 73963000 31797000 33924000 58518000 41102000 33924000 25884000 0 0 0 2917600 27135000 27694000 8314100 6720500

O00299 Chloride intracellular channel protein 1CLIC1 >sp|O00299|CLIC1_HUMAN Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 PE=1 SV=41 13 13 13 26.922 241 241 0 323.31 48726000 43669000 72969000 66818000 72224000 78893000 82575000 80622000 1.28E+08 1.25E+08 1.55E+08 1.07E+08 97325000 55613000 42281000 96243000 44578000 58854000 45384000 45397000 21443000 16889000 16606000 15013000 76023000 75149000 1.19E+08 1.28E+08

P04843 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1RPN1 >sp|P04843|RPN1_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Homo sapiens GN=RPN1 PE=1 SV=1;>tr|B7Z4L4|B7Z4L4_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Homo sapiens GN=RPN1 PE=1 S3 27 27 27 68.569 607 607;435;121 0 323.31 56159000 53421000 46966000 46672000 40380000 41400000 41321000 38128000 40740000 1.18E+08 54822000 51247000 56255000 60677000 1.19E+08 95869000 59755000 57484000 57921000 61683000 20748000 17467000 56329000 50538000 49216000 54386000 50838000 69174000

P50440 "Glycine amidinotransferase, mitochondrial"GATM >sp|P50440-2|GATM_HUMAN Isoform 2 of Glycine amidinotransferase, mitochondrial OS=Homo sapiens GN=GATM;>sp|P50440|GATM_HUMAN Glycine amidinotransferase, mitochondrial OS=Homo sapiens GN=GATM PE=1 SV=1;>sp|P50440-3|GATM_HUMAN Isoform 3 of Glycine amidinotra7 24 24 24 44.883 391 391;423;391;167;96;31;320 323.31 70641000 76582000 67862000 62693000 1.33E+08 1.5E+08 1.07E+08 93752000 1.09E+08 1.12E+08 55837000 65156000 90724000 61351000 1.57E+08 1.5E+08 80186000 77639000 80851000 68313000 23847000 64856000 62027000 42731000 37155000 33427000 1.03E+08 1.73E+08

Q14204 Cytoplasmic dynein 1 heavy chain 1DYNC1H1 >sp|Q14204|DYHC1_HUMAN Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=52 134 134 134 532.4 4646 4646;180 0 323.31 1.08E+08 1.02E+08 1.06E+08 95079000 99382000 95688000 1.08E+08 1.12E+08 1.03E+08 1.07E+08 1.1E+08 97394000 94283000 1.05E+08 72518000 82021000 1.12E+08 1.04E+08 86649000 1.1E+08 1E+08 1.14E+08 1.03E+08 96671000 1.15E+08 1.28E+08 1.03E+08 90697000

P27824 Calnexin CANX >sp|P27824|CALX_HUMAN Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2;>sp|P27824-2|CALX_HUMAN Isoform 2 of Calnexin OS=Homo sapiens GN=CANX;>sp|P27824-3|CALX_HUMAN Isoform 3 of Calnexin OS=Homo sapiens GN=CANX13 15 15 15 67.567 592 592;627;484;170;144;168;308;131;134;190;107;79;960 136.76 43903000 43471000 44966000 52497000 28020000 27827000 27104000 24223000 52203000 1.06E+08 24129000 35843000 49851000 52613000 95974000 97396000 44617000 37974000 54795000 51997000 55337000 45012000 81487000 72548000 55413000 44523000 37981000 46492000

O75369 Filamin-B FLNB >sp|O75369-2|FLNB_HUMAN Isoform 2 of Filamin-B OS=Homo sapiens GN=FLNB;>sp|O75369-9|FLNB_HUMAN Isoform 9 of Filamin-B OS=Homo sapiens GN=FLNB;>sp|O75369|FLNB_HUMAN Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2;>sp|O75369-8|FLNB_HUMAN Isoform 8 of Filamin-B O14 86 86 83 275.66 2578 2578;2591;2602;2633;2537;2561;2409;2422;2146;2150;135;195;2692;27250 323.31 86750000 91373000 94703000 78496000 91570000 1.27E+08 1.34E+08 1.27E+08 1E+08 1.06E+08 1.38E+08 1.2E+08 95452000 90949000 1.16E+08 1.21E+08 68114000 78038000 77805000 70982000 68730000 81859000 90371000 79377000 1.09E+08 1.15E+08 1.43E+08 1.36E+08

P22314 Ubiquitin-like modifier-activating enzyme 1UBA1 >sp|P22314-2|UBA1_HUMAN Isoform 2 of Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1;>sp|P22314|UBA1_HUMAN Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1 PE=1 SV=38 37 37 37 113.8 1018 1018;1058;506;271;284;173;195;2340 323.31 1.36E+08 1.19E+08 1.18E+08 1.4E+08 1.54E+08 1.72E+08 1.83E+08 1.71E+08 1.22E+08 1.05E+08 1.48E+08 1.33E+08 1.28E+08 1.11E+08 94666000 1.23E+08 1.26E+08 1.22E+08 1.02E+08 1.11E+08 1.54E+08 1.61E+08 70589000 82944000 1.86E+08 1.99E+08 1.59E+08 1.46E+08

P30044 "Peroxiredoxin-5, mitochondrial"PRDX5 >sp|P30044-2|PRDX5_HUMAN Isoform Cytoplasmic+peroxisomal of Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5;>sp|P30044|PRDX5_HUMAN Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5 PE=1 SV=4;>sp|P30044-3|PRDX5_HUMAN Isoform 3 of Peroxiredoxin4 12 12 12 17.031 162 162;214;170;125 0 116.28 75647000 83617000 68354000 67653000 69410000 86402000 84291000 64256000 1.25E+08 1.01E+08 84523000 94064000 1.15E+08 94154000 87669000 79248000 75490000 69465000 58704000 64176000 68561000 50884000 36400000 36558000 89483000 1.04E+08 92827000 84753000

P63104 14-3-3 protein zeta/deltaYWHAZ >sp|P63104|1433Z_HUMAN 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1;>tr|E7EX29|E7EX29_HUMAN 14-3-3 protein zeta/delta (Fragment) OS=Homo sapiens GN=YWHAZ PE=1 SV=1;>tr|E7ESK7|E7ESK7_HUMAN 14-3-3 protein zeta/delta (Fragment) OS=Homo sapiens11 18 15 14 27.745 245 245;246;137;168;170;75;92;98;125;130;520 280.78 1.32E+08 1.27E+08 1.06E+08 1.13E+08 1.17E+08 1.05E+08 1.16E+08 1.09E+08 63557000 1.01E+08 59929000 1.27E+08 62614000 80771000 65817000 85245000 82256000 1.04E+08 84137000 94645000 1.99E+08 88851000 1.04E+08 1.09E+08 1.36E+08 1.35E+08 1.28E+08 1.51E+08

Q99714 3-hydroxyacyl-CoA dehydrogenase type-2HSD17B10 >sp|Q99714|HCD2_HUMAN 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Homo sapiens GN=HSD17B10 PE=1 SV=3;>sp|Q99714-2|HCD2_HUMAN Isoform 2 of 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Homo sapiens GN=HSD17B10;>tr|Q5H928|Q5H928_HUMAN 3-hydroxyacyl-CoA dehydrogena3 17 17 17 26.923 261 261;252;169 0 319.79 39265000 40107000 41008000 44047000 22323000 25290000 27910000 27541000 76503000 95904000 44896000 76488000 75146000 33647000 61987000 40751000 33771000 35908000 36913000 36402000 6349500 20460000 30080000 32120000 39455000 32799000 70345000 30467000

P46782 "40S ribosomal protein S5;40S ribosomal protein S5, N-terminally processed"RPS5 >tr|M0R0F0|M0R0F0_HUMAN 40S ribosomal protein S5 (Fragment) OS=Homo sapiens GN=RPS5 PE=1 SV=1;>tr|M0R0R2|M0R0R2_HUMAN 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=1;>sp|P46782|RS5_HUMAN 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=44 4 4 4 22.391 200 200;225;204;134 0 56.894 27473000 19881000 16115000 12198000 20140000 31970000 32488000 40723000 28917000 95335000 13892000 11430000 42707000 34570000 36319000 22528000 22803000 23974000 16104000 24754000 0 1206600 11798000 32561000 52381000 53381000 89339000 16066000

P68032 "Actin, alpha cardiac muscle 1;Actin, alpha skeletal muscle"ACTC1 >sp|P68032|ACTC_HUMAN Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1;>sp|P68133|ACTS_HUMAN Actin, alpha skeletal muscle OS=Homo sapiens GN=ACTA1 PE=1 SV=1;>tr|Q5T8M8|Q5T8M8_HUMAN Actin, alpha skeletal muscle OS=Homo sapiens GN=ACTA1 PE=3 4 28 11 1 42.019 377 377;377;287;254 0 290.22 1.04E+08 1.05E+08 2.31E+08 97691000 98624000 96077000 65372000 56436000 88557000 93041000 78179000 57929000 78517000 83534000 2.07E+08 1.77E+08 76229000 71156000 1.04E+08 1.14E+08 53946000 1.14E+08 42417000 40269000 56885000 56682000 52943000 72071000

P05451 Lithostathine-1-alphaREG1A >sp|P05451|REG1A_HUMAN Lithostathine-1-alpha OS=Homo sapiens GN=REG1A PE=1 SV=31 9 9 6 18.731 166 166 0 216.85 52800000 55068000 76825000 71165000 1.73E+08 2.09E+08 2.2E+08 2.92E+08 1.07E+08 92835000 1.43E+08 1.34E+08 91520000 1.05E+08 1.6E+08 2.6E+08 70794000 63868000 69698000 79519000 1.01E+08 1.19E+08 57902000 60545000 1.26E+08 1.15E+08 2.06E+08 1.42E+08

P05387 60S acidic ribosomal protein P2RPLP2 >sp|P05387|RLA2_HUMAN 60S acidic ribosomal protein P2 OS=Homo sapiens GN=RPLP2 PE=1 SV=1;>tr|H0YDD8|H0YDD8_HUMAN 60S acidic ribosomal protein P2 (Fragment) OS=Homo sapiens GN=RPLP2 PE=1 SV=12 8 8 8 11.665 115 115;92 0 255.36 1.1E+08 1.12E+08 1.09E+08 1.11E+08 1.7E+08 1.58E+08 1.83E+08 1.52E+08 1.07E+08 91986000 2.21E+08 3.06E+08 1.13E+08 1.21E+08 1.19E+08 1.6E+08 93615000 1.02E+08 88228000 85137000 1.94E+08 1.77E+08 1.77E+08 1.74E+08 1.49E+08 1.42E+08 2.29E+08 2.2E+08

P12277 Creatine kinase B-typeCKB >sp|P12277|KCRB_HUMAN Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1;>tr|G3V4N7|G3V4N7_HUMAN Creatine kinase B-type (Fragment) OS=Homo sapiens GN=CKB PE=1 SV=14 12 12 12 42.644 381 381;217;179;128 0 323.31 24727000 29463000 34119000 27755000 17806000 19724000 19598000 18919000 77764000 90001000 70120000 1.02E+08 21172000 17392000 7378500 11211000 25331000 20205000 25606000 33299000 16173000 17173000 10675000 9894200 44512000 27199000 31284000 47927000

P09651 "Heterogeneous nuclear ribonucleoprotein A1;Heterogeneous nuclear ribonucleoprotein A1, N-terminally processed;Heterogeneous nuclear ribonucleoprotein A1-like 2"HNRNPA1;HNRNPA1L2>tr|F8W6I7|F8W6I7_HUMAN Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=2;>sp|P09651-3|ROA1_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1;>sp|P09651-2|ROA1_HUMAN Isoform A1-A of Heter9 17 17 12 33.155 307 307;267;320;372;231;320;156;145;1130 308.26 38014000 48989000 41788000 53964000 22608000 29625000 32795000 26103000 78929000 89944000 12532000 8749600 80192000 38888000 14163000 22489000 36972000 39266000 35951000 40948000 7780100 20993000 8637800 13169000 50512000 67377000 14787000 19691000

P15086 Carboxypeptidase BCPB1 >sp|P15086|CBPB1_HUMAN Carboxypeptidase B OS=Homo sapiens GN=CPB1 PE=1 SV=44 24 24 23 47.367 417 417;203;99;59 0 323.31 84279000 82504000 88775000 87911000 2.12E+08 2.06E+08 2.22E+08 2.13E+08 83012000 89065000 1.33E+08 1.49E+08 90322000 96254000 1.15E+08 1.22E+08 89998000 97869000 79546000 79478000 1.91E+08 1.62E+08 91027000 76591000 1.09E+08 1.05E+08 1.51E+08 1.54E+08

Q13162 Peroxiredoxin-4PRDX4 >sp|Q13162|PRDX4_HUMAN Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1;>tr|H7C3T4|H7C3T4_HUMAN Peroxiredoxin-4 (Fragment) OS=Homo sapiens GN=PRDX4 PE=1 SV=14 14 11 11 30.54 271 271;161;186;185 0 159.97 40970000 41099000 42258000 46281000 90189000 95319000 81891000 77640000 64157000 88049000 46252000 73126000 48212000 63019000 97385000 72904000 47381000 48490000 57044000 47857000 25433000 17503000 26249000 25710000 58282000 71965000 70430000 69953000

P00505 "Aspartate aminotransferase, mitochondrial"GOT2 >sp|P00505|AATM_HUMAN Aspartate aminotransferase, mitochondrial OS=Homo sapiens GN=GOT2 PE=1 SV=3;>sp|P00505-2|AATM_HUMAN Isoform 2 of Aspartate aminotransferase, mitochondrial OS=Homo sapiens GN=GOT22 16 16 16 47.517 430 430;387 0 239.5 69262000 75621000 72016000 87320000 54511000 79304000 74342000 80199000 1.01E+08 87352000 1.05E+08 1.51E+08 63277000 68261000 85042000 89384000 72426000 75169000 82457000 75807000 35827000 21371000 36629000 22825000 80779000 93222000 65518000 95660000

P13639 Elongation factor 2EEF2 >sp|P13639|EF2_HUMAN Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=41 42 42 41 95.337 858 858 0 323.31 1.1E+08 1.01E+08 78110000 77571000 1.19E+08 1.55E+08 1.62E+08 1.34E+08 64187000 86860000 80959000 99534000 91797000 83665000 1.01E+08 75642000 89762000 97582000 86761000 83464000 1.26E+08 1.31E+08 53935000 52433000 92736000 84612000 86136000 92606000

P40925 "Malate dehydrogenase, cytoplasmic;Malate dehydrogenase"MDH1 >sp|P40925|MDHC_HUMAN Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=1 SV=4;>sp|P40925-3|MDHC_HUMAN Isoform 3 of Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1;>tr|B9A041|B9A041_HUMAN Malate dehydrogenase, cytoplasmic OS=Homo sapie8 12 12 12 36.426 334 334;352;210;245;169;222;120;1140 195.74 83635000 76003000 93501000 98739000 1.1E+08 1.01E+08 1.05E+08 1.05E+08 1.18E+08 86827000 70569000 64255000 90709000 84145000 45106000 52337000 73603000 74093000 58611000 65648000 95419000 75047000 16715000 35370000 84732000 86939000 62333000 90596000

P07910 Heterogeneous nuclear ribonucleoproteins C1/C2;Heterogeneous nuclear ribonucleoprotein C-like 1;Heterogeneous nuclear ribonucleoprotein C-like 2HNRNPC >tr|G3V4W0|G3V4W0_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (Fragment) OS=Homo sapiens GN=HNRNPC PE=1 SV=1;>tr|B4DY08|B4DY08_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Homo sapiens GN=HNRNPC PE=1 SV=1;>tr|B2R5W2|B2R5W2_HUMAN Heterog24 16 16 16 28.916 262 262;288;290;292;293;231;305;250;306;226;175;187;214;293;293;117;121;126;180;293;293;147;66;540 101.62 61661000 92336000 81119000 1.26E+08 64973000 66812000 78058000 59972000 42315000 86343000 44482000 62722000 59444000 83415000 36619000 84663000 63760000 53368000 51778000 44416000 85538000 91814000 49646000 39580000 88507000 75511000 57904000 72118000

Q13813 "Spectrin alpha chain, non-erythrocytic 1"SPTAN1 >sp|Q13813|SPTN1_HUMAN Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN1 PE=1 SV=3;>sp|Q13813-3|SPTN1_HUMAN Isoform 3 of Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN12 86 86 1 284.54 2472 2472;2452 0 323.31 57065000 55880000 62571000 46204000 66058000 70714000 79549000 74757000 59760000 86096000 77439000 1.2E+08 59951000 59449000 51118000 67367000 45320000 49705000 55581000 58788000 40104000 31343000 60594000 83279000 74329000 67428000 91786000 58870000

P08670 Vimentin VIM >sp|P08670|VIME_HUMAN Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4;>tr|B0YJC4|B0YJC4_HUMAN Vimentin OS=Homo sapiens GN=VIM PE=1 SV=113 49 49 42 53.651 466 466;431;228;173;200;496;698;877;540;543;916;963;10260 323.31 1.63E+08 1.43E+08 1.28E+08 1.2E+08 2.98E+08 3.22E+08 3.42E+08 3.25E+08 98754000 84436000 2.61E+08 2.31E+08 1.14E+08 1.41E+08 2.34E+08 2.4E+08 1.53E+08 1.65E+08 1.19E+08 1.17E+08 3.25E+08 3.3E+08 2.46E+08 2.07E+08 1.43E+08 1.71E+08 3.25E+08 3.08E+08

P11766 Alcohol dehydrogenase class-3ADH5 >sp|P11766|ADHX_HUMAN Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADH5 PE=1 SV=4;>tr|H0YAG8|H0YAG8_HUMAN Alcohol dehydrogenase class-3 (Fragment) OS=Homo sapiens GN=ADH5 PE=1 SV=15 8 8 8 39.724 374 374;262;115;95;56 0 165.48 18343000 17666000 18049000 18185000 27195000 26714000 31738000 32491000 56013000 84395000 75629000 30702000 31832000 25040000 28544000 18133000 19512000 14724000 12919000 13422000 22461000 14991000 13112000 14365000 31952000 34546000 48589000 34320000

Q93084 Sarcoplasmic/endoplasmic reticulum calcium ATPase 3ATP2A3 >sp|Q93084-4|AT2A3_HUMAN Isoform SERCA3G of Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 OS=Homo sapiens GN=ATP2A3;>sp|Q93084-2|AT2A3_HUMAN Isoform SERCA3A of Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 OS=Homo sapiens GN=ATP2A3;>sp|Q93084-38 29 29 21 109.13 998 998;999;1029;1033;1043;1044;1052;1280 323.31 73989000 71326000 68421000 62934000 23521000 23314000 18323000 18873000 75829000 82720000 36164000 46290000 55885000 52323000 48688000 53424000 54961000 51877000 58940000 70727000 46553000 36997000 69491000 64113000 54460000 66390000 35304000 37938000

P05060 Secretogranin-1;GAWK peptide;CCB peptideCHGB >sp|P05060|SCG1_HUMAN Secretogranin-1 OS=Homo sapiens GN=CHGB PE=1 SV=22 38 38 38 78.275 677 677;289 0 323.31 90247000 86355000 90456000 91533000 1.3E+08 1.61E+08 1.48E+08 1.57E+08 65477000 81645000 95948000 99372000 91962000 1.01E+08 96338000 93277000 69639000 69309000 80705000 75267000 1.43E+08 2.08E+08 74816000 79028000 1.16E+08 1.29E+08 90378000 92285000

P07900 Heat shock protein HSP 90-alphaHSP90AA1 >sp|P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5;>sp|P07900-2|HS90A_HUMAN Isoform 2 of Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA16 41 23 23 84.659 732 732;854;174;343;334;4180 323.31 91908000 96643000 1.06E+08 1.11E+08 1.02E+08 1E+08 98029000 91558000 77799000 81306000 29111000 40394000 89402000 1.16E+08 63577000 57300000 1.08E+08 1.03E+08 86983000 88574000 77729000 89471000 33864000 27060000 1.28E+08 1.27E+08 74679000 75778000

P51991 Heterogeneous nuclear ribonucleoprotein A3HNRNPA3 >sp|P51991|ROA3_HUMAN Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA3 PE=1 SV=21 16 16 2 39.594 378 378 0 307.94 34197000 28930000 33203000 38178000 36384000 44924000 32373000 31030000 46742000 80727000 16521000 15010000 35250000 41666000 23063000 36326000 39573000 34703000 29395000 38560000 9945700 3824400 9932200 10857000 24331000 45354000 21453000 18358000

P49411 "Elongation factor Tu, mitochondrial"TUFM >sp|P49411|EFTU_HUMAN Elongation factor Tu, mitochondrial OS=Homo sapiens GN=TUFM PE=1 SV=22 20 20 20 49.541 452 452;101 0 220.04 40267000 45671000 42507000 44127000 30430000 24836000 34282000 28557000 49967000 79209000 32533000 18031000 40466000 38214000 34452000 40867000 42168000 38643000 45482000 37710000 17857000 20080000 34030000 47523000 40808000 32547000 22326000 22066000

P51149 Ras-related protein Rab-7aRAB7A >sp|P51149|RAB7A_HUMAN Ras-related protein Rab-7a OS=Homo sapiens GN=RAB7A PE=1 SV=1;>tr|C9J592|C9J592_HUMAN Ras-related protein Rab-7a (Fragment) OS=Homo sapiens GN=RAB7A PE=1 SV=1;>tr|C9J8S3|C9J8S3_HUMAN Ras-related protein Rab-7a OS=Homo sapiens GN=RAB77 14 14 14 23.489 207 207;150;160;134;116;98;910 249.33 33928000 37521000 34114000 31762000 24426000 25859000 24056000 24149000 52828000 77626000 22091000 21780000 41905000 39769000 42184000 38500000 30310000 38601000 40112000 38644000 17032000 13558000 37218000 33597000 31785000 45593000 24946000 35644000

P02766 TransthyretinTTR >sp|P02766|TTHY_HUMAN Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1;>tr|A0A087WT59|A0A087WT59_HUMAN Transthyretin OS=Homo sapiens GN=TTR PE=3 SV=1;>tr|A0A087WV45|A0A087WV45_HUMAN Transthyretin OS=Homo sapiens GN=TTR PE=3 SV=13 13 13 13 15.887 147 147;185;139 0 323.31 21376000 22159000 23568000 30349000 48174000 58432000 33011000 44354000 87220000 74341000 67065000 48111000 20415000 24681000 1.02E+08 1.41E+08 24944000 13655000 27233000 26191000 65005000 12699000 1.03E+08 1.36E+08 11653000 13801000 30764000 60175000

P09525 Annexin A4;AnnexinANXA4 >sp|P09525|ANXA4_HUMAN Annexin A4 OS=Homo sapiens GN=ANXA4 PE=1 SV=4;>tr|Q6P452|Q6P452_HUMAN Annexin OS=Homo sapiens GN=ANXA4 PE=1 SV=1;>sp|P09525-2|ANXA4_HUMAN Isoform 2 of Annexin A4 OS=Homo sapiens GN=ANXA43 30 30 30 35.882 319 319;299;237 0 323.31 92631000 77970000 72561000 82545000 1.15E+08 1.21E+08 1.28E+08 1.41E+08 37689000 72254000 1.15E+08 1.02E+08 73395000 64955000 1.13E+08 1.66E+08 79253000 74585000 64026000 71580000 2.44E+08 2.28E+08 2.06E+08 2.43E+08 88668000 71934000 1.4E+08 1.12E+08

P32119 Peroxiredoxin-2PRDX2 >sp|P32119|PRDX2_HUMAN Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5;>tr|A6NIW5|A6NIW5_HUMAN Peroxiredoxin 2, isoform CRA_a OS=Homo sapiens GN=PRDX2 PE=1 SV=23 15 14 14 21.892 198 198;136;142 0 242.71 44198000 46255000 49900000 39435000 51817000 48278000 44957000 40167000 44283000 72160000 20622000 21385000 40281000 40902000 26616000 26757000 48096000 39491000 33702000 35117000 1.03E+08 93979000 36135000 37219000 54325000 55571000 24828000 30317000

Q86VP6 Cullin-associated NEDD8-dissociated protein 1CAND1 >sp|Q86VP6|CAND1_HUMAN Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=CAND1 PE=1 SV=2;>sp|Q86VP6-2|CAND1_HUMAN Isoform 2 of Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=CAND14 32 32 32 136.37 1230 1230;1062;442;403 0 309.95 47135000 50650000 41897000 40652000 48980000 53337000 50266000 43388000 66371000 69118000 72525000 56945000 66627000 44980000 40794000 50253000 41132000 45689000 44531000 44027000 50157000 47836000 27175000 27320000 52625000 45510000 63646000 51131000

P36543 V-type proton ATPase subunit E 1ATP6V1E1 >sp|P36543|VATE1_HUMAN V-type proton ATPase subunit E 1 OS=Homo sapiens GN=ATP6V1E1 PE=1 SV=1;>sp|P36543-2|VATE1_HUMAN Isoform 2 of V-type proton ATPase subunit E 1 OS=Homo sapiens GN=ATP6V1E1;>sp|P36543-3|VATE1_HUMAN Isoform 3 of V-type proton ATPase subu5 9 9 9 26.145 226 226;204;196;203;2260 118.84 10569000 9059900 19543000 11295000 3796700 1980500 1646800 2076600 19174000 68635000 18176000 41671000 17239000 16754000 1315200 2074900 4770100 6481400 6239000 8022300 783150 0 2962600 5228600 17011000 6896300 8870000 2863700

P36578 60S ribosomal protein L4RPL4 >sp|P36578|RL4_HUMAN 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5;>tr|H3BM89|H3BM89_HUMAN 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=14 17 17 17 47.697 427 427;333;171;170 0 226.93 28081000 37162000 27230000 42000000 74744000 99008000 83206000 68792000 51180000 68319000 78157000 48984000 52896000 39975000 66081000 74311000 30922000 20434000 32019000 23167000 48781000 44787000 50762000 48086000 33916000 34769000 61737000 78419000

P50395 Rab GDP dissociation inhibitor betaGDI2 >sp|P50395|GDIB_HUMAN Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2 PE=1 SV=2;>sp|P50395-2|GDIB_HUMAN Isoform 2 of Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2;>tr|Q5SX87|Q5SX87_HUMAN Rab GDP dissociation inhibitor beta (Fragme8 32 32 22 50.663 445 445;400;263;130;148;155;203;1260 323.31 62340000 60358000 65053000 62110000 75062000 78620000 75836000 79031000 52117000 67818000 53088000 50884000 52664000 65701000 46507000 39187000 61152000 57994000 59204000 60573000 68464000 61954000 35700000 40562000 76581000 60851000 56397000 54594000

P49368 T-complex protein 1 subunit gammaCCT3 >sp|P49368-2|TCPG_HUMAN Isoform 2 of T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3;>sp|P49368|TCPG_HUMAN T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4;>tr|B4DUR8|B4DUR8_HUMAN T-complex protein 1 subunit gamma OS=Homo sapie9 25 25 25 56.43 507 507;545;500;234;276;144;154;188;1610 308.87 29713000 24601000 32442000 31077000 34833000 40154000 39151000 41152000 60918000 67234000 40931000 28158000 32095000 41443000 32409000 27377000 17336000 30311000 33742000 39961000 27591000 19100000 12597000 7997500 25681000 32023000 50904000 45804000

P61604 "10 kDa heat shock protein, mitochondrial"HSPE1 >sp|P61604|CH10_HUMAN 10 kDa heat shock protein, mitochondrial OS=Homo sapiens GN=HSPE1 PE=1 SV=2;>tr|B8ZZL8|B8ZZL8_HUMAN 10 kDa heat shock protein, mitochondrial OS=Homo sapiens GN=HSPE1 PE=1 SV=13 15 15 5 10.932 102 102;101;47 0 106.59 1.08E+08 83513000 1.02E+08 1.14E+08 71493000 69472000 52812000 77844000 82368000 67197000 39602000 31814000 1.11E+08 1.02E+08 54616000 53275000 83580000 59215000 77319000 71459000 67196000 88547000 93553000 1.24E+08 96968000 1.01E+08 52736000 43330000

P05388 60S acidic ribosomal protein P0;60S acidic ribosomal protein P0-likeRPLP0 >sp|P05388|RLA0_HUMAN 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV=1;>tr|F8VWS0|F8VWS0_HUMAN 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV=1;>sp|P05388-2|RLA0_HUMAN Isoform 2 of 60S acidic ribosomal protein P0 OS=Homo14 13 13 13 34.273 317 317;281;255;247;153;166;244;142;156;317;246;111;121;1070 207.68 42852000 38884000 42461000 39575000 63355000 57768000 61057000 66481000 94190000 66146000 1.15E+08 1.23E+08 45316000 35625000 66337000 41316000 40372000 47915000 29892000 34099000 77352000 68434000 64451000 69005000 47811000 51424000 58439000 64251000

P46940 Ras GTPase-activating-like protein IQGAP1IQGAP1 >sp|P46940|IQGA1_HUMAN Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=1;>tr|H0YLE8|H0YLE8_HUMAN Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=17 54 54 53 189.25 1657 1657;1085;43;48;107;1588;16310 323.31 61284000 61324000 54334000 58264000 65719000 76622000 78829000 82530000 64259000 66026000 98217000 70258000 60745000 77237000 68011000 59497000 63399000 72720000 67806000 60948000 83232000 82037000 49611000 57178000 92802000 88897000 65320000 1.03E+08

H7BZJ3 PDIA3 >tr|H7BZJ3|H7BZJ3_HUMAN Protein disulfide-isomerase A3 (Fragment) OS=Homo sapiens GN=PDIA3 PE=1 SV=11 9 1 1 13.519 123 123 0 61.798 46246000 43270000 46028000 46107000 24784000 29958000 32043000 27468000 81683000 65761000 50192000 50274000 31444000 86105000 65295000 20258000 41436000 31083000 23350000 36166000 36969000 27637000 0 31026000 62002000 1.5E+08 46899000 26635000

P62829 60S ribosomal protein L23RPL23 >sp|P62829|RL23_HUMAN 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1;>tr|C9JD32|C9JD32_HUMAN 60S ribosomal protein L23 (Fragment) OS=Homo sapiens GN=RPL23 PE=1 SV=1;>tr|B9ZVP7|B9ZVP7_HUMAN 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE5 6 6 6 14.865 140 140;91;114;122;81 0 106.24 18906000 17309000 34749000 22960000 26075000 29137000 26856000 22434000 81732000 65749000 47327000 63562000 52273000 37904000 34535000 41366000 14765000 14524000 16188000 19909000 22461000 15960000 39399000 43195000 7503100 26465000 23991000 49123000

Q13087 Protein disulfide-isomerase A2PDIA2 >sp|Q13087-2|PDIA2_HUMAN Isoform 2 of Protein disulfide-isomerase A2 OS=Homo sapiens GN=PDIA2;>sp|Q13087|PDIA2_HUMAN Protein disulfide-isomerase A2 OS=Homo sapiens GN=PDIA2 PE=1 SV=2;>tr|H0Y4J5|H0Y4J5_HUMAN Protein disulfide-isomerase A2 (Fragment) OS=Homo4 19 19 19 57.849 522 522;525;227;154 0 288.45 52614000 67637000 47946000 45925000 53845000 62375000 75214000 81203000 45887000 64767000 51036000 72195000 49600000 46098000 60851000 54359000 42275000 40440000 40559000 40630000 28095000 25923000 45315000 38817000 57793000 55896000 61290000 62450000

O75367 Core histone macro-H2A.1;Histone H2AH2AFY >sp|O75367-3|H2AY_HUMAN Isoform 3 of Core histone macro-H2A.1 OS=Homo sapiens GN=H2AFY;>sp|O75367|H2AY_HUMAN Core histone macro-H2A.1 OS=Homo sapiens GN=H2AFY PE=1 SV=4;>sp|O75367-2|H2AY_HUMAN Isoform 1 of Core histone macro-H2A.1 OS=Homo sapiens GN=H2AFY;5 18 18 16 39.488 371 371;372;369;200;1650 275.96 67301000 67208000 76418000 78043000 30124000 25799000 23875000 26869000 64453000 64692000 40536000 55308000 57894000 82813000 98648000 1.39E+08 65757000 71956000 1.1E+08 1.06E+08 34903000 25464000 82035000 70976000 71181000 85538000 56326000 47403000

P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoformPPP2R1A >sp|P30153|2AAA_HUMAN Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sapiens GN=PPP2R1A PE=1 SV=4;>tr|B3KQV6|B3KQV6_HUMAN Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo s15 22 22 22 65.308 589 589;410;395;132;474;556;601;667;224;603;38;66;83;119;1350 173.19 46024000 62586000 32577000 28189000 25560000 18189000 18641000 15994000 19919000 64656000 6275800 17663000 39806000 31139000 21095000 22141000 39688000 47197000 24205000 20362000 7298500 3604400 7266500 9645000 23899000 24252000 10581000 26417000

P00403 Cytochrome c oxidase subunit 2MT-CO2 >sp|P00403|COX2_HUMAN Cytochrome c oxidase subunit 2 OS=Homo sapiens GN=MT-CO2 PE=1 SV=11 6 6 6 25.565 227 227 0 102.31 18866000 13903000 13023000 14917000 8915600 0 0 0 12470000 63390000 0 0 26596000 12557000 36902000 19294000 20953000 16356000 20092000 16708000 0 0 0 0 23756000 19256000 0 0

Q16555 Dihydropyrimidinase-related protein 2DPYSL2 >sp|Q16555|DPYL2_HUMAN Dihydropyrimidinase-related protein 2 OS=Homo sapiens GN=DPYSL2 PE=1 SV=1;>sp|Q16555-2|DPYL2_HUMAN Isoform 2 of Dihydropyrimidinase-related protein 2 OS=Homo sapiens GN=DPYSL23 25 25 21 62.293 572 572;536;170 0 323.31 75420000 76930000 74224000 75829000 58261000 60096000 68666000 60235000 86926000 63321000 41379000 53682000 65800000 87086000 49954000 45950000 63128000 53649000 63771000 64862000 67880000 69712000 45351000 52325000 74761000 69604000 49995000 63167000

P13804 "Electron transfer flavoprotein subunit alpha, mitochondrial"ETFA >sp|P13804|ETFA_HUMAN Electron transfer flavoprotein subunit alpha, mitochondrial OS=Homo sapiens GN=ETFA PE=1 SV=1;>sp|P13804-2|ETFA_HUMAN Isoform 2 of Electron transfer flavoprotein subunit alpha, mitochondrial OS=Homo sapiens GN=ETFA;>tr|H0YLU7|H0YLU7_H10 12 12 12 35.079 333 333;284;303;229;254;240;289;73;39;640 187.31 18473000 23630000 26345000 30457000 18083000 16521000 13798000 14858000 38864000 62548000 24064000 25867000 27927000 24772000 24402000 39502000 15737000 15144000 21901000 14971000 15597000 22628000 44028000 20128000 23112000 24367000 37882000 37629000

P26599 Polypyrimidine tract-binding protein 1PTBP1 >sp|P26599|PTBP1_HUMAN Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 PE=1 SV=1;>sp|P26599-2|PTBP1_HUMAN Isoform 2 of Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1;>sp|P26599-3|PTBP1_HUMAN Isoform 3 of Polypyrimidine trac10 14 14 13 57.221 531 531;550;557;527;238;149;227;256;105;1830 319.94 46494000 27188000 26060000 18980000 15236000 17837000 15824000 22364000 49285000 61670000 46908000 26395000 37828000 42857000 50178000 30122000 36584000 32405000 15728000 27116000 14882000 5458400 7318100 6630400 37217000 25864000 25400000 25308000

P53621 Coatomer subunit alpha;Xenin;ProxeninCOPA >sp|P53621|COPA_HUMAN Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2;>sp|P53621-2|COPA_HUMAN Isoform 2 of Coatomer subunit alpha OS=Homo sapiens GN=COPA2 42 42 42 138.34 1224 1224;1233 0 323.31 48354000 49913000 45009000 46441000 65851000 69769000 66966000 68736000 73159000 61669000 51582000 55666000 44505000 45375000 38778000 39876000 63540000 49729000 48962000 42224000 39570000 48309000 25267000 33740000 57939000 60272000 55799000 53423000

P12111 Collagen alpha-3(VI) chainCOL6A3 >sp|P12111-2|CO6A3_HUMAN Isoform 2 of Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3;>sp|P12111|CO6A3_HUMAN Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5;>tr|E7ENL6|E7ENL6_HUMAN Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE7 97 97 97 321.35 2971 2971;3177;2569;2570;1036;1237;7080 323.31 86630000 88708000 58584000 62080000 47682000 40825000 17690000 14738000 58498000 61543000 1.61E+08 1.48E+08 57444000 58392000 2.8E+08 2.78E+08 1.07E+08 82366000 1.49E+08 1.55E+08 56318000 62884000 3.54E+08 3.29E+08 71506000 79872000 1.56E+08 1.34E+08

P16152 Carbonyl reductase [NADPH] 1CBR1 >sp|P16152|CBR1_HUMAN Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3;>tr|E9PQ63|E9PQ63_HUMAN Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=1;>tr|A8MTM1|A8MTM1_HUMAN Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV4 12 12 10 30.375 277 277;178;222;173 0 226.94 23473000 23400000 20096000 22768000 33249000 34499000 38053000 34069000 37340000 61441000 28792000 34850000 23528000 34764000 20157000 31310000 17706000 13551000 15518000 17244000 39000000 49334000 23176000 31552000 26283000 27663000 34485000 32331000

Q9H0U4 Ras-related protein Rab-1BRAB1B >sp|Q9H0U4|RAB1B_HUMAN Ras-related protein Rab-1B OS=Homo sapiens GN=RAB1B PE=1 SV=1;>tr|E9PLD0|E9PLD0_HUMAN Ras-related protein Rab-1B OS=Homo sapiens GN=RAB1B PE=3 SV=14 11 11 5 22.171 201 201;169;162;201 0 130.41 74408000 89865000 60746000 65325000 30274000 37827000 41446000 37140000 49317000 61233000 1E+08 53016000 86330000 85584000 81566000 99695000 58018000 79887000 87421000 68949000 22828000 46005000 55411000 85428000 78015000 88151000 1.08E+08 61323000

P30048 "Thioredoxin-dependent peroxide reductase, mitochondrial"PRDX3 >sp|P30048-2|PRDX3_HUMAN Isoform 2 of Thioredoxin-dependent peroxide reductase, mitochondrial OS=Homo sapiens GN=PRDX3;>sp|P30048|PRDX3_HUMAN Thioredoxin-dependent peroxide reductase, mitochondrial OS=Homo sapiens GN=PRDX3 PE=1 SV=32 11 11 11 25.838 238 238;256 0 117.93 48802000 48529000 54378000 57422000 53243000 48684000 49569000 48781000 52711000 59822000 49698000 58612000 74787000 54382000 35584000 75814000 54943000 56942000 58120000 43694000 25255000 30965000 47761000 27830000 61144000 96065000 44465000 42791000

P52272 Heterogeneous nuclear ribonucleoprotein MHNRNPM >tr|A0A087X0X3|A0A087X0X3_HUMAN Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=1;>sp|P52272-2|HNRPM_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM;>sp|P52272|HNRPM_HUMAN Heterogeneous nuc11 20 20 20 77.569 730 730;691;730;353;357;276;219;99;116;214;3830 226.29 50500000 36986000 49187000 48275000 62034000 55261000 55253000 49757000 89524000 59618000 53845000 48857000 37454000 53904000 42889000 40214000 32701000 31623000 43567000 43734000 44003000 26164000 33619000 26805000 42483000 43643000 51644000 48007000

Q96KP4 Cytosolic non-specific dipeptidaseCNDP2 >sp|Q96KP4|CNDP2_HUMAN Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP2 PE=1 SV=2;>sp|Q96KP4-2|CNDP2_HUMAN Isoform 2 of Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP218 18 18 18 52.878 475 475;391;249;149;157;89;122;123;124;128;134;138;138;204;88;55;89;1090 218.38 35274000 21333000 21746000 27757000 49171000 47627000 52740000 51139000 62986000 59257000 57068000 50574000 40356000 23520000 59071000 69729000 22481000 24242000 16037000 19599000 27119000 23565000 24083000 23588000 35917000 25990000 33866000 27645000

P49748 "Very long-chain specific acyl-CoA dehydrogenase, mitochondrial"ACADVL >sp|P49748-2|ACADV_HUMAN Isoform 2 of Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADVL;>sp|P49748|ACADV_HUMAN Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADVL PE=1 SV=1;>sp|P4911 28 28 28 68.058 633 633;655;678;282;225;194;204;76;158;155;450 323.31 53578000 65630000 43041000 52258000 29665000 31562000 39549000 32272000 72525000 58692000 76207000 92838000 59480000 50996000 64343000 66358000 41777000 37053000 37073000 41718000 39129000 37443000 56258000 38298000 90411000 82101000 60042000 66132000

Q2L696 Nucleobindin-2;Nesfatin-1NUCB2 >tr|V9HW75|V9HW75_HUMAN Epididymis secretory protein Li 109 OS=Homo sapiens GN=HEL-S-109 PE=1 SV=1;>tr|A0A087WSV8|A0A087WSV8_HUMAN Nucleobindin 2, isoform CRA_b OS=Homo sapiens GN=NUCB2 PE=1 SV=1;>tr|E9PKG6|E9PKG6_HUMAN Nucleobindin-2 OS=Homo sapiens GN=NU12 16 16 16 50.222 420 420;420;338;420;420;390;195;198;198;90;69;730 145.8 19385000 27543000 20668000 24537000 18064000 19467000 18421000 18687000 26810000 58410000 16784000 25442000 30114000 22782000 21669000 12835000 32058000 21498000 20478000 29168000 5495300 2425300 4943900 2032800 27403000 28185000 20234000 28239000

P27797 CalreticulinCALR >sp|P27797|CALR_HUMAN Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1;>tr|K7EJB9|K7EJB9_HUMAN Calreticulin (Fragment) OS=Homo sapiens GN=CALR PE=1 SV=13 15 15 15 48.141 417 417;247;163 0 310.33 57219000 55362000 75611000 76251000 66835000 68050000 72531000 67800000 58319000 58147000 67817000 69179000 70338000 63551000 46233000 52982000 61377000 69083000 78686000 78263000 56330000 55804000 41275000 44512000 59578000 65700000 58983000 60331000

P06396 Gelsolin GSN >sp|P06396-2|GELS_HUMAN Isoform 2 of Gelsolin OS=Homo sapiens GN=GSN2 35 35 1 80.64 731 731;260 0 323.31 86254000 95830000 94126000 1.1E+08 88422000 86207000 1.02E+08 93376000 57776000 57053000 75848000 60405000 96955000 1.02E+08 55226000 67277000 85686000 88298000 95560000 89463000 78833000 47011000 43386000 44307000 1.12E+08 1.27E+08 72796000 62059000

Q9Y4L1 Hypoxia up-regulated protein 1HYOU1 >tr|A0A087X054|A0A087X054_HUMAN Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1;>sp|Q9Y4L1|HYOU1_HUMAN Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1;>tr|E9PJ21|E9PJ21_HUMAN Hypoxia up-regulated protein 1 (Fragment) OS=14 38 38 28 104.78 937 937;999;656;677;678;559;224;147;149;154;92;103;3069;27890 323.31 1.06E+08 96502000 95178000 81213000 66694000 50267000 62442000 70146000 47412000 56449000 54632000 53957000 85526000 77890000 61953000 48718000 84665000 75370000 80000000 74931000 56692000 62804000 53631000 66973000 92190000 90040000 57088000 50834000

P61978 Heterogeneous nuclear ribonucleoprotein KHNRNPK >tr|Q5T6W5|Q5T6W5_HUMAN Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1;>sp|P61978-3|HNRPK_HUMAN Isoform 3 of Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK;>tr|Q5T6W2|Q5T6W2_HUMAN Heterogeneous nuclear ri3 20 20 2 47.557 428 428;440;379 0 283.3 1.01E+08 1.06E+08 91305000 1.06E+08 99415000 1.35E+08 1.21E+08 1.2E+08 52113000 56215000 62460000 75739000 73365000 74451000 46371000 49473000 1.01E+08 1.03E+08 86120000 82352000 98719000 1.49E+08 1.08E+08 1.3E+08 95787000 89583000 56410000 71995000

P13010 X-ray repair cross-complementing protein 5XRCC5 >sp|P13010|XRCC5_HUMAN X-ray repair cross-complementing protein 5 OS=Homo sapiens GN=XRCC5 PE=1 SV=32 25 25 25 82.704 732 732;131 0 323.31 28255000 31541000 36740000 43604000 35371000 42593000 34990000 30909000 24930000 55696000 29099000 38178000 31228000 28905000 36930000 26204000 35280000 28154000 29895000 29347000 35633000 39750000 19497000 15160000 30733000 33341000 30438000 41451000

P56134 "ATP synthase subunit f, mitochondrial"ATP5J2 >sp|P56134-3|ATPK_HUMAN Isoform 3 of ATP synthase subunit f, mitochondrial OS=Homo sapiens GN=ATP5J2;>sp|P56134|ATPK_HUMAN ATP synthase subunit f, mitochondrial OS=Homo sapiens GN=ATP5J2 PE=1 SV=32 3 3 1 6.2953 55 55;94 0 36.267 7634900 5340800 0 3487700 2258600 1942400 872690 2556700 4193100 55051000 8335200 5242500 21717000 17653000 12532000 58442000 1734200 4471500 2058900 6542400 0 0 0 0 7443200 16470000 32462000 48199000

P38646 "Stress-70 protein, mitochondrial"HSPA9 >sp|P38646|GRP75_HUMAN Stress-70 protein, mitochondrial OS=Homo sapiens GN=HSPA9 PE=1 SV=25 35 35 35 73.68 679 679;95;62;102;163 0 323.31 71938000 85099000 65160000 65582000 48031000 51154000 52395000 47740000 68557000 55006000 60375000 77650000 74465000 75185000 78942000 62788000 64632000 75650000 85897000 70034000 35096000 50215000 63804000 79812000 74389000 77234000 91554000 79562000

P00367 "Glutamate dehydrogenase 1, mitochondrial;Glutamate dehydrogenase 2, mitochondrial"GLUD1 >sp|P00367|DHE3_HUMAN Glutamate dehydrogenase 1, mitochondrial OS=Homo sapiens GN=GLUD1 PE=1 SV=2;>sp|P00367-3|DHE3_HUMAN Isoform 3 of Glutamate dehydrogenase 1, mitochondrial OS=Homo sapiens GN=GLUD1;>sp|P00367-2|DHE3_HUMAN Isoform 2 of Glutamate dehydrog4 21 21 21 61.397 558 558;425;391;558 0 255.92 49654000 54592000 49351000 46881000 37337000 39766000 37106000 39804000 62330000 54979000 68768000 60354000 51218000 53461000 60356000 65391000 52856000 51936000 57230000 50605000 49155000 52266000 91410000 78720000 56299000 51945000 54040000 79272000

P08865 40S ribosomal protein SARPSA >tr|C9J9K3|C9J9K3_HUMAN 40S ribosomal protein SA (Fragment) OS=Homo sapiens GN=RPSA PE=1 SV=3;>sp|P08865|RSSA_HUMAN 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4;>tr|A6NE09|A6NE09_HUMAN 40S ribosomal protein SA OS=Homo sapiens GN=RPSAP58 PE=3 4 14 14 14 29.505 264 264;295;295;73 0 323.31 55495000 46223000 62725000 66339000 83113000 81003000 76913000 85944000 46144000 54389000 48507000 72756000 52201000 49194000 83550000 61530000 65689000 55432000 54080000 49544000 86242000 68188000 24114000 21051000 51090000 67886000 60739000 64277000

Q15185 Prostaglandin E synthase 3PTGES3 >tr|A0A087WYT3|A0A087WYT3_HUMAN Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3 PE=1 SV=1;>sp|Q15185-4|TEBP_HUMAN Isoform 4 of Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3;>sp|Q15185|TEBP_HUMAN Prostaglandin E synthase 3 OS=Homo sapiens GN=PTG6 6 6 6 19.155 164 164;139;160;130;127;1240 79.843 14503000 22916000 16434000 16521000 18569000 23955000 27060000 21586000 37542000 53950000 31868000 19222000 15993000 17802000 13995000 23178000 13618000 13407000 13132000 10928000 10350000 8025400 5384400 9638400 21046000 20433000 14640000 22617000

Q14697 Neutral alpha-glucosidase ABGANAB >sp|Q14697|GANAB_HUMAN Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3;>sp|Q14697-2|GANAB_HUMAN Isoform 2 of Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB;>tr|F5H6X6|F5H6X6_HUMAN Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB5 34 34 34 106.87 944 944;966;847;852;1190 323.31 39715000 41909000 36835000 38299000 41176000 39771000 42829000 42613000 45688000 53238000 18223000 26025000 34541000 36782000 41374000 39403000 36704000 36415000 45662000 44164000 28068000 32210000 30017000 18424000 33893000 34515000 33273000 28062000

P37802 Transgelin-2TAGLN2 >tr|X6RJP6|X6RJP6_HUMAN Transgelin-2 (Fragment) OS=Homo sapiens GN=TAGLN2 PE=1 SV=1;>sp|P37802|TAGL2_HUMAN Transgelin-2 OS=Homo sapiens GN=TAGLN2 PE=1 SV=3;>sp|P37802-2|TAGL2_HUMAN Isoform 2 of Transgelin-2 OS=Homo sapiens GN=TAGLN23 12 12 12 21.086 187 187;199;220 0 224.21 40445000 47898000 36134000 37167000 46369000 47415000 22936000 36789000 37601000 52971000 22396000 34959000 33706000 36516000 41810000 46679000 36038000 53636000 48375000 49208000 28616000 27924000 37960000 20069000 14774000 21530000 33306000 33663000

Q13838 Spliceosome RNA helicase DDX39B;ATP-dependent RNA helicase DDX39ADDX39B >sp|Q13838|DX39B_HUMAN Spliceosome RNA helicase DDX39B OS=Homo sapiens GN=DDX39B PE=1 SV=1;>sp|Q13838-2|DX39B_HUMAN Isoform 2 of Spliceosome RNA helicase DDX39B OS=Homo sapiens GN=DDX39B;>tr|Q5STU3|Q5STU3_HUMAN Spliceosome RNA helicase DDX39B OS=Homo sapie26 18 18 18 48.991 428 428;443;425;289;231;236;238;427;245;197;322;187;267;96;125;132;187;189;255;130;92;108;125;136;141;1760 279.98 19626000 27288000 35649000 23113000 32515000 41040000 44114000 42551000 53407000 52800000 27300000 16742000 58439000 35772000 22690000 18850000 31701000 21428000 20483000 24344000 31936000 14742000 13361000 11909000 24335000 24285000 34253000 14800000

O60506 Heterogeneous nuclear ribonucleoprotein QSYNCRIP >sp|O60506-3|HNRPQ_HUMAN Isoform 3 of Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP;>sp|O60506|HNRPQ_HUMAN Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP PE=1 SV=2;>sp|O60506-4|HNRPQ_HUMAN Isoform 4 of Heterogen7 22 17 17 62.656 562 562;623;527;588;464;410;1850 182.29 21717000 21919000 24592000 16987000 22441000 15415000 16574000 16927000 35419000 52685000 36350000 17267000 48519000 27894000 16171000 14321000 17714000 13168000 19359000 16890000 14298000 16720000 10614000 17788000 18191000 13254000 19047000 52450000

Q9P035 Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3PTPLAD1 >sp|Q9P035|HACD3_HUMAN Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 OS=Homo sapiens GN=PTPLAD1 PE=1 SV=2;>tr|H3BPZ1|H3BPZ1_HUMAN Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 OS=Homo sapiens GN=PTPLAD1 PE=1 SV=1;>tr|H3BS72|H3BS72_HUMAN Very-6 8 8 8 43.159 362 362;337;400;307;245;1390 63.255 7301600 6439600 8791000 9236100 3998800 3654400 2174000 2384800 30545000 52340000 2457500 1854100 17029000 14508000 8609700 12570000 7735900 7602200 12685000 9866000 2407200 1723000 2385200 0 8795200 7676400 4957400 5778400

Q96AG4 Leucine-rich repeat-containing protein 59LRRC59 >sp|Q96AG4|LRC59_HUMAN Leucine-rich repeat-containing protein 59 OS=Homo sapiens GN=LRRC59 PE=1 SV=12 9 9 9 34.93 307 307;62 0 202.48 36749000 59180000 42674000 38262000 65434000 67589000 68705000 64715000 25449000 52111000 96820000 1.04E+08 39894000 38567000 1.07E+08 1.54E+08 43505000 32252000 37719000 41578000 55993000 62853000 87760000 23993000 52450000 33156000 98204000 1.63E+08

P10909 Clusterin;Clusterin beta chain;Clusterin alpha chain;ClusterinCLU >sp|P10909-4|CLUS_HUMAN Isoform 4 of Clusterin OS=Homo sapiens GN=CLU;>sp|P10909|CLUS_HUMAN Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1;>sp|P10909-5|CLUS_HUMAN Isoform 5 of Clusterin OS=Homo sapiens GN=CLU;>sp|P10909-2|CLUS_HUMAN Isoform 2 of Clusterin OS=H14 18 18 18 48.803 416 416;449;460;501;274;284;140;204;297;271;82;129;136;1390 223.23 75387000 70412000 83137000 81462000 1.27E+08 1.21E+08 1.41E+08 1.3E+08 49225000 52102000 1.49E+08 2.33E+08 59449000 78277000 1.04E+08 1.38E+08 64676000 73789000 75520000 91893000 2.62E+08 2.65E+08 4.04E+08 3.61E+08 82242000 94736000 1.79E+08 1.37E+08

P07737 Profilin-1 PFN1 >sp|P07737|PROF1_HUMAN Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2;>tr|K7EJ44|K7EJ44_HUMAN Profilin 1, isoform CRA_b OS=Homo sapiens GN=PFN1 PE=1 SV=14 11 11 11 15.054 140 140;104;140;165 0 158.83 54253000 58300000 51675000 60087000 27180000 20330000 24273000 24400000 35691000 51594000 7251700 26695000 61736000 42787000 32348000 48449000 42342000 37218000 27623000 44753000 12269000 15103000 9016300 12383000 28321000 15581000 36126000 40317000

P16233 Pancreatic triacylglycerol lipasePNLIP >sp|P16233|LIPP_HUMAN Pancreatic triacylglycerol lipase OS=Homo sapiens GN=PNLIP PE=1 SV=11 16 16 16 51.156 465 465 0 323.31 22422000 26876000 24827000 24617000 26652000 25858000 35325000 26951000 72684000 51242000 39041000 15452000 32248000 34916000 30881000 41660000 32681000 20653000 24264000 26148000 0 0 3210500 0 32278000 31247000 55356000 31366000

P60953 Cell division control protein 42 homologCDC42 >sp|P60953|CDC42_HUMAN Cell division control protein 42 homolog OS=Homo sapiens GN=CDC42 PE=1 SV=2;>tr|Q5JYX0|Q5JYX0_HUMAN Cell division control protein 42 homolog (Fragment) OS=Homo sapiens GN=CDC42 PE=1 SV=1;>sp|P60953-1|CDC42_HUMAN Isoform 1 of Cell div3 6 5 5 21.258 191 191;136;191 0 61.504 4563600 13432000 4366900 5397300 3937200 3275800 2827800 774020 35888000 51205000 913910 1269500 3906800 4702400 3534700 6842500 4567800 2844800 5366200 7823100 5250800 0 6289100 5191300 1921600 4352600 754940 4254000

P78371 T-complex protein 1 subunit betaCCT2 >sp|P78371|TCPB_HUMAN T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4;>sp|P78371-2|TCPB_HUMAN Isoform 2 of T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2;>tr|F5GWF6|F5GWF6_HUMAN T-complex protein 1 subunit beta OS=Homo sapiens 4 26 26 26 57.488 535 535;488;530;416 0 323.31 49477000 43177000 52399000 58552000 31092000 30568000 17530000 27289000 34168000 50523000 31004000 27473000 56154000 49852000 37213000 28506000 38937000 46542000 34743000 33743000 7709400 13708000 2597300 4949700 33029000 35372000 38370000 50744000

P23528 Cofilin-1 CFL1 >sp|P23528|COF1_HUMAN Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3;>tr|E9PP50|E9PP50_HUMAN Cofilin-1 (Fragment) OS=Homo sapiens GN=CFL1 PE=1 SV=3;>tr|G3V1A4|G3V1A4_HUMAN Cofilin 1 (Non-muscle), isoform CRA_a OS=Homo sapiens GN=CFL1 PE=1 SV=1;>tr|E9PK25|E9PK7 14 14 12 18.502 166 166;160;149;204;91;122;790 185.18 53305000 56749000 38484000 53482000 80979000 85144000 85718000 71756000 29455000 50465000 51934000 54115000 40462000 48933000 41208000 27046000 52606000 49116000 52202000 43399000 1.41E+08 2.07E+08 58437000 31065000 53938000 62317000 38595000 41202000

P12956 X-ray repair cross-complementing protein 6XRCC6 >sp|P12956|XRCC6_HUMAN X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=2;>tr|B1AHC9|B1AHC9_HUMAN X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=1;>sp|P12956-2|XRCC6_HUMAN Isoform 2 of X-ray repair cr3 36 36 36 69.842 609 609;559;568 0 298.35 56498000 59515000 59870000 72776000 63847000 66927000 69846000 71320000 62572000 50410000 68618000 67088000 76375000 66727000 49359000 45736000 57863000 52539000 61776000 51706000 87874000 63360000 43369000 51026000 62574000 67849000 51647000 61606000

P08195 4F2 cell-surface antigen heavy chainSLC3A2 >tr|F5GZS6|F5GZS6_HUMAN 4F2 cell-surface antigen heavy chain OS=Homo sapiens GN=SLC3A2 PE=1 SV=1;>tr|J3KPF3|J3KPF3_HUMAN 4F2 cell-surface antigen heavy chain OS=Homo sapiens GN=SLC3A2 PE=1 SV=1;>sp|P08195-2|4F2_HUMAN Isoform 2 of 4F2 cell-surface antigen h12 20 20 20 64.872 599 599;631;529;568;630;661;145;247;135;175;122;470 323.31 40065000 39670000 38978000 29748000 14731000 12083000 15534000 18148000 38907000 50377000 36619000 40593000 28962000 37422000 36130000 32136000 32256000 34789000 38119000 45696000 16276000 20750000 63151000 28735000 40826000 43459000 42792000 35990000

P05783 "Keratin, type I cytoskeletal 18"KRT18 >sp|P05783|K1C18_HUMAN Keratin, type I cytoskeletal 18 OS=Homo sapiens GN=KRT18 PE=1 SV=2;>tr|F8VZY9|F8VZY9_HUMAN Keratin, type I cytoskeletal 18 OS=Homo sapiens GN=KRT18 PE=1 SV=121 35 35 25 48.057 430 430;391;295;425;425;455;455;404;404;416;416;416;448;453;467;476;404;416;417;448;4670 323.31 97796000 1.04E+08 1.09E+08 1.12E+08 2.27E+08 2.29E+08 2.49E+08 2.59E+08 48728000 49818000 1.19E+08 1.36E+08 82485000 94694000 1.26E+08 1.38E+08 1.23E+08 1.12E+08 1.08E+08 89178000 1.86E+08 1.7E+08 57502000 57632000 1.06E+08 1.08E+08 1.68E+08 1.64E+08

P35232 Prohibitin PHB >sp|P35232|PHB_HUMAN Prohibitin OS=Homo sapiens GN=PHB PE=1 SV=1;>tr|C9JW96|C9JW96_HUMAN Prohibitin (Fragment) OS=Homo sapiens GN=PHB PE=1 SV=2;>tr|C9JZ20|C9JZ20_HUMAN Prohibitin (Fragment) OS=Homo sapiens GN=PHB PE=1 SV=1;>tr|E7ESE2|E7ESE2_HUMAN Prohibiti7 13 13 13 29.804 272 272;246;201;202;216;155;1240 323.31 42483000 41596000 27448000 24216000 18398000 23192000 21337000 21634000 35861000 49460000 27122000 30733000 38153000 76044000 69241000 46867000 45295000 45711000 40565000 41256000 29929000 30563000 70332000 63183000 45984000 34239000 45549000 48216000

P13667 Protein disulfide-isomerase A4PDIA4 >sp|P13667|PDIA4_HUMAN Protein disulfide-isomerase A4 OS=Homo sapiens GN=PDIA4 PE=1 SV=22 44 44 44 72.932 645 645;163 0 323.31 80849000 79801000 68535000 66212000 97668000 96412000 1.15E+08 1.04E+08 50931000 49154000 91709000 1.08E+08 65767000 86177000 75937000 71894000 86150000 79010000 69069000 72951000 58638000 1.17E+08 66504000 61521000 90798000 83761000 86273000 95579000

P38606 V-type proton ATPase catalytic subunit AATP6V1A >sp|P38606-2|VATA_HUMAN Isoform 2 of V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V1A;>sp|P38606|VATA_HUMAN V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V1A PE=1 SV=24 22 22 22 64.735 584 584;617;185;221 0 323.31 41611000 39358000 35021000 38095000 24952000 24785000 23285000 32488000 56526000 49146000 15417000 21093000 36748000 58066000 20156000 30649000 57148000 53259000 60720000 66341000 11672000 10757000 13604000 9658000 40916000 49913000 29512000 31380000

P06753 TPM3 >sp|P06753-5|TPM3_HUMAN Isoform 5 of Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3;>sp|P06753-2|TPM3_HUMAN Isoform 2 of Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3;>tr|A0A087WWU8|A0A087WWU8_HUMAN Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3 11 27 27 10 28.87 248 248;248;227;247;247;248;232;223;95;158;490 323.31 57363000 59337000 65328000 60736000 84304000 89606000 85206000 87248000 46461000 48661000 65428000 64681000 62180000 69857000 47130000 59867000 88438000 65162000 71421000 81504000 1.26E+08 1.12E+08 89785000 63795000 82905000 91740000 63570000 74242000

Q99623 Prohibitin-2PHB2 >tr|J3KPX7|J3KPX7_HUMAN Prohibitin-2 OS=Homo sapiens GN=PHB2 PE=1 SV=2;>sp|Q99623|PHB2_HUMAN Prohibitin-2 OS=Homo sapiens GN=PHB2 PE=1 SV=2;>tr|F5GY37|F5GY37_HUMAN Prohibitin-2 OS=Homo sapiens GN=PHB2 PE=1 SV=1;>sp|Q99623-2|PHB2_HUMAN Isoform 2 of Prohibit8 12 12 12 33.239 298 298;299;267;261;213;261;112;870 194.18 35518000 37635000 27002000 37773000 16625000 12816000 17804000 15655000 53920000 47405000 31205000 30507000 30708000 49110000 31776000 64396000 43277000 40734000 37542000 40834000 11374000 20173000 11673000 38150000 47861000 55529000 36583000 27734000

O14773 Tripeptidyl-peptidase 1TPP1 >sp|O14773-2|TPP1_HUMAN Isoform 2 of Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1;>sp|O14773|TPP1_HUMAN Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1 PE=1 SV=22 5 5 5 34.463 320 320;563 0 224.47 23382000 25632000 20925000 20657000 25373000 25535000 26898000 25386000 43927000 47319000 15417000 13525000 19270000 18437000 37701000 29900000 21737000 23233000 28397000 26593000 0 2113400 0 0 26955000 25886000 26614000 26177000

P04844 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2RPN2 >sp|P04844|RPN2_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Homo sapiens GN=RPN2 PE=1 SV=3;>sp|P04844-2|RPN2_HUMAN Isoform 2 of Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Homo sapiens G7 17 17 17 69.283 631 631;615;345;167;162;138;1470 323.31 40720000 38896000 39367000 37233000 26940000 26110000 28040000 24445000 40519000 46914000 35392000 39688000 26636000 29342000 55631000 72980000 40108000 36103000 40305000 39686000 7876700 16456000 52014000 64171000 33465000 52060000 53185000 70184000

P21796 Voltage-dependent anion-selective channel protein 1VDAC1 >sp|P21796|VDAC1_HUMAN Voltage-dependent anion-selective channel protein 1 OS=Homo sapiens GN=VDAC1 PE=1 SV=2;>tr|C9JI87|C9JI87_HUMAN Voltage-dependent anion-selective channel protein 1 (Fragment) OS=Homo sapiens GN=VDAC1 PE=1 SV=12 16 16 16 30.772 283 283;184 0 223.44 73745000 82074000 67092000 62965000 48777000 60150000 50913000 45220000 47013000 46392000 95944000 1.18E+08 63428000 73726000 79586000 96068000 62063000 80675000 72931000 74750000 69575000 69463000 1.26E+08 1.49E+08 1E+08 95280000 77435000 67357000

Q08380 Galectin-3-binding proteinLGALS3BP >sp|Q08380|LG3BP_HUMAN Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV=110 11 11 11 65.33 585 585;259;209;210;131;205;88;113;48;1440 186.1 24764000 18273000 19206000 47620000 11487000 14399000 16451000 13516000 21391000 46332000 52350000 42073000 33875000 15533000 6808200 9589900 14938000 27132000 25082000 25952000 20022000 6139200 14597000 3436000 19928000 29412000 33519000 32267000

P30041 Peroxiredoxin-6PRDX6 >sp|P30041|PRDX6_HUMAN Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=31 18 18 18 25.035 224 224 0 226.42 39135000 38588000 33363000 47016000 57638000 54916000 56307000 64732000 35917000 46110000 36427000 29129000 34045000 44746000 35948000 33672000 39328000 41806000 31364000 33442000 59675000 52476000 40274000 42789000 35074000 43854000 42944000 34670000

Q08211 ATP-dependent RNA helicase ADHX9 >sp|Q08211|DHX9_HUMAN ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=42 32 32 32 140.96 1270 1270;235 0 323.31 33949000 33770000 33242000 43803000 41247000 40052000 40945000 45216000 44895000 45449000 37480000 31362000 32572000 35446000 36362000 28273000 34063000 40757000 34024000 36083000 42967000 52043000 32990000 25109000 37322000 30944000 33616000 30212000

P61019 Ras-related protein Rab-2ARAB2A >sp|P61019|RAB2A_HUMAN Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1;>sp|P61019-2|RAB2A_HUMAN Isoform 2 of Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A3 13 13 2 23.545 212 212;188;104 0 224.72 28963000 29861000 39365000 34114000 22089000 20865000 18485000 15813000 50923000 44811000 29953000 28022000 28259000 28927000 57929000 44980000 28125000 31440000 32172000 33010000 16999000 13747000 41600000 42222000 28349000 34138000 40941000 49024000

P21281 "V-type proton ATPase subunit B, brain isoform"ATP6V1B2 >sp|P21281|VATB2_HUMAN V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3;>tr|H0YC04|H0YC04_HUMAN V-type proton ATPase subunit B, brain isoform (Fragment) OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=18 21 21 21 56.5 511 511;199;496;513;49;248;249;660 265.67 30349000 27273000 31325000 33437000 22930000 19959000 23884000 20567000 39882000 44522000 24710000 24733000 33710000 26651000 19788000 18154000 28192000 29373000 25551000 26875000 28066000 21324000 26295000 31880000 30468000 29086000 24865000 24454000

P24752 "Acetyl-CoA acetyltransferase, mitochondrial"ACAT1 >sp|P24752|THIL_HUMAN Acetyl-CoA acetyltransferase, mitochondrial OS=Homo sapiens GN=ACAT1 PE=1 SV=15 21 21 21 45.199 427 427;136;162;141;540 264.02 88074000 59132000 44423000 66691000 36990000 36090000 35711000 46647000 47668000 44308000 33840000 35956000 53158000 53464000 45250000 55632000 62393000 53327000 55058000 60595000 23126000 46525000 61255000 91004000 53337000 34157000 62185000 36868000

P62979 Ubiquitin-40S ribosomal protein S27a;Ubiquitin;40S ribosomal protein S27a;Ubiquitin-60S ribosomal protein L40;Ubiquitin;60S ribosomal protein L40;Polyubiquitin-B;Ubiquitin;Polyubiquitin-C;UbiquitinRPS27A >sp|P62979|RS27A_HUMAN Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2;>tr|J3QS39|J3QS39_HUMAN Ubiquitin (Fragment) OS=Homo sapiens GN=UBB PE=4 SV=1;>tr|J3QTR3|J3QTR3_HUMAN Ubiquitin (Fragment) OS=Homo sapiens GN=RPS27A PE=1 SV=1;>27 11 11 11 17.965 156 156;93;106;123;134;136;149;153;155;161;169;206;229;305;128;229;685;63;66;61;224;229;43;114;138;53;980 147.7 1E+08 92576000 66014000 67948000 48023000 64502000 54520000 53977000 68684000 44306000 47715000 60588000 33436000 1.04E+08 83381000 67828000 1.11E+08 76490000 1.69E+08 1.21E+08 0 38432000 68799000 77511000 1.1E+08 43719000 52533000 38845000

P28331 "NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial"NDUFS1 >sp|P28331|NDUS1_HUMAN NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Homo sapiens GN=NDUFS1 PE=1 SV=3;>sp|P28331-2|NDUS1_HUMAN Isoform 2 of NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Homo sapiens GN=NDUFS1;>tr|B4DJ81|8 22 22 22 79.467 727 727;741;611;616;670;691;91;1300 323.31 24690000 25013000 41043000 24136000 13519000 14113000 13840000 12912000 34371000 44141000 65237000 35202000 23832000 20950000 33168000 46593000 22254000 21806000 21916000 24529000 10291000 6765300 32338000 27366000 24708000 28160000 32727000 48059000

P63244 "Guanine nucleotide-binding protein subunit beta-2-like 1;Guanine nucleotide-binding protein subunit beta-2-like 1, N-terminally processed"GNB2L1 >sp|P63244|GBLP_HUMAN Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Homo sapiens GN=GNB2L1 PE=1 SV=3;>tr|J3KPE3|J3KPE3_HUMAN Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Homo sapiens GN=GNB2L1 PE=1 SV=1;>tr|D6RAC2|D6RAC2_HUMAN 22 18 18 18 35.076 317 317;273;269;274;321;198;247;233;237;300;194;160;198;147;153;101;138;71;83;116;86;390 323.31 36216000 34522000 29798000 31139000 67627000 73549000 66025000 58533000 44656000 43735000 51599000 46575000 30397000 38416000 60897000 66248000 33417000 30664000 34752000 35757000 45229000 44349000 51013000 39771000 36987000 35733000 56820000 53450000

Q14103 Heterogeneous nuclear ribonucleoprotein D0HNRNPD >tr|H0YA96|H0YA96_HUMAN Heterogeneous nuclear ribonucleoprotein D0 (Fragment) OS=Homo sapiens GN=HNRNPD PE=1 SV=1;>tr|H0Y8G5|H0Y8G5_HUMAN Heterogeneous nuclear ribonucleoprotein D0 (Fragment) OS=Homo sapiens GN=HNRNPD PE=1 SV=3;>sp|Q14103-4|HNRPD_HUMAN Iso10 13 13 12 23.811 210 210;261;287;306;336;355;221;112;155;920 97.689 29738000 37618000 37547000 41734000 44203000 36609000 37849000 26015000 49534000 43412000 15248000 13520000 47199000 50405000 40446000 30020000 32640000 36458000 30338000 45879000 31360000 41083000 11032000 9935600 40964000 35292000 28980000 25147000

P47755 F-actin-capping protein subunit alpha-2CAPZA2 >sp|P47755|CAZA2_HUMAN F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=3;>tr|F8W9N7|F8W9N7_HUMAN F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=15 11 11 9 32.949 286 286;174;146;172;370 243.94 31201000 32179000 32088000 39744000 31851000 33481000 33905000 29291000 68069000 43294000 47221000 42094000 31407000 41004000 32445000 44145000 23391000 26645000 32017000 28191000 23236000 11400000 10299000 15089000 35830000 46498000 41794000 39740000

P25398 40S ribosomal protein S12RPS12 >sp|P25398|RS12_HUMAN 40S ribosomal protein S12 OS=Homo sapiens GN=RPS12 PE=1 SV=31 7 7 7 14.515 132 132 0 116.35 40459000 30162000 26379000 26866000 43802000 43690000 47228000 38651000 19523000 42935000 22639000 22734000 26327000 24653000 27196000 30185000 23160000 26420000 31093000 26195000 24484000 10952000 0 5311100 15264000 18716000 30024000 26230000

Q15437 Protein transport protein Sec23BSEC23B >sp|Q15437|SC23B_HUMAN Protein transport protein Sec23B OS=Homo sapiens GN=SEC23B PE=1 SV=2;>tr|Q5QPE2|Q5QPE2_HUMAN Protein transport protein Sec23B (Fragment) OS=Homo sapiens GN=SEC23B PE=1 SV=13 20 20 17 86.478 767 767;331;246 0 323.31 18355000 19220000 26473000 33232000 19923000 25663000 23305000 22316000 21718000 42533000 14194000 14478000 26450000 23497000 21646000 18621000 18256000 16934000 21309000 16638000 2464700 3894200 2942700 3526200 19477000 20188000 22059000 19259000

O43390 Heterogeneous nuclear ribonucleoprotein RHNRNPR >sp|O43390|HNRPR_HUMAN Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens GN=HNRNPR PE=1 SV=1;>sp|O43390-2|HNRPR_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens GN=HNRNPR;>sp|O43390-4|HNRPR_HUMAN Isoform 4 of Heterogeneo5 25 25 20 70.942 633 633;636;535;595;4940 142.7 46707000 43057000 47053000 51965000 51307000 54574000 51180000 54095000 32135000 42430000 34806000 40675000 45814000 54967000 29969000 31622000 44121000 45243000 41330000 37105000 94257000 55520000 40009000 42890000 52367000 55376000 34502000 27074000

P17538 Chymotrypsinogen B2;Chymotrypsin B2 chain A;Chymotrypsin B2 chain B;Chymotrypsin B2 chain C;Chymotrypsinogen B;Chymotrypsin B chain A;Chymotrypsin B chain B;Chymotrypsin B chain CCTRB2 >sp|Q6GPI1|CTRB2_HUMAN Chymotrypsinogen B2 OS=Homo sapiens GN=CTRB2 PE=2 SV=2;>sp|P17538|CTRB1_HUMAN Chymotrypsinogen B OS=Homo sapiens GN=CTRB1 PE=2 SV=1;>tr|H3BMY1|H3BMY1_HUMAN Chymotrypsin B2 chain A (Fragment) OS=Homo sapiens GN=CTRB2 PE=3 SV=1;>tr|H3B6 16 16 16 27.923 263 263;263;168;137;114;1820 323.31 55831000 60092000 52968000 49368000 90930000 83687000 90688000 81877000 60574000 42206000 1.79E+08 1.36E+08 53532000 59667000 2.99E+08 1.84E+08 54699000 37748000 46592000 67667000 84588000 61146000 1.08E+08 73868000 70567000 46707000 1.63E+08 1.09E+08

Q99536 Synaptic vesicle membrane protein VAT-1 homologVAT1 >sp|Q99536|VAT1_HUMAN Synaptic vesicle membrane protein VAT-1 homolog OS=Homo sapiens GN=VAT1 PE=1 SV=2;>sp|Q99536-3|VAT1_HUMAN Isoform 3 of Synaptic vesicle membrane protein VAT-1 homolog OS=Homo sapiens GN=VAT1;>tr|K7ERT7|K7ERT7_HUMAN Synaptic vesicle me9 22 22 22 41.92 393 393;325;146;259;125;151;154;30;920 323.31 57421000 56617000 47322000 42955000 33716000 36057000 39235000 36055000 42994000 41516000 28172000 30895000 33991000 38629000 30272000 28526000 41571000 37053000 33710000 36208000 51372000 43728000 7493300 39377000 51035000 57448000 40180000 29004000

Q15149 Plectin PLEC >sp|Q15149-7|PLEC_HUMAN Isoform 7 of Plectin OS=Homo sapiens GN=PLEC;>sp|Q15149-8|PLEC_HUMAN Isoform 8 of Plectin OS=Homo sapiens GN=PLEC;>sp|Q15149-9|PLEC_HUMAN Isoform 9 of Plectin OS=Homo sapiens GN=PLEC;>sp|Q15149-5|PLEC_HUMAN Isoform 5 of Plectin OS=H17 106 106 106 512.6 4515 4515;4525;4533;4547;4547;4551;4570;4574;4684;703;200;174;190;5063;5088;5090;830 323.31 45567000 42805000 38986000 43813000 70817000 75106000 86089000 76550000 31763000 41317000 81342000 91190000 38743000 39779000 94114000 58330000 40728000 46907000 39110000 45129000 26662000 24610000 50461000 39651000 53856000 53641000 90116000 86008000

Q16629 Serine/arginine-rich splicing factor 7SRSF7 >tr|C9JAB2|C9JAB2_HUMAN Serine/arginine-rich-splicing factor 7 OS=Homo sapiens GN=SRSF7 PE=1 SV=1;>sp|Q16629-3|SRSF7_HUMAN Isoform 3 of Serine/arginine-rich splicing factor 7 OS=Homo sapiens GN=SRSF7;>sp|Q16629-2|SRSF7_HUMAN Isoform 2 of Serine/arginine-ri5 6 6 5 26.928 235 235;132;135;226;2380 71.134 10872000 10240000 15725000 15799000 13299000 13280000 10965000 9808400 25922000 41269000 2799100 4550000 18050000 14405000 6825300 8222800 16166000 14228000 13504000 11298000 27195000 26919000 14370000 12816000 11698000 10453000 4109000 4548200

P62913 60S ribosomal protein L11RPL11 >sp|P62913-2|RL11_HUMAN Isoform 2 of 60S ribosomal protein L11 OS=Homo sapiens GN=RPL11;>sp|P62913|RL11_HUMAN 60S ribosomal protein L11 OS=Homo sapiens GN=RPL11 PE=1 SV=2;>tr|Q5VVC9|Q5VVC9_HUMAN 60S ribosomal protein L11 (Fragment) OS=Homo sapiens GN=RPL114 5 5 5 20.124 177 177;178;131;174 0 37.711 16189000 21420000 16527000 12604000 18995000 3609900 26197000 26151000 6600500 40994000 56876000 82970000 11784000 10145000 39081000 11748000 14434000 11901000 10773000 16340000 0 0 0 8992000 24435000 22748000 24192000 29875000

P31949 "Protein S100-A11;Protein S100-A11, N-terminally processed"S100A11 >sp|P31949|S10AB_HUMAN Protein S100-A11 OS=Homo sapiens GN=S100A11 PE=1 SV=21 5 5 5 11.74 105 105 0 26.617 3382900 5979100 3761500 12131000 10423000 5362300 9285600 19337000 24393000 40744000 3708000 8887100 0 9913200 4562900 17223000 0 0 13386000 5452700 0 0 0 1561200 9504700 1893600 4031100 8540900

P62140 Serine/threonine-protein phosphatase PP1-beta catalytic subunit;Serine/threonine-protein phosphatasePPP1CB >sp|P62140|PP1B_HUMAN Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=Homo sapiens GN=PPP1CB PE=1 SV=3;>tr|E7ETD8|E7ETD8_HUMAN Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP1CB PE=1 SV=14 15 15 6 37.186 327 327;169;125;138 0 271.86 21574000 19746000 18751000 22049000 19528000 20642000 21627000 24076000 28575000 40739000 12662000 17786000 27962000 21511000 17965000 20073000 18761000 24193000 28047000 24443000 16377000 10817000 11984000 13486000 28798000 29257000 17543000 12072000

Q13561 Dynactin subunit 2DCTN2 >sp|Q13561|DCTN2_HUMAN Dynactin subunit 2 OS=Homo sapiens GN=DCTN2 PE=1 SV=4;>sp|Q13561-3|DCTN2_HUMAN Isoform 3 of Dynactin subunit 2 OS=Homo sapiens GN=DCTN2;>sp|Q13561-2|DCTN2_HUMAN Isoform 2 of Dynactin subunit 2 OS=Homo sapiens GN=DCTN2;>tr|H0YI98|H0YI10 15 15 15 44.23 401 401;403;406;268;315;278;153;128;135;450 211.95 26054000 26408000 18776000 22035000 27593000 36519000 34803000 38386000 21789000 40424000 37099000 22564000 23341000 29519000 24323000 27298000 26278000 22445000 23968000 15656000 23946000 14386000 8069200 11894000 32565000 15778000 33641000 31691000

P52565 Rho GDP-dissociation inhibitor 1ARHGDIA >tr|J3KTF8|J3KTF8_HUMAN Rho GDP-dissociation inhibitor 1 (Fragment) OS=Homo sapiens GN=ARHGDIA PE=1 SV=3;>tr|J3QQX2|J3QQX2_HUMAN Rho GDP-dissociation inhibitor 1 OS=Homo sapiens GN=ARHGDIA PE=1 SV=1;>sp|P52565|GDIR1_HUMAN Rho GDP-dissociation inhibitor 1 O7 8 8 8 21.614 194 194;235;204;249;160;129;920 323.31 36003000 40108000 34765000 36923000 57011000 67645000 56637000 63264000 35772000 40293000 53176000 54708000 37457000 46360000 38404000 40503000 44675000 38028000 35099000 35322000 53943000 43930000 26122000 18208000 59993000 75635000 58295000 60598000

P02545 Prelamin-A/C;Lamin-A/CLMNA >sp|P02545|LMNA_HUMAN Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1;>sp|P02545-3|LMNA_HUMAN Isoform ADelta10 of Prelamin-A/C OS=Homo sapiens GN=LMNA;>sp|P02545-6|LMNA_HUMAN Isoform 6 of Prelamin-A/C OS=Homo sapiens GN=LMNA;>sp|P02545-2|LMNA_HUMAN Isoform 9 49 49 47 74.139 664 664;634;614;572;487;565;574;491;1820 323.31 86496000 90542000 79688000 78099000 1.15E+08 1.08E+08 1.19E+08 1.24E+08 39307000 40223000 90176000 92944000 55184000 67547000 93578000 1.1E+08 93848000 82959000 90520000 91297000 1.24E+08 1.13E+08 81698000 91981000 88191000 83112000 94800000 1.03E+08

P68366 Tubulin alpha-4A chainTUBA4A >sp|P68366-2|TBA4A_HUMAN Isoform 2 of Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A;>sp|P68366|TBA4A_HUMAN Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=16 22 4 4 48.328 433 433;448;153;180;198;1200 66.225 23638000 9002400 11887000 19209000 27353000 35254000 20459000 20492000 18752000 40044000 15641000 23980000 25639000 15231000 22859000 18088000 38965000 59326000 15590000 12071000 10494000 6360500 30727000 18426000 17367000 11157000 36811000 8602400

P84077 ADP-ribosylation factor 1ARF1 >sp|P84077|ARF1_HUMAN ADP-ribosylation factor 1 OS=Homo sapiens GN=ARF1 PE=1 SV=21 11 11 1 20.697 181 181 0 282.22 48663000 43972000 44027000 32935000 25442000 20349000 16814000 21106000 43960000 40021000 16897000 19201000 34029000 31620000 46961000 21183000 29474000 21745000 32929000 43349000 6949600 6538000 18819000 12680000 7396000 9235200 16136000 7923600

Q9HC38 Glyoxalase domain-containing protein 4GLOD4 >tr|F6TLX2|F6TLX2_HUMAN Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4 PE=1 SV=1;>sp|Q9HC38-2|GLOD4_HUMAN Isoform 2 of Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4;>sp|Q9HC38|GLOD4_HUMAN Glyoxalase domain-containing prot6 12 12 12 54.719 502 502;298;313;227;188;1150 112.56 17324000 17526000 16803000 17680000 13859000 15559000 7084200 11228000 23570000 39849000 11738000 6229700 15063000 13359000 9918700 12940000 16095000 12924000 13398000 12960000 27197000 18027000 9531000 10617000 12558000 14572000 14642000 11487000

P12814 Alpha-actinin-1ACTN1 >sp|P12814|ACTN1_HUMAN Alpha-actinin-1 OS=Homo sapiens GN=ACTN1 PE=1 SV=2;>sp|P12814-3|ACTN1_HUMAN Isoform 3 of Alpha-actinin-1 OS=Homo sapiens GN=ACTN1;>sp|P12814-2|ACTN1_HUMAN Isoform 2 of Alpha-actinin-1 OS=Homo sapiens GN=ACTN1;>sp|P12814-4|ACTN1_HUMAN18 44 29 29 103.06 892 892;914;887;930;822;261;238;297;251;894;894;207;126;144;901;944;72;850 323.31 35559000 31726000 37981000 41430000 46690000 44127000 38929000 41636000 44977000 39486000 43527000 46852000 40551000 31177000 35141000 33220000 37074000 38970000 36075000 25776000 26852000 31149000 30342000 23216000 30825000 29839000 53946000 38515000

Q00839 Heterogeneous nuclear ribonucleoprotein UHNRNPU >sp|Q00839-2|HNRPU_HUMAN Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU;>sp|Q00839|HNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU PE=1 SV=63 22 22 22 88.979 806 806;825;242 0 323.31 39629000 40039000 37304000 42869000 55504000 54827000 45753000 43380000 27757000 39396000 30366000 22438000 37899000 33538000 58841000 54207000 42593000 46606000 40971000 43016000 7656500 8254400 12082000 7273000 32750000 38700000 43665000 41551000

Q9Y678 Coatomer subunit gamma-1COPG1 >sp|Q9Y678|COPG1_HUMAN Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=12 25 25 21 97.717 874 874;188 0 323.31 31658000 35796000 32655000 35426000 44644000 43508000 39876000 34207000 70314000 38377000 33309000 36563000 26683000 25913000 26385000 26140000 20673000 30198000 29717000 26815000 21084000 17053000 15370000 3137700 30567000 33250000 34278000 28654000

O75531 "Barrier-to-autointegration factor;Barrier-to-autointegration factor, N-terminally processed"BANF1 >sp|O75531|BAF_HUMAN Barrier-to-autointegration factor OS=Homo sapiens GN=BANF1 PE=1 SV=11 4 4 4 10.058 89 89 0 16.557 8194400 16474000 6111600 8276600 5543600 5142000 0 0 38010000 38370000 0 3737000 8012300 9327900 1755700 15084000 6127400 7833800 7085500 11962000 0 0 0 0 0 11150000 0 7802700

Q86YB8 ERO1-like protein betaERO1LB >sp|Q86YB8|ERO1B_HUMAN ERO1-like protein beta OS=Homo sapiens GN=ERO1LB PE=1 SV=24 15 15 14 53.543 467 467;173;71;144 0 323.31 31695000 32541000 27771000 32747000 18884000 15329000 17361000 14818000 32316000 38201000 11868000 13109000 26856000 29331000 22436000 21996000 25810000 30399000 36606000 28356000 23885000 20532000 19582000 13342000 39572000 32730000 14044000 14700000

P04075 Fructose-bisphosphate aldolase AALDOA >sp|P04075|ALDOA_HUMAN Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2;>tr|H3BQN4|H3BQN4_HUMAN Fructose-bisphosphate aldolase OS=Homo sapiens GN=ALDOA PE=1 SV=1;>tr|J3KPS3|J3KPS3_HUMAN Fructose-bisphosphate aldolase OS=Homo sapiens GN=A10 26 26 24 39.42 364 364;361;368;418;155;278;162;140;204;1300 323.31 62084000 62236000 73497000 65977000 1.03E+08 1.07E+08 1.02E+08 1.16E+08 46583000 38013000 57011000 60770000 55401000 61455000 47198000 52726000 59379000 58691000 54824000 55272000 2.35E+08 1.8E+08 90792000 87964000 71186000 64130000 58401000 48746000

P27695 "DNA-(apurinic or apyrimidinic site) lyase;DNA-(apurinic or apyrimidinic site) lyase, mitochondrial"APEX1 >sp|P27695|APEX1_HUMAN DNA-(apurinic or apyrimidinic site) lyase OS=Homo sapiens GN=APEX1 PE=1 SV=2;>tr|G3V3M6|G3V3M6_HUMAN DNA-(apurinic or apyrimidinic site) lyase (Fragment) OS=Homo sapiens GN=APEX1 PE=1 SV=1;>tr|G3V5Q1|G3V5Q1_HUMAN DNA-(apurinic or apy9 13 13 13 35.554 318 318;263;242;174;162;172;108;150;420 170.11 9350000 20971000 6068900 3551900 4836600 5852700 3833300 2649700 11410000 37852000 4822700 9484200 17685000 13414000 8055500 13509000 9147200 8737000 12887000 9778500 15323000 9823500 0 5842300 16664000 20798000 7741900 17285000

P07339 Cathepsin D;Cathepsin D light chain;Cathepsin D heavy chainCTSD >sp|P07339|CATD_HUMAN Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1;>tr|C9JH19|C9JH19_HUMAN Cathepsin D light chain (Fragment) OS=Homo sapiens GN=CTSD PE=1 SV=1;>tr|F8WD96|F8WD96_HUMAN Cathepsin D light chain OS=Homo sapiens GN=CTSD PE=1 SV=16 17 17 17 44.552 412 412;299;276;189;199;2620 169.38 38407000 40427000 41990000 43824000 34565000 41558000 41889000 37659000 49027000 37743000 29641000 28741000 48187000 41826000 32991000 40061000 40908000 48292000 37940000 60421000 59072000 72531000 10132000 15742000 14149000 19542000 19969000 25208000

P30042 "ES1 protein homolog, mitochondrial"C21orf33 >tr|A0A096LNH5|A0A096LNH5_HUMAN Protein LOC102724023 OS=Homo sapiens GN=LOC102724023 PE=4 SV=1;>tr|A0A096LPI6|A0A096LPI6_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>sp|P30042|ES1_HUMAN ES1 protein homolog, mitochondrial OS=Homo sapiens GN=C21o11 6 6 6 19.416 182 182;238;268;191;257;237;137;165;217;224;1060 38.192 6988700 5989700 16510000 0 6357000 13235000 9750500 5429500 23102000 37406000 11512000 3148400 10187000 6840100 15441000 18459000 0 0 19164000 17025000 13194000 14193000 0 12815000 9367500 13998000 4095200 16736000

P09960 Leukotriene A-4 hydrolaseLTA4H >sp|P09960|LKHA4_HUMAN Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2;>sp|P09960-2|LKHA4_HUMAN Isoform 2 of Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H;>sp|P09960-4|LKHA4_HUMAN Isoform 4 of Leukotriene A-4 hydrolase OS=Homo sapiens GN=5 18 18 18 69.284 611 611;532;587;508;1320 323.31 16208000 20705000 23068000 19502000 26019000 26004000 22230000 24173000 17574000 37387000 30497000 18378000 16866000 19310000 11347000 11372000 15174000 16668000 10477000 11840000 34220000 31339000 10154000 9968000 18488000 19713000 20615000 16366000

P84243 Histone H3;Histone H3.3;Histone H3.1t;Histone H3.3CH3F3B >tr|K7EK07|K7EK07_HUMAN Histone H3 (Fragment) OS=Homo sapiens GN=H3F3B PE=1 SV=1;>sp|P84243|H33_HUMAN Histone H3.3 OS=Homo sapiens GN=H3F3A PE=1 SV=2;>sp|Q16695|H31T_HUMAN Histone H3.1t OS=Homo sapiens GN=HIST3H3 PE=1 SV=3;>tr|K7EMV3|K7EMV3_HUMAN Histone H8 11 11 2 14.914 132 132;136;136;92;123;151;135;1130 159 88069000 79135000 55562000 1.01E+08 24763000 23774000 30645000 30178000 40160000 36992000 17819000 20958000 49232000 58493000 33438000 51363000 1.43E+08 71799000 1.27E+08 1.59E+08 4433300 3526600 58071000 71692000 54963000 46791000 55118000 42304000

P10253 Lysosomal alpha-glucosidase;76 kDa lysosomal alpha-glucosidase;70 kDa lysosomal alpha-glucosidaseGAA >sp|P10253|LYAG_HUMAN Lysosomal alpha-glucosidase OS=Homo sapiens GN=GAA PE=1 SV=43 23 23 23 105.32 952 952;285;208 0 202.74 12011000 12889000 14516000 13412000 17085000 19872000 19024000 21444000 14659000 36908000 13851000 18059000 48703000 13765000 18436000 27762000 13535000 12780000 14033000 13488000 7180600 7541400 9686800 9310600 21976000 26597000 23628000 19187000

P19338 Nucleolin NCL >sp|P19338|NUCL_HUMAN Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3;>tr|H7BY16|H7BY16_HUMAN Nucleolin (Fragment) OS=Homo sapiens GN=NCL PE=1 SV=32 20 20 20 76.613 710 710;297 0 323.31 50288000 48512000 46541000 50240000 66664000 64502000 64430000 65298000 43220000 36787000 38039000 38808000 45305000 51416000 36499000 34411000 48478000 56971000 37238000 36524000 67270000 76703000 36558000 42538000 60094000 58662000 40298000 38238000

P46459 Vesicle-fusing ATPaseNSF >tr|I3L0N3|I3L0N3_HUMAN Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=1;>sp|P46459|NSF_HUMAN Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3;>sp|P46459-2|NSF_HUMAN Isoform 2 of Vesicle-fusing ATPase OS=Homo sapiens GN=NSF8 21 21 21 82.091 739 739;744;644;136;161;180;44;810 131.9 22029000 23020000 18884000 18656000 19184000 20685000 17037000 18398000 22236000 36565000 22269000 21765000 15083000 19328000 18830000 14894000 22456000 20075000 17528000 21300000 25357000 13931000 18376000 28482000 25041000 27202000 20490000 32073000

P07099 Epoxide hydrolase 1EPHX1 >sp|P07099|HYEP_HUMAN Epoxide hydrolase 1 OS=Homo sapiens GN=EPHX1 PE=1 SV=13 21 21 21 52.948 455 455;161;136 0 227.41 18467000 24055000 20071000 22701000 47896000 48616000 35167000 33858000 50076000 36396000 38562000 52372000 24979000 15525000 97773000 1.04E+08 18974000 18132000 26272000 29167000 67154000 70137000 1.16E+08 98478000 17417000 25675000 58933000 84742000

P34932 Heat shock 70 kDa protein 4HSPA4 >sp|P34932|HSP74_HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4;>tr|A0A087WYC1|A0A087WYC1_HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=1;>tr|A0A087WTS8|A0A087WTS8_HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens4 30 30 29 94.33 840 840;699;475;148 0 308.34 31396000 30463000 28888000 30145000 21753000 25904000 29351000 23970000 44928000 36375000 27948000 29309000 30147000 34588000 49827000 22231000 29794000 30195000 25268000 23771000 49284000 41264000 26151000 21301000 38321000 40342000 26607000 29921000

P62241 40S ribosomal protein S8RPS8 >sp|P62241|RS8_HUMAN 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2;>tr|Q5JR95|Q5JR95_HUMAN 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=12 12 12 12 24.205 208 208;188 0 194.91 32121000 31227000 27251000 28592000 62358000 61609000 51836000 60378000 24520000 36314000 52326000 69058000 22861000 29933000 76771000 55512000 31523000 28474000 23954000 26087000 76124000 82219000 65779000 69423000 44836000 37284000 71095000 60133000

Q15365 Poly(rC)-binding protein 1PCBP1 >sp|Q15365|PCBP1_HUMAN Poly(rC)-binding protein 1 OS=Homo sapiens GN=PCBP1 PE=1 SV=215 15 15 12 37.497 356 356;64;36;46;57;75;86;92;107;124;168;323;378;360;4030 285.84 63288000 66911000 54821000 66600000 70403000 82464000 67550000 69976000 39855000 36022000 97964000 1.04E+08 45545000 58647000 79127000 90738000 48903000 50142000 48107000 53277000 70366000 85510000 49329000 65502000 83535000 57495000 66744000 1.13E+08

P23284 Peptidyl-prolyl cis-trans isomerase BPPIB >sp|P23284|PPIB_HUMAN Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens GN=PPIB PE=1 SV=21 17 17 17 23.742 216 216 0 134.42 67287000 77542000 66444000 66852000 1.08E+08 93145000 1.08E+08 99565000 48282000 35754000 89174000 90986000 49483000 71371000 98389000 1.11E+08 88519000 77605000 66740000 70363000 1.09E+08 1.09E+08 1.4E+08 1.33E+08 76020000 76736000 85437000 1.11E+08

P26641 Elongation factor 1-gammaEEF1G >sp|P26641|EF1G_HUMAN Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3;>sp|P26641-2|EF1G_HUMAN Isoform 2 of Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G2 18 18 18 50.118 437 437;487 0 205.57 53468000 54746000 49354000 48153000 63538000 57911000 60719000 68117000 33915000 35736000 36381000 55140000 63685000 56076000 58876000 63852000 57014000 51585000 60702000 57801000 28641000 15010000 24588000 13165000 48032000 63756000 54982000 50318000

P09104 Gamma-enolase;EnolaseENO2 >sp|P09104|ENOG_HUMAN Gamma-enolase OS=Homo sapiens GN=ENO2 PE=1 SV=3;>sp|P09104-2|ENOG_HUMAN Isoform 2 of Gamma-enolase OS=Homo sapiens GN=ENO2;>tr|F5H0C8|F5H0C8_HUMAN Enolase OS=Homo sapiens GN=ENO2 PE=1 SV=19 15 12 12 47.268 434 434;391;315;103;391;406;434;73;860 263.9 36230000 42437000 37798000 36363000 26390000 25944000 32689000 30863000 36893000 35642000 23638000 34174000 33775000 49186000 23578000 31089000 28877000 28662000 27273000 29843000 20854000 22865000 5387400 6299500 52715000 56185000 21424000 18915000

Q15181 Inorganic pyrophosphatasePPA1 >sp|Q15181|IPYR_HUMAN Inorganic pyrophosphatase OS=Homo sapiens GN=PPA1 PE=1 SV=22 15 15 15 32.66 289 289;178 0 238.46 21120000 15991000 26194000 23950000 24055000 26470000 17763000 22881000 28143000 35642000 19366000 16469000 20399000 24941000 17724000 14158000 25134000 27265000 16871000 16640000 10532000 17621000 8742600 16270000 26413000 22340000 21352000 27609000

Q02218 "2-oxoglutarate dehydrogenase, mitochondrial"OGDH >sp|Q02218|ODO1_HUMAN 2-oxoglutarate dehydrogenase, mitochondrial OS=Homo sapiens GN=OGDH PE=1 SV=3;>tr|E9PCR7|E9PCR7_HUMAN 2-oxoglutarate dehydrogenase, mitochondrial OS=Homo sapiens GN=OGDH PE=1 SV=1;>tr|E9PDF2|E9PDF2_HUMAN 2-oxoglutarate dehydrogenase, 7 23 23 18 115.93 1023 1023;1038;1034;1019;873;427;2110 119.22 11999000 9582200 11234000 10252000 7233400 6834300 9138500 8700200 37840000 35507000 8057900 6146200 10146000 12262000 18597000 12123000 13178000 14196000 11687000 12451000 4785900 4442700 5776200 8509700 12756000 11497000 9189500 13568000

P19835 Bile salt-activated lipaseCEL >tr|X6R868|X6R868_HUMAN Bile salt-activated lipase OS=Homo sapiens GN=CEL PE=3 SV=1;>sp|P19835|CEL_HUMAN Bile salt-activated lipase OS=Homo sapiens GN=CEL PE=1 SV=3;>sp|P19835-2|CEL_HUMAN Isoform Short of Bile salt-activated lipase OS=Homo sapiens GN=CEL3 24 24 24 79.666 756 756;753;687 0 323.31 31047000 32978000 31991000 33279000 58645000 63063000 63782000 72484000 40042000 35384000 51127000 54064000 34017000 34930000 81042000 67062000 25196000 24289000 37385000 46133000 48045000 56772000 70782000 78388000 33412000 27192000 63683000 57024000

Q7KZF4 Staphylococcal nuclease domain-containing protein 1SND1 >sp|Q7KZF4|SND1_HUMAN Staphylococcal nuclease domain-containing protein 1 OS=Homo sapiens GN=SND1 PE=1 SV=12 39 39 39 102 910 910;231 0 323.31 32094000 35328000 29618000 28543000 52761000 65410000 60706000 49347000 31601000 35379000 34894000 38092000 36369000 35292000 42466000 39695000 34348000 33448000 33239000 30197000 46593000 62367000 47861000 37542000 44773000 39116000 48687000 47709000

P05386 60S acidic ribosomal protein P1RPLP1 >sp|P05386|RLA1_HUMAN 60S acidic ribosomal protein P1 OS=Homo sapiens GN=RPLP1 PE=1 SV=11 3 3 3 11.514 114 114 0 103.99 9991700 33117000 27741000 30272000 14395000 14325000 14829000 13484000 1.01E+08 35331000 9902500 1.04E+08 1.11E+08 68675000 42043000 10668000 11239000 12886000 11424000 12158000 3863600 2091300 2493900 20751000 8156600 5698000 5551800 43388000

P12109 Collagen alpha-1(VI) chainCOL6A1 >tr|A0A087X0S5|A0A087X0S5_HUMAN Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=1;>sp|P12109|CO6A1_HUMAN Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=32 29 29 29 108.34 1026 1026;1028 0 323.31 51327000 49497000 33990000 33359000 18852000 21871000 10681000 11114000 56372000 34475000 60803000 69435000 36010000 39958000 1.7E+08 1.75E+08 56059000 55389000 1.07E+08 95343000 23677000 20128000 1.42E+08 1.24E+08 46796000 56550000 74869000 82837000

P14550 Alcohol dehydrogenase [NADP(+)]AKR1A1 >sp|P14550|AK1A1_HUMAN Alcohol dehydrogenase [NADP(+)] OS=Homo sapiens GN=AKR1A1 PE=1 SV=34 21 21 21 36.573 325 325;147;119;140 0 259.52 39807000 35528000 38316000 39773000 55489000 60397000 59716000 56409000 31284000 34471000 54040000 42966000 34905000 33052000 29349000 43648000 40877000 44334000 41250000 34258000 34603000 66089000 21808000 23138000 42615000 42299000 42992000 27448000

P48735 "Isocitrate dehydrogenase [NADP], mitochondrial"IDH2 >sp|P48735|IDHP_HUMAN Isocitrate dehydrogenase [NADP], mitochondrial OS=Homo sapiens GN=IDH2 PE=1 SV=2;>sp|P48735-2|IDHP_HUMAN Isoform 2 of Isocitrate dehydrogenase [NADP], mitochondrial OS=Homo sapiens GN=IDH23 20 20 19 50.909 452 452;400;312 0 263.39 32074000 37604000 29986000 36052000 80153000 78309000 1.09E+08 1.05E+08 34147000 34293000 78447000 84486000 37680000 38447000 1.02E+08 75007000 28944000 29917000 34489000 34193000 18173000 18987000 43753000 73472000 40817000 34789000 1.38E+08 84671000

Q9H0E2 Toll-interacting proteinTOLLIP >sp|Q9H0E2|TOLIP_HUMAN Toll-interacting protein OS=Homo sapiens GN=TOLLIP PE=1 SV=1;>tr|F2Z2Y8|F2Z2Y8_HUMAN Toll-interacting protein OS=Homo sapiens GN=TOLLIP PE=1 SV=1;>tr|E7EN89|E7EN89_HUMAN Toll interacting protein, isoform CRA_b OS=Homo sapiens GN=TOLL7 5 5 5 30.281 274 274;213;246;205;80;179;1860 73.182 6836900 3525400 6832300 5567100 3071200 3058900 3096600 3773100 63100000 34035000 2413400 1188400 9085800 7083400 4687500 3500700 4628800 4994200 6281900 6227000 0 0 0 0 4635000 7369200 5387100 2631900

Q96CX2 BTB/POZ domain-containing protein KCTD12KCTD12 >sp|Q96CX2|KCD12_HUMAN BTB/POZ domain-containing protein KCTD12 OS=Homo sapiens GN=KCTD12 PE=1 SV=13 14 14 14 35.7 325 325;428;473 0 105.12 8960200 9846600 7275100 10096000 10020000 7360100 9240600 9603200 22001000 34014000 12926000 9919300 10672000 12157000 14527000 8147200 7508900 7799900 7887800 8105400 7791600 11551000 0 0 10656000 11754000 11678000 15248000

P55327 Tumor protein D52TPD52 >sp|P55327-4|TPD52_HUMAN Isoform 4 of Tumor protein D52 OS=Homo sapiens GN=TPD52;>sp|P55327-2|TPD52_HUMAN Isoform 2 of Tumor protein D52 OS=Homo sapiens GN=TPD52;>sp|P55327-5|TPD52_HUMAN Isoform 5 of Tumor protein D52 OS=Homo sapiens GN=TPD52;>sp|P55327-6|13 13 13 13 22.477 207 207;184;238;247;224;233;248;248;278;111;148;151;600 323.31 45750000 43001000 43598000 41076000 58916000 60712000 65560000 66048000 37697000 33985000 58934000 71387000 39055000 51734000 44880000 48566000 32558000 44158000 33420000 33239000 68680000 76399000 29417000 28863000 51292000 54624000 52876000 55049000

P09972 Fructose-bisphosphate aldolase CALDOC >sp|P09972|ALDOC_HUMAN Fructose-bisphosphate aldolase C OS=Homo sapiens GN=ALDOC PE=1 SV=2;>tr|A8MVZ9|A8MVZ9_HUMAN Fructose-bisphosphate aldolase OS=Homo sapiens GN=ALDOC PE=1 SV=1;>tr|J3KSV6|J3KSV6_HUMAN Fructose-bisphosphate aldolase C (Fragment) OS=Homo7 9 7 7 39.455 364 364;336;175;180;149;135;1220 323.31 14105000 13910000 16901000 17596000 24847000 18364000 25377000 20535000 17898000 33921000 1.77E+08 60665000 31903000 13877000 30345000 30208000 20302000 19994000 15665000 14067000 28793000 23315000 30517000 26720000 61245000 1.51E+08 1.54E+08 75031000

Q63HM9 PI-PLC X domain-containing protein 3PLCXD3 >sp|Q63HM9|PLCX3_HUMAN PI-PLC X domain-containing protein 3 OS=Homo sapiens GN=PLCXD3 PE=2 SV=21 6 6 6 36.312 321 321 0 32.028 3605100 4886300 7451100 7907000 4184800 5452400 3429800 3519100 26999000 33844000 5259200 2696200 30423000 4020300 5967300 5388000 6162700 6865600 6960000 4728000 0 0 1428200 0 7974900 3521200 3930100 5012700

P46821 Microtubule-associated protein 1B;MAP1B heavy chain;MAP1 light chain LC1MAP1B >sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B OS=Homo sapiens GN=MAP1B PE=1 SV=28 44 44 44 270.63 2468 2468;670;569;103;122;3041;2803;28050 323.31 31708000 31538000 30658000 30090000 19809000 21728000 24234000 25565000 25936000 33553000 27426000 24676000 30233000 29762000 20778000 15849000 23465000 25702000 26556000 29059000 24723000 29826000 35271000 36231000 40012000 44671000 20711000 22738000

Q07020 60S ribosomal protein L18RPL18 >tr|G3V203|G3V203_HUMAN 60S ribosomal protein L18 OS=Homo sapiens GN=RPL18 PE=1 SV=1;>tr|H0YHA7|H0YHA7_HUMAN 60S ribosomal protein L18 (Fragment) OS=Homo sapiens GN=RPL18 PE=1 SV=1;>tr|J3QQ67|J3QQ67_HUMAN 60S ribosomal protein L18 (Fragment) OS=Homo sapien8 4 4 4 18.756 164 164;167;190;159;188;130;133;1380 73.463 49241000 49690000 39941000 48504000 87951000 66207000 1.01E+08 93673000 29319000 33414000 53132000 45212000 28232000 61787000 31674000 36099000 34105000 38535000 38199000 28812000 58329000 54516000 47743000 31578000 42952000 47709000 44797000 1.03E+08

Q14152 Eukaryotic translation initiation factor 3 subunit AEIF3A >sp|Q14152|EIF3A_HUMAN Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens GN=EIF3A PE=1 SV=1;>sp|Q14152-2|EIF3A_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens GN=EIF3A2 22 22 22 166.57 1382 1382;1348 0 138.16 7933600 13693000 9539300 9281500 9478800 16445000 11352000 11124000 10753000 33331000 14880000 11560000 12139000 7061000 15329000 13978000 10098000 9466800 9510600 10220000 4542500 4030400 5134400 3487400 10730000 6041200 16835000 18176000

Q8WVM8 Sec1 family domain-containing protein 1SCFD1 >sp|Q8WVM8|SCFD1_HUMAN Sec1 family domain-containing protein 1 OS=Homo sapiens GN=SCFD1 PE=1 SV=4;>sp|Q8WVM8-2|SCFD1_HUMAN Isoform 2 of Sec1 family domain-containing protein 1 OS=Homo sapiens GN=SCFD1;>sp|Q8WVM8-3|SCFD1_HUMAN Isoform 3 of Sec1 family domai10 9 9 9 72.379 642 642;550;575;163;75;121;198;48;92;1020 203.06 10663000 8727900 15682000 13557000 12190000 9492600 10619000 9418600 42840000 33311000 39171000 47982000 24375000 5589400 11595000 14283000 7119400 8516500 7542200 10295000 9326700 11790000 14552000 6896600 11297000 11688000 13235000 20973000

O95154 Aflatoxin B1 aldehyde reductase member 3AKR7A3 >sp|O95154|ARK73_HUMAN Aflatoxin B1 aldehyde reductase member 3 OS=Homo sapiens GN=AKR7A3 PE=1 SV=21 10 10 7 37.206 331 331 0 138.68 9177300 9637900 8738600 7641700 23732000 26621000 29704000 28896000 19628000 33303000 39127000 12489000 17784000 14132000 37177000 41407000 6963800 5144700 9312800 6704100 12875000 20590000 0 11855000 12482000 12203000 60286000 34973000

P12830 Cadherin-1;E-Cad/CTF1;E-Cad/CTF2;E-Cad/CTF3CDH1 >tr|A0A087WXI5|A0A087WXI5_HUMAN Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=1;>sp|P12830|CADH1_HUMAN Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=3;>sp|P12830-2|CADH1_HUMAN Isoform 2 of Cadherin-1 OS=Homo sapiens GN=CDH1;>tr|A0A087WX17|A0A087WX17_HUMAN Cadher8 12 12 12 100.03 903 903;882;821;647;647;537;414;1550 217.52 7046500 9244500 8658600 8110900 6270100 6457500 6034800 6257200 28191000 33274000 35952000 25759000 8714200 8813200 23225000 11363000 8941800 8199600 8469200 7199900 5339000 6258700 10308000 10798000 13692000 8862900 13278000 9541200

P09936 Ubiquitin carboxyl-terminal hydrolase isozyme L1UCHL1 >sp|P09936|UCHL1_HUMAN Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Homo sapiens GN=UCHL1 PE=1 SV=2;>tr|D6RE83|D6RE83_HUMAN Ubiquitin carboxyl-terminal hydrolase OS=Homo sapiens GN=UCHL1 PE=1 SV=1;>tr|D6R956|D6R956_HUMAN Ubiquitin carboxyl-terminal 5 13 13 13 24.824 223 223;207;241;156;580 246.28 59821000 68204000 88754000 81528000 62353000 57987000 57684000 63674000 43972000 32812000 31941000 31231000 59640000 66145000 22278000 34146000 57474000 56693000 62204000 60463000 34571000 41350000 14253000 16814000 88599000 93852000 31348000 32191000

P40939 "Trifunctional enzyme subunit alpha, mitochondrial;Long-chain enoyl-CoA hydratase;Long chain 3-hydroxyacyl-CoA dehydrogenase"HADHA >sp|P40939|ECHA_HUMAN Trifunctional enzyme subunit alpha, mitochondrial OS=Homo sapiens GN=HADHA PE=1 SV=23 38 38 38 82.999 763 763;250;260 0 323.31 50546000 52750000 37015000 40542000 27190000 24932000 31458000 25345000 29035000 32757000 35284000 33196000 35282000 36027000 30242000 45933000 45055000 44807000 42419000 44671000 30808000 57148000 78863000 98188000 52410000 50494000 32434000 34721000

P48052 Carboxypeptidase A2CPA2 >sp|P48052|CBPA2_HUMAN Carboxypeptidase A2 OS=Homo sapiens GN=CPA2 PE=1 SV=32 14 14 14 47.03 419 419;182 0 158.98 25473000 30624000 29483000 32486000 51425000 59821000 53329000 55625000 39229000 32674000 43844000 65773000 38895000 38849000 42728000 44455000 37958000 41355000 41732000 52473000 41730000 49775000 22031000 22849000 49316000 41294000 67521000 57627000

P30050 60S ribosomal protein L12RPL12 >sp|P30050|RL12_HUMAN 60S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1;>sp|P30050-2|RL12_HUMAN Isoform 2 of 60S ribosomal protein L12 OS=Homo sapiens GN=RPL122 6 6 6 17.818 165 165;132 0 323.31 44048000 37607000 40140000 40922000 64544000 67102000 69024000 64039000 37656000 32565000 65822000 71501000 37998000 42052000 50393000 43227000 33747000 40790000 36496000 33519000 77405000 76172000 83837000 91278000 42013000 47821000 55363000 61162000

Q99497 Protein DJ-1PARK7 >sp|Q99497|PARK7_HUMAN Protein DJ-1 OS=Homo sapiens GN=PARK7 PE=1 SV=2;>tr|K7ELW0|K7ELW0_HUMAN Protein DJ-1 OS=Homo sapiens GN=PARK7 PE=1 SV=1;>tr|K7EN27|K7EN27_HUMAN Protein DJ-1 (Fragment) OS=Homo sapiens GN=PARK7 PE=1 SV=13 15 15 15 19.891 189 189;169;160 0 323.31 83469000 81767000 79655000 81383000 71738000 66409000 91153000 81300000 56733000 32065000 48927000 71030000 81295000 76737000 38801000 37126000 74455000 76800000 70115000 62786000 74492000 88905000 42514000 43758000 80869000 72538000 51286000 53070000

P55786 Puromycin-sensitive aminopeptidaseNPEPPS >tr|E9PLK3|E9PLK3_HUMAN Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=1;>sp|P55786|PSA_HUMAN Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=2;>sp|P55786-2|PSA_HUMAN Isoform 2 of Puromycin-sensitive aminopeptidas11 24 24 24 102.99 915 915;919;839;478;169;65;201;263;141;163;1630 191.36 24560000 24093000 27604000 23712000 23542000 28790000 30511000 30734000 35769000 31573000 31868000 32783000 27135000 22295000 18998000 16734000 23529000 20934000 21383000 21399000 47561000 41855000 14408000 24325000 31914000 35241000 18130000 22037000

P07384 Calpain-1 catalytic subunitCAPN1 >sp|P07384|CAN1_HUMAN Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=111 18 18 18 81.889 714 714;191;201;122;136;148;152;162;163;191;630 114.54 9163200 10375000 8437400 7697400 12330000 13127000 15893000 13906000 13817000 31563000 9116400 10208000 8495600 12455000 11168000 10300000 11299000 9406900 10363000 9394600 9651700 4280700 7351000 4519900 15313000 8837500 13041000 12543000

Q13724 Mannosyl-oligosaccharide glucosidaseMOGS >sp|Q13724-2|MOGS_HUMAN Isoform 2 of Mannosyl-oligosaccharide glucosidase OS=Homo sapiens GN=MOGS;>sp|Q13724|MOGS_HUMAN Mannosyl-oligosaccharide glucosidase OS=Homo sapiens GN=MOGS PE=1 SV=5;>tr|C9J8D4|C9J8D4_HUMAN Mannosyl-oligosaccharide glucosidase (Fra5 15 15 15 80.702 731 731;837;492;145;2090 187.34 10154000 9818900 5358400 6497600 4829700 3843800 8926000 8283700 54747000 31514000 13360000 12080000 20143000 20616000 31383000 32471000 6951900 2978300 10696000 12050000 7429900 7022300 19639000 15751000 13177000 9158100 9936000 15399000

Q9Y490 Talin-1 TLN1 >sp|Q9Y490|TLN1_HUMAN Talin-1 OS=Homo sapiens GN=TLN1 PE=1 SV=32 60 60 56 269.76 2541 2541;1471 0 323.31 47156000 45009000 37309000 33131000 59650000 54862000 57062000 62242000 35760000 31289000 75280000 67046000 32484000 36587000 64456000 58737000 36364000 37586000 45354000 43449000 36086000 15945000 48586000 45586000 37474000 36584000 55760000 65809000

O15240 Neurosecretory protein VGF;Neuroendocrine regulatory peptide-1;Neuroendocrine regulatory peptide-2;Antimicrobial peptide VGF[554-577]VGF >sp|O15240|VGF_HUMAN Neurosecretory protein VGF OS=Homo sapiens GN=VGF PE=1 SV=2;>tr|Q05BJ3|Q05BJ3_HUMAN Neurosecretory protein VGF OS=Homo sapiens GN=VGF PE=2 SV=12 31 31 31 67.257 615 615;377 0 323.31 57719000 55787000 51601000 58444000 75440000 71231000 83504000 91554000 36555000 31251000 54594000 71227000 45178000 58274000 42004000 39293000 60085000 57297000 50252000 46820000 1.42E+08 1.54E+08 84945000 79513000 79641000 82978000 62796000 52085000

P30040 Endoplasmic reticulum resident protein 29ERP29 >sp|P30040|ERP29_HUMAN Endoplasmic reticulum resident protein 29 OS=Homo sapiens GN=ERP29 PE=1 SV=4;>tr|F8VY02|F8VY02_HUMAN Endoplasmic reticulum resident protein 29 OS=Homo sapiens GN=ERP29 PE=1 SV=14 12 12 12 28.993 261 261;160;95;53 0 109.78 28997000 35740000 40715000 41300000 33782000 28348000 38053000 36419000 21541000 31067000 26216000 36784000 35327000 38826000 31064000 32356000 38370000 34309000 33679000 35046000 24161000 28044000 35782000 39146000 40229000 40917000 27779000 38085000

O60825 "6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 2;6-phosphofructo-2-kinase;Fructose-2,6-bisphosphatase"PFKFB2 >sp|O60825-2|F262_HUMAN Isoform 2 of 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 2 OS=Homo sapiens GN=PFKFB2;>sp|O60825|F262_HUMAN 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 2 OS=Homo sapiens GN=PFKFB2 PE=1 SV=220 27 27 27 54.406 471 471;505;125;244;455;513;526;406;471;500;514;520;534;143;271;462;434;435;469;960 180.92 44578000 45650000 39799000 47395000 26076000 22702000 26068000 28904000 32958000 30503000 18148000 19178000 38260000 46031000 20674000 18942000 44969000 38283000 34591000 45770000 22733000 30645000 18417000 13201000 49502000 52150000 23332000 22209000

Q9NVA2 Septin-11 SEP-2 >sp|Q15019|SEPT2_HUMAN Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1;>sp|Q15019-3|SEPT2_HUMAN Isoform 3 of Septin-2 OS=Homo sapiens GN=SEPT2;>sp|Q15019-2|SEPT2_HUMAN Isoform 2 of Septin-2 OS=Homo sapiens GN=SEPT2;>tr|B5MCX3|B5MCX3_HUMAN Septin-2 OS=Homo sapi18 13 13 13 41.487 361 361;371;396;321;184;148;173;121;131;161;188;147;94;105;72;80;50;520 252.88 11999000 11308000 22607000 13614000 17576000 24096000 21815000 19462000 24927000 30379000 16959000 26081000 15512000 13148000 25338000 21190000 15803000 13524000 15524000 16099000 4237200 8238500 8096700 14498000 10535000 16662000 19017000 16936000

P39687 Acidic leucine-rich nuclear phosphoprotein 32 family member AANP32A >tr|H0YN26|H0YN26_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Homo sapiens GN=ANP32A PE=1 SV=1;>sp|P39687|AN32A_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Homo sapiens GN=ANP32A PE=1 SV=15 9 9 7 19.997 177 177;249;79;234;1310 145.13 15878000 15644000 20599000 21911000 19175000 22913000 27799000 24233000 34326000 30073000 19546000 22111000 39076000 24919000 12354000 10115000 19865000 16986000 14851000 13090000 37668000 27402000 21127000 17849000 33958000 36603000 22766000 22755000

Q53GQ0 Estradiol 17-beta-dehydrogenase 12HSD17B12 >sp|Q53GQ0|DHB12_HUMAN Estradiol 17-beta-dehydrogenase 12 OS=Homo sapiens GN=HSD17B12 PE=1 SV=23 10 10 10 34.324 312 312;164;98 0 140.84 13929000 10713000 19898000 24467000 6926100 7369300 2157300 2552900 42489000 29909000 12870000 16743000 24759000 17509000 24653000 16517000 9709400 14489000 30787000 32798000 2742600 6550900 14085000 18544000 9873000 5517100 5638300 4890700

O60701 UDP-glucose 6-dehydrogenaseUGDH >sp|O60701|UGDH_HUMAN UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH PE=1 SV=1;>sp|O60701-2|UGDH_HUMAN Isoform 2 of UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH;>sp|O60701-3|UGDH_HUMAN Isoform 3 of UDP-glucose 6-dehydrogenase OS=Homo sapiens GN9 21 21 21 55.023 494 494;427;397;130;153;181;85;53;550 240.6 14718000 15983000 18569000 18403000 31959000 30498000 34340000 30674000 21033000 29560000 24521000 27739000 15045000 15907000 21146000 27115000 18402000 21098000 21372000 18999000 31295000 22847000 8809600 15599000 18532000 18887000 28097000 41412000

P50914 60S ribosomal protein L14RPL14 >tr|E7EPB3|E7EPB3_HUMAN 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=1;>sp|P50914|RL14_HUMAN 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=42 4 4 4 14.558 124 124;215 0 51.06 13441000 13249000 16091000 14579000 17032000 13277000 9877100 9717700 8388700 29555000 9839400 7571600 70845000 10148000 27638000 10147000 15486000 15108000 15361000 15646000 13297000 5492400 5497200 4683700 9357700 5712100 5987000 8508200

P45974 Ubiquitin carboxyl-terminal hydrolase 5USP5 >sp|P45974-2|UBP5_HUMAN Isoform Short of Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5;>sp|P45974|UBP5_HUMAN Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5 PE=1 SV=26 15 15 15 93.307 835 835;858;299;798;863;1370 323.31 10589000 10653000 10710000 9039100 14307000 13013000 13912000 10833000 19855000 29412000 27916000 48458000 15802000 13745000 14400000 12413000 10302000 12829000 11037000 9277200 12807000 15983000 9139900 8972400 18089000 18379000 22410000 27204000

Q8NCW5 NAD(P)H-hydrate epimeraseAPOA1BP >sp|Q8NCW5-2|NNRE_HUMAN Isoform 2 of NAD(P)H-hydrate epimerase OS=Homo sapiens GN=APOA1BP;>sp|Q8NCW5|NNRE_HUMAN NAD(P)H-hydrate epimerase OS=Homo sapiens GN=APOA1BP PE=1 SV=2;>tr|Q5T3I4|Q5T3I4_HUMAN NAD(P)H-hydrate epimerase OS=Homo sapiens GN=APOA1BP PE=14 8 8 8 20.43 185 185;288;245;260 0 44.586 8255800 5361300 8354700 12011000 6796000 7099700 7329700 8852200 14318000 29412000 13180000 7802600 10204000 9343200 10439000 8472900 0 8132000 8107700 6424700 4415600 5424300 5228500 10041000 7907600 13741000 13787000 17189000

P13473 Lysosome-associated membrane glycoprotein 2LAMP2 >sp|P13473-2|LAMP2_HUMAN Isoform LAMP-2B of Lysosome-associated membrane glycoprotein 2 OS=Homo sapiens GN=LAMP2;>sp|P13473|LAMP2_HUMAN Lysosome-associated membrane glycoprotein 2 OS=Homo sapiens GN=LAMP2 PE=1 SV=2;>sp|P13473-3|LAMP2_HUMAN Isoform LAMP-2C 4 3 3 3 44.955 410 410;410;411;258 0 20.711 12899000 10123000 11513000 8005800 3583600 2368700 2482800 0 13110000 29372000 8909200 0 15869000 12388000 4425300 3152200 8478800 11664000 12536000 6704000 0 0 0 0 12056000 7065100 1355700 2588900

Q9H8H3 Methyltransferase-like protein 7AMETTL7A >tr|F8VQX6|F8VQX6_HUMAN Methyltransferase-like protein 7A (Fragment) OS=Homo sapiens GN=METTL7A PE=1 SV=1;>tr|H0YI09|H0YI09_HUMAN Methyltransferase-like protein 7A (Fragment) OS=Homo sapiens GN=METTL7A PE=1 SV=1;>sp|Q9H8H3|MET7A_HUMAN Methyltransferase-lik3 5 5 5 20.662 180 180;244;244 0 96.632 23986000 20309000 18593000 34220000 13591000 14852000 12172000 12725000 27824000 29159000 40729000 27460000 19969000 16467000 28864000 29708000 13170000 16584000 19069000 16036000 12624000 12082000 48181000 49099000 24696000 30587000 40604000 32291000

P43304 "Glycerol-3-phosphate dehydrogenase, mitochondrial"GPD2 >sp|P43304|GPDM_HUMAN Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Homo sapiens GN=GPD2 PE=1 SV=3;>sp|P43304-2|GPDM_HUMAN Isoform 2 of Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Homo sapiens GN=GPD23 25 25 25 80.852 727 727;601;379 0 227.72 25642000 26647000 25154000 24165000 6128200 6999200 7298100 7443200 24727000 29086000 35763000 17126000 30364000 25086000 23710000 25054000 23240000 22177000 23672000 20710000 7575500 4990800 16740000 19817000 25119000 20314000 8550200 20470000

P27348 14-3-3 protein thetaYWHAQ >sp|P27348|1433T_HUMAN 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1;>tr|E9PG15|E9PG15_HUMAN 14-3-3 protein theta (Fragment) OS=Homo sapiens GN=YWHAQ PE=1 SV=12 19 16 16 27.764 245 245;149 0 323.31 66775000 63331000 56923000 56208000 64807000 58103000 68888000 73899000 29366000 28833000 51996000 35094000 48181000 46065000 24450000 36619000 61602000 65236000 46841000 50019000 1.77E+08 1.4E+08 55362000 76372000 78976000 82330000 42279000 45376000

Q04917 14-3-3 protein etaYWHAH >sp|Q04917|1433F_HUMAN 14-3-3 protein eta OS=Homo sapiens GN=YWHAH PE=1 SV=44 17 13 13 28.218 246 246;162;39;72 0 315.51 47830000 43189000 35697000 38313000 50056000 38603000 45357000 36385000 28139000 28697000 29004000 47502000 52492000 49168000 17268000 13250000 39090000 35337000 26536000 35983000 16306000 11309000 15276000 19371000 77533000 74049000 48680000 33261000

Q9Y333 U6 snRNA-associated Sm-like protein LSm2LSM2 >sp|Q9Y333|LSM2_HUMAN U6 snRNA-associated Sm-like protein LSm2 OS=Homo sapiens GN=LSM2 PE=1 SV=11 2 2 2 10.834 95 95 0 73.295 2700900 2411200 2271300 5435200 5329800 3979600 17311000 9350400 2813700 28620000 34456000 29026000 0 30826000 2233700 5094700 0 0 0 0 0 0 0 0 11567000 0 18026000 11338000



O43488 Aflatoxin B1 aldehyde reductase member 2AKR7A2 >tr|H3BLU7|H3BLU7_HUMAN Aflatoxin B1 aldehyde reductase member 2 (Fragment) OS=Homo sapiens GN=AKR7A2 PE=1 SV=1;>sp|O43488|ARK72_HUMAN Aflatoxin B1 aldehyde reductase member 2 OS=Homo sapiens GN=AKR7A2 PE=1 SV=32 8 7 6 34.684 314 314;359 0 114.42 10279000 10772000 15199000 14200000 13296000 16269000 14405000 16065000 15457000 28507000 33650000 12413000 21093000 7538200 12164000 20851000 11479000 10746000 8246700 8005300 0 3528100 4976200 3998500 10497000 12831000 12542000 13886000

P50213 "Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial"IDH3A >sp|P50213|IDH3A_HUMAN Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Homo sapiens GN=IDH3A PE=1 SV=1;>tr|H0YL72|H0YL72_HUMAN Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Homo sapiens GN=IDH3A PE=1 SV=1;>sp|P50213-2|IDH3A_9 9 9 9 39.591 366 366;331;288;134;175;109;48;87;460 57.874 13039000 11206000 8417400 9868700 5311200 7312100 4624700 6252100 12212000 28406000 6025400 5686700 9575900 9292400 9565800 9609100 12322000 11275000 11175000 10352000 0 4360200 0 0 12056000 11742000 3972500 5641900

P78527 DNA-dependent protein kinase catalytic subunitPRKDC >sp|P78527|PRKDC_HUMAN DNA-dependent protein kinase catalytic subunit OS=Homo sapiens GN=PRKDC PE=1 SV=3;>sp|P78527-2|PRKDC_HUMAN Isoform 2 of DNA-dependent protein kinase catalytic subunit OS=Homo sapiens GN=PRKDC3 91 91 91 469.08 4128 4128;4097;90 0 323.31 40049000 47077000 34961000 37491000 42668000 47203000 52393000 53082000 41927000 28347000 68261000 43087000 39511000 40175000 46350000 53932000 26386000 31194000 41077000 41062000 41993000 20181000 23132000 25124000 49268000 53276000 51640000 57165000

P06744 Glucose-6-phosphate isomeraseGPI >sp|P06744|G6PI_HUMAN Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4;>tr|K7EQ48|K7EQ48_HUMAN Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=2;>tr|A0A0A0MTS2|A0A0A0MTS2_HUMAN Glucose-6-phosphate isomerase (Fragment) OS=Homo sap12 22 22 17 63.146 558 558;474;573;569;167;159;163;146;162;209;110;1330 243.87 31908000 33969000 25679000 27500000 37534000 38358000 45089000 44350000 24958000 28266000 30416000 38151000 19092000 27192000 24732000 30762000 31092000 35104000 24852000 28722000 42198000 34571000 11938000 19347000 27382000 28003000 28975000 23515000

P24534 Elongation factor 1-betaEEF1B2 >sp|P24534|EF1B_HUMAN Elongation factor 1-beta OS=Homo sapiens GN=EEF1B2 PE=1 SV=34 8 8 8 24.763 225 225;68;123;29 0 71.746 21849000 20995000 19368000 27890000 24543000 23721000 22546000 29190000 39472000 28141000 26276000 30441000 74422000 18447000 65352000 28371000 17029000 14180000 26497000 23868000 24025000 56135000 35147000 30628000 64387000 77247000 43378000 1.14E+08

P49327 Fatty acid synthase;[Acyl-carrier-protein] S-acetyltransferase;[Acyl-carrier-protein] S-malonyltransferase;3-oxoacyl-[acyl-carrier-protein] synthase;3-oxoacyl-[acyl-carrier-protein] reductase;3-hydroxyacyl-[acyl-carrier-protein] dehydratase;Enoyl-[acyl-caFASN >sp|P49327|FAS_HUMAN Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=32 42 42 42 273.42 2511 2511;78 0 323.31 21931000 19092000 26098000 25237000 23007000 22034000 20754000 19131000 31392000 28059000 22076000 25535000 24072000 20871000 14625000 17333000 16369000 18164000 19604000 20481000 6836500 10150000 7407800 8286300 34647000 33335000 16142000 30417000

P62899 60S ribosomal protein L31RPL31 >tr|H7C2W9|H7C2W9_HUMAN 60S ribosomal protein L31 (Fragment) OS=Homo sapiens GN=RPL31 PE=1 SV=1;>tr|C9JU56|C9JU56_HUMAN 60S ribosomal protein L31 (Fragment) OS=Homo sapiens GN=RPL31 PE=1 SV=1;>tr|B7Z4E3|B7Z4E3_HUMAN 60S ribosomal protein L31 OS=Homo sapien8 2 2 2 12.701 108 108;115;120;130;121;125;128;790 23.062 0 0 0 0 16029000 15459000 23049000 0 24485000 27973000 10761000 0 0 0 16550000 15113000 11386000 13056000 0 0 0 0 0 0 0 10459000 10854000 10533000

Q86Y39 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11NDUFA11 >tr|K7EQ77|K7EQ77_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11 OS=Homo sapiens GN=NDUFA11 PE=4 SV=1;>tr|K7EK78|K7EK78_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>tr|K7EP35|K7EP35_HUMAN Uncharacterized protein (Fragment) 7 4 4 4 12.671 120 120;121;144;169;141;228;350 48.694 4013800 1262400 0 1287900 595840 928260 619540 816810 6220600 27943000 3063700 10775000 2584900 0 15961000 3772600 0 0 3556700 0 0 0 0 0 1800700 2168200 3772300 5165300

Q96I99 "Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial"SUCLG2 >sp|Q96I99|SUCB2_HUMAN Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Homo sapiens GN=SUCLG2 PE=1 SV=2;>sp|Q96I99-2|SUCB2_HUMAN Isoform 2 of Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Homo sapiens GN=SUCLG2;>tr|E9PDQ4 20 20 20 46.51 432 432;440;379;190 0 202.58 16672000 17127000 13177000 15707000 16050000 17899000 17556000 14226000 13414000 27878000 63485000 31650000 22784000 17232000 27014000 26077000 18535000 15190000 13971000 13335000 5077200 7007900 17172000 18342000 21133000 24701000 36387000 27432000

Q08257 Quinone oxidoreductaseCRYZ >sp|Q08257|QOR_HUMAN Quinone oxidoreductase OS=Homo sapiens GN=CRYZ PE=1 SV=1;>tr|A6NP24|A6NP24_HUMAN Quinone oxidoreductase (Fragment) OS=Homo sapiens GN=CRYZ PE=1 SV=1;>sp|Q08257-3|QOR_HUMAN Isoform 3 of Quinone oxidoreductase OS=Homo sapiens GN=CRYZ;>tr5 17 17 17 35.206 329 329;243;295;206;1920 242.88 21567000 22477000 20249000 19997000 28474000 28663000 33102000 32598000 26163000 27753000 19851000 19027000 17522000 25049000 19862000 26090000 23871000 22250000 21644000 18290000 39300000 36953000 33978000 25283000 29751000 24131000 31098000 26048000

O60888 Protein CutACUTA >sp|O60888-3|CUTA_HUMAN Isoform C of Protein CutA OS=Homo sapiens GN=CUTA;>sp|O60888|CUTA_HUMAN Protein CutA OS=Homo sapiens GN=CUTA PE=1 SV=2;>sp|O60888-2|CUTA_HUMAN Isoform A of Protein CutA OS=Homo sapiens GN=CUTA;>tr|C9IZG4|C9IZG4_HUMAN Protein CutA OS5 5 5 5 16.832 156 156;179;198;135;1550 51.221 7417100 9442700 9988300 7120600 0 5637700 5752700 6272500 22488000 27430000 2542600 46709000 23298000 4489300 9771100 3362900 12245000 0 5807700 7140900 0 0 0 16938000 7024800 8620200 8322200 28257000

P46781 40S ribosomal protein S9RPS9 >sp|P46781|RS9_HUMAN 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=3;>tr|B5MCT8|B5MCT8_HUMAN 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=1;>tr|C9JM19|C9JM19_HUMAN 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=15 12 12 12 22.591 194 194;139;156;77;79 0 54.026 23010000 26040000 23885000 21953000 44684000 59048000 50463000 41256000 18764000 27331000 31814000 37286000 18943000 22182000 18632000 20865000 26153000 28156000 24730000 26183000 94290000 47661000 34517000 68672000 28336000 28897000 26786000 32016000

P12236 "ADP/ATP translocase 3;ADP/ATP translocase 3, N-terminally processed"SLC25A6 >sp|P12236|ADT3_HUMAN ADP/ATP translocase 3 OS=Homo sapiens GN=SLC25A6 PE=1 SV=4;>tr|I7HJJ0|I7HJJ0_HUMAN ADP/ATP translocase 3 (Fragment) OS=Homo sapiens GN=SLC25A6 PE=1 SV=12 19 19 5 32.866 298 298;158 0 140.85 51518000 50099000 41836000 42109000 31527000 33652000 33569000 32788000 38929000 27163000 41058000 33680000 44227000 43073000 54167000 75512000 48276000 52508000 64898000 65701000 19299000 49259000 42005000 56828000 53686000 51451000 40352000 50276000

P48444 Coatomer subunit deltaARCN1 >sp|P48444|COPD_HUMAN Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1;>tr|B0YIW6|B0YIW6_HUMAN Archain 1, isoform CRA_a OS=Homo sapiens GN=ARCN1 PE=1 SV=1;>sp|P48444-2|COPD_HUMAN Isoform 2 of Coatomer subunit delta OS=Homo sapiens GN=ARCN15 14 14 14 57.21 511 511;552;423;189;830 161.21 15548000 14036000 17808000 19911000 15606000 16490000 18693000 19536000 36132000 26990000 22032000 29146000 41580000 23463000 24696000 17285000 17760000 18017000 16005000 16328000 11896000 12435000 7309900 7548300 23497000 24701000 31591000 31591000

P23396 40S ribosomal protein S3RPS3 >sp|P23396|RS3_HUMAN 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=2;>sp|P23396-2|RS3_HUMAN Isoform 2 of 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3;>tr|E9PPU1|E9PPU1_HUMAN 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=1;>tr|E9PL14 16 16 16 26.688 243 243;259;158;231;171;117;135;123;91;103;115;128;44;330 179.59 40920000 40120000 33157000 36778000 52267000 55899000 62874000 66443000 27641000 26964000 49312000 53760000 36295000 40701000 39808000 35266000 37826000 36799000 35248000 32939000 33042000 27050000 42523000 48537000 49039000 44797000 41453000 42384000

Q9NYU2 UDP-glucose:glycoprotein glucosyltransferase 1UGGT1 >sp|Q9NYU2-2|UGGG1_HUMAN Isoform 2 of UDP-glucose:glycoprotein glucosyltransferase 1 OS=Homo sapiens GN=UGGT1;>sp|Q9NYU2|UGGG1_HUMAN UDP-glucose:glycoprotein glucosyltransferase 1 OS=Homo sapiens GN=UGGT1 PE=1 SV=34 27 27 27 174.97 1531 1531;1555;131;15160 238.36 14115000 13685000 17479000 11271000 13228000 13721000 14796000 15654000 70033000 26756000 21900000 18478000 15710000 15711000 15665000 24924000 14286000 13970000 13206000 15496000 15950000 16401000 11108000 16794000 12951000 12908000 17769000 10080000

Q9BS26 Endoplasmic reticulum resident protein 44ERP44 >sp|Q9BS26|ERP44_HUMAN Endoplasmic reticulum resident protein 44 OS=Homo sapiens GN=ERP44 PE=1 SV=11 14 14 14 46.971 406 406 0 137.26 23415000 27615000 24387000 30716000 25545000 28339000 29364000 25659000 29692000 26735000 30961000 25835000 22241000 30803000 28861000 24243000 33544000 27522000 24400000 27017000 4110000 21599000 25026000 27363000 42252000 44343000 32668000 24121000

P28161 Glutathione S-transferase Mu 2GSTM2 >sp|P28161|GSTM2_HUMAN Glutathione S-transferase Mu 2 OS=Homo sapiens GN=GSTM2 PE=1 SV=2;>tr|E9PHN6|E9PHN6_HUMAN Glutathione S-transferase Mu 2 OS=Homo sapiens GN=GSTM2 PE=1 SV=1;>tr|F6XZQ7|F6XZQ7_HUMAN Glutathione S-transferase Mu 2 OS=Homo sapiens GN=GST7 12 11 6 25.744 218 218;193;220;191;181;87;1470 77.251 13610000 13503000 12651000 11874000 12098000 16844000 17527000 15146000 28129000 26589000 22186000 16174000 21395000 13239000 14810000 16728000 11027000 8292500 10068000 12716000 18286000 7113900 9282600 6950900 17052000 17401000 18511000 20034000

P13489 Ribonuclease inhibitorRNH1 >sp|P13489|RINI_HUMAN Ribonuclease inhibitor OS=Homo sapiens GN=RNH1 PE=1 SV=210 20 20 20 49.973 461 461;189;194;199;285;181;168;77;35;400 323.31 28366000 32671000 26906000 23293000 46172000 44251000 56422000 43345000 22893000 26541000 54711000 55180000 18656000 36595000 49232000 39961000 35017000 29886000 31845000 23108000 20148000 7535800 17763000 15077000 33090000 33927000 39582000 30093000

P49591 "Serine--tRNA ligase, cytoplasmic"SARS >tr|Q5T5C7|Q5T5C7_HUMAN Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=1;>sp|P49591|SYSC_HUMAN Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=32 18 18 18 61.312 536 536;514 0 212.87 20166000 20959000 18282000 19792000 25214000 21753000 24918000 24770000 18605000 26339000 23233000 30930000 18155000 18663000 22522000 13877000 22611000 19930000 16456000 16835000 20036000 24123000 12747000 11431000 25372000 21493000 23154000 26385000

P68036 Ubiquitin-conjugating enzyme E2 L3UBE2L3 >sp|P68036-2|UB2L3_HUMAN Isoform 2 of Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3;>sp|P68036|UB2L3_HUMAN Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3 PE=1 SV=1;>sp|P68036-3|UB2L3_HUMAN Isoform 3 of Ubiquitin-conjugating enz3 3 3 3 14.121 122 122;154;212 0 21.557 4331100 5128700 4626700 3758100 4399000 4516900 5811200 6142500 1221000 26188000 0 8590700 1490900 13920000 12886000 5884400 3803600 4601600 4946800 4033200 644740 1117000 977960 995380 6440100 5095000 7796600 3529700

Q99798 "Aconitate hydratase, mitochondrial"ACO2 >tr|A2A274|A2A274_HUMAN Aconitate hydratase, mitochondrial OS=Homo sapiens GN=ACO2 PE=1 SV=1;>sp|Q99798|ACON_HUMAN Aconitate hydratase, mitochondrial OS=Homo sapiens GN=ACO2 PE=1 SV=22 34 34 34 87.819 805 805;780 0 323.31 31074000 31312000 27722000 28140000 39597000 38926000 41604000 39290000 30989000 26181000 39119000 39413000 28759000 25802000 37171000 42615000 33793000 30533000 37392000 33090000 42402000 60361000 55504000 56000000 41616000 35221000 50992000 51547000

Q16698 "2,4-dienoyl-CoA reductase, mitochondrial"DECR1 >sp|Q16698-2|DECR_HUMAN Isoform 2 of 2,4-dienoyl-CoA reductase, mitochondrial OS=Homo sapiens GN=DECR1;>sp|Q16698|DECR_HUMAN 2,4-dienoyl-CoA reductase, mitochondrial OS=Homo sapiens GN=DECR1 PE=1 SV=17 12 12 12 34.994 326 326;335;181;205;151;95;430 170.54 16100000 18306000 16437000 17031000 17523000 16047000 18913000 16633000 46894000 26112000 8624800 14107000 15732000 15194000 17463000 23515000 14869000 16651000 17376000 25080000 14306000 17549000 22172000 23851000 16015000 20275000 16733000 24762000

Q93050 V-type proton ATPase 116 kDa subunit a isoform 1ATP6V0A1 >sp|Q93050-1|VPP1_HUMAN Isoform 2 of V-type proton ATPase 116 kDa subunit a isoform 1 OS=Homo sapiens GN=ATP6V0A1;>sp|Q93050|VPP1_HUMAN V-type proton ATPase 116 kDa subunit a isoform 1 OS=Homo sapiens GN=ATP6V0A1 PE=2 SV=3;>sp|Q93050-3|VPP1_HUMAN Isoform 314 18 18 18 95.755 831 831;837;838;788;794;130;198;195;483;93;68;129;188;8560 223.61 15465000 22593000 16146000 20193000 7176900 7938100 9446700 8215600 13112000 26048000 14754000 13351000 15603000 16693000 11446000 16940000 14042000 18560000 16989000 16379000 9080200 3612200 11132000 10143000 17908000 19756000 15960000 10546000

O00764 Pyridoxal kinasePDXK >sp|O00764-2|PDXK_HUMAN Isoform 2 of Pyridoxal kinase OS=Homo sapiens GN=PDXK;>sp|O00764|PDXK_HUMAN Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1;>tr|F2Z2Y4|F2Z2Y4_HUMAN Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1;>sp|O00764-3|PDXK_HUMAN Isofor5 5 5 5 31.808 284 284;312;272;239;870 88.799 3141200 3592500 3056500 4954900 0 2444500 0 1463300 6827000 25964000 0 49260000 8046700 1857500 2872300 2272400 2889700 1944500 3213800 6005100 0 0 0 0 7837000 4261500 1897900 4271600

P42765 "3-ketoacyl-CoA thiolase, mitochondrial"ACAA2 >sp|P42765|THIM_HUMAN 3-ketoacyl-CoA thiolase, mitochondrial OS=Homo sapiens GN=ACAA2 PE=1 SV=2;>tr|K7EME0|K7EME0_HUMAN 3-ketoacyl-CoA thiolase, mitochondrial OS=Homo sapiens GN=ACAA2 PE=1 SV=14 15 15 14 41.924 397 397;342;84;124 0 212.28 28646000 26491000 27145000 25172000 23299000 22024000 24081000 27324000 21830000 25651000 22037000 25539000 29311000 21281000 21319000 23460000 28104000 20850000 22281000 21107000 20703000 21457000 19594000 15073000 41910000 26001000 23592000 28501000

Q9Y265 RuvB-like 1RUVBL1 >sp|Q9Y265|RUVB1_HUMAN RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=1;>sp|Q9Y265-2|RUVB1_HUMAN Isoform 2 of RuvB-like 1 OS=Homo sapiens GN=RUVBL1;>tr|E7ETR0|E7ETR0_HUMAN RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=16 11 11 11 50.227 456 456;386;315;267;131;2220 92.863 8052100 9704100 11505000 5694700 4922200 6943500 6000600 6453400 24925000 25649000 13229000 24639000 27435000 5287600 15996000 10765000 8978200 8019600 6505300 6386300 11371000 3244100 8546100 5141800 9231900 11396000 8155900 21134000

Q16822 "Phosphoenolpyruvate carboxykinase [GTP], mitochondrial"PCK2 >sp|Q16822|PCKGM_HUMAN Phosphoenolpyruvate carboxykinase [GTP], mitochondrial OS=Homo sapiens GN=PCK2 PE=1 SV=3;>tr|B4DW73|B4DW73_HUMAN Phosphoenolpyruvate carboxykinase [GTP], mitochondrial OS=Homo sapiens GN=PCK2 PE=1 SV=1;>tr|H0YML5|H0YML5_HUMAN Phospho10 14 14 14 70.729 640 640;506;474;509;441;441;122;107;113;6220 142.22 8903100 9158700 10776000 11280000 12631000 12158000 11363000 13816000 34542000 25617000 30006000 24226000 46150000 12169000 24211000 13240000 8086400 7760400 10004000 7798600 12488000 13266000 10314000 8110500 12958000 14611000 9369700 60409000

P49189 4-trimethylaminobutyraldehyde dehydrogenaseALDH9A1 >sp|P49189|AL9A1_HUMAN 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN=ALDH9A1 PE=1 SV=3;>sp|P49189-2|AL9A1_HUMAN Isoform 2 of 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN=ALDH9A12 20 20 20 53.801 494 494;424 0 241.54 34363000 38093000 38904000 42789000 29403000 34102000 36079000 30304000 37113000 25603000 34187000 28138000 35268000 41830000 25394000 20205000 35756000 37973000 37285000 37167000 49953000 43650000 28080000 15860000 44073000 44813000 28476000 27093000

P31150 Rab GDP dissociation inhibitor alphaGDI1 >sp|P31150|GDIA_HUMAN Rab GDP dissociation inhibitor alpha OS=Homo sapiens GN=GDI1 PE=1 SV=22 29 19 19 50.582 447 447;147 0 292.46 28539000 29711000 33347000 25388000 16088000 16253000 19098000 19962000 44580000 25463000 19289000 21348000 29392000 31846000 11550000 13852000 23046000 22281000 21669000 19843000 13512000 6997400 7317700 9853200 27645000 31311000 19640000 22911000

P45880 Voltage-dependent anion-selective channel protein 2VDAC2 >sp|P45880-2|VDAC2_HUMAN Isoform 2 of Voltage-dependent anion-selective channel protein 2 OS=Homo sapiens GN=VDAC2;>sp|P45880|VDAC2_HUMAN Voltage-dependent anion-selective channel protein 2 OS=Homo sapiens GN=VDAC2 PE=1 SV=2;>sp|P45880-1|VDAC2_HUMAN Isofor7 13 13 13 30.412 283 283;294;309;282;195;204;1090 163.66 36995000 36768000 34100000 32341000 16374000 18795000 17130000 17917000 19676000 25334000 49059000 40276000 26641000 32057000 30997000 35587000 39744000 33860000 32210000 40731000 26766000 21227000 59311000 55895000 39979000 38350000 35634000 28964000

P00387 NADH-cytochrome b5 reductase 3;NADH-cytochrome b5 reductase 3 membrane-bound form;NADH-cytochrome b5 reductase 3 soluble formCYB5R3 >sp|P00387-2|NB5R3_HUMAN Isoform 2 of NADH-cytochrome b5 reductase 3 OS=Homo sapiens GN=CYB5R3;>sp|P00387|NB5R3_HUMAN NADH-cytochrome b5 reductase 3 OS=Homo sapiens GN=CYB5R3 PE=1 SV=3;>sp|P00387-3|NB5R3_HUMAN Isoform 3 of NADH-cytochrome b5 reductase 3 OS4 9 9 9 31.628 278 278;301;334;147 0 215.68 27287000 31634000 24195000 26111000 13958000 11695000 11277000 10187000 93286000 25122000 38708000 43449000 42525000 43188000 62793000 25787000 25137000 16658000 40121000 33124000 11141000 19977000 31230000 37105000 21565000 45578000 32869000 59423000

P37108 Signal recognition particle 14 kDa proteinSRP14 >tr|H0YLA2|H0YLA2_HUMAN Signal recognition particle 14 kDa protein OS=Homo sapiens GN=SRP14 PE=1 SV=1;>sp|P37108|SRP14_HUMAN Signal recognition particle 14 kDa protein OS=Homo sapiens GN=SRP14 PE=1 SV=22 3 3 3 13.058 115 115;136 0 60.538 7527000 5062300 8652700 9892600 24159000 18272000 13494000 24735000 19454000 25040000 14105000 4542700 16549000 6943600 19304000 10040000 0 4362800 8218500 11609000 0 0 0 0 21865000 8089900 29993000 9117500

Q9UHG2 ProSAAS;KEP;Big SAAS;Little SAAS;Big PEN-LEN;PEN;Little LEN;Big LENPCSK1N >sp|Q9UHG2|PCSK1_HUMAN ProSAAS OS=Homo sapiens GN=PCSK1N PE=1 SV=12 17 17 17 27.372 260 260;652 0 323.31 33616000 36411000 32358000 33330000 73786000 69135000 81511000 86837000 25677000 24891000 45843000 46270000 24756000 32361000 34499000 43456000 42530000 39091000 24824000 35078000 1.33E+08 1.35E+08 41659000 18121000 45744000 55315000 59914000 51451000

O00410 Importin-5 IPO5 >tr|H0Y8C6|H0Y8C6_HUMAN Importin-5 (Fragment) OS=Homo sapiens GN=IPO5 PE=1 SV=1;>sp|O00410-2|IPO5_HUMAN Isoform 2 of Importin-5 OS=Homo sapiens GN=IPO5;>sp|O00410|IPO5_HUMAN Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4;>sp|O00410-3|IPO5_HUMAN Isoform 3 of 12 16 16 14 123.75 1099 1099;1037;1097;1115;165;170;182;77;117;119;126;1420 142.69 12273000 14003000 11328000 11302000 9292900 9194100 6926500 8380300 24679000 24753000 8923500 7769600 11569000 13663000 11630000 15573000 8781500 11675000 8897100 9225600 0 10053000 11255000 0 10127000 9866300 8918100 10068000

Q6P2Q9 Pre-mRNA-processing-splicing factor 8PRPF8 >sp|Q6P2Q9|PRP8_HUMAN Pre-mRNA-processing-splicing factor 8 OS=Homo sapiens GN=PRPF8 PE=1 SV=23 23 23 23 273.6 2335 2335;1013;250 0 216.06 8626000 3053600 4820800 5122000 5585700 5604800 5220100 5130300 19581000 24487000 6875400 12315000 13834000 6831400 10158000 6789000 3124200 2825500 5752800 5155100 0 3718300 0 5176300 5601400 5258500 6370400 5517600

P07814 Bifunctional glutamate/proline--tRNA ligase;Glutamate--tRNA ligase;Proline--tRNA ligaseEPRS >sp|P07814|SYEP_HUMAN Bifunctional glutamate/proline--tRNA ligase OS=Homo sapiens GN=EPRS PE=1 SV=5;>tr|V9GYZ6|V9GYZ6_HUMAN Bifunctional glutamate/proline--tRNA ligase (Fragment) OS=Homo sapiens GN=EPRS PE=1 SV=13 32 32 32 170.59 1512 1512;968;194 0 323.31 14366000 12347000 15664000 13014000 19103000 18868000 18204000 21830000 17283000 24163000 15700000 19082000 21465000 14798000 25414000 23988000 3923500 4272400 10826000 14439000 2892800 3685300 9630800 4931100 11481000 21983000 27619000 17461000

P80404 "4-aminobutyrate aminotransferase, mitochondrial"ABAT >tr|H3BRN4|H3BRN4_HUMAN 4-aminobutyrate aminotransferase, mitochondrial OS=Homo sapiens GN=ABAT PE=1 SV=1;>tr|H3BNQ7|H3BNQ7_HUMAN 4-aminobutyrate aminotransferase, mitochondrial OS=Homo sapiens GN=ABAT PE=1 SV=1;>sp|P80404|GABT_HUMAN 4-aminobutyrate aminot5 21 21 21 58.14 515 515;515;500;117;910 323.31 34209000 34509000 31729000 34639000 36388000 28291000 35154000 35114000 23891000 24103000 28134000 33264000 25024000 28904000 21537000 23179000 35276000 33804000 36782000 34558000 37956000 68886000 55356000 38277000 35191000 40716000 32359000 24257000

P35580 Myosin-10 MYH10 >sp|P35580|MYH10_HUMAN Myosin-10 OS=Homo sapiens GN=MYH10 PE=1 SV=3;>sp|P35580-5|MYH10_HUMAN Isoform 5 of Myosin-10 OS=Homo sapiens GN=MYH10;>sp|P35580-2|MYH10_HUMAN Isoform 2 of Myosin-10 OS=Homo sapiens GN=MYH10;>sp|P35580-3|MYH10_HUMAN Isoform 3 of Myos6 53 40 36 229 1976 1976;1985;1992;1997;2007;1880 323.31 26710000 23508000 19660000 23143000 9916600 13153000 17785000 16038000 38402000 24094000 56703000 42301000 21551000 25163000 30752000 31654000 23273000 21099000 32378000 27947000 7123300 7552900 56111000 67907000 23763000 29767000 31701000 35590000

P26038 Moesin MSN >sp|P26038|MOES_HUMAN Moesin OS=Homo sapiens GN=MSN PE=1 SV=32 32 32 25 67.819 577 577;103 0 275.21 24781000 27903000 23047000 28635000 47305000 46149000 50229000 50039000 23173000 24059000 25736000 22639000 20295000 32501000 42874000 43725000 31166000 27435000 29378000 30397000 19111000 29870000 17034000 13182000 25410000 13624000 40656000 50908000

Q16401 26S proteasome non-ATPase regulatory subunit 5PSMD5 >sp|Q16401|PSMD5_HUMAN 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD5 PE=1 SV=3;>sp|Q16401-2|PSMD5_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD55 17 17 17 56.195 504 504;461;72;113;1570 195.66 8606000 5179600 6530400 5767600 10250000 13780000 11472000 11731000 21084000 23859000 13072000 12501000 6611100 4916300 5404900 5704200 6846700 6198800 4218100 4003300 3165000 3353800 704820 0 16268000 12271000 5064900 17293000

P62888 60S ribosomal protein L30RPL30 >tr|E5RI99|E5RI99_HUMAN 60S ribosomal protein L30 (Fragment) OS=Homo sapiens GN=RPL30 PE=1 SV=1;>sp|P62888|RL30_HUMAN 60S ribosomal protein L30 OS=Homo sapiens GN=RPL30 PE=1 SV=23 5 5 5 12.656 114 114;115;56 0 64.258 20568000 18997000 26095000 17762000 37845000 40540000 42919000 40204000 18516000 23852000 46711000 29527000 21145000 16971000 29134000 40555000 20437000 22180000 16926000 22298000 81545000 31145000 21144000 26969000 29796000 39567000 28063000 39717000

P62879 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2GNB2 >sp|P62879|GBB2_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Homo sapiens GN=GNB2 PE=1 SV=3;>tr|C9JIS1|C9JIS1_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 (Fragment) OS=Homo sapiens GN=GNB2 PE=1 SV=1;>7 15 9 6 37.331 340 340;232;251;152;296;240;790 323.31 13949000 25315000 22839000 21964000 11709000 12054000 10229000 10636000 27867000 23459000 36288000 68528000 17899000 9761000 19715000 14403000 10728000 18541000 20230000 21644000 16953000 17879000 23776000 14343000 30150000 20813000 15224000 23925000

Q01469 "Fatty acid-binding protein, epidermal"FABP5 >sp|Q01469|FABP5_HUMAN Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3;>tr|I6L8B7|I6L8B7_HUMAN Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=13 13 13 13 15.164 135 135;101;101 0 285.24 22502000 28670000 27564000 34005000 28271000 36187000 32605000 29049000 21277000 23326000 23080000 30967000 27825000 34205000 27325000 19925000 31170000 25313000 26145000 28208000 33824000 34136000 20466000 18274000 32136000 30068000 21609000 19410000

P31948 Stress-induced-phosphoprotein 1STIP1 >sp|P31948|STIP1_HUMAN Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1 PE=1 SV=1;>sp|P31948-2|STIP1_HUMAN Isoform 2 of Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1;>sp|P31948-3|STIP1_HUMAN Isoform 3 of Stress-induced-phosphoprotein 1 O6 13 13 13 62.639 543 543;590;519;236;138;1370 115.06 16117000 15502000 17474000 18055000 16596000 17172000 19441000 22543000 24183000 23167000 19330000 21097000 34969000 16291000 8152500 12389000 14787000 13562000 13260000 10671000 14339000 14305000 9674800 12969000 25112000 23011000 24429000 28501000

P20073 Annexin A7ANXA7 >sp|P20073-2|ANXA7_HUMAN Isoform 2 of Annexin A7 OS=Homo sapiens GN=ANXA7;>sp|P20073|ANXA7_HUMAN Annexin A7 OS=Homo sapiens GN=ANXA7 PE=1 SV=32 14 14 14 50.315 466 466;488 0 125.67 24918000 26138000 33338000 26384000 11732000 11739000 13370000 13671000 17035000 23113000 24544000 25528000 20406000 26094000 10895000 14417000 22156000 20190000 23120000 22077000 26665000 23880000 37062000 45931000 34332000 26796000 13740000 26816000

P50990 T-complex protein 1 subunit thetaCCT8 >sp|P50990|TCPQ_HUMAN T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 SV=4;>sp|P50990-2|TCPQ_HUMAN Isoform 2 of T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8;>sp|P50990-3|TCPQ_HUMAN Isoform 3 of T-complex protein 1 subunit theta 5 24 24 24 59.62 548 548;529;475;323;1070 161.49 31757000 30726000 26613000 28874000 36839000 36798000 39949000 37359000 25049000 23087000 31897000 36736000 25004000 28801000 25226000 20379000 32196000 33865000 29943000 26588000 32414000 49061000 37048000 32416000 35992000 33987000 27872000 28710000

P05141 "ADP/ATP translocase 2;ADP/ATP translocase 2, N-terminally processed"SLC25A5 >sp|P05141|ADT2_HUMAN ADP/ATP translocase 2 OS=Homo sapiens GN=SLC25A5 PE=1 SV=72 16 6 6 32.852 298 298;315 0 90.914 26726000 26555000 25190000 28270000 18159000 21071000 13741000 16498000 24467000 23078000 41110000 31932000 20882000 24219000 27237000 33301000 23011000 24284000 24393000 19560000 8790500 22371000 37210000 40342000 31709000 31746000 39307000 63271000

P30740 Leukocyte elastase inhibitorSERPINB1 >sp|P30740|ILEU_HUMAN Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB1 PE=1 SV=1;>sp|P30740-2|ILEU_HUMAN Isoform 2 of Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB13 18 18 17 42.741 379 379;228;206 0 203.49 18735000 16593000 22173000 25428000 51139000 55109000 53784000 64407000 26822000 23063000 51163000 51481000 22930000 19906000 42041000 42189000 20077000 24488000 22026000 21252000 44804000 44861000 30032000 24126000 27403000 28492000 44023000 49065000

P14406 "Cytochrome c oxidase subunit 7A2, mitochondrial"COX7A2 >tr|D6RIE3|D6RIE3_HUMAN Uncharacterized protein OS=Homo sapiens GN=COX7A2 PE=1 SV=1;>tr|D6RGV5|D6RGV5_HUMAN Cytochrome c oxidase subunit 7A2, mitochondrial (Fragment) OS=Homo sapiens GN=COX7A2 PE=1 SV=1;>tr|H0UI06|H0UI06_HUMAN Cytochrome c oxidase subunit 5 2 2 2 10.264 91 91;103;115;83;53 0 18.632 25551000 34704000 18040000 23450000 13329000 13201000 14719000 8874700 72640000 22892000 42086000 30169000 29166000 37623000 70010000 53010000 26210000 22076000 19759000 26893000 0 0 0 2399900 39327000 38588000 25239000 2.44E+08

P23381 "Tryptophan--tRNA ligase, cytoplasmic;T1-TrpRS;T2-TrpRS"WARS >sp|P23381|SYWC_HUMAN Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE=1 SV=2;>sp|P23381-2|SYWC_HUMAN Isoform 2 of Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS28 12 12 12 53.165 471 471;430;185;224;227;124;150;152;177;212;97;104;107;114;140;153;154;26;33;36;40;55;58;63;68;70;86;1050 188.43 5730000 8111000 5927800 6107900 9591000 11135000 15499000 12377000 20398000 22889000 20968000 11815000 8654800 6720800 20722000 10359000 10079000 5347000 5025600 6143800 5207700 9407300 8572600 3892700 10113000 8735700 16132000 10238000

P12532 "Creatine kinase U-type, mitochondrial"CKMT1A >sp|P12532|KCRU_HUMAN Creatine kinase U-type, mitochondrial OS=Homo sapiens GN=CKMT1A PE=1 SV=1;>sp|P12532-2|KCRU_HUMAN Isoform 2 of Creatine kinase U-type, mitochondrial OS=Homo sapiens GN=CKMT1A;>tr|F8WCN3|F8WCN3_HUMAN Creatine kinase U-type, mitochondri9 11 11 10 47.036 417 417;448;298;241;129;148;103;203;2220 323.31 16326000 23819000 16534000 26846000 11645000 13727000 9487600 9747200 18922000 22845000 31678000 33626000 28264000 22025000 14004000 12886000 16599000 18163000 14657000 18700000 13836000 14471000 15622000 18105000 49662000 28411000 16248000 37514000

P07741 Adenine phosphoribosyltransferaseAPRT >sp|P07741|APT_HUMAN Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT PE=1 SV=2;>sp|P07741-2|APT_HUMAN Isoform 2 of Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT;>tr|H3BQF1|H3BQF1_HUMAN Adenine phosphoribosyltransferase (Fragment) OS=H6 7 7 7 19.608 180 180;134;149;153;162;630 120.33 7048100 7215300 6112800 10933000 9906700 9243300 10614000 12744000 4674700 22388000 9164500 8313800 5412900 6576800 13575000 8241400 7311800 8538600 7233600 6796600 0 0 0 0 8290600 8386000 5801100 6120800

Q8WUH6 Transmembrane protein 263TMEM263 >sp|Q8WUH6|TM263_HUMAN Transmembrane protein 263 OS=Homo sapiens GN=TMEM263 PE=1 SV=11 3 3 3 11.748 116 116 0 9.6818 0 0 0 0 0 0 0 0 0 22335000 0 6614600 0 12238000 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P26640 Valine--tRNA ligaseVARS >sp|P26640|SYVC_HUMAN Valine--tRNA ligase OS=Homo sapiens GN=VARS PE=1 SV=44 34 34 34 140.47 1264 1264;297;174;288 0 323.31 15847000 15853000 17919000 19899000 22092000 22440000 21104000 22788000 14340000 22272000 30439000 20645000 13605000 17377000 21188000 21871000 9044300 14551000 20039000 19531000 11872000 27381000 13367000 23860000 20451000 18614000 20664000 18005000

Q13228 Selenium-binding protein 1SELENBP1 >sp|Q13228|SBP1_HUMAN Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1 PE=1 SV=2;>sp|Q13228-4|SBP1_HUMAN Isoform 4 of Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1;>sp|Q13228-2|SBP1_HUMAN Isoform 2 of Selenium-binding protein 1 OS=Homo sapie9 16 16 16 52.39 472 472;514;408;410;295;306;123;165;810 130.8 8133700 7643100 8678200 13041000 20047000 22956000 21594000 18940000 34247000 22182000 97451000 49759000 13101000 6694300 18143000 15502000 7880500 7926500 6665300 6670100 13874000 7846600 5542400 4482400 12304000 10062000 16153000 38899000

P07954 "Fumarate hydratase, mitochondrial"FH >sp|P07954-2|FUMH_HUMAN Isoform Cytoplasmic of Fumarate hydratase, mitochondrial OS=Homo sapiens GN=FH;>sp|P07954|FUMH_HUMAN Fumarate hydratase, mitochondrial OS=Homo sapiens GN=FH PE=1 SV=32 18 18 18 50.212 467 467;510 0 184.87 22896000 22401000 15844000 15964000 15613000 14786000 22232000 22090000 28539000 22062000 18552000 19045000 21256000 28241000 26139000 22514000 19544000 22224000 21486000 25089000 28792000 25553000 24833000 5164000 23224000 25823000 23644000 21415000

P46783 40S ribosomal protein S10RPS10 >sp|P46783|RS10_HUMAN 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=12 5 5 2 18.898 165 165;176 0 99.546 10745000 10563000 14510000 9198600 56094000 32469000 30014000 42533000 20942000 21940000 14294000 42196000 21331000 16890000 50842000 47205000 9605700 15264000 12031000 9115500 0 0 0 0 9908000 11876000 39862000 41578000

P10412 Histone H1.4HIST1H1E >sp|P10412|H14_HUMAN Histone H1.4 OS=Homo sapiens GN=HIST1H1E PE=1 SV=23 16 16 4 21.865 219 219;207;215 0 117.25 90567000 86086000 80750000 82592000 61921000 58156000 70797000 55893000 22734000 21884000 34140000 39622000 50271000 57694000 42559000 51549000 1.04E+08 95690000 1.02E+08 93731000 1.27E+08 1.18E+08 1.3E+08 1.47E+08 68918000 68789000 36561000 32775000

Q9UHY7 Enolase-phosphatase E1ENOPH1 >sp|Q9UHY7|ENOPH_HUMAN Enolase-phosphatase E1 OS=Homo sapiens GN=ENOPH1 PE=1 SV=1;>tr|D6RA00|D6RA00_HUMAN Enolase-phosphatase E1 OS=Homo sapiens GN=ENOPH1 PE=1 SV=1;>tr|A0A087WTH0|A0A087WTH0_HUMAN Enolase-phosphatase E1 OS=Homo sapiens GN=ENOPH1 PE=1 SV=1;4 7 7 7 28.932 261 261;173;219;115 0 121.31 5836800 2595700 4433600 4685800 4619800 4516700 5364900 4395100 9699700 21706000 4712800 5002900 5786200 4238800 2153700 2193500 3325000 0 0 9430400 0 0 0 0 5233600 5030800 3897400 4438500

O00429- Dynamin-1-like proteinDNM1L >sp|O00429-2|DNM1L_HUMAN Isoform 4 of Dynamin-1-like protein OS=Homo sapiens GN=DNM1L;>sp|O00429|DNM1L_HUMAN Dynamin-1-like protein OS=Homo sapiens GN=DNM1L PE=1 SV=2;>sp|O00429-8|DNM1L_HUMAN Isoform 8 of Dynamin-1-like protein OS=Homo sapiens GN=DNM1L;>sp18 24 24 24 80.535 725 725;736;738;749;712;699;710;710;533;261;156;180;169;172;97;117;54;480 229.02 15152000 15632000 11695000 12926000 7537600 8635600 9072300 11178000 21349000 21627000 20505000 11186000 11482000 11218000 3920100 4036000 6455600 7173600 5577700 6237300 6628600 3168500 2599900 5632900 13982000 10447000 7771800 7793200

Q15631 Translin TSN >tr|E9PGT1|E9PGT1_HUMAN Translin OS=Homo sapiens GN=TSN PE=1 SV=1;>sp|Q15631|TSN_HUMAN Translin OS=Homo sapiens GN=TSN PE=1 SV=1;>tr|H7C1D4|H7C1D4_HUMAN Translin (Fragment) OS=Homo sapiens GN=TSN PE=1 SV=1;>sp|Q15631-2|TSN_HUMAN Isoform 2 of Translin OS=Ho4 6 6 6 25.572 223 223;228;185;148 0 102.64 6090200 5009400 6535400 5906200 6305600 7368600 15999000 9536000 26685000 21583000 6426900 35929000 12385000 9797200 7550300 4293900 10737000 8809300 6215900 5383200 6827700 6356500 5485200 713880 8834700 11893000 8378600 30609000

Q9Y394 Dehydrogenase/reductase SDR family member 7DHRS7 >tr|A0A087X0Z7|A0A087X0Z7_HUMAN Dehydrogenase/reductase SDR family member 7 OS=Homo sapiens GN=DHRS7 PE=1 SV=1;>tr|H0YJ66|H0YJ66_HUMAN Dehydrogenase/reductase SDR family member 7 (Fragment) OS=Homo sapiens GN=DHRS7 PE=1 SV=1;>sp|Q9Y394-2|DHRS7_HUMAN Isofor6 8 8 8 42.619 376 376;399;289;339;212;1600 148.69 6656700 6160600 6427200 4925300 2014300 5185100 1976600 0 27992000 21581000 8692700 11830000 8733400 3914200 12287000 6102700 5876700 5917700 6932200 9743800 0 0 0 2355700 2688100 5171100 7147200 0

P07602 Prosaposin;Saposin-A;Saposin-B-Val;Saposin-B;Saposin-C;Saposin-DPSAP >tr|C9JIZ6|C9JIZ6_HUMAN Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2;>tr|B1AVU8|B1AVU8_HUMAN Saposin-D OS=Homo sapiens GN=PSAP PE=1 SV=1;>sp|P07602|SAP_HUMAN Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2;>sp|P07602-2|SAP_HUMAN Isoform Sap-mu-6 of Prosaposin6 15 15 15 58.44 527 527;559;524;526;527;2400 38.505 49476000 60433000 62077000 63995000 45208000 44311000 48950000 46679000 26560000 21525000 27486000 38305000 41090000 55695000 22431000 26932000 51358000 56896000 37087000 43984000 1.05E+08 79298000 46228000 61198000 57486000 57529000 25800000 26402000

P15311 Ezrin EZR >tr|E7EQR4|E7EQR4_HUMAN Ezrin OS=Homo sapiens GN=EZR PE=1 SV=3;>sp|P15311|EZRI_HUMAN Ezrin OS=Homo sapiens GN=EZR PE=1 SV=42 24 17 17 69.371 586 586;586 0 119.05 15642000 19454000 15901000 14127000 23468000 21498000 29137000 25527000 29550000 21506000 61060000 38282000 16979000 18962000 17723000 15393000 19835000 15752000 13735000 15688000 17187000 13559000 9999800 8611000 25509000 28471000 28563000 24655000

P61764 Syntaxin-binding protein 1STXBP1 >sp|P61764|STXB1_HUMAN Syntaxin-binding protein 1 OS=Homo sapiens GN=STXBP1 PE=1 SV=1;>sp|P61764-2|STXB1_HUMAN Isoform 2 of Syntaxin-binding protein 1 OS=Homo sapiens GN=STXBP14 19 19 19 67.568 594 594;603;64;119 0 212.12 12377000 13354000 13494000 11649000 6796100 5365700 7444500 7299900 15469000 21207000 15928000 10141000 13051000 14191000 5160700 4241900 14359000 14195000 15722000 13457000 0 9384000 9461600 11935000 15141000 18295000 8026300 6632900

P20810 CalpastatinCAST >tr|E9PCH5|E9PCH5_HUMAN Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=1;>tr|B7Z574|B7Z574_HUMAN Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=1;>sp|P20810-4|ICAL_HUMAN Isoform 4 of Calpastatin OS=Homo sapiens GN=CAST;>sp|P20810-8|ICAL_HUMAN Isoform 8 of Calpas28 11 11 11 72.798 673 673;694;667;686;695;708;750;756;769;772;791;693;590;436;636;642;423;431;465;430;450;393;288;304;78;91;156;3010 323.31 9845500 10307000 10150000 9285900 13222000 16149000 13384000 11992000 7989500 21130000 19631000 17488000 8030200 9685500 4850300 5605600 4464100 0 3201600 4158600 0 0 1907000 0 13282000 11843000 6232900 6725600

P63241 Eukaryotic translation initiation factor 5A-1;Eukaryotic translation initiation factor 5A-1-likeEIF5A >tr|I3L397|I3L397_HUMAN Eukaryotic translation initiation factor 5A-1 (Fragment) OS=Homo sapiens GN=EIF5A PE=1 SV=3;>tr|I3L504|I3L504_HUMAN Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5A PE=1 SV=1;>sp|P63241|IF5A1_HUMAN Eukaryotic t9 10 10 10 16.118 147 147;186;154;184;154;105;109;115;1530 323.31 35216000 32933000 35800000 47060000 34550000 32917000 26069000 33288000 20102000 21042000 27503000 21496000 38402000 48343000 29495000 31872000 34251000 32683000 25711000 33604000 27776000 32790000 27348000 22608000 21731000 12326000 13408000 19847000

P62277 40S ribosomal protein S13RPS13 >sp|P62277|RS13_HUMAN 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=2;>tr|J3KMX5|J3KMX5_HUMAN 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=13 9 9 9 17.222 151 151;148;116 0 71.418 17104000 25705000 20659000 24631000 34151000 33899000 45092000 38010000 13743000 21031000 17685000 22387000 15990000 16859000 27693000 21166000 26773000 22103000 21629000 23310000 17142000 8299700 4146400 8619200 23398000 29093000 19522000 17684000

P62873 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1GNB1 >sp|P62873|GBB1_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Homo sapiens GN=GNB1 PE=1 SV=3;>sp|P62873-2|GBB1_HUMAN Isoform 2 of Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Homo sapiens GN=GNB1;>tr|F6UT212 16 16 9 37.377 340 340;332;165;108;163;240;232;232;265;339;297;3400 323.31 34421000 29054000 22780000 32309000 12070000 12805000 20445000 20982000 18289000 20982000 28892000 54120000 27395000 23440000 23588000 40526000 28409000 32763000 47089000 42763000 22504000 24227000 43190000 32368000 36170000 33712000 29486000 38598000

P50991 T-complex protein 1 subunit deltaCCT4 >sp|P50991|TCPD_HUMAN T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4;>sp|P50991-2|TCPD_HUMAN Isoform 2 of T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT42 17 17 17 57.924 539 539;509 0 300.68 23381000 24808000 22572000 23169000 24291000 27076000 28087000 27903000 30215000 20906000 15395000 17657000 19138000 22086000 16539000 16248000 21103000 20001000 19671000 18317000 25718000 33312000 15841000 12785000 25176000 26449000 12973000 13666000

O60716 Catenin delta-1CTNND1 >tr|C9JZR2|C9JZR2_HUMAN Catenin delta-1 OS=Homo sapiens GN=CTNND1 PE=1 SV=2;>sp|O60716-24|CTND1_HUMAN Isoform 3 of Catenin delta-1 OS=Homo sapiens GN=CTNND1;>sp|O60716-23|CTND1_HUMAN Isoform 3C of Catenin delta-1 OS=Homo sapiens GN=CTNND1;>sp|O60716-21|CTN37 21 21 21 104.85 938 938;811;817;832;838;840;846;858;861;864;867;879;885;887;893;908;912;914;918;933;939;941;947;962;968;589;595;610;616;618;624;639;645;261;123;126;1290 323.31 12970000 10807000 9785300 9316400 14117000 9568400 9651300 15611000 17380000 20893000 9770900 11328000 13556000 10374000 21839000 27113000 11329000 10399000 12967000 12643000 4824200 4158500 33379000 52893000 10583000 18759000 14371000 19261000

P51571 Translocon-associated protein subunit deltaSSR4 >sp|P51571|SSRD_HUMAN Translocon-associated protein subunit delta OS=Homo sapiens GN=SSR4 PE=1 SV=1;>tr|A6NLM8|A6NLM8_HUMAN Translocon-associated protein subunit delta OS=Homo sapiens GN=SSR4 PE=1 SV=12 5 5 5 18.998 173 173;148 0 34.523 7509300 6167900 9451400 6565700 6557600 5860100 2657300 2262000 6349700 20805000 10729000 9424100 12762000 4504500 30028000 23900000 10741000 11421000 0 5640100 0 0 3652800 3506200 4781400 2605100 8864800 6127500

O75874 Isocitrate dehydrogenase [NADP] cytoplasmicIDH1 >sp|O75874|IDHC_HUMAN Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=24 18 17 17 46.659 414 414;157;62;74 0 106.46 11568000 15537000 14432000 13208000 15609000 17642000 17358000 19304000 24327000 20765000 18119000 13248000 13599000 12813000 9571400 7845800 9732600 11627000 12877000 13319000 9831900 8636400 5194800 5929200 11004000 7022600 15274000 10674000

P34913 Bifunctional epoxide hydrolase 2;Cytosolic epoxide hydrolase 2;Lipid-phosphate phosphataseEPHX2 >sp|P34913|HYES_HUMAN Bifunctional epoxide hydrolase 2 OS=Homo sapiens GN=EPHX2 PE=1 SV=2;>tr|E5RFU2|E5RFU2_HUMAN Lipid-phosphate phosphatase OS=Homo sapiens GN=EPHX2 PE=1 SV=1;>sp|P34913-3|HYES_HUMAN Isoform 3 of Bifunctional epoxide hydrolase 2 OS=Homo s7 11 11 11 62.615 555 555;523;489;502;312;372;1580 211.91 6139700 6697500 8227300 7890600 10610000 10772000 14616000 13225000 10624000 20714000 14889000 11706000 5692100 9686700 8588200 5548400 0 6830900 5855000 6673700 35861000 35781000 7287400 8249100 8523300 9402300 12646000 11633000

Q06830 Peroxiredoxin-1PRDX1 >sp|Q06830|PRDX1_HUMAN Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1;>tr|A0A0A0MSI0|A0A0A0MSI0_HUMAN Peroxiredoxin-1 (Fragment) OS=Homo sapiens GN=PRDX1 PE=4 SV=13 16 16 12 22.11 199 199;171;97 0 79.893 41544000 50450000 36474000 41933000 48740000 54823000 76227000 63090000 19673000 20487000 46563000 47105000 25887000 39004000 28911000 30392000 42164000 43866000 41012000 37108000 49279000 70551000 41827000 42617000 44374000 47159000 40774000 34633000

P53007 "Tricarboxylate transport protein, mitochondrial"SLC25A1 >sp|P53007|TXTP_HUMAN Tricarboxylate transport protein, mitochondrial OS=Homo sapiens GN=SLC25A1 PE=1 SV=2;>tr|B4DP62|B4DP62_HUMAN Solute carrier family 25 (Mitochondrial carrier citrate transporter), member 1, isoform CRA_b OS=Homo sapiens GN=SLC25A1 PE=12 9 9 9 34.012 311 311;208 0 38.546 4106700 11107000 5100300 5073600 2252900 1779200 2655700 0 11738000 20417000 32193000 35534000 6483400 2359700 14083000 8540700 0 1148900 5740100 20037000 2599200 0 22332000 17212000 6266100 0 7285300 6154300

P56192 "Methionine--tRNA ligase, cytoplasmic"MARS >sp|P56192|SYMC_HUMAN Methionine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS PE=1 SV=2;>sp|P56192-2|SYMC_HUMAN Isoform 2 of Methionine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS14 18 18 18 101.11 900 900;546;233;219;58;71;95;110;114;140;60;81;119;1240 323.31 7400400 10162000 10131000 13484000 11123000 12217000 12879000 16107000 25877000 20369000 21270000 14579000 21124000 10910000 33471000 32837000 6202300 6768600 10940000 8438500 0 7621800 5504900 3754500 23255000 8709700 16672000 25738000

P11940 Polyadenylate-binding protein 1PABPC1 >tr|A0A087WTT1|A0A087WTT1_HUMAN Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=1;>sp|P11940-2|PABP1_HUMAN Isoform 2 of Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1;>sp|P11940|PABP1_HUMAN Polyadenylate-binding protein 1 OS=Ho23 24 24 14 58.535 522 522;547;636;591;604;284;631;175;108;129;131;118;165;614;75;169;183;330;136;42;43;61;2000 276.11 19980000 17877000 19751000 23099000 32452000 32263000 36584000 34886000 23364000 20295000 22634000 24407000 27792000 29039000 29314000 23377000 24518000 26465000 16425000 24054000 35783000 42238000 16774000 19146000 25617000 26269000 30740000 40401000

P07478 Trypsin-2 PRSS2 >tr|A6XMV8|A6XMV8_HUMAN Protease serine 2 preproprotein OS=Homo sapiens GN=PRSS3P2 PE=2 SV=1;>tr|A0A096LNX4|A0A096LNX4_HUMAN Putative trypsin-6 OS=Homo sapiens GN=PRSS3P2 PE=4 SV=1;>tr|A6XMV9|A6XMV9_HUMAN Protease serine 2 preproprotein OS=Homo sapiens GN=5 8 5 2 26.67 246 246;247;261;261;2470 94.327 47348000 45657000 40798000 43735000 83127000 75438000 67369000 82627000 44464000 20278000 41712000 80253000 38513000 26210000 54157000 44297000 50145000 43648000 40533000 31825000 32343000 15542000 14979000 0 45684000 36511000 93592000 46868000

P62491 Ras-related protein Rab-11B;Ras-related protein Rab-11ARAB11B >sp|Q15907|RB11B_HUMAN Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B PE=1 SV=4;>sp|Q15907-2|RB11B_HUMAN Isoform 2 of Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B;>tr|H3BMH2|H3BMH2_HUMAN Ras-related protein Rab-11A (Fragment) OS=Homo sapien8 13 13 12 24.488 218 218;179;155;198;155;216;146;600 120.95 21881000 18843000 21045000 21495000 16386000 16196000 15932000 17823000 12658000 20268000 23211000 14674000 13732000 17881000 17481000 15309000 20288000 22691000 20011000 19991000 32796000 25481000 26833000 29338000 24452000 21028000 25201000 20425000

P62195 26S protease regulatory subunit 8PSMC5 >sp|P62195|PRS8_HUMAN 26S protease regulatory subunit 8 OS=Homo sapiens GN=PSMC5 PE=1 SV=1;>sp|P62195-2|PRS8_HUMAN Isoform 2 of 26S protease regulatory subunit 8 OS=Homo sapiens GN=PSMC5;>tr|J3QQM1|J3QQM1_HUMAN 26S protease regulatory subunit 8 (Fragment) 13 12 12 12 45.626 406 406;398;263;257;215;241;169;127;143;52;696;790;8930 212.32 4931200 4690200 4138100 5282900 5181800 2925900 7183600 6613400 25931000 20258000 4355000 4005000 10035000 6662300 1832100 4864500 4164100 4895600 4441600 4087200 5246900 4088300 3370900 2239800 5624500 3432600 10127000 4513800

P35606 Coatomer subunit betaCOPB2 >sp|P35606-2|COPB2_HUMAN Isoform 2 of Coatomer subunit beta OS=Homo sapiens GN=COPB2;>sp|P35606|COPB2_HUMAN Coatomer subunit beta OS=Homo sapiens GN=COPB2 PE=1 SV=29 29 29 29 99.045 877 877;906;153;77;86;89;111;118;1770 245.55 25795000 28680000 24800000 24872000 34518000 36754000 38465000 36095000 18842000 20133000 38910000 29896000 25327000 28492000 22891000 27388000 22741000 25928000 23017000 25470000 43514000 32665000 29811000 28630000 34048000 33471000 32402000 32712000

P31943 "Heterogeneous nuclear ribonucleoprotein H;Heterogeneous nuclear ribonucleoprotein H, N-terminally processed"HNRNPH1 >tr|G8JLB6|G8JLB6_HUMAN Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=1;>sp|P31943|HNRH1_HUMAN Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=4;>tr|E9PCY7|E9PCY7_HUMAN Heterogeneous nuclear ribon24 14 14 8 51.229 472 472;449;429;164;168;212;130;155;162;163;171;172;184;277;115;166;185;195;84;100;40;49;131;280 259.49 32431000 27622000 41291000 45092000 48796000 40767000 39877000 48425000 23964000 20074000 21864000 40917000 34402000 31263000 44451000 41528000 26729000 33967000 30319000 29470000 29155000 35521000 36778000 32455000 37402000 39498000 36293000 41586000

P37837 TransaldolaseTALDO1 >sp|P37837|TALDO_HUMAN Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=2;>tr|F2Z393|F2Z393_HUMAN Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=12 14 14 14 37.54 337 337;318 0 59.407 25969000 30227000 31066000 32422000 38357000 37149000 37772000 33969000 21464000 20046000 27768000 36731000 22620000 30388000 16174000 24129000 39111000 30585000 29577000 31202000 61841000 59567000 22530000 40655000 30058000 34398000 25670000 24915000

P26885 Peptidyl-prolyl cis-trans isomerase FKBP2FKBP2 >sp|P26885|FKBP2_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP2 OS=Homo sapiens GN=FKBP2 PE=1 SV=22 7 7 7 15.649 142 142;102 0 97.687 27649000 30511000 26103000 23892000 24739000 18491000 22907000 31003000 18916000 20039000 22057000 19041000 23496000 30884000 29049000 24369000 26835000 25796000 21320000 24848000 38195000 39972000 39673000 34971000 23787000 30008000 26452000 30148000

Q16718 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5NDUFA5 >sp|Q16718|NDUA5_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Homo sapiens GN=NDUFA5 PE=1 SV=3;>tr|F8WAS3|F8WAS3_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Homo sapiens GN=NDUFA5 PE=1 SV=1;>tr|A0A087X1G1|7 5 5 5 13.459 116 116;70;101;112;116;77;930 81.127 4428000 3281900 4089400 3104300 5383500 5856000 5765700 6014300 11308000 19785000 8715000 12490000 8934800 8442100 4778000 18767000 0 0 6800000 5552700 0 0 10094000 11737000 4785100 8348100 17308000 26996000

O00567 Nucleolar protein 56NOP56 >sp|O00567|NOP56_HUMAN Nucleolar protein 56 OS=Homo sapiens GN=NOP56 PE=1 SV=4;>tr|H0Y653|H0Y653_HUMAN Nucleolar protein 56 (Fragment) OS=Homo sapiens GN=NOP56 PE=1 SV=1;>tr|H0YDU4|H0YDU4_HUMAN Nucleolar protein 56 (Fragment) OS=Homo sapiens GN=NOP56 PE=1 4 10 10 10 66.049 594 594;219;252;281 0 79.875 27426000 47135000 44148000 24723000 22029000 30703000 35276000 20934000 14520000 19738000 32752000 34912000 17070000 20360000 13524000 19618000 24456000 30620000 26570000 10786000 69634000 93980000 1.11E+08 63570000 28841000 28026000 32553000 21490000

P13521 Secretogranin-2;SecretoneurinSCG2 >sp|P13521|SCG2_HUMAN Secretogranin-2 OS=Homo sapiens GN=SCG2 PE=1 SV=23 24 24 24 70.94 617 617;125;144 0 323.31 36429000 40373000 35099000 35758000 63734000 64731000 77111000 60423000 27993000 19704000 38175000 41580000 29398000 33452000 30204000 33157000 39230000 42652000 34279000 36825000 48179000 84559000 37804000 32644000 41131000 39639000 41343000 29492000

Q9ULU8 Calcium-dependent secretion activator 1CADPS >tr|F1T0E5|F1T0E5_HUMAN Calcium-dependent secretion activator 1 OS=Homo sapiens GN=CADPS PE=2 SV=1;>sp|Q9ULU8-2|CAPS1_HUMAN Isoform 2 of Calcium-dependent secretion activator 1 OS=Homo sapiens GN=CADPS;>sp|Q9ULU8-3|CAPS1_HUMAN Isoform 3 of Calcium-dependen20 27 27 27 152 1344 1344;1274;1314;1353;1358;457;345;1194;1294;1301;1250;1255;1296;311;899;190;240;179;212;4900 272.16 25404000 24140000 25374000 20724000 19669000 24327000 21173000 21310000 22359000 19633000 26438000 23053000 27013000 28586000 16008000 15020000 19442000 18042000 17941000 20112000 23170000 16857000 5889100 11573000 26725000 23711000 27912000 16498000

P68871 Hemoglobin subunit beta;LVV-hemorphin-7;SpinorphinHBB >sp|P68871|HBB_HUMAN Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2;>tr|F8W6P5|F8W6P5_HUMAN LVV-hemorphin-7 (Fragment) OS=Homo sapiens GN=HBB PE=1 SV=110 12 12 9 15.998 147 147;90;147;141;87;137;145;147;147;1470 233.51 32172000 32865000 28113000 33839000 59521000 48273000 49879000 57116000 15026000 19630000 48081000 52884000 25278000 23059000 26942000 38330000 31108000 36415000 31066000 25579000 47597000 35476000 22295000 14144000 44365000 32866000 32761000 39654000

Q13151 Heterogeneous nuclear ribonucleoprotein A0HNRNPA0 >sp|Q13151|ROA0_HUMAN Heterogeneous nuclear ribonucleoprotein A0 OS=Homo sapiens GN=HNRNPA0 PE=1 SV=11 4 4 4 30.84 305 305 0 83.611 6749400 7120300 9697400 8197100 16622000 14479000 8715900 10051000 27908000 19610000 9049000 13249000 26796000 23588000 21910000 15966000 5799200 6653500 10146000 8848400 2056200 8209700 13493000 0 10926000 24650000 6064700 20437000

Q5TEC6 Histone H3HIST2H3PS2>tr|Q5TEC6|Q5TEC6_HUMAN Histone H3 OS=Homo sapiens GN=HIST2H3PS2 PE=1 SV=11 7 2 2 15.43 136 136 0 11.923 49900000 51446000 38495000 44870000 21645000 19868000 31006000 37674000 18992000 19575000 37936000 40341000 24945000 31401000 56117000 55176000 66028000 50763000 65951000 64047000 7619000 0 0 0 56285000 70514000 41151000 39025000

Q9BSJ8 Extended synaptotagmin-1ESYT1 >sp|Q9BSJ8|ESYT1_HUMAN Extended synaptotagmin-1 OS=Homo sapiens GN=ESYT1 PE=1 SV=1;>sp|Q9BSJ8-2|ESYT1_HUMAN Isoform 2 of Extended synaptotagmin-1 OS=Homo sapiens GN=ESYT13 25 25 25 122.85 1104 1104;1114;88 0 323.31 17420000 17028000 11577000 11202000 7884900 8047900 7272800 9711300 9622900 19550000 16667000 24655000 13108000 12976000 13796000 19656000 14954000 14182000 13311000 16566000 4581800 7051800 12420000 14984000 16280000 22484000 20364000 17118000

P31930 "Cytochrome b-c1 complex subunit 1, mitochondrial"UQCRC1 >sp|P31930|QCR1_HUMAN Cytochrome b-c1 complex subunit 1, mitochondrial OS=Homo sapiens GN=UQCRC1 PE=1 SV=31 15 15 15 52.645 480 480 0 323.31 25473000 22273000 26481000 23949000 21115000 21899000 22912000 22072000 18902000 19544000 30032000 36244000 23194000 40184000 54946000 52455000 24259000 24679000 31523000 30484000 11767000 8000000 21750000 19629000 30391000 28953000 38204000 41818000

O75083 WD repeat-containing protein 1WDR1 >sp|O75083|WDR1_HUMAN WD repeat-containing protein 1 OS=Homo sapiens GN=WDR1 PE=1 SV=4;>sp|O75083-3|WDR1_HUMAN Isoform 2 of WD repeat-containing protein 1 OS=Homo sapiens GN=WDR13 17 17 17 66.193 606 606;466;245 0 137.08 11855000 12760000 15183000 14201000 28715000 26127000 23905000 23754000 16219000 19511000 16566000 23745000 12982000 14298000 20598000 16281000 14228000 15368000 10513000 11224000 28639000 31153000 3813000 14370000 18658000 18709000 23358000 23030000

P62714 Serine/threonine-protein phosphatase 2A catalytic subunit beta isoformPPP2CB >sp|P62714|PP2AB_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Homo sapiens GN=PPP2CB PE=1 SV=18 7 7 1 35.575 309 309;124;184;52;125;126;145;470 127.14 7705600 9146000 9986500 8545100 7966200 10762000 10559000 8827600 13163000 19324000 11204000 7805500 15253000 10572000 12147000 6521900 9787100 9776000 8580200 7372800 7371100 5573200 0 0 12267000 8848100 14325000 23424000

P35221 Catenin alpha-1CTNNA1 >sp|P35221|CTNA1_HUMAN Catenin alpha-1 OS=Homo sapiens GN=CTNNA1 PE=1 SV=1;>sp|P35221-2|CTNA1_HUMAN Isoform 2 of Catenin alpha-1 OS=Homo sapiens GN=CTNNA1;>tr|G3XAM7|G3XAM7_HUMAN Catenin (Cadherin-associated protein), alpha 1, 102kDa, isoform CRA_a OS=Homo27 36 36 30 100.07 906 906;930;841;536;215;156;139;123;161;101;118;94;129;110;119;128;136;92;105;37;39;41;50;55;64;71;750 323.31 24461000 23060000 23684000 23407000 19608000 19010000 19679000 19196000 18567000 19293000 21509000 35531000 27403000 26729000 30368000 35949000 25541000 25375000 22417000 28336000 26060000 22856000 52013000 44305000 34113000 25763000 22026000 27422000

P60033 CD81 antigenCD81 >tr|E9PJK1|E9PJK1_HUMAN Tetraspanin OS=Homo sapiens GN=CD81 PE=1 SV=1;>tr|E9PRJ8|E9PRJ8_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD81 PE=1 SV=1;>tr|H0YDL9|H0YDL9_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD81 PE=1 SV=1;>tr|H0YDJ9|H0YDJ9_HUMAN 9 4 4 4 17.963 165 165;209;221;225;242;274;236;93;1480 148.11 5295500 5884100 9875400 8064300 3194100 4067400 3909000 3707100 10044000 19216000 20792000 17033000 4674000 4990700 22374000 30838000 0 6942500 7524600 0 0 4476100 18327000 20060000 10623000 8109500 31586000 35563000

P29474 "Nitric oxide synthase, endothelial"NOS3 >tr|A0A0A0MTA6|A0A0A0MTA6_HUMAN Nitric oxide synthase, endothelial OS=Homo sapiens GN=NOS3 PE=4 SV=1;>tr|E7ESA7|E7ESA7_HUMAN Nitric oxide synthase, endothelial OS=Homo sapiens GN=NOS3 PE=4 SV=1;>sp|P29474-3|NOS3_HUMAN Isoform eNOS13B of Nitric oxide syntha5 1 1 1 67.861 614 614;997;614;629;12030.004432 1.885 0 0 0 0 0 0 0 0 1427000 19194000 0 0 0 0 1311500 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8WXD2 Secretogranin-3SCG3 >sp|Q8WXD2|SCG3_HUMAN Secretogranin-3 OS=Homo sapiens GN=SCG3 PE=1 SV=31 18 18 10 53.005 468 468 0 116.24 38006000 36519000 36415000 38922000 42780000 43229000 45716000 45379000 24729000 19131000 26714000 27061000 31170000 37664000 21981000 19839000 38537000 26826000 30241000 30413000 25595000 48484000 21330000 17694000 44980000 45461000 28147000 32544000

P06748 NucleophosminNPM1 >sp|P06748-2|NPM_HUMAN Isoform 2 of Nucleophosmin OS=Homo sapiens GN=NPM1;>sp|P06748|NPM_HUMAN Nucleophosmin OS=Homo sapiens GN=NPM1 PE=1 SV=2;>sp|P06748-3|NPM_HUMAN Isoform 3 of Nucleophosmin OS=Homo sapiens GN=NPM15 11 11 11 29.464 265 265;294;259;111;590 242.22 12134000 14795000 10096000 7729300 15606000 10550000 9317900 10792000 22279000 19103000 14917000 15499000 9233500 12759000 25834000 29265000 10460000 21877000 17873000 15483000 0 0 0 0 15307000 13239000 15641000 15713000

O75390 "Citrate synthase;Citrate synthase, mitochondrial"CS >tr|B4DJV2|B4DJV2_HUMAN Citrate synthase OS=Homo sapiens GN=CS PE=1 SV=1;>sp|O75390|CISY_HUMAN Citrate synthase, mitochondrial OS=Homo sapiens GN=CS PE=1 SV=2;>tr|H0YIC4|H0YIC4_HUMAN Citrate synthase (Fragment) OS=Homo sapiens GN=CS PE=1 SV=117 10 10 9 50.431 453 453;466;123;141;144;149;157;178;190;66;81;114;118;120;132;140;1460 99.141 23420000 20361000 18931000 21387000 28083000 27044000 27787000 30459000 27383000 18978000 18890000 32814000 23367000 27131000 25004000 23718000 14801000 19686000 18593000 22603000 30510000 23402000 37465000 35991000 34421000 38798000 26517000 36009000

P08243 Asparagine synthetase [glutamine-hydrolyzing]ASNS >sp|P08243-2|ASNS_HUMAN Isoform 2 of Asparagine synthetase [glutamine-hydrolyzing] OS=Homo sapiens GN=ASNS;>sp|P08243|ASNS_HUMAN Asparagine synthetase [glutamine-hydrolyzing] OS=Homo sapiens GN=ASNS PE=1 SV=4;>tr|F8WEJ5|F8WEJ5_HUMAN Asparagine synthetase [8 4 4 4 62.168 540 540;561;401;478;63;119;162;2150 34.018 3027200 3360700 1404700 2678600 9862100 1615800 1149300 2352700 5165200 18965000 0 0 3671000 1145500 1628200 6463100 0 0 0 0 0 0 0 0 2013400 3958300 0 1134600

Q9NR45 Sialic acid synthaseNANS >sp|Q9NR45|SIAS_HUMAN Sialic acid synthase OS=Homo sapiens GN=NANS PE=1 SV=23 9 9 9 40.307 359 359;115;140 0 160.94 16417000 17603000 17056000 13749000 17874000 26795000 38349000 23104000 22658000 18851000 32180000 19626000 14957000 13803000 12471000 22539000 19012000 14408000 14385000 11483000 15885000 0 6788300 11157000 17732000 15574000 23016000 23277000

P23246 "Splicing factor, proline- and glutamine-rich"SFPQ >sp|P23246|SFPQ_HUMAN Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2;>sp|P23246-2|SFPQ_HUMAN Isoform Short of Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ3 14 14 13 76.149 707 707;669;223 0 195.81 17171000 19721000 21382000 27969000 23038000 21326000 22745000 24281000 23294000 18668000 10133000 13582000 22408000 23139000 12917000 14088000 22240000 21601000 23209000 18659000 56383000 37770000 38444000 49786000 17363000 21186000 12321000 13222000

P49755 Transmembrane emp24 domain-containing protein 10TMED10 >sp|P49755|TMEDA_HUMAN Transmembrane emp24 domain-containing protein 10 OS=Homo sapiens GN=TMED10 PE=1 SV=2;>tr|G3V2K7|G3V2K7_HUMAN Transmembrane emp24 domain-containing protein 10 OS=Homo sapiens GN=TMED10 PE=1 SV=12 8 8 8 24.976 219 219;153 0 266.01 15468000 13492000 14242000 15439000 9392300 12105000 8645700 8577900 19446000 18666000 5867100 4185600 15776000 16499000 12132000 11475000 14761000 22973000 20813000 25150000 16417000 15849000 13451000 21169000 11400000 10509000 8305500 8395600

P14854 Cytochrome c oxidase subunit 6B1COX6B1 >sp|P14854|CX6B1_HUMAN Cytochrome c oxidase subunit 6B1 OS=Homo sapiens GN=COX6B1 PE=1 SV=22 6 6 6 10.192 86 86;40 0 121.47 4576000 5203600 7788300 6795000 5680300 5689000 5617300 4432300 36696000 18615000 4292600 5241600 11623000 11881000 17594000 18198000 10309000 5727200 24313000 32861000 2018300 0 4859400 4823800 8686800 8882400 9625100 6396700

P19105 Myosin regulatory light chain 12A;Myosin regulatory light chain 12BMYL12A >tr|J3QRS3|J3QRS3_HUMAN Myosin regulatory light chain 12A OS=Homo sapiens GN=MYL12A PE=4 SV=1;>sp|P19105|ML12A_HUMAN Myosin regulatory light chain 12A OS=Homo sapiens GN=MYL12A PE=1 SV=2;>sp|O14950|ML12B_HUMAN Myosin regulatory light chain 12B OS=Homo sapi4 9 9 4 20.457 177 177;171;172;114 0 289.99 19013000 20481000 22830000 24492000 12126000 16768000 9549700 9129300 9524700 18456000 10786000 17352000 19301000 19583000 32249000 44368000 28591000 28024000 58861000 38532000 4828300 6787200 1579700 5173100 16012000 14165000 13800000 8817100

Q709C8 Vacuolar protein sorting-associated protein 13CVPS13C >sp|Q709C8-4|VP13C_HUMAN Isoform 4 of Vacuolar protein sorting-associated protein 13C OS=Homo sapiens GN=VPS13C;>sp|Q709C8-2|VP13C_HUMAN Isoform 2 of Vacuolar protein sorting-associated protein 13C OS=Homo sapiens GN=VPS13C;>sp|Q709C8-3|VP13C_HUMAN Isoform4 21 21 21 403.08 3585 3585;3628;3710;37530 117.15 7431400 8933100 7266500 10007000 6020300 4551200 8334700 5029300 28205000 18455000 13975000 11823000 13937000 9912500 6266400 10834000 0 12132000 12464000 0 0 0 0 9452300 30664000 26350000 7798900 14680000

O75131 Copine-3 CPNE3 >sp|O75131|CPNE3_HUMAN Copine-3 OS=Homo sapiens GN=CPNE3 PE=1 SV=1;>tr|A0A087WYQ3|A0A087WYQ3_HUMAN Copine-3 (Fragment) OS=Homo sapiens GN=CPNE3 PE=1 SV=1;>tr|E5RHZ0|E5RHZ0_HUMAN Copine-3 (Fragment) OS=Homo sapiens GN=CPNE3 PE=1 SV=1;>tr|H0YB26|H0YB26_HUMAN21 12 12 12 60.13 537 537;234;153;262;139;135;79;552;233;301;446;548;553;557;557;558;564;575;593;612;6330 120.27 13586000 17097000 14270000 14195000 8055700 8853400 10005000 8669600 15581000 18400000 5742700 6758500 11268000 13129000 13461000 12104000 17792000 20224000 16610000 11209000 7657000 8649600 25352000 13715000 17335000 15986000 11150000 11602000

Q01082 "Spectrin beta chain, non-erythrocytic 1"SPTBN1 >sp|Q01082|SPTB2_HUMAN Spectrin beta chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTBN1 PE=1 SV=2;>tr|A0A087WUZ3|A0A087WUZ3_HUMAN Spectrin beta chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTBN1 PE=1 SV=1;>sp|Q01082-3|SPTB2_HUMAN Isoform 2 of Spectrin be6 65 65 61 274.61 2364 2364;2366;2155;2168;690;9340 323.31 27391000 27529000 27511000 22573000 43290000 40963000 45113000 41372000 22229000 18371000 48208000 54755000 21363000 26136000 42900000 44732000 25726000 21984000 27220000 25893000 19818000 30896000 22130000 37554000 32181000 36297000 51594000 50918000

P21333 Filamin-A FLNA >tr|Q60FE5|Q60FE5_HUMAN Filamin A OS=Homo sapiens GN=FLNA PE=1 SV=1;>sp|P21333-2|FLNA_HUMAN Isoform 2 of Filamin-A OS=Homo sapiens GN=FLNA;>sp|P21333|FLNA_HUMAN Filamin-A OS=Homo sapiens GN=FLNA PE=1 SV=4;>tr|Q5HY54|Q5HY54_HUMAN Filamin-A OS=Homo sapiens G9 72 69 69 278.22 2620 2620;2639;2647;2607;2315;604;232;281;900 323.31 36828000 34186000 31133000 29908000 91776000 84945000 1.13E+08 97644000 21137000 18361000 1.08E+08 95843000 28493000 35137000 85884000 89923000 26664000 30013000 30031000 30675000 64305000 72602000 81156000 90979000 39907000 43184000 99357000 97325000

P17174 "Aspartate aminotransferase, cytoplasmic"GOT1 >sp|P17174|AATC_HUMAN Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1 PE=1 SV=3;>sp|P17174-2|AATC_HUMAN Isoform 2 of Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT12 15 15 15 46.247 413 413;392 0 239.4 14011000 14377000 12226000 14943000 12103000 9916700 12400000 12773000 44321000 18221000 19301000 17609000 10598000 13766000 9675200 8936700 8758500 12022000 11399000 8837200 6917300 9533600 1663600 1843500 12219000 12259000 10480000 10170000

P10515 "Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial;Acetyltransferase component of pyruvate dehydrogenase complex"DLAT >sp|P10515|ODP2_HUMAN Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Homo sapiens GN=DLAT PE=1 SV=3;>tr|H0YDD4|H0YDD4_HUMAN Acetyltransferase component of pyruvate dehydrogenase complex (Fragment3 11 11 11 68.996 647 647;479;542 0 132.53 13270000 11476000 8140100 10894000 4175500 4283900 4790800 5829000 8294400 18066000 9711900 11636000 18265000 10769000 14092000 6919500 13247000 10396000 12205000 11224000 4271400 4505700 6275300 11830000 13648000 12645000 6351500 9132500

P08237 "ATP-dependent 6-phosphofructokinase, muscle type"PFKM >sp|P08237|PFKAM_HUMAN ATP-dependent 6-phosphofructokinase, muscle type OS=Homo sapiens GN=PFKM PE=1 SV=2;>sp|P08237-3|PFKAM_HUMAN Isoform 3 of ATP-dependent 6-phosphofructokinase, muscle type OS=Homo sapiens GN=PFKM;>sp|P08237-2|PFKAM_HUMAN Isoform 2 of A18 17 15 15 85.182 780 780;851;749;156;157;161;139;177;85;102;117;141;149;150;153;41;97;1650 218.46 13248000 13402000 15402000 15359000 8967400 10446000 10222000 11769000 17642000 17966000 7898600 9210800 13461000 13660000 13519000 14612000 10880000 12639000 13304000 8368900 8930000 10731000 3379100 0 14278000 19970000 6168700 8194200

Q13557 Calcium/calmodulin-dependent protein kinase type II subunit deltaCAMK2D >tr|D6R938|D6R938_HUMAN Calcium/calmodulin-dependent protein kinase (CaM kinase) II delta, isoform CRA_e OS=Homo sapiens GN=CAMK2D PE=1 SV=1;>tr|E9PBG7|E9PBG7_HUMAN Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Homo sapiens GN=CAMK2D17 7 7 2 56.298 498 498;512;533;478;478;489;492;498;499;510;513;519;524;182;478;489;1840 112.93 6740900 7906200 8263000 8752700 8223600 8436800 9051000 8510500 11758000 17934000 20709000 10852000 8763300 11185000 10398000 9521800 8577000 6731000 8121100 7428300 0 7295100 4396400 3543600 10542000 11500000 12949000 14593000

Q92520 Protein FAM3CFAM3C >sp|Q92520|FAM3C_HUMAN Protein FAM3C OS=Homo sapiens GN=FAM3C PE=1 SV=1;>tr|C9JP35|C9JP35_HUMAN Protein FAM3C (Fragment) OS=Homo sapiens GN=FAM3C PE=1 SV=1;>tr|C9JMN4|C9JMN4_HUMAN Protein FAM3C (Fragment) OS=Homo sapiens GN=FAM3C PE=1 SV=13 4 4 4 24.68 227 227;109;151 0 57.718 5737100 4185700 6527900 3365400 2294400 2303200 0 0 6747000 17908000 8405600 24527000 8262600 3728900 11389000 3907100 3014500 3587500 0 3836800 0 0 0 0 2615800 1427600 2822200 0

P53618 Coatomer subunit betaCOPB1 >sp|P53618|COPB_HUMAN Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3;>tr|E9PP73|E9PP73_HUMAN Coatomer subunit beta (Fragment) OS=Homo sapiens GN=COPB1 PE=1 SV=34 25 25 25 107.14 953 953;486;132;137 0 264.57 22963000 26129000 27012000 22761000 30258000 31295000 35734000 32497000 17783000 17867000 29291000 31103000 21264000 22770000 24204000 25226000 22338000 21998000 23912000 19865000 39665000 34864000 28661000 24065000 28993000 30877000 19657000 24585000

P12110 Collagen alpha-2(VI) chainCOL6A2 >sp|P12110|CO6A2_HUMAN Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4;>sp|P12110-3|CO6A2_HUMAN Isoform 2C2A of Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2;>sp|P12110-2|CO6A2_HUMAN Isoform 2C2A of Collagen alpha-2(VI) chain OS=Homo5 21 21 21 108.58 1019 1019;828;918;180;2500 323.31 24533000 21242000 27168000 23250000 10531000 12070000 4536700 6210100 19039000 17812000 18672000 20448000 21449000 21392000 57912000 52562000 31574000 31408000 60052000 53234000 9301300 9378400 45426000 50458000 29331000 31859000 26052000 24500000

P36542 "ATP synthase subunit gamma, mitochondrial"ATP5C1 >sp|P36542|ATPG_HUMAN ATP synthase subunit gamma, mitochondrial OS=Homo sapiens GN=ATP5C1 PE=1 SV=1;>sp|P36542-2|ATPG_HUMAN Isoform Heart of ATP synthase subunit gamma, mitochondrial OS=Homo sapiens GN=ATP5C12 12 12 12 32.996 298 298;297 0 94.802 34443000 30097000 30065000 26719000 19049000 15430000 15247000 17329000 15457000 17785000 20429000 23926000 23327000 23081000 23133000 33418000 37232000 30889000 9417700 28708000 0 23911000 58559000 48155000 33796000 34139000 25009000 26580000

P42704 "Leucine-rich PPR motif-containing protein, mitochondrial"LRPPRC >sp|P42704|LPPRC_HUMAN Leucine-rich PPR motif-containing protein, mitochondrial OS=Homo sapiens GN=LRPPRC PE=1 SV=34 38 38 38 157.9 1394 1394;504;359;77 0 234.28 25268000 26152000 20765000 25077000 17761000 16742000 19067000 17806000 32044000 17697000 28251000 38627000 24788000 23615000 31155000 21859000 24108000 23177000 22766000 24837000 17591000 10757000 40457000 33478000 30698000 26672000 32678000 27194000

Q14194 Dihydropyrimidinase-related protein 1CRMP1 >tr|E9PD68|E9PD68_HUMAN Dihydropyrimidinase-related protein 1 OS=Homo sapiens GN=CRMP1 PE=4 SV=1;>sp|Q14194|DPYL1_HUMAN Dihydropyrimidinase-related protein 1 OS=Homo sapiens GN=CRMP1 PE=1 SV=1;>sp|Q14194-2|DPYL1_HUMAN Isoform LCRMP-1 of Dihydropyrimidinase4 14 12 11 62.029 570 570;572;686;519 0 179.32 9490100 11619000 9599800 11306000 8800000 8022600 9673900 9266100 26251000 17682000 8162500 7016100 12258000 10057000 5479100 5912200 8764800 10842000 9354500 10165000 19107000 20552000 9887600 6213000 13810000 11980000 6797500 6342000

P21399 Cytoplasmic aconitate hydrataseACO1 >sp|P21399|ACOC_HUMAN Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV=32 19 19 19 98.398 889 889;434 0 176.72 7976300 8281000 9991500 11491000 21538000 25961000 21150000 22923000 11128000 17667000 20577000 16233000 11071000 8420000 31833000 36068000 9662900 6564800 7216000 6770900 23893000 26292000 15097000 10854000 10422000 16291000 40527000 20065000

P26368 Splicing factor U2AF 65 kDa subunitU2AF2 >sp|P26368-2|U2AF2_HUMAN Isoform 2 of Splicing factor U2AF 65 kDa subunit OS=Homo sapiens GN=U2AF2;>sp|P26368|U2AF2_HUMAN Splicing factor U2AF 65 kDa subunit OS=Homo sapiens GN=U2AF2 PE=1 SV=4;>tr|K7ENG2|K7ENG2_HUMAN Splicing factor U2AF 65 kDa subunit OS=3 9 9 9 53.12 471 471;475;307 0 73.681 9784900 8641100 8512900 8903500 9794000 9419600 11103000 9717600 37838000 17630000 11321000 43234000 8522700 7741500 10732000 5508000 10325000 8914000 6452600 7380700 9388000 11684000 8418600 8113500 13035000 11953000 13529000 17578000

Q12905 Interleukin enhancer-binding factor 2ILF2 >tr|B4DY09|B4DY09_HUMAN Interleukin enhancer-binding factor 2 OS=Homo sapiens GN=ILF2 PE=1 SV=1;>sp|Q12905|ILF2_HUMAN Interleukin enhancer-binding factor 2 OS=Homo sapiens GN=ILF2 PE=1 SV=24 15 15 15 38.91 352 352;390;115;150 0 225.41 20178000 16807000 21263000 25955000 26536000 26749000 27098000 28275000 21429000 17461000 22144000 38116000 18198000 12974000 28573000 19147000 16054000 20359000 15369000 16970000 13623000 8618500 4712700 2960700 17579000 28868000 31738000 36575000

Q07960 Rho GTPase-activating protein 1ARHGAP1 >sp|Q07960|RHG01_HUMAN Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=1 SV=1;>tr|H0YE29|H0YE29_HUMAN Rho GTPase-activating protein 1 (Fragment) OS=Homo sapiens GN=ARHGAP1 PE=1 SV=13 11 11 11 50.435 439 439;334;192 0 138.94 17589000 10572000 11175000 16071000 18084000 17393000 17249000 18339000 10148000 17453000 15566000 15064000 10049000 13519000 10018000 8902300 15217000 15167000 13512000 15936000 31788000 35256000 0 0 13028000 10255000 10660000 11596000

P41252 "Isoleucine--tRNA ligase, cytoplasmic"IARS >tr|J3KR24|J3KR24_HUMAN Isoleucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=IARS PE=1 SV=1;>sp|P41252|SYIC_HUMAN Isoleucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=IARS PE=1 SV=2;>tr|A0A0A0MSX9|A0A0A0MSX9_HUMAN Isoleucine--tRNA ligase, cytoplasmic8 24 24 24 131.76 1152 1152;1262;1242;249;330;174;170;2290 122.3 11917000 12613000 12470000 12916000 16982000 17195000 16402000 18185000 15759000 17441000 12623000 14852000 11299000 13155000 11767000 14423000 14373000 13737000 12104000 15422000 20998000 26419000 17120000 12781000 16977000 15327000 15017000 12546000

O43795 Unconventional myosin-IbMYO1B >tr|E9PDF6|E9PDF6_HUMAN Unconventional myosin-Ib OS=Homo sapiens GN=MYO1B PE=1 SV=1;>sp|O43795-2|MYO1B_HUMAN Isoform 2 of Unconventional myosin-Ib OS=Homo sapiens GN=MYO1B;>sp|O43795|MYO1B_HUMAN Unconventional myosin-Ib OS=Homo sapiens GN=MYO1B PE=1 SV=310 24 24 24 128.48 1107 1107;1078;1136;303;192;163;149;1043;83;6880 272.41 12411000 9703100 12760000 11965000 12524000 15030000 13921000 12721000 22395000 17437000 22491000 17749000 16841000 13956000 28281000 20369000 13605000 9605500 14323000 14996000 8397000 10814000 20719000 16500000 20075000 16079000 23250000 32932000

O14561 "Acyl carrier protein, mitochondrial;Acyl carrier protein"NDUFAB1 >sp|O14561|ACPM_HUMAN Acyl carrier protein, mitochondrial OS=Homo sapiens GN=NDUFAB1 PE=1 SV=3;>tr|I3L505|I3L505_HUMAN Acyl carrier protein (Fragment) OS=Homo sapiens GN=NDUFAB1 PE=1 SV=1;>tr|H3BNK3|H3BNK3_HUMAN Acyl carrier protein (Fragment) OS=Homo sapi3 2 2 2 17.417 156 156;70;111 0 37.253 0 0 0 0 0 0 0 0 15336000 17379000 0 0 23534000 0 9018100 3390500 0 0 9688200 6169900 0 0 0 0 0 0 0 0

P31939 Bifunctional purine biosynthesis protein PURH;Phosphoribosylaminoimidazolecarboxamide formyltransferase;IMP cyclohydrolaseATIC >sp|P31939|PUR9_HUMAN Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC PE=1 SV=3;>sp|P31939-2|PUR9_HUMAN Isoform 2 of Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC7 16 16 16 64.615 592 592;591;170;231;84;200;1070 181.85 11243000 11230000 9791600 11046000 18070000 16306000 20690000 23724000 19712000 17360000 28135000 31388000 13983000 16132000 17203000 10997000 10826000 8730500 5845300 7157500 11007000 9814600 2480800 6417000 17252000 17540000 22523000 28002000

P31937 "3-hydroxyisobutyrate dehydrogenase, mitochondrial"HIBADH >sp|P31937|3HIDH_HUMAN 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Homo sapiens GN=HIBADH PE=1 SV=22 10 10 10 35.329 336 336;206 0 145.18 16182000 15286000 16440000 15227000 14062000 13226000 15071000 14857000 16079000 17350000 14490000 17770000 20873000 29431000 16283000 11850000 15487000 13052000 17352000 17706000 13633000 0 0 22873000 25550000 23436000 16746000 15386000

P40227 T-complex protein 1 subunit zetaCCT6A >sp|P40227|TCPZ_HUMAN T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 SV=3;>sp|P40227-2|TCPZ_HUMAN Isoform 2 of T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A2 18 18 14 58.024 531 531;486 0 117.71 17399000 19090000 21332000 20113000 19654000 19539000 18770000 18665000 25612000 17233000 18905000 28812000 16637000 19039000 11075000 10359000 18557000 18245000 14944000 19154000 16714000 13527000 5325300 5888000 20674000 27346000 23543000 16537000

P02647 Apolipoprotein A-I;Proapolipoprotein A-I;Truncated apolipoprotein A-IAPOA1 >sp|P02647|APOA1_HUMAN Apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1;>tr|F8W696|F8W696_HUMAN Truncated apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=12 11 11 11 30.777 267 267;245 0 68.107 10792000 9599500 8217500 10528000 9528200 9884300 10027000 9391700 18244000 17199000 33682000 20439000 16122000 8987200 28172000 27291000 12055000 9868300 12005000 10710000 0 6563800 9179100 9419400 19324000 12518000 17574000 25538000

Q15366 Poly(rC)-binding protein 2;Poly(rC)-binding protein 3PCBP2 >sp|Q15366-6|PCBP2_HUMAN Isoform 6 of Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2;>sp|Q15366-3|PCBP2_HUMAN Isoform 3 of Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2;>sp|Q15366-7|PCBP2_HUMAN Isoform 7 of Poly(rC)-binding protein 2 OS=Homo sap23 10 7 7 38.15 361 361;362;318;331;365;366;301;321;322;335;158;160;202;361;351;370;371;322;345;346;310;112;1840 140.78 18143000 19560000 38108000 28198000 14913000 13240000 28171000 13752000 18280000 17140000 6766500 19101000 14987000 13404000 18893000 42742000 14844000 15624000 13367000 15314000 13158000 14947000 9270600 9507200 43381000 37589000 18471000 35622000

Q9NSD9 Phenylalanine--tRNA ligase beta subunitFARSB >sp|Q9NSD9|SYFB_HUMAN Phenylalanine--tRNA ligase beta subunit OS=Homo sapiens GN=FARSB PE=1 SV=3;>sp|Q9NSD9-2|SYFB_HUMAN Isoform 2 of Phenylalanine--tRNA ligase beta subunit OS=Homo sapiens GN=FARSB2 17 17 17 66.115 589 589;490 0 87.896 18062000 18001000 11409000 14918000 16653000 16254000 20236000 20324000 10371000 17106000 10545000 13146000 16067000 16713000 14517000 18956000 15132000 14530000 14543000 14995000 12935000 9740100 11662000 9915700 24250000 17732000 13147000 12570000

Q9BWS9 Chitinase domain-containing protein 1CHID1 >sp|Q9BWS9-3|CHID1_HUMAN Isoform 3 of Chitinase domain-containing protein 1 OS=Homo sapiens GN=CHID1;>sp|Q9BWS9|CHID1_HUMAN Chitinase domain-containing protein 1 OS=Homo sapiens GN=CHID1 PE=1 SV=1;>sp|Q9BWS9-2|CHID1_HUMAN Isoform 2 of Chitinase domain-cont12 6 6 6 41.677 362 362;393;418;116;119;132;162;224;84;69;84;1080 37.104 3236600 2759400 4354300 5315200 8612700 6050800 5039500 8143800 18640000 17089000 15584000 0 4952500 6333200 4981500 13559000 0 3913400 0 0 2555300 2414100 0 0 2970200 2268500 2747200 7104600

P62424 60S ribosomal protein L7aRPL7A >sp|P62424|RL7A_HUMAN 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2;>tr|Q5T8U2|Q5T8U2_HUMAN 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=1;>tr|Q5T8U3|Q5T8U3_HUMAN 60S ribosomal protein L7a (Fragment) OS=Homo sapiens GN=RPL7A PE3 17 17 17 29.995 266 266;151;191 0 154.93 24015000 26925000 23536000 27620000 42937000 45167000 52130000 52869000 20262000 16908000 31106000 41896000 24021000 27349000 26380000 33621000 19321000 20289000 16937000 17939000 64599000 67416000 43078000 49363000 31293000 35975000 34425000 35493000

P55084 "Trifunctional enzyme subunit beta, mitochondrial;3-ketoacyl-CoA thiolase"HADHB >sp|P55084-2|ECHB_HUMAN Isoform 2 of Trifunctional enzyme subunit beta, mitochondrial OS=Homo sapiens GN=HADHB;>sp|P55084|ECHB_HUMAN Trifunctional enzyme subunit beta, mitochondrial OS=Homo sapiens GN=HADHB PE=1 SV=3;>tr|F5GZQ3|F5GZQ3_HUMAN 3-ketoacyl-CoA 7 24 24 24 48.879 452 452;474;459;351;150;176;850 286.36 20825000 24880000 20943000 20252000 15040000 13691000 16033000 18796000 13182000 16857000 22185000 17919000 20075000 21621000 21239000 18969000 18374000 21029000 19861000 23453000 30471000 33086000 36508000 33883000 26649000 24046000 22499000 15312000

Q16769 Glutaminyl-peptide cyclotransferaseQPCT >sp|Q16769|QPCT_HUMAN Glutaminyl-peptide cyclotransferase OS=Homo sapiens GN=QPCT PE=1 SV=1;>sp|Q16769-2|QPCT_HUMAN Isoform 2 of Glutaminyl-peptide cyclotransferase OS=Homo sapiens GN=QPCT;>tr|C9JS14|C9JS14_HUMAN Glutaminyl-peptide cyclotransferase (Fragme4 7 7 7 40.876 361 361;312;118;284 0 56.874 7901800 0 21978000 16168000 5458500 6553400 6335700 6220600 15663000 16784000 14202000 9896400 6372700 4046700 6997800 3396900 4756700 4679700 5106100 4818300 5943600 0 4126800 4000500 10659000 8697400 9101100 26557000

Q9P2J5 "Leucine--tRNA ligase, cytoplasmic"LARS >sp|Q9P2J5|SYLC_HUMAN Leucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=LARS PE=1 SV=2;>sp|Q9P2J5-2|SYLC_HUMAN Isoform 2 of Leucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=LARS4 22 22 22 134.46 1176 1176;1122;485;160 0 132.33 7965500 6516700 7175100 7184600 6837700 9773700 8819500 8900500 15154000 16710000 9973800 8410700 5891600 7355900 8222400 6851600 7330300 7486700 8387900 9127300 17653000 20156000 13270000 10815000 9879400 8148900 9468200 9408200

O75955 Flotillin-1 FLOT1 >sp|O75955|FLOT1_HUMAN Flotillin-1 OS=Homo sapiens GN=FLOT1 PE=1 SV=3;>tr|A2AB12|A2AB12_HUMAN Flotillin-1 (Fragment) OS=Homo sapiens GN=FLOT1 PE=1 SV=1;>tr|A2AB10|A2AB10_HUMAN Flotillin-1 (Fragment) OS=Homo sapiens GN=FLOT1 PE=1 SV=1;>tr|A2AB13|A2AB13_HUMA8 6 6 6 47.355 427 427;235;252;185;379;192;238;1450 58.57 6501500 6893700 0 0 4443300 10588000 13625000 10807000 21472000 16655000 23244000 23254000 15769000 19444000 29543000 31332000 0 0 0 0 0 0 0 0 23194000 19111000 23532000 23579000

P63208 S-phase kinase-associated protein 1SKP1 >tr|E5RJR5|E5RJR5_HUMAN S-phase kinase-associated protein 1 OS=Homo sapiens GN=SKP1 PE=1 SV=1;>sp|P63208|SKP1_HUMAN S-phase kinase-associated protein 1 OS=Homo sapiens GN=SKP1 PE=1 SV=2;>tr|E7ERH2|E7ERH2_HUMAN S-phase kinase-associated protein 1 (Fragment)6 5 5 4 18.72 163 163;163;142;158;160;1020 50.948 4027100 5645800 4538300 4492100 6243700 5812900 5838400 6151100 3847900 16531000 1706500 7165600 6983300 6956800 3018300 5544100 3729100 5899800 0 0 0 7142600 0 0 5939300 6570000 7014000 8641700

P30084 "Enoyl-CoA hydratase, mitochondrial"ECHS1 >sp|P30084|ECHM_HUMAN Enoyl-CoA hydratase, mitochondrial OS=Homo sapiens GN=ECHS1 PE=1 SV=41 13 13 13 31.387 290 290 0 222.68 24370000 25089000 24680000 16167000 12806000 9705800 13948000 14535000 24259000 16486000 21457000 15290000 13801000 30965000 18401000 17998000 27056000 21678000 28442000 22822000 5404700 3519500 13175000 22936000 20173000 33922000 29616000 28451000

Q00577 Transcriptional activator protein Pur-alphaPURA >sp|Q00577|PURA_HUMAN Transcriptional activator protein Pur-alpha OS=Homo sapiens GN=PURA PE=1 SV=21 7 7 7 34.91 322 322 0 323.31 12258000 11484000 10294000 11455000 8881800 8604200 15915000 15017000 24045000 16483000 9849900 11048000 13417000 11795000 17764000 10628000 9476100 10055000 8301100 10924000 14916000 13957000 12119000 12452000 13499000 9955600 11459000 11007000

Q9NTK5 Obg-like ATPase 1OLA1 >tr|J3KQ32|J3KQ32_HUMAN Obg-like ATPase 1 OS=Homo sapiens GN=OLA1 PE=1 SV=1;>sp|Q9NTK5|OLA1_HUMAN Obg-like ATPase 1 OS=Homo sapiens GN=OLA1 PE=1 SV=2;>sp|Q9NTK5-2|OLA1_HUMAN Isoform 2 of Obg-like ATPase 1 OS=Homo sapiens GN=OLA1;>sp|Q9NTK5-3|OLA1_HUMAN Iso6 10 10 10 46.937 416 416;396;238;278;116;1030 28.849 10861000 11460000 13014000 12437000 4932500 5444600 5931500 5171700 20906000 16418000 5333300 2203500 7841400 6932700 3485900 4577900 7124900 7188400 8439700 7565600 5435800 0 4044000 3569500 4822000 3874100 6013300 3567700

P55209 Nucleosome assembly protein 1-like 1NAP1L1 >tr|F8W020|F8W020_HUMAN Nucleosome assembly protein 1-like 1 (Fragment) OS=Homo sapiens GN=NAP1L1 PE=1 SV=1;>tr|F8VY35|F8VY35_HUMAN Nucleosome assembly protein 1-like 1 (Fragment) OS=Homo sapiens GN=NAP1L1 PE=1 SV=1;>tr|F8W0J6|F8W0J6_HUMAN Nucleosome assem18 10 8 8 24.366 207 207;264;379;383;368;391;215;237;385;161;198;209;327;349;177;328;323;1140 208.71 8122700 9913300 15622000 12186000 9769300 9971800 10571000 8093300 17737000 16416000 7200300 11902000 34706000 7209800 24677000 9676900 11691000 9879900 8073900 7576300 11654000 4621200 10372000 12630000 10279000 7184900 12476000 8024300

P05408 Neuroendocrine protein 7B2;N-terminal peptide;C-terminal peptideSCG5 >sp|P05408-2|7B2_HUMAN Isoform 2 of Neuroendocrine protein 7B2 OS=Homo sapiens GN=SCG5;>tr|C9J650|C9J650_HUMAN N-terminal peptide OS=Homo sapiens GN=SCG5 PE=4 SV=12 8 8 1 23.658 211 211;193 0 247.01 21906000 24315000 19944000 21437000 48504000 48697000 53521000 51257000 14640000 16387000 32550000 45923000 15765000 22227000 27156000 25168000 20645000 17220000 19020000 22402000 58075000 66201000 25847000 28718000 30396000 32079000 37243000 36310000

P46926 Glucosamine-6-phosphate isomerase 1GNPDA1 >sp|P46926|GNPI1_HUMAN Glucosamine-6-phosphate isomerase 1 OS=Homo sapiens GN=GNPDA1 PE=1 SV=1;>tr|D6R9P4|D6R9P4_HUMAN Glucosamine-6-phosphate isomerase OS=Homo sapiens GN=GNPDA1 PE=1 SV=1;>tr|D6RAY7|D6RAY7_HUMAN Glucosamine-6-phosphate isomerase (Fragment9 9 9 6 32.668 289 289;274;237;290;161;212;138;29;1170 56.949 3058600 2160100 4727700 3543600 3578400 3713200 4156600 3895600 6187000 16351000 0 6555500 11072000 8515400 4378800 1988000 0 0 2753900 3410600 0 3744700 0 0 0 2883400 6275200 3358200

P01298 Pancreatic prohormone;Pancreatic hormone;Pancreatic icosapeptidePPY >sp|P01298|PAHO_HUMAN Pancreatic prohormone OS=Homo sapiens GN=PPY PE=1 SV=1;>tr|K7EKP2|K7EKP2_HUMAN Pancreatic hormone OS=Homo sapiens GN=PPY PE=3 SV=1;>tr|K7EML0|K7EML0_HUMAN Pancreatic hormone OS=Homo sapiens GN=PPY PE=3 SV=13 4 4 4 10.445 95 95;105;79 0 110.17 4595300 0 3475000 8371400 72073000 75417000 29250000 27387000 13844000 16309000 14730000 19993000 9091100 11741000 46466000 59773000 0 0 12484000 7874400 7563700 6816900 6739100 0 5124500 4886300 43046000 37568000

Q99460 26S proteasome non-ATPase regulatory subunit 1PSMD1 >sp|Q99460-2|PSMD1_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1;>sp|Q99460|PSMD1_HUMAN 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=24 19 19 1 102.26 922 922;953;203;48 0 187.26 7191500 9783800 13836000 12416000 14747000 13253000 13612000 15135000 18466000 16172000 24647000 22333000 21677000 10801000 23507000 13954000 6421700 8255300 5136300 12854000 4961400 8082300 5611900 6930100 13564000 23029000 18475000 21985000

P61106 Ras-related protein Rab-14RAB14 >sp|P61106|RAB14_HUMAN Ras-related protein Rab-14 OS=Homo sapiens GN=RAB14 PE=1 SV=4;>tr|X6RFL8|X6RFL8_HUMAN Ras-related protein Rab-14 (Fragment) OS=Homo sapiens GN=RAB14 PE=1 SV=12 14 14 14 23.897 215 215;181 0 196.92 12408000 13082000 14260000 13821000 12165000 22182000 17554000 16139000 16038000 16163000 21115000 19613000 17788000 16611000 14118000 19033000 15737000 14945000 18898000 18607000 15486000 5886800 13463000 19257000 20166000 19883000 17965000 20880000

P27635 60S ribosomal protein L10RPL10 >tr|X1WI28|X1WI28_HUMAN 60S ribosomal protein L10 (Fragment) OS=Homo sapiens GN=RPL10 PE=1 SV=2;>sp|P27635|RL10_HUMAN 60S ribosomal protein L10 OS=Homo sapiens GN=RPL10 PE=1 SV=4;>tr|F8W7C6|F8W7C6_HUMAN 60S ribosomal protein L10 OS=Homo sapiens GN=RPL10 PE9 7 7 7 23.072 201 201;214;163;178;91;108;131;181;2140 187.99 7270400 11321000 13709000 11500000 8958700 8454900 5051500 4920300 12191000 16159000 1934500 1145100 10847000 10831000 18919000 9583600 6984000 6654500 6117200 7287100 5566600 0 3604700 7129900 2636900 7738500 3952500 3215100

P10768 S-formylglutathione hydrolaseESD >sp|P10768|ESTD_HUMAN S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=2;>tr|X6RA14|X6RA14_HUMAN S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=1;>tr|H7BZT7|H7BZT7_HUMAN S-formylglutathione hydrolase (Fragment) OS=Homo sapiens GN=4 10 10 10 31.462 282 282;253;230;120 0 84.592 11807000 10139000 15856000 14009000 16393000 14997000 16029000 17391000 15260000 16151000 3034000 4001000 13200000 13091000 6640200 8090300 6151500 10677000 13120000 13145000 20343000 6812400 3364600 4479400 8997400 10429000 6192800 7000400

Q14764 Major vault proteinMVP >sp|Q14764|MVP_HUMAN Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=411 30 30 30 99.326 893 893;220;149;107;144;94;39;42;57;81;610 184.82 15107000 13653000 13767000 13464000 26420000 27273000 25358000 28947000 14913000 16042000 15957000 27835000 15813000 11708000 21056000 20883000 11468000 10914000 9931200 10264000 25878000 23769000 15084000 20921000 12499000 13826000 22369000 25996000

P50502 Hsc70-interacting protein;Putative protein FAM10A4;Putative protein FAM10A5ST13 >sp|P50502|F10A1_HUMAN Hsc70-interacting protein OS=Homo sapiens GN=ST13 PE=1 SV=2;>tr|H7C3I1|H7C3I1_HUMAN Hsc70-interacting protein (Fragment) OS=Homo sapiens GN=ST13 PE=4 SV=1;>tr|Q3KNR6|Q3KNR6_HUMAN Hsc70-interacting protein OS=Homo sapiens GN=ST13 PE=18 11 11 11 41.331 369 369;146;211;254;162;240;369;380 66.207 29485000 30357000 26853000 27789000 30512000 27367000 29175000 23430000 16477000 16032000 26876000 24483000 30257000 39396000 14811000 11752000 25868000 26486000 20340000 20381000 42780000 37490000 19760000 21412000 42860000 36621000 24588000 25897000

Q01518 Adenylyl cyclase-associated protein 1CAP1 >sp|Q01518|CAP1_HUMAN Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP1 PE=1 SV=5;>sp|Q01518-2|CAP1_HUMAN Isoform 2 of Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP119 17 17 17 51.901 475 475;474;174;176;180;202;203;208;215;263;58;145;365;394;394;451;217;413;4770 161.9 37115000 40885000 32962000 36114000 48937000 54271000 55451000 68010000 11996000 15921000 27299000 27780000 29926000 31790000 15955000 18831000 32856000 36526000 31468000 27472000 1.02E+08 1E+08 58710000 61878000 43113000 38734000 25081000 24130000

P62906 60S ribosomal protein L10aRPL10A >sp|P62906|RL10A_HUMAN 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=21 10 10 10 24.831 217 217 0 79.558 21817000 25521000 23526000 30111000 29593000 26216000 28910000 28463000 22199000 15810000 12625000 18668000 21625000 24543000 25576000 24084000 28266000 29106000 19694000 19612000 35644000 47423000 22397000 23546000 24455000 23299000 19797000 25550000

O00159 Unconventional myosin-IcMYO1C >sp|O00159|MYO1C_HUMAN Unconventional myosin-Ic OS=Homo sapiens GN=MYO1C PE=1 SV=4;>tr|F5H6E2|F5H6E2_HUMAN Unconventional myosin-Ic OS=Homo sapiens GN=MYO1C PE=1 SV=1;>sp|O00159-2|MYO1C_HUMAN Isoform 2 of Unconventional myosin-Ic OS=Homo sapiens GN=MYO1C;>10 21 21 21 121.68 1063 1063;1039;1028;1044;267;164;169;170;134;1380 207.52 6789200 5712700 14683000 10623000 4508800 7643400 5782900 4494800 6253000 15808000 21591000 48395000 5001600 6482900 38003000 24097000 1654400 2907100 11262000 10342000 3431300 4891300 20229000 21373000 5553400 5120600 10534000 22569000

P05091 "Aldehyde dehydrogenase, mitochondrial"ALDH2 >sp|P05091|ALDH2_HUMAN Aldehyde dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH2 PE=1 SV=2;>sp|P05091-2|ALDH2_HUMAN Isoform 2 of Aldehyde dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH24 23 20 20 56.381 517 517;470;117;259 0 232.91 11609000 10904000 13441000 13937000 10604000 9968100 10207000 9747500 16897000 15801000 15445000 15557000 19502000 9254900 16959000 12606000 12343000 11687000 13054000 13951000 7747700 18605000 21813000 19321000 11394000 10701000 10105000 16998000

P61981 "14-3-3 protein gamma;14-3-3 protein gamma, N-terminally processed"YWHAG >sp|P61981|1433G_HUMAN 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=21 15 9 9 28.302 247 247 0 171.65 38101000 36934000 29505000 32847000 32318000 26169000 27133000 28673000 16289000 15770000 11762000 13538000 23341000 30777000 11100000 14582000 35503000 65418000 25223000 29003000 27427000 45444000 23897000 47175000 37318000 41910000 22193000 17624000

P52943 Cysteine-rich protein 2CRIP2 >sp|P52943|CRIP2_HUMAN Cysteine-rich protein 2 OS=Homo sapiens GN=CRIP2 PE=1 SV=1;>tr|H0YFA4|H0YFA4_HUMAN Cysteine-rich protein 2 (Fragment) OS=Homo sapiens GN=CRIP2 PE=1 SV=1;>sp|P52943-2|CRIP2_HUMAN Isoform 2 of Cysteine-rich protein 2 OS=Homo sapiens GN4 5 5 5 22.492 208 208;192;282;104 0 98.866 5114900 5437000 6013500 7099800 20157000 21483000 19243000 27573000 4860200 15736000 17216000 14446000 8157000 7011200 5357400 14032000 3199000 3452800 3859500 2312200 29462000 28090000 20957000 22596000 4487800 12266000 8237500 0

Q14974 Importin subunit beta-1KPNB1 >sp|Q14974|IMB1_HUMAN Importin subunit beta-1 OS=Homo sapiens GN=KPNB1 PE=1 SV=2;>sp|Q14974-2|IMB1_HUMAN Isoform 2 of Importin subunit beta-1 OS=Homo sapiens GN=KPNB1;>tr|J3KTM9|J3KTM9_HUMAN Importin subunit beta-1 (Fragment) OS=Homo sapiens GN=KPNB1 PE=1 5 21 21 19 97.169 876 876;731;690;149;2480 225.2 26055000 25220000 21584000 21741000 16291000 19381000 18561000 12514000 17576000 15724000 12709000 10896000 17515000 24425000 19297000 13673000 12272000 17549000 14041000 19775000 9988300 6747500 4613900 5931300 47511000 27059000 18940000 12537000

Q9BW30 Tubulin polymerization-promoting protein family member 3TPPP3 >sp|Q9BW30|TPPP3_HUMAN Tubulin polymerization-promoting protein family member 3 OS=Homo sapiens GN=TPPP3 PE=1 SV=11 7 7 7 18.985 176 176 0 161.8 5551800 8023700 7668200 7775300 5828100 7215800 8840000 6959500 9108700 15686000 11090000 8749800 7950900 8294400 4089300 7380700 5913300 5320000 5452200 5693200 10069000 9920100 0 5107300 9275400 4917000 14544000 4417700

P05023 Sodium/potassium-transporting ATPase subunit alpha-1;Sodium/potassium-transporting ATPase subunit alpha-3ATP1A1 >sp|P05023-3|AT1A1_HUMAN Isoform 3 of Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1;>sp|P05023-4|AT1A1_HUMAN Isoform 4 of Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1;>sp|P05023|AT1A1_HUMAN20 27 27 27 109.55 992 992;1023;1023;681;983;1226;1013;1024;1026;1009;1020;714;1029;517;1035;1039;1045;144;251;1060 323.31 26224000 27706000 21335000 23018000 17523000 17160000 20405000 19898000 12523000 15626000 39963000 37675000 18351000 20522000 40571000 31113000 23678000 20780000 26332000 25255000 26010000 24561000 79785000 76072000 32268000 34183000 31756000 29727000

P36776 "Lon protease homolog, mitochondrial"LONP1 >tr|K7EKE6|K7EKE6_HUMAN Lon protease homolog, mitochondrial OS=Homo sapiens GN=LONP1 PE=1 SV=1;>tr|K7EJE8|K7EJE8_HUMAN Lon protease homolog, mitochondrial OS=Homo sapiens GN=LONP1 PE=1 SV=1;>sp|P36776-2|LONM_HUMAN Isoform 2 of Lon protease homolog, mitocho9 18 18 18 95.179 845 845;829;895;959;763;242;210;264;1850 121.98 8373600 8596600 5905800 5835800 6942700 5704300 7901200 6020200 13612000 15593000 11143000 6543100 10161000 6221000 9768300 9904700 7834100 4539100 7121400 5392100 7537300 0 5467000 5000600 7847100 9064500 23127000 10833000

P05455 Lupus La proteinSSB >sp|P05455|LA_HUMAN Lupus La protein OS=Homo sapiens GN=SSB PE=1 SV=24 14 14 14 46.836 408 408;184;120;134 0 47.478 16480000 9478700 10096000 5934600 12915000 12649000 11904000 10471000 14255000 15481000 4652200 6661700 10324000 13411000 7010900 6908000 8997000 10556000 12346000 9096400 4708500 4055300 0 7430800 11872000 9083900 8266300 9640200

P62249 40S ribosomal protein S16RPS16 >sp|P62249|RS16_HUMAN 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=2;>tr|M0R210|M0R210_HUMAN 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=1;>tr|M0R3H0|M0R3H0_HUMAN 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=1;>tr7 9 9 9 16.445 146 146;129;100;146;85;152;500 32.642 17806000 16713000 21719000 19774000 30947000 35583000 34506000 35349000 15927000 15470000 24204000 20644000 15551000 18250000 22103000 30238000 16764000 21894000 16172000 18386000 39207000 34790000 30692000 34603000 17035000 16203000 25584000 21896000

O95831 "Apoptosis-inducing factor 1, mitochondrial"AIFM1 >sp|O95831-3|AIFM1_HUMAN Isoform 3 of Apoptosis-inducing factor 1, mitochondrial OS=Homo sapiens GN=AIFM1;>sp|O95831|AIFM1_HUMAN Apoptosis-inducing factor 1, mitochondrial OS=Homo sapiens GN=AIFM1 PE=1 SV=1;>sp|O95831-2|AIFM1_HUMAN Isoform 2 of Apoptosis-i7 12 12 12 66.294 609 609;613;326;274;237;261;3240 70.003 6154700 6726400 6816500 5878800 6165400 7185700 7153100 7898700 10227000 15470000 7894800 10773000 13511000 11978000 17898000 18635000 6439500 5906800 7980600 8080600 8468700 9690400 21590000 29814000 7089800 9184700 11103000 13415000

P13693 Translationally-controlled tumor protein;TPT1-like proteinTPT1 >tr|Q5W0H4|Q5W0H4_HUMAN Translationally-controlled tumor protein OS=Homo sapiens GN=TPT1 PE=1 SV=1;>sp|P13693|TCTP_HUMAN Translationally-controlled tumor protein OS=Homo sapiens GN=TPT1 PE=1 SV=1;>tr|J3KPG2|J3KPG2_HUMAN Translationally-controlled tumor pro7 4 4 4 21.525 188 188;172;160;162;138;140;770 94.066 16545000 17046000 21123000 14952000 14276000 18500000 7579000 7075100 8875600 15402000 3613200 2937500 19121000 13679000 5304700 7012700 23340000 16981000 16019000 13228000 6919900 1043600 0 0 3311900 2893700 3289000 4063200

P68402 Platelet-activating factor acetylhydrolase IB subunit betaPAFAH1B2 >sp|P68402|PA1B2_HUMAN Platelet-activating factor acetylhydrolase IB subunit beta OS=Homo sapiens GN=PAFAH1B2 PE=1 SV=1;>sp|P68402-3|PA1B2_HUMAN Isoform 3 of Platelet-activating factor acetylhydrolase IB subunit beta OS=Homo sapiens GN=PAFAH1B2;>sp|P68402-5 5 5 5 25.569 229 229;132;155;202;1750 89.169 0 0 0 6624700 5452900 8999400 8182900 8055100 19980000 15383000 5852700 4133900 30628000 16775000 25525000 7250700 0 5698900 4426000 3702600 0 0 0 0 9919500 7399300 0 0

O00571 ATP-dependent RNA helicase DDX3XDDX3X >sp|O00571|DDX3X_HUMAN ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=3;>sp|O00571-2|DDX3X_HUMAN Isoform 2 of ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X13 16 15 5 73.243 662 662;646;138;291;98;139;224;250;518;575;690;704;7240 277.96 7349400 7745000 7472700 5174100 12816000 13476000 12362000 16482000 15551000 15349000 13906000 11414000 6345400 6895800 9887400 11199000 6966000 8395400 8686600 8669900 7552500 5644500 8330500 7154400 6626300 12643000 18627000 14589000

P39656 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunitDDOST >sp|P39656|OST48_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Homo sapiens GN=DDOST PE=1 SV=4;>sp|P39656-3|OST48_HUMAN Isoform 3 of Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=H4 12 12 12 50.8 456 456;438;419;155 0 166.79 20468000 25865000 15840000 18972000 16463000 17239000 17955000 14731000 32655000 15330000 25042000 26962000 18400000 23214000 40882000 34763000 20974000 23442000 31521000 27365000 21835000 20944000 24168000 51099000 24588000 27846000 34219000 23944000

Q96DN0 Endoplasmic reticulum resident protein 27ERP27 >sp|Q96DN0|ERP27_HUMAN Endoplasmic reticulum resident protein 27 OS=Homo sapiens GN=ERP27 PE=1 SV=1;>tr|F5GYS6|F5GYS6_HUMAN Endoplasmic reticulum resident protein 27 OS=Homo sapiens GN=ERP27 PE=4 SV=12 3 3 3 30.48 273 273;172 0 81.276 7377900 10127000 7050400 13204000 18440000 7696500 13948000 15207000 0 15320000 1.08E+08 1.27E+08 12206000 4611000 36016000 9938000 7409700 4419900 4171200 5641500 1221700 0 2497400 0 17559000 4342500 18937000 15219000

Q96CN7 Isochorismatase domain-containing protein 1ISOC1 >sp|Q96CN7|ISOC1_HUMAN Isochorismatase domain-containing protein 1 OS=Homo sapiens GN=ISOC1 PE=1 SV=3;>tr|D6RGE2|D6RGE2_HUMAN Isochorismatase domain-containing protein 1 (Fragment) OS=Homo sapiens GN=ISOC1 PE=1 SV=12 7 7 7 32.236 298 298;188 0 56.288 8797300 7387900 9188600 10903000 6140800 7563500 7312000 6680400 14533000 15268000 6452900 10830000 29089000 6840800 6428500 4400700 0 0 18872000 7675700 4905200 5408300 5246700 7471100 11090000 9284400 8595400 12161000

Q2TAA2 Isoamyl acetate-hydrolyzing esterase 1 homologIAH1 >sp|Q2TAA2|IAH1_HUMAN Isoamyl acetate-hydrolyzing esterase 1 homolog OS=Homo sapiens GN=IAH1 PE=1 SV=1;>tr|H7C5G1|H7C5G1_HUMAN Isoamyl acetate-hydrolyzing esterase 1 homolog (Fragment) OS=Homo sapiens GN=IAH1 PE=1 SV=1;>sp|Q2TAA2-2|IAH1_HUMAN Isoform 2 of 7 4 4 4 27.598 248 248;228;135;40;47;74;1600 93.166 3371000 1911500 1527900 1762600 883100 955690 1046100 0 1943200 15268000 906290 3281300 2048200 3060800 1794800 2015600 0 0 0 0 0 0 0 1560400 1303600 1095900 1284100 1208200

Q9Y277 Voltage-dependent anion-selective channel protein 3VDAC3 >sp|Q9Y277|VDAC3_HUMAN Voltage-dependent anion-selective channel protein 3 OS=Homo sapiens GN=VDAC3 PE=1 SV=1;>tr|E5RJN6|E5RJN6_HUMAN Voltage-dependent anion-selective channel protein 3 (Fragment) OS=Homo sapiens GN=VDAC3 PE=1 SV=3;>tr|E5RHZ6|E5RHZ6_HUMAN 6 9 9 1 30.658 283 283;159;165;100;108;570 69.258 15084000 14295000 14733000 14839000 9809500 10427000 10840000 13454000 13109000 15246000 20096000 20372000 11634000 10991000 21863000 28393000 13241000 8529600 19719000 13014000 18837000 9599400 31336000 32321000 16208000 15497000 14535000 22539000

P23368 "NAD-dependent malic enzyme, mitochondrial"ME2 >sp|P23368|MAOM_HUMAN NAD-dependent malic enzyme, mitochondrial OS=Homo sapiens GN=ME2 PE=1 SV=1;>sp|P23368-2|MAOM_HUMAN Isoform 2 of NAD-dependent malic enzyme, mitochondrial OS=Homo sapiens GN=ME22 18 18 18 65.443 584 584;479 0 178.64 17069000 17255000 17250000 15354000 7249200 6393100 9451500 10818000 16482000 15200000 10595000 11708000 14444000 17009000 10181000 5951800 13321000 15886000 17942000 16001000 0 0 19675000 14060000 18621000 18027000 9478000 8473000

P10599 ThioredoxinTXN >sp|P10599|THIO_HUMAN Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3;>sp|P10599-2|THIO_HUMAN Isoform 2 of Thioredoxin OS=Homo sapiens GN=TXN2 6 6 6 11.737 105 105;85 0 28.296 19932000 37343000 20394000 19516000 18699000 24773000 24137000 23922000 14147000 15172000 49402000 32464000 21567000 26382000 9350900 15872000 20029000 18834000 19128000 12835000 37395000 24463000 0 0 20487000 30608000 12291000 28012000

P17987 T-complex protein 1 subunit alphaTCP1 >sp|P17987|TCPA_HUMAN T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1;>tr|E7EQR6|E7EQR6_HUMAN T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1;>tr|E7ERF2|E7ERF2_HUMAN T-complex protein 1 subunit alpha OS=Homo sapiens 11 24 24 24 60.343 556 556;401;433;332;221;136;111;91;100;59;650 162 17102000 19761000 17095000 17532000 18258000 17148000 21710000 21891000 11042000 15139000 9403300 11239000 13195000 14748000 10316000 13055000 20821000 12462000 10423000 11054000 17871000 11433000 5647300 9071000 23167000 19995000 13481000 13256000

Q8N1G4 Leucine-rich repeat-containing protein 47LRRC47 >sp|Q8N1G4|LRC47_HUMAN Leucine-rich repeat-containing protein 47 OS=Homo sapiens GN=LRRC47 PE=1 SV=11 12 12 12 63.472 583 583 0 76.247 9695200 6393800 9909200 8185900 6247900 6591800 8088600 7742500 14902000 15095000 8150600 4941500 8838900 13128000 10640000 9545600 5374800 4165500 6942000 5414200 0 0 0 5610200 4948000 6733700 10297000 14030000

Q9Y2Q0 Phospholipid-transporting ATPase IAATP8A1 >sp|Q9Y2Q0-3|AT8A1_HUMAN Isoform 3 of Phospholipid-transporting ATPase IA OS=Homo sapiens GN=ATP8A1;>sp|Q9Y2Q0-2|AT8A1_HUMAN Isoform 2 of Phospholipid-transporting ATPase IA OS=Homo sapiens GN=ATP8A1;>sp|Q9Y2Q0|AT8A1_HUMAN Phospholipid-transporting ATPase 9 12 12 12 129.72 1149 1149;1149;1164;55;75;643;994;528;11480 143.94 8362000 12074000 7437500 7240100 5212400 3424300 4530700 4059500 36084000 15083000 6756300 18991000 8540400 8927000 7795000 7096000 8532500 8472200 10556000 10827000 5440500 4859900 8354500 8820400 12096000 13201000 7951900 5542800

P43490 Nicotinamide phosphoribosyltransferaseNAMPT >sp|P43490|NAMPT_HUMAN Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMPT PE=1 SV=13 19 19 19 55.52 491 491;60;88 0 222.57 17062000 14501000 16215000 16223000 34634000 33791000 33751000 28707000 15365000 15071000 16054000 19668000 15024000 18128000 19248000 15632000 16574000 18861000 14374000 16948000 28842000 30795000 8707000 13147000 18254000 17309000 17086000 17426000

P17980 26S protease regulatory subunit 6APSMC3 >tr|R4GNH3|R4GNH3_HUMAN 26S protease regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=1;>tr|E9PM69|E9PM69_HUMAN 26S protease regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=1;>sp|P17980|PRS6A_HUMAN 26S protease regulatory subunit 6A OS=Homo sa7 10 10 10 47.352 423 423;397;439;258;302;311;1840 138.33 11180000 6165300 9607500 7674800 5772200 7133500 6192700 6675800 29107000 15037000 8625300 11400000 18968000 27945000 12174000 12595000 6357900 8990000 7450000 7640300 2528500 2531200 2103200 4526900 6100300 7467100 11310000 11064000

Q10567 AP-1 complex subunit beta-1AP1B1 >sp|Q10567-4|AP1B1_HUMAN Isoform 4 of AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1;>sp|Q10567-3|AP1B1_HUMAN Isoform C of AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1;>sp|Q10567-2|AP1B1_HUMAN Isoform B of AP-1 complex subunit beta-1 OS=Homo 6 20 20 10 101.35 919 919;939;942;949;578;1730 203.16 30604000 22297000 20756000 19264000 22111000 31166000 32689000 23951000 15924000 15011000 34001000 42839000 30395000 16137000 10322000 12059000 17785000 14980000 12720000 9939600 19093000 5473900 9623700 4123400 23584000 24895000 16714000 33032000

Q9P2E9 Ribosome-binding protein 1RRBP1 >tr|A0A0A0MRV0|A0A0A0MRV0_HUMAN Ribosome-binding protein 1 OS=Homo sapiens GN=RRBP1 PE=4 SV=1;>sp|Q9P2E9|RRBP1_HUMAN Ribosome-binding protein 1 OS=Homo sapiens GN=RRBP1 PE=1 SV=4;>sp|Q9P2E9-2|RRBP1_HUMAN Isoform 1 of Ribosome-binding protein 1 OS=Homo sapi9 46 46 45 152.45 1410 1410;1410;1407;977;934;751;346;300;2290 323.31 28158000 28266000 22661000 21326000 36921000 35317000 39295000 37172000 16124000 14979000 40258000 44211000 20120000 23523000 52332000 59671000 25893000 27935000 28535000 30952000 35421000 22734000 64231000 47201000 40710000 34892000 45152000 40795000

P52907 F-actin-capping protein subunit alpha-1CAPZA1 >sp|P52907|CAZA1_HUMAN F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1 PE=1 SV=31 8 6 6 32.922 286 286 0 113.24 5910800 5118200 6453200 8968800 7078500 8330900 9831100 8116300 5345300 14953000 10285000 11656000 7225300 4728100 4712800 5999200 5452600 3369400 4001500 5956100 0 3831100 4203200 4153400 7271100 7592400 14599000 13247000

P11177 "Pyruvate dehydrogenase E1 component subunit beta, mitochondrial"PDHB >sp|P11177-2|ODPB_HUMAN Isoform 2 of Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Homo sapiens GN=PDHB;>sp|P11177|ODPB_HUMAN Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Homo sapiens GN=PDHB PE=1 SV=3;>sp|P11177-5 11 11 11 37.2 341 341;359;341;350;2510 124.6 12957000 14197000 14574000 15240000 8695000 8854000 9165400 7327500 13780000 14875000 14559000 9938300 12698000 13969000 8249700 7809200 13152000 12878000 17013000 15348000 8734500 12263000 14105000 21630000 11849000 10526000 8451900 8156600

P61163 Alpha-centractinACTR1A >sp|P61163|ACTZ_HUMAN Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1;>tr|R4GMT0|R4GMT0_HUMAN Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=12 10 10 6 42.613 376 376;332 0 312.31 12211000 13050000 13472000 11945000 17806000 11570000 13051000 15659000 17593000 14817000 6941600 9500800 20838000 19454000 17041000 16726000 10043000 10513000 12654000 14818000 24042000 26247000 14699000 20596000 15604000 17950000 9697900 10432000

Q92616 Translational activator GCN1GCN1L1 >sp|Q92616|GCN1L_HUMAN Translational activator GCN1 OS=Homo sapiens GN=GCN1L1 PE=1 SV=61 32 32 32 292.75 2671 2671 0 182.11 9207000 5836300 6035300 4482300 12658000 15214000 22256000 9392100 15449000 14771000 21244000 18342000 8434200 7023700 15441000 10657000 0 0 0 0 3910400 3251000 6738900 0 7526700 11067000 11716000 16928000

Q9NVI7 ATPase family AAA domain-containing protein 3AATAD3A >sp|Q9NVI7-2|ATD3A_HUMAN Isoform 2 of ATPase family AAA domain-containing protein 3A OS=Homo sapiens GN=ATAD3A;>tr|H0Y2W2|H0Y2W2_HUMAN ATPase family AAA domain-containing protein 3A (Fragment) OS=Homo sapiens GN=ATAD3A PE=1 SV=1;>sp|Q9NVI7-3|ATD3A_HUMAN Is9 7 7 7 66.217 586 586;572;507;634;648;411;602;201;1660 36.86 6771500 2203600 3338900 1959500 854430 1647900 807020 843420 18120000 14753000 9043300 3677100 14483000 7808600 6978200 10776000 2728500 2596800 2448700 2737000 0 0 0 0 1155200 1231800 0 4442400

O00231 26S proteasome non-ATPase regulatory subunit 11PSMD11 >sp|O00231|PSD11_HUMAN 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11 PE=1 SV=3;>sp|O00231-2|PSD11_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11;>tr|J3QRY4|J3QRY4_HUMAN 26S proteasom5 14 14 14 47.463 422 422;423;188;45;90 0 97.695 13341000 12265000 13875000 13381000 18169000 22696000 22775000 22195000 14575000 14693000 20671000 22903000 19352000 10645000 14009000 14344000 11178000 13464000 12870000 12256000 19804000 18144000 8014500 6347900 14557000 15291000 21941000 11710000

P09417 Dihydropteridine reductaseQDPR >sp|P09417|DHPR_HUMAN Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=2;>sp|P09417-2|DHPR_HUMAN Isoform 2 of Dihydropteridine reductase OS=Homo sapiens GN=QDPR;>tr|B7Z415|B7Z415_HUMAN Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=1;6 10 10 10 25.789 244 244;213;152;162;128;360 171.01 18828000 16922000 15066000 13791000 12043000 15564000 16974000 17444000 17059000 14662000 12608000 15400000 18777000 14857000 11226000 9408100 20141000 14410000 22937000 19326000 23708000 16092000 0 11912000 17249000 19830000 11937000 13444000

Q16891 MICOS complex subunit MIC60IMMT >sp|Q16891-2|MIC60_HUMAN Isoform 2 of MICOS complex subunit MIC60 OS=Homo sapiens GN=IMMT;>sp|Q16891|MIC60_HUMAN MICOS complex subunit MIC60 OS=Homo sapiens GN=IMMT PE=1 SV=1;>tr|B9A067|B9A067_HUMAN MICOS complex subunit MIC60 OS=Homo sapiens GN=IMMT PE=1 9 16 16 16 82.624 747 747;758;711;726;757;613;659;372;1470 270 15583000 18558000 16803000 17698000 10143000 8730900 11007000 9973100 16905000 14645000 31712000 16039000 15423000 21488000 21918000 13087000 19368000 19537000 20692000 26429000 4183800 3965500 25677000 19786000 21743000 21023000 18578000 20971000

Q02878 60S ribosomal protein L6RPL6 >sp|Q02878|RL6_HUMAN 60S ribosomal protein L6 OS=Homo sapiens GN=RPL6 PE=1 SV=37 12 12 12 32.728 288 288;159;160;64;105;118;1200 247.65 19122000 20712000 20753000 19298000 27804000 28279000 28648000 32277000 7805800 14628000 14159000 11006000 12132000 14807000 12740000 15220000 22201000 25513000 18871000 24862000 73743000 68417000 46333000 49525000 22876000 19759000 13742000 16546000

Q92598 Heat shock protein 105 kDaHSPH1 >sp|Q92598-2|HS105_HUMAN Isoform Beta of Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1;>sp|Q92598|HS105_HUMAN Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1;>sp|Q92598-4|HS105_HUMAN Isoform 4 of Heat shock protein 105 kDa OS=Homo sapie6 20 19 18 92.115 814 814;858;860;817;782;1150 177.84 10481000 10144000 12586000 10014000 9558300 10109000 11975000 11769000 13272000 14598000 23489000 17152000 13132000 13169000 5480100 6741600 9008700 10268000 6618700 7358400 6033100 4969300 6716700 7621600 19350000 14564000 7809300 8642700

Q9NP97 Dynein light chain roadblock-type 1;Dynein light chain roadblock-type 2DYNLRB1 >sp|Q9NP97|DLRB1_HUMAN Dynein light chain roadblock-type 1 OS=Homo sapiens GN=DYNLRB1 PE=1 SV=3;>sp|Q8TF09|DLRB2_HUMAN Dynein light chain roadblock-type 2 OS=Homo sapiens GN=DYNLRB2 PE=1 SV=1;>tr|H3BNG9|H3BNG9_HUMAN Dynein light chain roadblock-type 2 OS=H8 4 4 4 10.921 96 96;96;40;44;54;148;47;1250 91.921 8488400 10700000 9774500 0 8575300 7777000 10251000 9865900 14775000 14517000 5861200 0 8711900 13631000 7183100 3648100 14659000 21723000 7420800 0 0 0 0 0 10379000 16589000 30119000 15814000

P49720 Proteasome subunit beta type-3PSMB3 >sp|P49720|PSB3_HUMAN Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=2;>tr|A0A087WUL2|A0A087WUL2_HUMAN Proteasome subunit beta type-3 (Fragment) OS=Homo sapiens GN=PSMB3 PE=1 SV=1;>tr|A0A087WXQ8|A0A087WXQ8_HUMAN Proteasome subunit beta typ4 5 5 5 22.949 205 205;145;107;112 0 85.321 8084900 8501300 11271000 17337000 9466800 15132000 10376000 18811000 13125000 14471000 10978000 8870300 17082000 23817000 8009500 4203300 6213800 8248900 6165300 6980400 6724000 8721400 5524600 4511200 11677000 5703300 18945000 7367700

Q14498 RNA-binding protein 39RBM39 >sp|Q14498-3|RBM39_HUMAN Isoform 3 of RNA-binding protein 39 OS=Homo sapiens GN=RBM39;>sp|Q14498-2|RBM39_HUMAN Isoform 2 of RNA-binding protein 39 OS=Homo sapiens GN=RBM39;>sp|Q14498|RBM39_HUMAN RNA-binding protein 39 OS=Homo sapiens GN=RBM39 PE=1 SV=2;>tr8 6 6 6 57.089 508 508;524;530;337;423;231;193;2020 139.32 3994500 3218700 3796300 2531800 3260600 3496300 4230900 3782800 4917400 14441000 10899000 4907200 3423600 2457700 3115800 2498100 2901800 4122400 2364300 2547900 5952700 3058100 0 3514600 1948200 3373600 3271400 4028200

Q9UJS0 Calcium-binding mitochondrial carrier protein Aralar2SLC25A13 >sp|Q9UJS0|CMC2_HUMAN Calcium-binding mitochondrial carrier protein Aralar2 OS=Homo sapiens GN=SLC25A13 PE=1 SV=2;>sp|Q9UJS0-2|CMC2_HUMAN Isoform 2 of Calcium-binding mitochondrial carrier protein Aralar2 OS=Homo sapiens GN=SLC25A133 18 18 13 74.175 675 675;676;73 0 159.02 9572300 9955600 9120600 10252000 4939600 5083300 5139100 5472000 15688000 14437000 13377000 11234000 9745900 11539000 14386000 14295000 12175000 8656600 8506600 10668000 7048900 5874900 22923000 15705000 13345000 16042000 9803200 15616000

O15145 Actin-related protein 2/3 complex subunit 3ARPC3 >sp|O15145|ARPC3_HUMAN Actin-related protein 2/3 complex subunit 3 OS=Homo sapiens GN=ARPC3 PE=1 SV=3;>tr|C9JZD1|C9JZD1_HUMAN Actin-related protein 2/3 complex subunit 3 (Fragment) OS=Homo sapiens GN=ARPC3 PE=1 SV=1;>tr|F8VR50|F8VR50_HUMAN Actin-related pr3 4 4 4 20.546 178 178;99;84 0 34.555 2734500 2820000 2682500 2078500 2681700 2148400 0 1931000 3073800 14420000 2317700 0 3632000 2791500 2160700 3599900 3872200 0 2335000 2236400 0 0 0 0 4004900 1775000 6762300 5121500

Q86Y82 Syntaxin-12STX12 >sp|Q86Y82|STX12_HUMAN Syntaxin-12 OS=Homo sapiens GN=STX12 PE=1 SV=1;>tr|B1AJQ6|B1AJQ6_HUMAN Syntaxin-12 (Fragment) OS=Homo sapiens GN=STX12 PE=1 SV=22 5 5 5 31.642 276 276;215 0 111.54 5267100 4192000 0 3165800 2319500 2953700 2626500 4063300 10834000 14400000 19871000 14360000 2781500 3309100 4010300 3637300 0 0 4429000 3968900 0 2024700 0 0 4539300 3503900 5852300 4877900

O95336 6-phosphogluconolactonasePGLS >sp|O95336|6PGL_HUMAN 6-phosphogluconolactonase OS=Homo sapiens GN=PGLS PE=1 SV=2;>tr|M0R261|M0R261_HUMAN 6-phosphogluconolactonase (Fragment) OS=Homo sapiens GN=PGLS PE=1 SV=1;>tr|M0R1L2|M0R1L2_HUMAN 6-phosphogluconolactonase (Fragment) OS=Homo sapiens GN4 12 12 12 27.547 258 258;216;147;179 0 126.53 13084000 20959000 19565000 13042000 22569000 22143000 19527000 17886000 19058000 14368000 20913000 15180000 22330000 14042000 13638000 19701000 14633000 15580000 11678000 11060000 18618000 6289600 8276600 9472600 16116000 21565000 21021000 19112000

Q9BY50 Signal peptidase complex catalytic subunit SEC11CSEC11L3 >tr|A0A0A0MR04|A0A0A0MR04_HUMAN Signal peptidase complex catalytic subunit SEC11C OS=Homo sapiens GN=SEC11C PE=4 SV=1;>tr|B4DI03|B4DI03_HUMAN SEC11-like 3 (S. cerevisiae), isoform CRA_a OS=Homo sapiens GN=SEC11L3 PE=1 SV=1;>tr|K7EJQ7|K7EJQ7_HUMAN Signal pe4 4 4 4 10.944 99 99;156;161;192 0 32.296 2011800 1315800 3111800 2180000 2289000 2669300 11401000 14596000 3502000 14356000 2811200 7524300 7060100 3410400 9713900 3887000 0 0 0 3413900 0 0 0 0 3348800 2067900 3233700 3025100

P19021 Peptidyl-glycine alpha-amidating monooxygenase;Peptidylglycine alpha-hydroxylating monooxygenase;Peptidyl-alpha-hydroxyglycine alpha-amidating lyasePAM >sp|P19021-4|AMD_HUMAN Isoform 4 of Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens GN=PAM;>sp|P19021-3|AMD_HUMAN Isoform 3 of Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens GN=PAM;>sp|P19021-6|AMD_HUMAN Isoform 6 of Peptidyl10 14 14 14 98.761 887 887;905;955;973;974;866;679;250;68;1750 107.47 12559000 11747000 12286000 11827000 7395700 8644800 8734400 9717900 12934000 14307000 3454000 12156000 5978200 8332400 4901700 7258300 13463000 14522000 9842900 12502000 9458500 11839000 4686300 8130800 9037600 9641600 5042500 5845000

P43243 Matrin-3 MATR3 >tr|A8MXP9|A8MXP9_HUMAN Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=1;>sp|P43243|MATR3_HUMAN Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=2;>tr|D6REM6|D6REM6_HUMAN Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=1;>tr|D6R991|D6R991_HUMAN Matrin-3 (Fragment) OS=Homo s18 15 15 15 99.966 895 895;847;794;433;334;509;559;121;283;47;78;87;99;100;107;109;125;1720 117.95 13114000 14620000 17885000 18995000 17322000 17993000 18916000 21130000 20528000 14303000 27782000 26965000 13963000 20164000 18579000 21969000 6743200 4891500 11466000 12945000 17808000 14669000 16022000 17112000 18150000 16310000 22358000 26408000

P55145 Mesencephalic astrocyte-derived neurotrophic factorMANF >sp|P55145|MANF_HUMAN Mesencephalic astrocyte-derived neurotrophic factor OS=Homo sapiens GN=MANF PE=1 SV=32 7 7 7 20.7 182 182;71 0 53.981 13507000 13586000 9529800 10384000 10639000 10449000 14624000 10528000 10837000 14221000 15724000 19084000 10843000 13447000 16797000 15332000 9746600 9770100 10281000 8432700 17548000 7117500 8070500 7663200 15285000 22555000 15344000 17294000

Q12906 Interleukin enhancer-binding factor 3ILF3 >sp|Q12906-7|ILF3_HUMAN Isoform 7 of Interleukin enhancer-binding factor 3 OS=Homo sapiens GN=ILF3;>sp|Q12906-4|ILF3_HUMAN Isoform 4 of Interleukin enhancer-binding factor 3 OS=Homo sapiens GN=ILF3;>sp|Q12906-6|ILF3_HUMAN Isoform 6 of Interleukin enhancer-16 23 23 19 95.807 898 898;698;706;894;690;702;764;180;254;161;78;79;99;122;116;1580 235.96 18753000 16218000 16968000 18420000 20294000 20854000 19716000 20194000 16829000 14195000 18795000 16686000 15054000 14840000 12069000 11713000 16570000 16622000 13590000 15677000 14864000 21376000 14799000 13462000 18904000 15909000 14880000 13759000

P07195 L-lactate dehydrogenase B chain;L-lactate dehydrogenaseLDHB >sp|P07195|LDHB_HUMAN L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2;>tr|A8MW50|A8MW50_HUMAN L-lactate dehydrogenase (Fragment) OS=Homo sapiens GN=LDHB PE=1 SV=1;>tr|C9J7H8|C9J7H8_HUMAN L-lactate dehydrogenase B chain (Fragment) OS=Homo 4 13 12 12 36.638 334 334;232;137;102 0 105.83 16497000 16971000 15986000 17835000 52859000 48568000 51184000 53817000 11205000 14141000 23508000 32390000 14742000 18669000 26042000 31468000 14741000 16564000 11535000 12987000 88268000 77576000 31265000 27797000 17555000 18903000 38377000 34293000

P62333 26S protease regulatory subunit 10BPSMC6 >tr|A0A087X2I1|A0A087X2I1_HUMAN 26S protease regulatory subunit 10B OS=Homo sapiens GN=PSMC6 PE=1 SV=1;>sp|P62333|PRS10_HUMAN 26S protease regulatory subunit 10B OS=Homo sapiens GN=PSMC6 PE=1 SV=17 11 11 11 45.796 403 403;389;262;194;67;70;970 93.053 4597800 5068000 7982800 5510700 10159000 9441500 4561800 8450900 6277600 13948000 11065000 11575000 9860500 4726700 29454000 6336500 8192800 7154900 7037600 6166700 9121400 0 0 0 9364000 4184500 25356000 4247000

P27816 Microtubule-associated protein;Microtubule-associated protein 4MAP4 >tr|E7EVA0|E7EVA0_HUMAN Microtubule-associated protein OS=Homo sapiens GN=MAP4 PE=1 SV=1;>sp|P27816-6|MAP4_HUMAN Isoform 6 of Microtubule-associated protein 4 OS=Homo sapiens GN=MAP4;>sp|P27816|MAP4_HUMAN Microtubule-associated protein 4 OS=Homo sapiens GN12 20 20 20 245.44 2297 2297;1135;1152;979;809;493;872;463;712;828;99;2900 266.19 22973000 21045000 21998000 21920000 26734000 22858000 28432000 26861000 10913000 13932000 28321000 27804000 20865000 21486000 19801000 20900000 23345000 21108000 21188000 20023000 26099000 23187000 23175000 25081000 25769000 38785000 22669000 23169000

Q9UHL4 Dipeptidyl peptidase 2DPP7 >sp|Q9UHL4|DPP2_HUMAN Dipeptidyl peptidase 2 OS=Homo sapiens GN=DPP7 PE=1 SV=35 11 11 8 54.341 492 492;244;155;61;1200 125.56 18600000 18572000 22020000 17550000 24548000 20864000 28430000 23351000 20063000 13914000 10702000 13657000 23078000 21995000 11637000 11731000 21000000 23016000 21092000 21887000 13524000 9378900 8771800 9081500 26886000 23957000 11935000 14612000

P29120 Neuroendocrine convertase 1PCSK1 >sp|P29120-2|NEC1_HUMAN Isoform 2 of Neuroendocrine convertase 1 OS=Homo sapiens GN=PCSK1;>sp|P29120|NEC1_HUMAN Neuroendocrine convertase 1 OS=Homo sapiens GN=PCSK1 PE=1 SV=23 16 16 16 79.009 706 706;753;158 0 58.49 22121000 19480000 18611000 23625000 16228000 17015000 17464000 17875000 27820000 13894000 13207000 9010600 19558000 21115000 12732000 10444000 24549000 22613000 16783000 21948000 20940000 12115000 14229000 10547000 23156000 20386000 13491000 9495400

Q02818 Nucleobindin-1NUCB1 >sp|Q02818|NUCB1_HUMAN Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4;>tr|H7BZI1|H7BZI1_HUMAN Nucleobindin-1 (Fragment) OS=Homo sapiens GN=NUCB1 PE=1 SV=1;>tr|C9JKZ2|C9JKZ2_HUMAN Nucleobindin-1 (Fragment) OS=Homo sapiens GN=NUCB1 PE=1 SV=35 12 12 12 53.879 461 461;295;268;111;1240 91.133 8330300 7127300 5251700 6587600 3751200 3328800 3945100 4021700 11036000 13888000 5469400 4103500 8913400 5684800 2573300 4117600 7450700 7815000 6957100 5327600 4878900 0 0 0 9261000 7588100 3315300 3791200

Q7L2H7 Eukaryotic translation initiation factor 3 subunit MEIF3M >sp|Q7L2H7|EIF3M_HUMAN Eukaryotic translation initiation factor 3 subunit M OS=Homo sapiens GN=EIF3M PE=1 SV=1;>tr|H0YCQ8|H0YCQ8_HUMAN Eukaryotic translation initiation factor 3 subunit M (Fragment) OS=Homo sapiens GN=EIF3M PE=1 SV=3;>sp|Q7L2H7-2|EIF3M_HUM8 8 8 8 42.502 374 374;221;242;191;74;102;59;1230 87.727 6088100 5415200 4407500 5157300 5304400 0 3386700 3816900 11966000 13709000 7489000 17590000 4504200 11093000 3057900 4293400 0 6377900 0 4219800 0 0 3484500 3756100 2028200 1471300 10086000 15291000

O14579 Coatomer subunit epsilonCOPE >tr|M0QXB4|M0QXB4_HUMAN Coatomer protein complex, subunit epsilon, isoform CRA_g OS=Homo sapiens GN=COPE PE=1 SV=1;>sp|O14579|COPE_HUMAN Coatomer subunit epsilon OS=Homo sapiens GN=COPE PE=1 SV=3;>tr|A0A087X0I4|A0A087X0I4_HUMAN Coatomer subunit epsilon OS=6 7 7 7 36.923 331 331;308;307;256;257;1460 132.8 10916000 10422000 8226500 10394000 6778100 9607200 5062100 7486600 16508000 13674000 6661900 7473000 11905000 8586000 12996000 13396000 7615200 7182900 7337300 8727100 0 0 2261500 0 13355000 9546300 13185000 11697000

P55735 Protein SEC13 homologSEC13 >sp|P55735|SEC13_HUMAN Protein SEC13 homolog OS=Homo sapiens GN=SEC13 PE=1 SV=3;>sp|P55735-2|SEC13_HUMAN Isoform 2 of Protein SEC13 homolog OS=Homo sapiens GN=SEC13;>sp|P55735-3|SEC13_HUMAN Isoform 3 of Protein SEC13 homolog OS=Homo sapiens GN=SEC13;>tr|A85 6 6 6 35.54 322 322;308;368;284;860 209.34 6955300 5536800 7017200 5799000 7199600 7694300 6867500 7019800 12699000 13669000 4763500 4923700 11165000 8590600 12212000 17972000 5627700 5894100 11988000 13136000 15397000 6486500 6721200 9466500 5259000 6751800 5851200 5256900

Q13423 "NAD(P) transhydrogenase, mitochondrial"NNT >sp|Q13423|NNTM_HUMAN NAD(P) transhydrogenase, mitochondrial OS=Homo sapiens GN=NNT PE=1 SV=3;>tr|E9PCX7|E9PCX7_HUMAN NAD(P) transhydrogenase, mitochondrial OS=Homo sapiens GN=NNT PE=1 SV=16 19 19 19 113.89 1086 1086;955;217;199;58;570 103.48 15847000 16483000 12774000 12911000 8607000 10264000 15177000 9114000 17393000 13619000 19340000 16826000 13218000 15297000 18577000 21583000 13623000 14144000 17973000 15629000 13464000 10162000 20129000 17459000 17318000 14791000 15793000 17066000

P02753 Retinol-binding protein 4;Plasma retinol-binding protein(1-182);Plasma retinol-binding protein(1-181);Plasma retinol-binding protein(1-179);Plasma retinol-binding protein(1-176)RBP4 >tr|Q5VY30|Q5VY30_HUMAN Retinol binding protein 4, plasma, isoform CRA_b OS=Homo sapiens GN=RBP4 PE=1 SV=2;>sp|P02753|RET4_HUMAN Retinol-binding protein 4 OS=Homo sapiens GN=RBP4 PE=1 SV=32 9 9 9 22.974 199 199;201 0 78.04 6216900 4669000 8096600 6716700 5806900 5833900 5773000 5943000 8452100 13501000 2637100 1883800 9383800 8965400 5931500 4428800 0 11003000 14268000 16943000 0 0 0 0 7845400 6820300 4993500 4663800

P17844 Probable ATP-dependent RNA helicase DDX5DDX5 >tr|J3KTA4|J3KTA4_HUMAN Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1;>sp|P17844|DDX5_HUMAN Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1;>sp|P17844-2|DDX5_HUMAN Isoform 2 of Probable ATP-dependent 12 15 10 10 69.086 614 614;614;535;166;153;212;46;52;65;96;99;1200 265.23 8788200 7976200 9145900 7991300 9751900 10040000 9040300 9142700 11033000 13500000 12192000 13479000 8840400 8634700 10248000 9382300 10526000 10036000 9878100 9837300 12125000 15249000 19033000 16970000 11613000 10438000 9013300 7690800

P50995 Annexin A11ANXA11 >sp|P50995-2|ANX11_HUMAN Isoform 2 of Annexin A11 OS=Homo sapiens GN=ANXA11;>sp|P50995|ANX11_HUMAN Annexin A11 OS=Homo sapiens GN=ANXA11 PE=1 SV=17 15 15 15 51.242 472 472;505;148;113;204;316;3570 196.74 15120000 14226000 15151000 11230000 13422000 12435000 12705000 12233000 19060000 13428000 17560000 12837000 10496000 11496000 14904000 25787000 16360000 16336000 19434000 11327000 0 5875100 21641000 24849000 13803000 13677000 13650000 24391000

O43242 26S proteasome non-ATPase regulatory subunit 3PSMD3 >sp|O43242|PSMD3_HUMAN 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD3 PE=1 SV=2;>sp|O43242-2|PSMD3_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD33 12 12 12 60.977 534 534;356;117 0 90.558 8644700 7135400 7717800 9150900 12071000 12866000 12202000 18309000 11678000 13423000 16355000 11344000 8374100 9295000 7392700 10686000 8274700 8230900 9454500 10857000 14859000 10943000 7703100 7267800 12294000 11849000 17015000 18566000

P62847 40S ribosomal protein S24RPS24 >tr|E7ETK0|E7ETK0_HUMAN 40S ribosomal protein S24 OS=Homo sapiens GN=RPS24 PE=1 SV=1;>tr|A0A087WUS0|A0A087WUS0_HUMAN 40S ribosomal protein S24 OS=Homo sapiens GN=RPS24 PE=1 SV=1;>sp|P62847-2|RS24_HUMAN Isoform 2 of 40S ribosomal protein S24 OS=Homo sapiens6 4 4 4 15.197 131 131;132;130;132;133;2890 34.991 12346000 11535000 19317000 14581000 6271400 8493700 2453200 2293900 11376000 13349000 0 3157500 13957000 20967000 4388600 7774000 6577800 7875300 9233600 11649000 0 0 0 1099100 1631500 0 0 1372000

Q9BT78 COP9 signalosome complex subunit 4COPS4 >tr|D6RAX7|D6RAX7_HUMAN COP9 signalosome complex subunit 4 OS=Homo sapiens GN=COPS4 PE=1 SV=1;>tr|D6RFN0|D6RFN0_HUMAN COP9 signalosome complex subunit 4 OS=Homo sapiens GN=COPS4 PE=1 SV=1;>sp|Q9BT78|CSN4_HUMAN COP9 signalosome complex subunit 4 OS=Homo sap5 13 13 13 47.726 420 420;438;406;352;2750 96.592 7964500 7459300 7800000 8962200 9264900 10649000 7484100 10472000 14359000 13338000 16394000 15870000 9588100 8414700 6051800 7540600 11148000 7170000 8555500 5152000 9440100 6337100 3740600 5590200 8951800 6727900 10453000 6614100

Q9UQ80 Proliferation-associated protein 2G4PA2G4 >sp|Q9UQ80|PA2G4_HUMAN Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE=1 SV=3;>sp|Q9UQ80-2|PA2G4_HUMAN Isoform 2 of Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4;>tr|F8VR77|F8VR77_HUMAN Proliferation-associated protein 2G4 6 13 13 13 43.786 394 394;340;284;187;160;650 120.36 5851700 7899800 8256100 6400200 10863000 7289800 10856000 8806700 13674000 13238000 8936000 9705900 10424000 8217500 8292500 6555900 5391200 6028800 2891100 5087600 19848000 17798000 11869000 9913300 6404900 8564000 8228300 12492000

Q04760 Lactoylglutathione lyaseGLO1 >sp|Q04760-2|LGUL_HUMAN Isoform 2 of Lactoylglutathione lyase OS=Homo sapiens GN=GLO1;>sp|Q04760|LGUL_HUMAN Lactoylglutathione lyase OS=Homo sapiens GN=GLO1 PE=1 SV=42 7 7 7 19.043 169 169;184 0 31.118 12905000 16286000 15205000 16513000 9423800 8515700 10568000 5955800 5754800 13187000 3277600 1942200 15793000 13811000 6935900 6046900 9353100 13785000 13704000 11161000 0 0 0 0 2353100 2278300 2520800 3633900

P07108 Acyl-CoA-binding proteinDBI >sp|P07108|ACBP_HUMAN Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=1 SV=2;>tr|B8ZWD1|B8ZWD1_HUMAN Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=2 SV=1;>tr|A0A0A0MTI5|A0A0A0MTI5_HUMAN Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=4 SV=1;>sp|8 8 8 8 10.044 87 87;97;143;88;104;129;148;1230 84.105 16302000 19415000 19965000 20434000 27544000 26524000 24018000 24950000 12406000 13030000 13148000 16207000 17227000 25174000 13416000 14390000 16591000 23844000 25890000 19272000 41696000 21872000 10939000 8764700 13845000 17697000 12877000 10388000

Q04637 Eukaryotic translation initiation factor 4 gamma 1EIF4G1 >tr|E7EX73|E7EX73_HUMAN Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=1;>tr|E9PGM1|E9PGM1_HUMAN Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=1;>tr|E7EUU4|E7EUU4_HUMAN Eukaryotic18 16 16 14 158.64 1436 1436;1513;1560;1403;1404;1435;1512;1559;1599;1600;1606;1395;903;757;869;834;180;2260 91.081 6118800 5803400 5499600 7029300 9483400 8936300 10796000 11067000 15411000 13027000 8544700 7745300 6534000 6265400 5228900 5057900 7166400 6146900 7146200 7375200 6371100 9698800 4803800 5490700 8758300 8695500 8224700 5975400

Q9H0W9 Ester hydrolase C11orf54C11orf54 >tr|E9PJU8|E9PJU8_HUMAN Ester hydrolase C11orf54 (Fragment) OS=Homo sapiens GN=C11orf54 PE=1 SV=1;>tr|E9PQS1|E9PQS1_HUMAN Ester hydrolase C11orf54 (Fragment) OS=Homo sapiens GN=C11orf54 PE=1 SV=1;>tr|A0A087WT99|A0A087WT99_HUMAN Ester hydrolase C11orf54 OS=8 2 2 2 21.116 187 187;239;256;204;296;315;185;2650 23.021 5590200 5686900 4754100 5151300 4009400 3962600 2676200 4771700 8445200 12998000 0 1152700 14107000 4719100 11045000 3877400 3800900 0 3254100 3851400 0 0 0 0 0 0 0 0

P51659 Peroxisomal multifunctional enzyme type 2;(3R)-hydroxyacyl-CoA dehydrogenase;Enoyl-CoA hydratase 2HSD17B4 >sp|P51659|DHB4_HUMAN Peroxisomal multifunctional enzyme type 2 OS=Homo sapiens GN=HSD17B4 PE=1 SV=3;>tr|E7EWE5|E7EWE5_HUMAN Peroxisomal multifunctional enzyme type 2 OS=Homo sapiens GN=HSD17B4 PE=1 SV=1;>sp|P51659-3|DHB4_HUMAN Isoform 3 of Peroxisomal mul8 19 19 19 79.685 736 736;712;718;761;500;596;599;4740 189.41 20064000 16951000 15217000 15707000 9184400 9063900 10482000 9557500 11698000 12984000 12050000 14580000 14580000 17846000 25531000 20766000 19474000 19400000 16431000 19876000 11919000 7194300 25954000 9968900 21918000 19509000 14293000 13073000

P48304 Lithostathine-1-betaREG1B >sp|P48304|REG1B_HUMAN Lithostathine-1-beta OS=Homo sapiens GN=REG1B PE=1 SV=1;>tr|H7BZ24|H7BZ24_HUMAN Lithostathine-1-beta (Fragment) OS=Homo sapiens GN=REG1B PE=4 SV=12 7 4 4 18.665 166 166;149 0 71.82 15204000 15030000 12010000 15079000 60857000 53659000 54912000 49896000 14535000 12959000 29325000 39271000 16665000 18859000 43580000 44372000 13986000 15698000 19719000 17985000 58661000 52051000 51633000 51628000 15331000 12323000 31114000 26820000

P26639 "Threonine--tRNA ligase, cytoplasmic"TARS >sp|P26639|SYTC_HUMAN Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 SV=3;>sp|P26639-2|SYTC_HUMAN Isoform 2 of Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS5 16 16 14 83.434 723 723;756;129;118;1310 93.449 4152200 4189900 5501400 5611300 9061300 10181000 11504000 8501600 7058800 12921000 10381000 12043000 5648600 7094300 10340000 9570200 5817100 5907600 4477100 5511300 18281000 17433000 7888700 10435000 9124200 6699100 10541000 12882000

Q9Y2T3 Guanine deaminaseGDA >sp|Q9Y2T3|GUAD_HUMAN Guanine deaminase OS=Homo sapiens GN=GDA PE=1 SV=1;>sp|Q9Y2T3-3|GUAD_HUMAN Isoform 3 of Guanine deaminase OS=Homo sapiens GN=GDA;>sp|Q9Y2T3-2|GUAD_HUMAN Isoform 2 of Guanine deaminase OS=Homo sapiens GN=GDA;>tr|Q5SZC6|Q5SZC6_HUMAN Gua7 16 16 16 51.002 454 454;471;380;393;176;179;1950 142.03 9675700 9662800 11218000 8093600 6622000 6701800 7180800 7225300 11635000 12897000 4638400 4906200 9169300 9654500 3932000 4416600 9582200 10039000 8714500 9004300 17818000 9635100 0 7584400 13349000 12760000 4409400 5229700

P12268 Inosine-5-monophosphate dehydrogenase 2IMPDH2 >tr|H0Y4R1|H0Y4R1_HUMAN Inosine-5-monophosphate dehydrogenase 2 (Fragment) OS=Homo sapiens GN=IMPDH2 PE=1 SV=1;>sp|P12268|IMDH2_HUMAN Inosine-5-monophosphate dehydrogenase 2 OS=Homo sapiens GN=IMPDH2 PE=1 SV=2;>tr|E7ETK5|E7ETK5_HUMAN Inosine-5-monophosp3 10 10 10 50.957 470 470;514;279 0 116.34 6954700 6677500 6489200 6184700 10859000 7995400 8788600 11183000 7501500 12884000 8096800 8773400 4422400 5220100 4865600 4597100 5850100 6003900 3839100 4859200 5340300 8657000 3313100 7301700 9566000 7590600 8968800 8248000

Q14240 Eukaryotic initiation factor 4A-IIEIF4A2 >sp|Q14240|IF4A2_HUMAN Eukaryotic initiation factor 4A-II OS=Homo sapiens GN=EIF4A2 PE=1 SV=2;>sp|Q14240-2|IF4A2_HUMAN Isoform 2 of Eukaryotic initiation factor 4A-II OS=Homo sapiens GN=EIF4A2;>tr|E7EQG2|E7EQG2_HUMAN Eukaryotic initiation factor 4A-II OS=H8 20 10 10 46.402 407 407;408;362;109;98;96;97;570 118.84 16239000 13580000 17802000 18016000 16932000 16016000 16672000 18056000 11386000 12833000 7860900 6943400 16120000 17426000 7853600 7884400 17379000 18425000 15704000 14910000 15265000 7940400 4357500 4417600 20111000 22342000 10310000 10168000

P22695 "Cytochrome b-c1 complex subunit 2, mitochondrial"UQCRC2 >sp|P22695|QCR2_HUMAN Cytochrome b-c1 complex subunit 2, mitochondrial OS=Homo sapiens GN=UQCRC2 PE=1 SV=3;>tr|H3BRG4|H3BRG4_HUMAN Cytochrome b-c1 complex subunit 2, mitochondrial OS=Homo sapiens GN=UQCRC2 PE=1 SV=1;>tr|H3BSJ9|H3BSJ9_HUMAN Cytochrome b-c1 7 12 12 12 48.442 453 453;412;336;176;116;132;700 174.85 16704000 18373000 11014000 11107000 10166000 10111000 16991000 12252000 26094000 12832000 22996000 13711000 11296000 14517000 31386000 35525000 17175000 13412000 21170000 15989000 4957900 0 7397500 0 17194000 22210000 26204000 25227000

P16278 Beta-galactosidaseGLB1 >sp|P16278-3|BGAL_HUMAN Isoform 3 of Beta-galactosidase OS=Homo sapiens GN=GLB1;>sp|P16278|BGAL_HUMAN Beta-galactosidase OS=Homo sapiens GN=GLB1 PE=1 SV=2;>tr|E7EQ29|E7EQ29_HUMAN Beta-galactosidase OS=Homo sapiens GN=GLB1 PE=1 SV=1;>sp|P16278-2|BGAL_HUMAN 6 6 6 6 72.75 647 647;677;546;546;114;1850 57.768 5336600 4899300 6406900 4889700 3516700 2415200 2486500 3798100 5364600 12792000 9578300 4215500 5757800 5505200 0 4014600 3346300 3289300 4158200 3274100 0 0 2341000 0 5293500 2129800 5910300 6489400

P51608 Methyl-CpG-binding protein 2MECP2 >sp|P51608-2|MECP2_HUMAN Isoform B of Methyl-CpG-binding protein 2 OS=Homo sapiens GN=MECP2;>tr|A0A087WXF0|A0A087WXF0_HUMAN Methyl-CpG-binding protein 2 OS=Homo sapiens GN=MECP2 PE=1 SV=1;>sp|P51608|MECP2_HUMAN Methyl-CpG-binding protein 2 OS=Homo sapiens 6 16 16 16 53.323 498 498;509;486;324;168;1720 236.44 16330000 15973000 13716000 14641000 5574200 5968900 5597100 5463300 10042000 12776000 10232000 9414900 10658000 13112000 9271000 11345000 12914000 12362000 14443000 15725000 5912800 10278000 31665000 25954000 14097000 12816000 10285000 8688100

P38117 Electron transfer flavoprotein subunit betaETFB >sp|P38117|ETFB_HUMAN Electron transfer flavoprotein subunit beta OS=Homo sapiens GN=ETFB PE=1 SV=3;>sp|P38117-2|ETFB_HUMAN Isoform 2 of Electron transfer flavoprotein subunit beta OS=Homo sapiens GN=ETFB3 11 11 11 27.843 255 255;346;178 0 130.08 14719000 15014000 10942000 12485000 12909000 16428000 14843000 14660000 8006800 12776000 18228000 13995000 8594000 11838000 12167000 11530000 15789000 12567000 12440000 12699000 7366300 7256100 11736000 8997500 14426000 11667000 12060000 11185000

P62081 40S ribosomal protein S7RPS7 >sp|P62081|RS7_HUMAN 40S ribosomal protein S7 OS=Homo sapiens GN=RPS7 PE=1 SV=1;>tr|B5MCP9|B5MCP9_HUMAN 40S ribosomal protein S7 OS=Homo sapiens GN=RPS7 PE=1 SV=12 8 8 8 22.127 194 194;187 0 105.72 16505000 17726000 20494000 11256000 13879000 17495000 17099000 18719000 22649000 12745000 8354300 20429000 48324000 30415000 36108000 29999000 19949000 28225000 32497000 21446000 11490000 5592000 5397600 5700000 11542000 8482600 9015900 7684700

Q16799 Reticulon-1;ReticulonRTN1 >sp|Q16799|RTN1_HUMAN Reticulon-1 OS=Homo sapiens GN=RTN1 PE=1 SV=1;>tr|Q2NKQ5|Q2NKQ5_HUMAN Reticulon OS=Homo sapiens GN=RTN1 PE=1 SV=15 17 17 17 83.617 776 776;702;356;193;2080 171.72 9516700 9758400 12127000 9815400 6566700 5496800 8237500 7085100 12529000 12651000 8798500 9044100 15546000 11608000 7439800 6742400 13842000 13413000 14422000 13330000 6960700 12471000 10334000 5504800 15229000 13871000 7178300 6080200

P21964 Catechol O-methyltransferaseCOMT >sp|P21964-2|COMT_HUMAN Isoform Soluble of Catechol O-methyltransferase OS=Homo sapiens GN=COMT;>sp|P21964|COMT_HUMAN Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV=2;>tr|E7EMS6|E7EMS6_HUMAN Catechol O-methyltransferase (Fragment) OS=Homo sap5 6 6 6 24.449 221 221;271;223;199;2350 109.13 10658000 6589900 4077000 4253600 645820 918140 942600 329790 16416000 12645000 0 0 16728000 9039400 9499900 10934000 8272000 4546200 5220600 5298700 0 0 0 0 2776300 7283200 1556600 2337000

P46109 Crk-like proteinCRKL >sp|P46109|CRKL_HUMAN Crk-like protein OS=Homo sapiens GN=CRKL PE=1 SV=11 4 4 4 33.777 303 303 0 54.25 1056000 1088500 514080 1063500 2296200 2033500 2792000 1846900 6772100 12544000 2533500 4595800 3925900 3956900 2694700 4296800 0 0 0 0 2813300 3085200 3885400 2003300 2431500 3487600 2632900 2321800

P51148 Ras-related protein Rab-5CRAB5C >sp|P51148|RAB5C_HUMAN Ras-related protein Rab-5C OS=Homo sapiens GN=RAB5C PE=1 SV=2;>sp|P51148-2|RAB5C_HUMAN Isoform 2 of Ras-related protein Rab-5C OS=Homo sapiens GN=RAB5C;>tr|K7ENY4|K7ENY4_HUMAN Ras-related protein Rab-5C (Fragment) OS=Homo sapiens GN=15 8 8 5 23.482 216 216;249;150;161;282;124;92;100;115;27;62;65;73;74;790 93.235 11957000 12007000 7816500 7728700 6481300 6505100 6441500 7021600 7562700 12511000 13387000 6996300 8324400 10261000 9785300 7025800 9858200 11270000 10531000 10833000 14512000 19248000 20561000 19466000 8873500 10152000 8738000 8333600



P63173 60S ribosomal protein L38RPL38 >sp|P63173|RL38_HUMAN 60S ribosomal protein L38 OS=Homo sapiens GN=RPL38 PE=1 SV=2;>tr|J3KT73|J3KT73_HUMAN 60S ribosomal protein L38 OS=Homo sapiens GN=RPL38 PE=1 SV=1;>tr|J3QL01|J3QL01_HUMAN 60S ribosomal protein L38 OS=Homo sapiens GN=RPL38 PE=1 SV=1;>tr4 4 4 4 8.2178 70 70;64;67;21 0 22.705 5648600 13317000 3547700 4369200 8021800 6981700 7725500 13120000 7573600 12505000 3420900 2870500 909520 2937000 9584500 17585000 6415800 0 5717700 6275200 5065600 4532000 0 0 1835100 1743400 3816100 2965300

O94979 Protein transport protein Sec31ASEC31A >tr|D6REX3|D6REX3_HUMAN Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A PE=1 SV=1;>sp|O94979-6|SC31A_HUMAN Isoform 6 of Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A;>sp|O94979-3|SC31A_HUMAN Isoform 3 of Protein transport protein Se24 18 18 18 136.22 1251 1251;1067;1106;1166;1181;1200;1205;1220;1233;877;969;969;443;286;509;237;235;383;165;166;181;81;92;2190 197.77 25289000 25990000 22009000 21423000 24055000 22552000 25309000 24448000 11940000 12422000 16370000 20067000 16263000 17625000 14367000 15573000 31176000 29924000 24279000 20433000 57530000 22301000 25185000 23386000 22548000 21417000 18611000 16910000

O94832 Unconventional myosin-IdMYO1D >sp|O94832|MYO1D_HUMAN Unconventional myosin-Id OS=Homo sapiens GN=MYO1D PE=1 SV=2;>tr|K7EIG7|K7EIG7_HUMAN Unconventional myosin-Id OS=Homo sapiens GN=MYO1D PE=1 SV=1;>tr|J3QRN6|J3QRN6_HUMAN Unconventional myosin-Id OS=Homo sapiens GN=MYO1D PE=1 SV=110 21 21 21 116.2 1006 1006;918;961;436;44;210;230;525;722;10180 100.17 10337000 8492000 7455000 5685200 4252300 5606700 3072000 5724500 8752300 12414000 7310000 10621000 6730900 6164400 12037000 12290000 5271700 11410000 5382300 8287900 4449900 5659000 5529700 6984100 6903300 7704500 8190300 10206000

P61158 Actin-related protein 3ACTR3 >sp|P61158|ARP3_HUMAN Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3;>tr|B4DXW1|B4DXW1_HUMAN Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=112 19 19 19 47.371 418 418;367;84;34;41;330;418;189;208;222;210;3480 201.05 18022000 17920000 20916000 23326000 26180000 23879000 25323000 28595000 10905000 12399000 22787000 23991000 14527000 17590000 15112000 13811000 18336000 13347000 18072000 17028000 14409000 11841000 2598700 5098700 20997000 22515000 14970000 17361000

O95747 Serine/threonine-protein kinase OSR1OXSR1 >sp|O95747|OXSR1_HUMAN Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=1;>tr|C9JIG9|C9JIG9_HUMAN Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=12 5 5 5 58.022 527 527;468 0 27.414 3496100 4180500 4898700 7576400 5350900 4920400 7312700 5640400 15435000 12380000 4722300 6789000 4515800 4879700 5071000 3441400 5259600 3709500 4104000 3835000 0 2999600 2551700 0 3817800 2923200 2353200 2401300

Q8WXF1 Paraspeckle component 1PSPC1 >sp|Q8WXF1-2|PSPC1_HUMAN Isoform 2 of Paraspeckle component 1 OS=Homo sapiens GN=PSPC1;>sp|Q8WXF1|PSPC1_HUMAN Paraspeckle component 1 OS=Homo sapiens GN=PSPC1 PE=1 SV=1;>tr|X6RDA4|X6RDA4_HUMAN Paraspeckle component 1 (Fragment) OS=Homo sapiens GN=PSPC1 PE=3 5 5 5 45.57 393 393;523;248 0 121.57 5965900 5937000 6213300 8088200 8255100 7160500 6850600 7113200 12377000 12326000 5372000 4604600 7152600 7798000 4899300 7177200 5867800 5076900 7134600 5130100 0 0 0 0 7319000 7600800 8270400 18227000

P20340 Ras-related protein Rab-6A;Ras-related protein Rab-6BRAB6A >sp|P20340-2|RAB6A_HUMAN Isoform 2 of Ras-related protein Rab-6A OS=Homo sapiens GN=RAB6A;>tr|H0YGL6|H0YGL6_HUMAN Ras-related protein Rab-6A (Fragment) OS=Homo sapiens GN=RAB6A PE=1 SV=1;>sp|P20340-4|RAB6A_HUMAN Isoform 4 of Ras-related protein Rab-6A OS=H15 7 7 6 23.548 208 208;201;175;208;174;208;83;124;195;71;104;49;71;87;2540 39.238 21062000 23430000 21079000 20301000 16610000 21511000 18612000 15935000 15319000 12312000 13686000 18293000 17323000 23981000 19503000 20978000 21889000 10077000 21858000 22925000 17870000 36832000 47766000 46320000 23255000 25061000 17270000 15063000

Q5T8U5 Surfeit locus protein 4SURF4 >tr|Q5T8U5|Q5T8U5_HUMAN Surfeit 4 OS=Homo sapiens GN=SURF4 PE=1 SV=1;>sp|O15260-2|SURF4_HUMAN Isoform 2 of Surfeit locus protein 4 OS=Homo sapiens GN=SURF4;>sp|O15260|SURF4_HUMAN Surfeit locus protein 4 OS=Homo sapiens GN=SURF4 PE=1 SV=3;>sp|O15260-3|SURF45 7 7 7 21.127 186 186;159;269;128;2260 122.22 44900000 48927000 44484000 36442000 2983400 1921200 421660 4352700 33808000 12307000 3346600 6935500 18625000 8803000 16325000 7103300 40585000 65799000 45359000 32695000 0 0 0 0 20004000 26488000 11391000 5837500

Q00796 Sorbitol dehydrogenaseSORD >sp|Q00796|DHSO_HUMAN Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4;>tr|H0YLA4|H0YLA4_HUMAN Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=14 6 6 6 38.324 357 357;336;117;100 0 137.07 10026000 13270000 9486700 9332300 9232600 7283000 10282000 7685900 12687000 12287000 3933600 7619300 6549800 7563600 6989700 7267200 8491000 7293800 4691700 6193200 7855800 9964200 0 5224200 7868600 7040600 7372200 8484400

Q9NZ01 Very-long-chain enoyl-CoA reductaseTECR >sp|Q9NZ01|TECR_HUMAN Very-long-chain enoyl-CoA reductase OS=Homo sapiens GN=TECR PE=1 SV=1;>tr|M0R3C3|M0R3C3_HUMAN Very-long-chain enoyl-CoA reductase OS=Homo sapiens GN=TECR PE=1 SV=14 4 4 4 36.034 308 308;105;132;157 0 32.574 0 3815500 4672200 4965100 1671700 3413700 1976100 3276900 4814000 12282000 0 8310100 2086900 3197400 4697200 24944000 0 0 8569900 0 0 0 8892000 5458700 4663200 3556200 7814400 15542000

P53992 Protein transport protein Sec24CSEC24C >tr|G5EA31|G5EA31_HUMAN Protein transport protein Sec24C OS=Homo sapiens GN=SEC24C PE=1 SV=1;>sp|P53992|SC24C_HUMAN Protein transport protein Sec24C OS=Homo sapiens GN=SEC24C PE=1 SV=33 13 13 13 111.98 1042 1042;1094;342 0 73.487 4113100 4442900 6000300 5398800 6106700 6520300 8088400 6548300 7547500 12223000 4777700 4234400 8264100 11964000 7133000 4467400 3768900 3699400 3023600 3711000 9566600 5167000 0 0 10134000 7716000 8146800 4253800

Q00325 "Phosphate carrier protein, mitochondrial"SLC25A3 >sp|Q00325-2|MPCP_HUMAN Isoform B of Phosphate carrier protein, mitochondrial OS=Homo sapiens GN=SLC25A3;>tr|F8VVM2|F8VVM2_HUMAN Phosphate carrier protein, mitochondrial OS=Homo sapiens GN=SLC25A3 PE=1 SV=1;>sp|Q00325|MPCP_HUMAN Phosphate carrier protein, 6 11 11 11 39.958 361 361;324;362;156;153;1540 64.557 19932000 18178000 17521000 17052000 8643900 7785100 6894400 6726500 19962000 12178000 6141600 4485200 14941000 22551000 14880000 19545000 22166000 17041000 19912000 19689000 1511700 1304400 3173700 3443900 19501000 18837000 11821000 10051000

P52597 "Heterogeneous nuclear ribonucleoprotein F;Heterogeneous nuclear ribonucleoprotein F, N-terminally processed"HNRNPF >sp|P52597|HNRPF_HUMAN Heterogeneous nuclear ribonucleoprotein F OS=Homo sapiens GN=HNRNPF PE=1 SV=31 11 9 9 45.671 415 415 0 107.24 8288900 5989400 16981000 7388700 9937900 6348700 3490100 5437200 6381600 12144000 14610000 4499400 15884000 11504000 8251800 10827000 6382100 7743700 11006000 7280900 2143400 5019100 10578000 4769200 5181800 2741900 3082900 10128000

P60660 Myosin light polypeptide 6PDE6H >tr|F8W1R7|F8W1R7_HUMAN Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=1;>tr|G3V1V0|G3V1V0_HUMAN Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=1;>sp|P60660-2|MYL6_HUMAN Isoform Smooth muscle of Myosin light polypeptide 6 OS=Homo sa15 10 10 10 16.29 145 145;161;151;151;152;152;238;130;115;103;196;175;208;83;470 113.62 36570000 40152000 27959000 30071000 33606000 33737000 38433000 35217000 14550000 12073000 37725000 36840000 27315000 30629000 37754000 48186000 34311000 32101000 40380000 38429000 76429000 52958000 62479000 68335000 40901000 44109000 34350000 42609000

O75643 U5 small nuclear ribonucleoprotein 200 kDa helicaseSNRNP200 >sp|O75643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase OS=Homo sapiens GN=SNRNP200 PE=1 SV=23 25 25 25 244.5 2136 2136;625;595 0 171 8334900 11092000 9337100 8700900 12294000 10147000 11196000 11677000 14795000 12064000 15258000 10899000 13279000 11912000 8424400 10804000 6334600 7687100 14087000 7587100 5788500 3221900 3363700 6115600 13863000 17525000 12985000 13112000

P62280 40S ribosomal protein S11RPS11 >sp|P62280|RS11_HUMAN 40S ribosomal protein S11 OS=Homo sapiens GN=RPS11 PE=1 SV=3;>tr|M0QZC5|M0QZC5_HUMAN 40S ribosomal protein S11 OS=Homo sapiens GN=RPS11 PE=1 SV=14 10 10 10 18.431 158 158;118;79;88 0 83.684 26259000 23636000 21082000 31085000 33842000 35301000 53562000 41938000 12190000 12056000 17420000 13236000 24425000 20970000 17149000 30812000 25123000 18311000 27172000 22980000 17517000 9075800 3619400 7505300 26576000 13324000 21157000 13613000

O94855 Protein transport protein Sec24DSEC24D >sp|O94855|SC24D_HUMAN Protein transport protein Sec24D OS=Homo sapiens GN=SEC24D PE=1 SV=2;>sp|O94855-2|SC24D_HUMAN Isoform 2 of Protein transport protein Sec24D OS=Homo sapiens GN=SEC24D;>tr|E9PDM8|E9PDM8_HUMAN Protein transport protein Sec24D OS=Homo sa4 14 14 14 113.01 1032 1032;1033;663;393 0 97.169 9798900 10722000 12152000 10275000 14738000 12938000 15912000 14819000 16636000 12049000 16020000 17882000 15674000 9413500 17240000 5002700 9702600 10470000 10688000 9979200 11811000 7721900 0 3865100 25791000 16288000 18274000 17517000

P04181 "Ornithine aminotransferase, mitochondrial;Ornithine aminotransferase, hepatic form;Ornithine aminotransferase, renal form"OAT >sp|P04181|OAT_HUMAN Ornithine aminotransferase, mitochondrial OS=Homo sapiens GN=OAT PE=1 SV=1;>sp|P04181-2|OAT_HUMAN Isoform 2 of Ornithine aminotransferase, mitochondrial OS=Homo sapiens GN=OAT2 11 11 11 48.534 439 439;301 0 69.473 10301000 8926400 8355500 8557600 2786600 4179500 3277200 2398900 27094000 12013000 6059500 2995400 11339000 9551100 6751900 5675400 8002100 6510200 9246400 7876200 0 1499100 4723800 1339300 8181500 10162000 4643800 4724100

P35237 Serpin B6 SERPINB6 >tr|A0A024QZX5|A0A024QZX5_HUMAN Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=1;>tr|A0A087X1N8|A0A087X1N8_HUMAN Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=1;>sp|P35237|SPB6_HUMAN Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=35 10 10 9 43.024 380 380;395;376;124;1640 190.92 20576000 15958000 18914000 22036000 32370000 31414000 42901000 52612000 15346000 11983000 30574000 35728000 17254000 33884000 23280000 38712000 24164000 15393000 17485000 15625000 0 33761000 21117000 20186000 22606000 33489000 27746000 73147000

O43708 Maleylacetoacetate isomeraseGSTZ1 >tr|A0A0A0MR33|A0A0A0MR33_HUMAN Maleylacetoacetate isomerase OS=Homo sapiens GN=GSTZ1 PE=4 SV=1;>tr|G3V267|G3V267_HUMAN Maleylacetoacetate isomerase OS=Homo sapiens GN=GSTZ1 PE=1 SV=1;>tr|G3V5T0|G3V5T0_HUMAN Maleylacetoacetate isomerase OS=Homo sapiens GN=8 3 3 3 19.373 174 174;189;202;217;119;161;174;2160 51.887 0 0 0 0 0 0 0 0 9618500 11962000 0 0 0 1853500 2400400 1640500 0 0 0 0 0 0 0 0 2119300 4490100 882210 0

P04083 Annexin A1;AnnexinANXA1 >sp|P04083|ANXA1_HUMAN Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2;>tr|Q5T3N1|Q5T3N1_HUMAN Annexin (Fragment) OS=Homo sapiens GN=ANXA1 PE=1 SV=13 18 18 18 38.714 346 346;204;115 0 272.33 9999500 8459000 7409600 7729000 17148000 16827000 19435000 20501000 5502200 11926000 22937000 25718000 7145100 8662100 17472000 17219000 8204500 7959600 5882100 6275400 5212700 7265100 6114900 4913100 11384000 11321000 15086000 20343000

P12429 Annexin A3;AnnexinANXA3 >sp|P12429|ANXA3_HUMAN Annexin A3 OS=Homo sapiens GN=ANXA3 PE=1 SV=3;>tr|D6RA82|D6RA82_HUMAN Annexin OS=Homo sapiens GN=ANXA3 PE=1 SV=15 12 12 12 36.375 323 323;284;154;134;1040 159.52 6402300 8328500 5673800 5567400 18416000 18434000 20435000 19217000 7099400 11923000 21239000 30426000 10472000 6751400 21938000 9001900 5981800 8211900 4804600 4578500 10141000 4816600 6860100 2777700 12461000 9829900 12028000 20388000

Q9UI15 Transgelin-3TAGLN3 >tr|A0A087WWB6|A0A087WWB6_HUMAN Transgelin OS=Homo sapiens GN=TAGLN3 PE=3 SV=1;>sp|Q9UI15|TAGL3_HUMAN Transgelin-3 OS=Homo sapiens GN=TAGLN3 PE=1 SV=2;>tr|C9J5W6|C9J5W6_HUMAN Transgelin-3 OS=Homo sapiens GN=TAGLN3 PE=4 SV=1;>tr|H7C5N2|H7C5N2_HUMAN Transgel5 10 10 10 25.01 221 221;199;115;78;1640 55.73 5981100 4904100 12075000 5609800 552120 1041400 1403600 1427400 10045000 11770000 0 0 5494200 3905500 0 1399800 2938800 0 3892700 5773200 0 0 0 0 10569000 10400000 0 4098200

Q7Z6Z7 E3 ubiquitin-protein ligase HUWE1HUWE1 >sp|Q7Z6Z7-2|HUWE1_HUMAN Isoform 2 of E3 ubiquitin-protein ligase HUWE1 OS=Homo sapiens GN=HUWE1;>sp|Q7Z6Z7-3|HUWE1_HUMAN Isoform 3 of E3 ubiquitin-protein ligase HUWE1 OS=Homo sapiens GN=HUWE1;>sp|Q7Z6Z7|HUWE1_HUMAN E3 ubiquitin-protein ligase HUWE1 OS=Ho5 21 21 21 480.19 4358 4358;4365;4374;1197;1910 95.408 9116400 7095400 6772100 8064300 8749600 9225800 12407000 11663000 13989000 11765000 19160000 14146000 10790000 12594000 6995400 6089800 7743900 11634000 9699500 0 0 0 0 6745700 8981900 13321000 11748000 9966300

P59998 Actin-related protein 2/3 complex subunit 4ARPC4 >tr|F8WCF6|F8WCF6_HUMAN Protein ARPC4-TTLL3 OS=Homo sapiens GN=ARPC4-TTLL3 PE=4 SV=1;>sp|P59998|ARPC4_HUMAN Actin-related protein 2/3 complex subunit 4 OS=Homo sapiens GN=ARPC4 PE=1 SV=3;>tr|F8WDD7|F8WDD7_HUMAN Actin-related protein 2/3 complex subunit 4 O10 6 6 6 21.058 181 181;168;113;187;625;167;44;47;77;780 39.208 11765000 10859000 9223500 11585000 15958000 18703000 17997000 16997000 21587000 11732000 17121000 13648000 13585000 14169000 13626000 11131000 9944800 12583000 8334500 11973000 5624200 4985100 0 0 13845000 16000000 14471000 15751000

Q9NYL4 Peptidyl-prolyl cis-trans isomerase FKBP11;Peptidyl-prolyl cis-trans isomeraseFKBP11 >sp|Q9NYL4|FKB11_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP11 OS=Homo sapiens GN=FKBP11 PE=1 SV=1;>tr|F8VU90|F8VU90_HUMAN Peptidyl-prolyl cis-trans isomerase OS=Homo sapiens GN=FKBP11 PE=1 SV=1;>sp|Q9NYL4-2|FKB11_HUMAN Isoform 2 of Peptidyl-prolyl cis-5 7 7 7 22.18 201 201;182;146;99;63 0 157.22 13746000 5589400 6261100 11096000 9527400 8630800 7102200 7924400 4215000 11700000 15937000 11615000 28473000 7087600 24446000 6666900 5390400 5203100 9706400 10452000 0 0 10870000 15543000 4265100 11285000 16379000 0

P63092 Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas;Guanine nucleotide-binding protein G(s) subunit alpha isoforms shortGNAS >sp|Q5JWF2-2|GNAS1_HUMAN Isoform XLas-2 of Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Homo sapiens GN=GNAS;>sp|Q5JWF2|GNAS1_HUMAN Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Homo sapiens GN=GNAS PE=1 S22 13 13 11 109.62 1023 1023;1037;379;380;394;395;158;160;193;199;120;720;752;54;61;87;93;124;174;350;354;3540 93.635 16115000 15725000 14839000 15293000 11277000 11324000 12550000 9071000 11742000 11676000 12026000 15512000 12015000 15477000 13515000 14545000 19573000 20823000 18954000 18012000 0 15203000 20274000 20868000 20436000 20038000 13300000 11261000

Q8N5K1 CDGSH iron-sulfur domain-containing protein 2CISD2 >sp|Q8N5K1|CISD2_HUMAN CDGSH iron-sulfur domain-containing protein 2 OS=Homo sapiens GN=CISD2 PE=1 SV=1;>tr|I3L1N9|I3L1N9_HUMAN CDGSH iron-sulfur domain-containing protein 2 OS=Homo sapiens GN=CISD2 PE=1 SV=13 5 5 5 15.278 135 135;47;145 0 103.18 4742900 7113000 5878800 2718800 4456900 6885000 4302800 3157700 8930000 11552000 11019000 6093600 2509100 8545400 6720200 5569000 8519000 5461200 4564800 6485500 0 5731500 5634200 5308900 4414900 2693100 4691500 6969600

Q9P0J0 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13NDUFA13 >sp|Q9P0J0|NDUAD_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13 OS=Homo sapiens GN=NDUFA13 PE=1 SV=3;>sp|Q9P0J0-2|NDUAD_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13 OS=Homo sapiens GN=NDUFA13;>tr|B4D6 5 5 5 16.698 144 144;222;120;150;273;750 52.667 2115300 1780800 2348700 2034400 644790 1978500 1313500 701930 6264500 11517000 0 1420500 31976000 12179000 2850200 18700000 2668000 0 0 2399000 0 0 7569400 11706000 7139900 6471100 6443900 1504300

Q9Y5K8 V-type proton ATPase subunit DATP6V1D >sp|Q9Y5K8|VATD_HUMAN V-type proton ATPase subunit D OS=Homo sapiens GN=ATP6V1D PE=1 SV=1;>tr|G3V2S6|G3V2S6_HUMAN V-type proton ATPase subunit D OS=Homo sapiens GN=ATP6V1D PE=1 SV=1;>tr|G3V2V6|G3V2V6_HUMAN V-type proton ATPase subunit D OS=Homo sapiens GN=10 8 8 8 28.262 247 247;192;148;153;179;119;44;86;59;720 90.366 4534800 4288700 4172700 5421200 3278300 0 4349000 0 5182500 11509000 2911400 2432200 6398800 4906800 2320000 2677100 4819500 5588700 3959400 4413800 7720100 5819000 3897200 2430600 7142600 5165900 3254000 2637900

P22392 Nucleoside diphosphate kinase;Nucleoside diphosphate kinase BNME2 >tr|Q32Q12|Q32Q12_HUMAN Nucleoside diphosphate kinase OS=Homo sapiens GN=NME1-NME2 PE=1 SV=1;>sp|P22392-2|NDKB_HUMAN Isoform 3 of Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2;>sp|P22392|NDKB_HUMAN Nucleoside diphosphate kinase B OS=Homo sapiens 8 14 14 1 32.642 292 292;267;152;197;139;82;82;600 99.248 22419000 19620000 19307000 17578000 25532000 24500000 26874000 22604000 13183000 11487000 12398000 15934000 14902000 17377000 12895000 17754000 19778000 23833000 22176000 21780000 25109000 29785000 6628100 12635000 16264000 23563000 16762000 17245000

P42126 "Enoyl-CoA delta isomerase 1, mitochondrial"ECI1 >sp|P42126-2|ECI1_HUMAN Isoform 2 of Enoyl-CoA delta isomerase 1, mitochondrial OS=Homo sapiens GN=ECI1;>sp|P42126|ECI1_HUMAN Enoyl-CoA delta isomerase 1, mitochondrial OS=Homo sapiens GN=ECI1 PE=1 SV=1;>tr|Q96DC0|Q96DC0_HUMAN DCI protein OS=Homo sapiens G4 6 6 6 30.895 285 285;302;243;224 0 26.962 8274300 10838000 7249900 8682500 8218400 6895000 7773500 5720900 15109000 11431000 27227000 9540600 8836600 13119000 10275000 9973700 5160600 9312700 6253100 7562600 2388900 2830800 1858100 0 10051000 5509800 8753400 8549000

P55795 "Heterogeneous nuclear ribonucleoprotein H2;Heterogeneous nuclear ribonucleoprotein H2, N-terminally processed"HNRNPH2 >sp|P55795|HNRH2_HUMAN Heterogeneous nuclear ribonucleoprotein H2 OS=Homo sapiens GN=HNRNPH2 PE=1 SV=11 13 8 8 49.263 449 449 0 41.176 6435700 7604600 10453000 9166200 4813000 5287400 1451600 3311300 7520600 11423000 1792800 1207600 11781000 9948100 10711000 7478000 7282700 4300000 6794700 4487000 0 0 0 0 2798000 3993200 952530 808020

O43681 ATPase ASNA1ASNA1 >tr|A0A087WXS7|A0A087WXS7_HUMAN ATPase ASNA1 OS=Homo sapiens GN=ASNA1 PE=1 SV=1;>sp|O43681|ASNA_HUMAN ATPase ASNA1 OS=Homo sapiens GN=ASNA1 PE=1 SV=23 7 7 7 37.119 331 331;348;200 0 28.605 10718000 5492000 9767800 12534000 5459900 6182700 4432000 4935300 8668000 11410000 5800500 8076100 5337200 5177500 7483100 3108900 5449900 4549900 5800400 0 5044900 4843700 4136600 3459700 3307400 3680900 6187200 8212100

Q9Y2I1 Nischarin NISCH >tr|C9J715|C9J715_HUMAN Nischarin OS=Homo sapiens GN=NISCH PE=1 SV=1;>sp|Q9Y2I1-4|NISCH_HUMAN Isoform 4 of Nischarin OS=Homo sapiens GN=NISCH;>sp|Q9Y2I1-3|NISCH_HUMAN Isoform 3 of Nischarin OS=Homo sapiens GN=NISCH;>sp|Q9Y2I1|NISCH_HUMAN Nischarin OS=Homo 4 3 3 3 64.079 583 583;515;583;1504 0 19.313 0 0 0 0 0 0 0 0 4179900 11367000 0 0 4745400 0 0 1759900 0 0 0 0 0 0 0 0 0 0 0 2469600

P48047 "ATP synthase subunit O, mitochondrial"ATP5O >sp|P48047|ATPO_HUMAN ATP synthase subunit O, mitochondrial OS=Homo sapiens GN=ATP5O PE=1 SV=1;>tr|H7C0C1|H7C0C1_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=24 9 9 9 23.277 213 213;242;86;74 0 206.47 20765000 25077000 22539000 16839000 12959000 12404000 13182000 11303000 14323000 11362000 23235000 20313000 32713000 18180000 35294000 43862000 12652000 14110000 18950000 23447000 11894000 12750000 26271000 28117000 15655000 16114000 19789000 35714000

P16422 Epithelial cell adhesion moleculeEPCAM >tr|B5MCA4|B5MCA4_HUMAN Epithelial cell adhesion molecule OS=Homo sapiens GN=EPCAM PE=1 SV=1;>sp|P16422|EPCAM_HUMAN Epithelial cell adhesion molecule OS=Homo sapiens GN=EPCAM PE=1 SV=2;>tr|C9JKY3|C9JKY3_HUMAN Epithelial cell adhesion molecule (Fragment) OS3 6 6 6 37.893 342 342;314;199 0 52.652 5467200 6272100 5193000 5715000 5812600 4984100 4753300 6296500 2124900 11305000 14207000 23493000 6310300 4093800 12867000 9217700 1520200 3213300 4618100 4725700 5902800 2546400 5658900 9487200 10457000 6300900 15801000 5803300

O00170 AH receptor-interacting proteinAIP >sp|O00170|AIP_HUMAN AH receptor-interacting protein OS=Homo sapiens GN=AIP PE=1 SV=2;>tr|E9PMH2|E9PMH2_HUMAN AH receptor-interacting protein (Fragment) OS=Homo sapiens GN=AIP PE=1 SV=23 4 4 4 37.636 330 330;232;188 0 35.327 1550700 2094700 1790600 4723400 2477300 3979800 1709700 1524300 3060000 11267000 7347000 6662000 0 1633000 6842400 2428600 0 0 0 0 0 0 0 0 2111300 2272400 0 7511100

P09382 Galectin-1 LGALS1 >sp|P09382|LEG1_HUMAN Galectin-1 OS=Homo sapiens GN=LGALS1 PE=1 SV=22 8 8 8 14.716 135 135;38 0 187.05 16589000 17715000 19075000 18570000 40847000 40517000 41897000 44604000 14118000 11225000 28780000 30944000 13259000 14603000 22404000 25338000 17407000 15027000 16083000 14489000 45436000 58403000 31241000 25862000 21900000 19200000 22837000 25692000

P62328 Thymosin beta-4;Hematopoietic system regulatory peptideTMSB4X >sp|P62328|TYB4_HUMAN Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=1 SV=2;>tr|Q5T4B6|Q5T4B6_HUMAN HCG1780554 OS=Homo sapiens GN=TMSB4XP4 PE=4 SV=12 6 6 6 5.0526 44 44;44 0 89.282 32819000 36090000 27957000 30145000 51114000 52937000 37179000 59782000 13864000 11186000 22516000 20950000 24639000 88321000 17971000 19288000 30782000 35066000 30352000 29325000 1.21E+08 79478000 26213000 24629000 26098000 27258000 21097000 16465000

Q9UIA9 Exportin-7 XPO7 >sp|Q9UIA9|XPO7_HUMAN Exportin-7 OS=Homo sapiens GN=XPO7 PE=1 SV=3;>tr|E7ESC6|E7ESC6_HUMAN Exportin-7 OS=Homo sapiens GN=XPO7 PE=1 SV=13 5 5 5 123.91 1087 1087;1088;237 0 49.144 8687000 5501400 9540700 2601700 4361500 1787800 4486700 8180600 5996400 11141000 4912400 2862700 3251700 6255100 5839500 3724600 5113600 5386300 0 0 0 0 0 0 2629500 3440900 9805000 18141000

Q86UP6 CUB and zona pellucida-like domain-containing protein 1CUZD1 >sp|Q86UP6|CUZD1_HUMAN CUB and zona pellucida-like domain-containing protein 1 OS=Homo sapiens GN=CUZD1 PE=2 SV=1;>tr|A0A0A0MTJ4|A0A0A0MTJ4_HUMAN CUB and zona pellucida-like domain-containing protein 1 OS=Homo sapiens GN=CUZD1 PE=4 SV=1;>sp|Q86UP6-2|CUZD1_4 9 9 9 68.152 607 607;356;326;241 0 55.222 14855000 12677000 12067000 10526000 11326000 17459000 17382000 16213000 13048000 11133000 15311000 15024000 13334000 15072000 11682000 14208000 14115000 10549000 10355000 11549000 6320500 8141100 9278000 6770700 19588000 16273000 16679000 13149000

P21980 Protein-glutamine gamma-glutamyltransferase 2TGM2 >sp|P21980|TGM2_HUMAN Protein-glutamine gamma-glutamyltransferase 2 OS=Homo sapiens GN=TGM2 PE=1 SV=210 19 19 19 77.328 687 687;548;281;349;160;637;719;721;638;7200 249.54 17414000 15450000 13739000 14596000 23400000 24187000 22494000 24341000 13561000 11117000 19517000 23472000 15539000 17566000 14881000 16068000 14158000 17445000 12817000 15242000 40070000 39200000 18361000 19263000 21875000 20216000 17015000 20119000

P23634 Plasma membrane calcium-transporting ATPase 4ATP2B4 >sp|P23634-5|AT2B4_HUMAN Isoform ZK of Plasma membrane calcium-transporting ATPase 4 OS=Homo sapiens GN=ATP2B4;>sp|P23634-4|AT2B4_HUMAN Isoform XK of Plasma membrane calcium-transporting ATPase 4 OS=Homo sapiens GN=ATP2B4;>sp|P23634-3|AT2B4_HUMAN Isoform Z8 9 9 4 124.01 1122 1122;1134;1158;1170;1193;1205;1229;12410 45.131 4633300 3054100 4418300 2544400 2789300 2220700 2887300 2514000 6935500 11097000 3308300 6594400 3260000 2403600 7203700 3090300 3448100 2695400 3779100 4273400 4055200 1805800 3220900 3790100 4538700 3154000 3668100 4710400

P67936 Tropomyosin alpha-4 chainTPM4 >sp|P67936|TPM4_HUMAN Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4 PE=1 SV=3;>sp|P67936-2|TPM4_HUMAN Isoform 2 of Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4;>tr|K7ENT6|K7ENT6_HUMAN Tropomyosin alpha-4 chain (Fragment) OS=Homo sapiens GN=TPM4 PE8 24 15 12 28.521 248 248;284;179;170;102;138;96;1100 323.31 16485000 16582000 13106000 13776000 23505000 19226000 23224000 21590000 8309500 11063000 13897000 16220000 11567000 13302000 10257000 8065900 21057000 23091000 16703000 14884000 41900000 48534000 37310000 33027000 19003000 18562000 12937000 12513000

Q9UI12 V-type proton ATPase subunit HATP6V1H >sp|Q9UI12-2|VATH_HUMAN Isoform 2 of V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H;>sp|Q9UI12|VATH_HUMAN V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H PE=1 SV=1;>tr|G3V126|G3V126_HUMAN ATPase, H+ transporting, lysosomal 50/57kDa, V17 10 10 10 54.151 465 465;483;443;36;48;101;1020 95.975 7810400 6852800 6313400 5116300 5397900 4737700 5679500 4512700 15711000 11033000 41475000 6133000 5863900 8913600 8973700 7198400 7487900 7810800 7195500 5540100 0 0 0 1840000 8244200 7768600 10315000 4802700

P51858 Hepatoma-derived growth factorHDGF >sp|P51858|HDGF_HUMAN Hepatoma-derived growth factor OS=Homo sapiens GN=HDGF PE=1 SV=1;>sp|P51858-2|HDGF_HUMAN Isoform 2 of Hepatoma-derived growth factor OS=Homo sapiens GN=HDGF;>sp|P51858-3|HDGF_HUMAN Isoform 3 of Hepatoma-derived growth factor OS=Homo s3 12 12 12 26.788 240 240;233;256 0 210.16 14517000 15844000 14282000 15495000 15304000 15889000 19576000 14211000 12878000 11016000 10040000 9417500 11857000 14171000 9700600 8606900 9833500 10483000 13771000 15659000 14950000 11621000 11358000 12745000 15463000 15859000 11056000 17793000

P16615 Sarcoplasmic/endoplasmic reticulum calcium ATPase 2ATP2A2 >sp|P16615|AT2A2_HUMAN Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Homo sapiens GN=ATP2A2 PE=1 SV=1;>sp|P16615-5|AT2A2_HUMAN Isoform 5 of Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Homo sapiens GN=ATP2A2;>sp|P16615-2|AT2A2_HUMAN Isof6 26 19 15 114.76 1042 1042;997;997;999;933;10150 127.21 17355000 20239000 13542000 12388000 8416800 7224500 7920400 7574400 9923700 11016000 11146000 11695000 13697000 15178000 15031000 11434000 15481000 15712000 14695000 15837000 10007000 9452400 24159000 25595000 15871000 17869000 9437900 6656400

Q9NUQ9 Protein FAM49BFAM49B >sp|Q9NUQ9|FA49B_HUMAN Protein FAM49B OS=Homo sapiens GN=FAM49B PE=1 SV=1;>tr|E5RI16|E5RI16_HUMAN Protein FAM49B (Fragment) OS=Homo sapiens GN=FAM49B PE=1 SV=111 5 5 5 36.748 324 324;155;93;98;100;178;63;65;68;79;2170 80.078 2895500 2726500 4414800 3073200 3137500 2807800 3662900 4264100 6638500 10979000 2783800 3196200 2313100 1036900 1482600 2492100 3193300 3267800 3929500 1936500 0 0 0 0 3059000 5771800 2532800 3487500

Q13885 Tubulin beta-2A chainTUBB2A >sp|Q13885|TBB2A_HUMAN Tubulin beta-2A chain OS=Homo sapiens GN=TUBB2A PE=1 SV=11 23 5 1 49.906 445 445 0 111.4 8800700 7919000 13954000 10156000 8377000 9164500 9894600 9653900 22502000 10960000 3270800 1647600 8053300 9144200 5411300 6340400 12203000 12060000 8060800 7706200 0 0 6120400 5373800 8934800 5134100 4149500 6126200

P60842 Eukaryotic initiation factor 4A-IEIF4A1 >sp|P60842|IF4A1_HUMAN Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV=1;>tr|J3KT12|J3KT12_HUMAN Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV=1;>sp|P60842-2|IF4A1_HUMAN Isoform 2 of Eukaryotic initiation factor 4A17 21 21 11 46.153 406 406;341;347;257;300;271;214;230;163;188;117;135;85;85;68;95;1250 181.9 25327000 30929000 29112000 31392000 40634000 39569000 36369000 37212000 19068000 10950000 21749000 24667000 27927000 29224000 26159000 23581000 26629000 25110000 29417000 31441000 22142000 49035000 30884000 32240000 25139000 17955000 20990000 23662000

Q06323 Proteasome activator complex subunit 1PSME1 >sp|Q06323|PSME1_HUMAN Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME1 PE=1 SV=1;>sp|Q06323-3|PSME1_HUMAN Isoform 3 of Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME1;>sp|Q06323-2|PSME1_HUMAN Isoform 2 of Proteasome activato5 10 10 10 28.723 249 249;233;250;114;900 96.018 13820000 12039000 14140000 12201000 16484000 16886000 19312000 20771000 9780100 10949000 15798000 13954000 9804700 11921000 14795000 10010000 18914000 16535000 13641000 13266000 20793000 28145000 11012000 10962000 13805000 12220000 10718000 11648000

Q9UHA4 Ragulator complex protein LAMTOR3LAMTOR3 >sp|Q9UHA4|LTOR3_HUMAN Ragulator complex protein LAMTOR3 OS=Homo sapiens GN=LAMTOR3 PE=1 SV=1;>sp|Q9UHA4-2|LTOR3_HUMAN Isoform 2 of Ragulator complex protein LAMTOR3 OS=Homo sapiens GN=LAMTOR32 3 3 3 13.623 124 124;117 0 15.118 0 0 0 0 0 0 0 0 9236000 10868000 0 0 3101800 0 3643000 0 0 0 0 0 0 0 0 0 0 0 0 0

Q7Z406 Myosin-14 MYH14 >sp|Q7Z406|MYH14_HUMAN Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2;>sp|Q7Z406-6|MYH14_HUMAN Isoform 6 of Myosin-14 OS=Homo sapiens GN=MYH14;>sp|Q7Z406-2|MYH14_HUMAN Isoform 2 of Myosin-14 OS=Homo sapiens GN=MYH14;>sp|Q7Z406-4|MYH14_HUMAN Isoform 4 of Myos7 29 22 22 227.87 1995 1995;2003;2036;1779;1478;1003;6380 190.52 24569000 29204000 20079000 15722000 17047000 15596000 14719000 15501000 17086000 10859000 41092000 32523000 22527000 23693000 23456000 26440000 5752800 10984000 26696000 16702000 4471700 8924100 45181000 33088000 33079000 35128000 26739000 20979000

Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1GFPT1 >sp|Q06210-2|GFPT1_HUMAN Isoform 2 of Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1;>sp|Q06210|GFPT1_HUMAN Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1 PE=1 SV=34 24 24 24 76.758 681 681;699;682;216 0 288.3 17621000 17470000 14687000 16287000 29262000 30666000 31916000 30089000 13065000 10855000 18775000 23137000 16192000 16573000 18883000 19501000 15482000 13937000 16174000 11857000 31052000 35316000 22308000 21186000 15320000 17580000 20513000 19599000

Q99873 Protein arginine N-methyltransferase 1PRMT1 >tr|E9PKG1|E9PKG1_HUMAN Protein arginine N-methyltransferase 1 OS=Homo sapiens GN=PRMT1 PE=1 SV=1;>tr|H7C2I1|H7C2I1_HUMAN Protein arginine N-methyltransferase 1 OS=Homo sapiens GN=PRMT1 PE=1 SV=1;>sp|Q99873-3|ANM1_HUMAN Isoform 3 of Protein arginine N-meth15 11 11 11 37.709 325 325;371;343;347;353;361;209;205;160;238;285;110;113;385;3940 87.726 8022000 7590400 7251600 6559800 10042000 9280500 10915000 9774000 12573000 10836000 7760800 6400900 6508900 9370100 4354600 4403900 6904900 6727600 7704500 6176200 16253000 11938000 8409200 8059300 7760500 9846300 4868400 6045500

P17858 "ATP-dependent 6-phosphofructokinase, liver type"PFKL >sp|P17858|PFKAL_HUMAN ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL PE=1 SV=6;>sp|P17858-2|PFKAL_HUMAN Isoform 2 of ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL2 18 18 15 85.018 780 780;827 0 182.68 13045000 12563000 11374000 11807000 7818800 10962000 9400700 10261000 9793200 10758000 9158600 6305600 10200000 11790000 10159000 7623500 7245900 8030500 5336300 5940400 8418700 9931000 6780200 6425000 10104000 9240600 9852400 11062000

Q92841 Probable ATP-dependent RNA helicase DDX17DDX17 >tr|H3BLZ8|H3BLZ8_HUMAN Probable ATP-dependent RNA helicase DDX17 OS=Homo sapiens GN=DDX17 PE=1 SV=1;>sp|Q92841|DDX17_HUMAN Probable ATP-dependent RNA helicase DDX17 OS=Homo sapiens GN=DDX17 PE=1 SV=2;>sp|Q92841-1|DDX17_HUMAN Isoform 2 of Probable ATP-depe5 21 21 16 80.439 731 731;729;650;652;6520 181.48 16238000 15561000 13572000 14293000 18446000 18152000 18335000 19059000 8993900 10754000 15819000 20325000 11722000 13287000 19215000 17539000 17223000 14576000 15531000 17160000 30874000 17293000 23338000 27737000 17291000 20199000 16248000 14550000

P61769 Beta-2-microglobulin;Beta-2-microglobulin form pI 5.3B2M >tr|H0YL18|H0YL18_HUMAN Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1;>sp|P61769|B2MG_HUMAN Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1;>tr|H0YLF3|H0YLF3_HUMAN Beta-2-microglobulin form pI 5.3 (Fragment) OS=Homo sapiens GN=B2M PE=1 SV=1;>4 3 3 3 13.972 122 122;119;71;101 0 17.8 0 5765800 0 0 0 22730000 14854000 29658000 14533000 10747000 7751400 9008800 0 16113000 21781000 24604000 10900000 6445500 0 0 0 0 0 0 11167000 14344000 6339700 19704000

P61247 40S ribosomal protein S3aRPS3A >tr|D6RB09|D6RB09_HUMAN 40S ribosomal protein S3a (Fragment) OS=Homo sapiens GN=RPS3A PE=1 SV=3;>tr|D6RG13|D6RG13_HUMAN 40S ribosomal protein S3a (Fragment) OS=Homo sapiens GN=RPS3A PE=1 SV=1;>tr|D6RAT0|D6RAT0_HUMAN 40S ribosomal protein S3a OS=Homo sapien12 8 8 8 22.572 194 194;223;227;264;125;145;190;205;208;101;65;950 140.65 22223000 21897000 17892000 19680000 30875000 30888000 39795000 29359000 11791000 10740000 22648000 19223000 13522000 19209000 29371000 39246000 22014000 21634000 19131000 14027000 43050000 41870000 36583000 43403000 19955000 20415000 30978000 32567000

Q13098 COP9 signalosome complex subunit 1GPS1 >tr|C9JFE4|C9JFE4_HUMAN COP9 signalosome complex subunit 1 OS=Homo sapiens GN=GPS1 PE=1 SV=2;>tr|A0A096LP07|A0A096LP07_HUMAN COP9 signalosome complex subunit 1 OS=Homo sapiens GN=GPS1 PE=1 SV=1;>tr|A0A096LPJ3|A0A096LPJ3_HUMAN COP9 signalosome complex subun17 4 4 4 53.371 471 471;486;490;526;487;491;527;134;139;168;210;253;549;101;166;168;1860 50.211 2678600 2003700 2000900 1876400 1946100 2464700 1930900 1819100 6102500 10681000 0 2139400 4975300 2140200 3927900 1972400 2779300 1947100 2762100 3262400 0 0 0 0 3846100 2092900 3832900 4639800

Q14353 Guanidinoacetate N-methyltransferaseGAMT >sp|Q14353|GAMT_HUMAN Guanidinoacetate N-methyltransferase OS=Homo sapiens GN=GAMT PE=1 SV=1;>sp|Q14353-2|GAMT_HUMAN Isoform 2 of Guanidinoacetate N-methyltransferase OS=Homo sapiens GN=GAMT2 3 3 3 26.318 236 236;269 0 59.244 2419500 954920 0 2207400 3869500 3258800 2526100 1302600 6512300 10653000 0 0 3651100 6695000 4042100 3088800 0 0 0 0 0 0 0 0 0 0 723780 1064800

Q8WUM4 Programmed cell death 6-interacting proteinPDCD6IP >sp|Q8WUM4|PDC6I_HUMAN Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP PE=1 SV=1;>sp|Q8WUM4-2|PDC6I_HUMAN Isoform 2 of Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP7 26 26 26 96.022 868 868;873;271;153;72;78;950 322.83 14360000 15326000 12874000 13264000 22155000 20768000 22815000 21971000 6452500 10514000 15947000 17566000 10965000 11109000 11858000 12354000 13590000 14773000 11259000 12040000 14899000 22441000 9621400 12355000 13406000 14823000 14253000 16915000

Q96FW1 Ubiquitin thioesterase OTUB1OTUB1 >tr|F5GYN4|F5GYN4_HUMAN Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV=1;>tr|J3KR44|J3KR44_HUMAN Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV=2;>sp|Q96FW1|OTUB1_HUMAN Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=7 8 8 8 28.05 241 241;272;271;280;286;170;3150 79.674 6115600 5662300 5463000 5649900 9035000 10504000 9324600 9766800 11934000 10502000 6802900 6750600 5077500 6643400 7288200 4951700 5626400 6015700 3916400 4615800 5353100 8696400 5753400 3244900 8541400 8251900 9205200 7095500

O95716 Ras-related protein Rab-3DRAB3D >sp|O95716|RAB3D_HUMAN Ras-related protein Rab-3D OS=Homo sapiens GN=RAB3D PE=1 SV=11 10 10 7 24.267 219 219 0 69.26 13946000 15594000 11773000 12374000 7700500 6691000 4762100 4593700 13886000 10499000 3625800 4389800 10515000 22784000 10984000 8223500 15026000 9183300 11379000 9865100 30127000 34145000 28291000 24049000 11352000 11316000 6127800 14980000

Q6YN16 Hydroxysteroid dehydrogenase-like protein 2HSDL2 >sp|Q6YN16|HSDL2_HUMAN Hydroxysteroid dehydrogenase-like protein 2 OS=Homo sapiens GN=HSDL2 PE=1 SV=1;>sp|Q6YN16-2|HSDL2_HUMAN Isoform 2 of Hydroxysteroid dehydrogenase-like protein 2 OS=Homo sapiens GN=HSDL22 5 5 5 45.394 418 418;345 0 96.163 4073000 5815700 2245300 2733900 0 1762200 0 1473800 2585100 10495000 0 5312800 4729700 9124300 23200000 5240000 0 4813400 0 0 0 0 0 0 10199000 18092000 12107000 1192800

Q99895 Chymotrypsin-CCTRC >sp|Q99895|CTRC_HUMAN Chymotrypsin-C OS=Homo sapiens GN=CTRC PE=1 SV=21 7 7 7 29.483 268 268 0 53.346 9455000 11044000 5832400 7191800 12681000 13452000 13095000 11309000 7474800 10470000 9135200 9196500 7324800 8514500 11990000 12893000 10804000 8402500 11867000 15030000 0 0 0 0 6988700 6236700 11776000 8170200

P32969 60S ribosomal protein L9RPL9 >tr|D6RAN4|D6RAN4_HUMAN 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=3;>sp|P32969|RL9_HUMAN 60S ribosomal protein L9 OS=Homo sapiens GN=RPL9 PE=1 SV=1;>tr|H0Y9V9|H0Y9V9_HUMAN 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL5 5 5 5 20.874 182 182;192;189;91;1660 58.84 11027000 12404000 11342000 11838000 16327000 15560000 12111000 20559000 7739200 10449000 11838000 18071000 10281000 13338000 8847500 14946000 9653700 10254000 7786800 7422100 20706000 23267000 23786000 21644000 7872600 12029000 9333800 10753000

P62820 Ras-related protein Rab-1ARAB1A >sp|P62820|RAB1A_HUMAN Ras-related protein Rab-1A OS=Homo sapiens GN=RAB1A PE=1 SV=3;>tr|E7END7|E7END7_HUMAN Ras-related protein Rab-1A OS=Homo sapiens GN=RAB1A PE=1 SV=1;>sp|P62820-2|RAB1A_HUMAN Isoform 2 of Ras-related protein Rab-1A OS=Homo sapiens GN=R4 10 4 4 22.677 205 205;173;141;129 0 73.02 7647700 4521200 8736400 8517200 0 5084000 1826100 1881500 3822200 10427000 0 0 5510900 4219000 6016800 2475100 0 0 10208000 8638300 0 0 0 0 0 0 0 0

P61923 Coatomer subunit zeta-1COPZ1 >tr|F8VVA7|F8VVA7_HUMAN Coatomer subunit zeta-1 OS=Homo sapiens GN=COPZ1 PE=1 SV=1;>sp|P61923|COPZ1_HUMAN Coatomer subunit zeta-1 OS=Homo sapiens GN=COPZ1 PE=1 SV=1;>sp|P61923-4|COPZ1_HUMAN Isoform 4 of Coatomer subunit zeta-1 OS=Homo sapiens GN=COPZ1;>tr|14 7 7 7 22.34 198 198;177;185;92;107;119;163;160;95;138;154;89;126;1640 192.88 13026000 14581000 14890000 15880000 19993000 11546000 18324000 13804000 6786200 10415000 6780900 13729000 14924000 5669400 12921000 27372000 8027700 9187700 8528200 8232400 31743000 18963000 18517000 9825800 7342600 5846200 5895800 10516000

Q15435 Protein phosphatase 1 regulatory subunit 7PPP1R7 >tr|C9J177|C9J177_HUMAN Protein phosphatase 1 regulatory subunit 7 (Fragment) OS=Homo sapiens GN=PPP1R7 PE=1 SV=1;>tr|H7C003|H7C003_HUMAN Protein phosphatase 1 regulatory subunit 7 (Fragment) OS=Homo sapiens GN=PPP1R7 PE=1 SV=1;>sp|Q15435-2|PP1R7_HUMAN Iso12 6 6 6 33.683 289 289;335;317;360;274;282;221;237;280;184;108;1400 101.14 6593000 3662700 2169900 4746400 3837300 2870900 4644300 3401300 16694000 10411000 3090200 3997200 31200000 851660 5788100 19306000 2838800 0 0 0 0 0 0 0 2300400 13854000 16614000 2797800

P25789 Proteasome subunit alpha type;Proteasome subunit alpha type-4;Proteasome subunit beta typePSMA4 >tr|H0YMZ1|H0YMZ1_HUMAN Proteasome subunit alpha type (Fragment) OS=Homo sapiens GN=PSMA4 PE=1 SV=3;>tr|H0YL69|H0YL69_HUMAN Proteasome subunit alpha type (Fragment) OS=Homo sapiens GN=PSMA4 PE=1 SV=1;>sp|P25789|PSA4_HUMAN Proteasome subunit alpha type-4 OS12 7 7 7 24.583 221 221;236;261;209;174;230;125;182;183;190;122;860 134.11 10386000 11292000 10266000 11975000 10907000 9137700 8774100 9174900 17789000 10401000 5226100 7212500 7262200 11925000 6205000 8683100 9745800 9463700 9085600 7221300 16776000 11766000 5902000 4889300 7638600 8891000 6904900 6598300

P49257 Protein ERGIC-53LMAN1 >sp|P49257|LMAN1_HUMAN Protein ERGIC-53 OS=Homo sapiens GN=LMAN1 PE=1 SV=21 14 14 14 57.548 510 510 0 247.07 14456000 17318000 17916000 20088000 13917000 13134000 13310000 14381000 12331000 10361000 11027000 10005000 14716000 18344000 15160000 15181000 14462000 18447000 17959000 24686000 17422000 10685000 26702000 32010000 12152000 14775000 12992000 11769000

P08621 U1 small nuclear ribonucleoprotein 70 kDaSNRNP70 >sp|P08621-2|RU17_HUMAN Isoform 2 of U1 small nuclear ribonucleoprotein 70 kDa OS=Homo sapiens GN=SNRNP70;>sp|P08621|RU17_HUMAN U1 small nuclear ribonucleoprotein 70 kDa OS=Homo sapiens GN=SNRNP70 PE=1 SV=2;>sp|P08621-3|RU17_HUMAN Isoform 3 of U1 small nuc5 5 5 5 50.617 428 428;437;166;94;3410 8.9096 5140700 0 4832900 0 4039600 6127800 4578700 4566200 8640900 10337000 3173300 2680700 5781100 5932800 2764600 3180400 3230700 2572100 2843800 2973900 5251400 4465000 3420900 3486400 4467700 7526200 4864700 6540600

P04179 "Superoxide dismutase [Mn], mitochondrial"SOD2 >sp|P04179-4|SODM_HUMAN Isoform 4 of Superoxide dismutase [Mn], mitochondrial OS=Homo sapiens GN=SOD2;>sp|P04179|SODM_HUMAN Superoxide dismutase [Mn], mitochondrial OS=Homo sapiens GN=SOD2 PE=1 SV=2;>tr|F5H3C5|F5H3C5_HUMAN Superoxide dismutase [Mn], mitoch10 11 11 11 19.73 176 176;222;111;183;190;183;61;162;140;1410 134.85 18936000 17675000 15335000 12920000 52426000 58746000 61133000 66564000 14860000 10302000 44114000 45388000 13067000 11970000 36648000 46411000 27299000 21711000 23425000 21260000 60457000 59049000 59658000 48919000 15342000 19113000 38328000 34377000

P48637 Glutathione synthetaseGSS >sp|P48637|GSHB_HUMAN Glutathione synthetase OS=Homo sapiens GN=GSS PE=1 SV=1;>sp|P48637-2|GSHB_HUMAN Isoform 2 of Glutathione synthetase OS=Homo sapiens GN=GSS2 10 10 10 52.384 474 474;363 0 195.12 13022000 11745000 12628000 13608000 14543000 17032000 16082000 14975000 20184000 10203000 16780000 8838200 16477000 12481000 10456000 8285900 13421000 10472000 11015000 9195300 7327100 0 8487600 6656200 17614000 14052000 12057000 9075800

Q13263 Transcription intermediary factor 1-betaTRIM28 >sp|Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta OS=Homo sapiens GN=TRIM28 PE=1 SV=5;>sp|Q13263-2|TIF1B_HUMAN Isoform 2 of Transcription intermediary factor 1-beta OS=Homo sapiens GN=TRIM28;>tr|M0R0K9|M0R0K9_HUMAN Transcription intermediary 5 17 17 17 88.549 835 835;753;460;162;1780 323.31 10310000 14185000 9640000 9661300 12171000 13265000 10150000 10896000 10732000 10187000 12042000 13218000 10212000 11700000 10020000 10848000 8412600 8836900 9345700 12762000 5544300 4108200 5031500 4130700 15960000 14069000 12464000 14864000

Q96DC8 "Enoyl-CoA hydratase domain-containing protein 3, mitochondrial"ECHDC3 >sp|Q96DC8|ECHD3_HUMAN Enoyl-CoA hydratase domain-containing protein 3, mitochondrial OS=Homo sapiens GN=ECHDC3 PE=1 SV=2;>tr|Q5W0J6|Q5W0J6_HUMAN Enoyl-CoA hydratase domain-containing protein 3, mitochondrial (Fragment) OS=Homo sapiens GN=ECHDC3 PE=4 SV=1;4 4 4 4 32.633 303 303;166;241;172 0 34.475 3784600 3602400 4678500 3680500 1272400 1728800 1714200 0 14930000 10118000 3811400 1125500 2638600 3654700 1566800 1601000 0 3868300 0 2589700 0 0 0 0 3744600 3757600 3742800 2373700

Q13011 "Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial"ECH1 >sp|Q13011|ECH1_HUMAN Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Homo sapiens GN=ECH1 PE=1 SV=2;>tr|M0R248|M0R248_HUMAN Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial (Fragment) OS=Homo sapiens GN=ECH1 PE=1 SV=15 12 12 10 35.816 328 328;267;181;36;55 0 112.98 14049000 13882000 11100000 13107000 15083000 13105000 20206000 25057000 9583900 10112000 27679000 65083000 18081000 15074000 13739000 19664000 11524000 10974000 15388000 12036000 15515000 0 0 0 16043000 14464000 16842000 16587000

Q92522 Histone H1xH1FX >sp|Q92522|H1X_HUMAN Histone H1x OS=Homo sapiens GN=H1FX PE=1 SV=11 5 5 5 22.487 213 213 0 53.985 6836400 8590500 9375500 8364000 2105300 2935200 1489300 3790100 5232700 10097000 3831200 1239100 10036000 11418000 5547800 6232300 6374400 7687400 7222900 7610400 3008200 4384500 3102500 0 3888600 4476300 3586400 1619400

P54920 Alpha-soluble NSF attachment proteinNAPA >sp|P54920|SNAA_HUMAN Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3;>tr|M0R0Y2|M0R0Y2_HUMAN Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=1;>tr|M0R2M1|M0R2M1_HUMAN Alpha-soluble NSF attachment protein (Fragme10 18 18 16 33.232 295 295;256;268;137;139;83;102;35;60;740 287.03 14310000 14807000 15527000 13030000 12379000 12315000 13884000 11510000 17270000 10089000 10610000 11474000 15281000 15607000 12752000 11987000 11362000 9614400 9197800 13609000 11175000 11435000 6658200 3876100 17370000 19945000 14601000 16036000

Q01433 AMP deaminase 2AMPD2 >tr|H0Y360|H0Y360_HUMAN AMP deaminase 2 (Fragment) OS=Homo sapiens GN=AMPD2 PE=1 SV=1;>sp|Q01433-2|AMPD2_HUMAN Isoform Ex1A-2-3 of AMP deaminase 2 OS=Homo sapiens GN=AMPD2;>sp|Q01433|AMPD2_HUMAN AMP deaminase 2 OS=Homo sapiens GN=AMPD2 PE=1 SV=2;>sp|Q0143310 15 15 15 98.401 861 861;798;879;761;760;804;195;103;87;2310 101.64 11780000 11274000 9771200 7304100 6882800 6481200 8158700 8221800 9853100 10083000 10962000 4334300 8579900 10971000 2710300 3302700 10094000 10374000 9482000 8816900 3325600 1554100 0 3884900 12913000 15657000 6880400 8688800

Q16795 "NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial"NDUFA9 >sp|Q16795|NDUA9_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Homo sapiens GN=NDUFA9 PE=1 SV=23 11 11 11 42.509 377 377;136;83 0 82.146 4320300 4125600 2930200 4674300 1509700 1327500 2126100 1526700 6236600 10043000 3075300 3669800 6938200 6240400 13712000 7701700 4069800 7072600 8459900 8901800 0 0 0 1705300 4684700 7426200 4275300 3667400

P48147 Prolyl endopeptidasePREP >sp|P48147|PPCE_HUMAN Prolyl endopeptidase OS=Homo sapiens GN=PREP PE=1 SV=21 9 9 9 80.699 710 710 0 101.87 2374700 5608200 5070800 3066900 3378000 2399600 4260700 4656800 5550600 10043000 13062000 8891000 3394900 7434100 4276200 8510000 2886100 0 2769500 2448100 0 0 0 0 2438000 1987500 3804800 5976200

O43143 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15DHX15 >sp|O43143|DHX15_HUMAN Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=21 14 14 14 90.932 795 795 0 61.859 7338900 7939200 5881200 6064700 4660400 7986100 8786100 8955600 12096000 9958100 7295000 17401000 7016200 7205000 3461700 3496600 4065900 5025800 4980700 5932300 16666000 11588000 6779800 10997000 7495900 3279300 6581300 4516500

Q86UP2 Kinectin KTN1 >sp|Q86UP2-2|KTN1_HUMAN Isoform 2 of Kinectin OS=Homo sapiens GN=KTN1;>sp|Q86UP2-4|KTN1_HUMAN Isoform 4 of Kinectin OS=Homo sapiens GN=KTN1;>sp|Q86UP2|KTN1_HUMAN Kinectin OS=Homo sapiens GN=KTN1 PE=1 SV=1;>sp|Q86UP2-3|KTN1_HUMAN Isoform 3 of Kinectin OS=Ho15 22 22 22 149.61 1300 1300;1329;1357;1306;595;153;162;160;334;91;1577;1683;1739;1742;17420 137.78 12208000 12630000 11582000 8874700 8375900 9876100 10156000 9343900 17001000 9945900 16510000 18083000 9156800 15308000 6844300 9297500 8762600 11072000 11209000 10639000 15841000 15001000 22558000 16090000 17493000 17239000 11412000 10161000

P09874 Poly [ADP-ribose] polymerase 1PARP1 >sp|P09874|PARP1_HUMAN Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=43 27 27 27 113.08 1014 1014;108;155 0 219.51 20269000 20232000 20977000 17101000 20949000 21831000 22140000 21216000 8046000 9824800 26452000 22041000 14760000 17569000 17180000 22876000 19265000 20532000 18061000 18043000 27285000 37397000 41235000 38851000 23420000 24334000 14275000 18702000

O43776 "Asparagine--tRNA ligase, cytoplasmic"NARS >sp|O43776|SYNC_HUMAN Asparagine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=NARS PE=1 SV=17 16 16 16 62.942 548 548;167;162;174;136;163;1280 154.39 6247900 6008200 6704300 5409900 11885000 11398000 13166000 14199000 16518000 9816400 16519000 13106000 6811200 6157600 11302000 10385000 0 8382600 6893200 6173600 16130000 12583000 10387000 11262000 7675300 7333200 11886000 14840000

Q9UGP8 Translocation protein SEC63 homologSEC63 >sp|Q9UGP8|SEC63_HUMAN Translocation protein SEC63 homolog OS=Homo sapiens GN=SEC63 PE=1 SV=22 8 8 8 87.996 760 760;161 0 90.508 2375800 4695200 13063000 2938100 1913400 4934400 2774200 2732300 0 9768400 8442100 7951600 4721100 2600800 10354000 22200000 0 5933700 0 0 0 0 0 0 7054600 0 5076600 7476100

P60900 Proteasome subunit alpha type;Proteasome subunit alpha type-6PSMA6 >tr|G3V5Z7|G3V5Z7_HUMAN Proteasome subunit alpha type OS=Homo sapiens GN=PSMA6 PE=1 SV=1;>sp|P60900|PSA6_HUMAN Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1;>tr|G3V295|G3V295_HUMAN Proteasome subunit alpha type OS=Homo sapiens GN=PSMA610 11 11 11 28.147 252 252;246;203;227;148;107;167;41;67;850 90.821 13232000 13243000 10053000 10755000 18827000 19732000 26111000 15945000 16590000 9719400 25688000 21552000 9089800 10722000 6898800 11636000 12321000 16919000 11369000 9136100 9640800 8700500 0 0 14774000 16590000 23849000 35643000

P54136 "Arginine--tRNA ligase, cytoplasmic"RARS >sp|P54136|SYRC_HUMAN Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2;>sp|P54136-2|SYRC_HUMAN Isoform Monomeric of Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS4 20 20 20 75.378 660 660;588;129;113 0 68.861 9863700 9712100 9755400 12092000 9356600 9777700 9973000 10655000 12057000 9673300 10677000 10310000 9043500 8241900 10917000 8913800 10111000 11352000 7524800 8690900 7522100 14994000 10763000 7029200 9925100 8393700 10106000 12419000

P49419 Alpha-aminoadipic semialdehyde dehydrogenaseALDH7A1 >sp|P49419-2|AL7A1_HUMAN Isoform 2 of Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens GN=ALDH7A1;>sp|P49419|AL7A1_HUMAN Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens GN=ALDH7A1 PE=1 SV=5;>tr|F8VS02|F8VS02_HUMAN Alpha-aminoadipic7 16 16 16 55.366 511 511;539;475;502;347;240;1410 160.78 10329000 10532000 6005300 7133500 9284300 10442000 8322200 9188300 6751900 9618500 15343000 8666400 5005300 6934300 11035000 9436500 0 4433100 7646700 7993500 15170000 9114400 5551000 5426500 5345800 6602000 10991000 7711700

Q9UJZ1 "Stomatin-like protein 2, mitochondrial"STOML2 >sp|Q9UJZ1|STML2_HUMAN Stomatin-like protein 2, mitochondrial OS=Homo sapiens GN=STOML2 PE=1 SV=1;>sp|Q9UJZ1-2|STML2_HUMAN Isoform 2 of Stomatin-like protein 2, mitochondrial OS=Homo sapiens GN=STOML2;>tr|A0A087WYB4|A0A087WYB4_HUMAN Stomatin-like protein 24 9 9 9 38.534 356 356;311;310;101 0 102.37 5425000 5816000 4654300 3758900 2735300 1762500 2292300 2662100 1429500 9593100 2640200 2803300 4045500 4113000 4296200 4798800 5147100 4159700 5759700 4776200 4506100 4855300 6760500 5067500 5162600 6700700 2898400 2784700

O75396 Vesicle-trafficking protein SEC22bSEC22B >sp|O75396|SC22B_HUMAN Vesicle-trafficking protein SEC22b OS=Homo sapiens GN=SEC22B PE=1 SV=42 7 7 7 24.593 215 215;79 0 213.28 13266000 14060000 15396000 13687000 5397800 5785500 5252100 5436600 17291000 9582400 8279600 6607800 9413800 12706000 13005000 14432000 14621000 11473000 15595000 15748000 10363000 2957400 0 0 4831600 21771000 11648000 15201000

Q02978 Mitochondrial 2-oxoglutarate/malate carrier proteinSLC25A11 >tr|I3L1P8|I3L1P8_HUMAN Mitochondrial 2-oxoglutarate/malate carrier protein (Fragment) OS=Homo sapiens GN=SLC25A11 PE=1 SV=1;>sp|Q02978|M2OM_HUMAN Mitochondrial 2-oxoglutarate/malate carrier protein OS=Homo sapiens GN=SLC25A11 PE=1 SV=3;>sp|Q02978-2|M2OM_H3 10 10 10 32.182 296 296;314;263 0 89.039 5620900 6190800 4630700 5217700 3677200 4595000 4082500 6310400 12157000 9565200 12062000 43379000 5260800 7427000 18415000 13356000 7367400 6940000 4961200 4862900 1937100 4037400 11595000 4268500 7846900 5964900 6845600 7394500

Q8TAA3 Proteasome subunit alpha type-7;Proteasome subunit alpha type-7-likePSMA7 >sp|O14818|PSA7_HUMAN Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1;>sp|O14818-2|PSA7_HUMAN Isoform 2 of Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7;>tr|H0Y586|H0Y586_HUMAN Proteasome subunit alpha type-7 (Fragment) OS=Hom9 10 10 10 27.887 248 248;178;187;212;250;256;149;224;630 89.068 13518000 11632000 16915000 13047000 14114000 15014000 21282000 23362000 12251000 9519300 23863000 17837000 13500000 18882000 5026500 11153000 17225000 16598000 10811000 9880300 30948000 44945000 24552000 28038000 18838000 23614000 11817000 9147000

P49588 "Alanine--tRNA ligase, cytoplasmic"AARS >sp|P49588|SYAC_HUMAN Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV=2;>sp|P49588-2|SYAC_HUMAN Isoform 2 of Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS3 25 25 25 106.81 968 968;992;280 0 174.84 13590000 13366000 11105000 13057000 13097000 14246000 18759000 18307000 10093000 9512000 10881000 12817000 12141000 9952700 10737000 8627000 9098900 12846000 11977000 10160000 0 9148200 0 0 15233000 11933000 13458000 11900000

P21291 Cysteine and glycine-rich protein 1CSRP1 >sp|P21291|CSRP1_HUMAN Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 SV=3;>tr|E9PS42|E9PS42_HUMAN Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 SV=1;>tr|E9PND2|E9PND2_HUMAN Cysteine and glycine-rich protein 1 (Fragme4 6 6 6 20.567 193 193;153;153;160 0 93.718 14152000 11645000 12820000 12349000 24823000 25509000 26332000 22451000 10585000 9511700 20137000 25285000 11293000 12903000 13175000 13577000 11889000 10347000 9446300 9758100 20069000 20382000 17693000 17758000 14827000 15649000 19332000 17371000

O76094 Signal recognition particle subunit SRP72SRP72 >sp|O76094|SRP72_HUMAN Signal recognition particle subunit SRP72 OS=Homo sapiens GN=SRP72 PE=1 SV=3;>sp|O76094-2|SRP72_HUMAN Isoform 2 of Signal recognition particle subunit SRP72 OS=Homo sapiens GN=SRP72;>tr|R4GNC1|R4GNC1_HUMAN Signal recognition particle4 10 10 10 74.605 671 671;610;220;357 0 183.92 5110100 5984000 3714100 4254100 6203400 7072500 5812100 5788100 8095800 9479600 18548000 14619000 12182000 3492100 12466000 15775000 3833200 3312000 6358200 7176000 0 0 0 1338200 4355900 2610200 11850000 16852000

Q9UHX1 Poly(U)-binding-splicing factor PUF60PUF60 >sp|Q9UHX1-4|PUF60_HUMAN Isoform 4 of Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60;>sp|Q9UHX1-6|PUF60_HUMAN Isoform 6 of Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60;>sp|Q9UHX1-3|PUF60_HUMAN Isoform 3 of Poly(U)-binding-12 9 9 9 54.024 499 499;513;516;530;542;559;323;336;263;247;273;2280 102.68 3352500 4932900 5077700 2618500 6157300 5406000 5122600 5676300 10259000 9387800 12081000 9972600 6461000 4427700 6672800 5145400 7939500 4989500 3033800 5249700 0 0 3290900 4030400 9817900 3381700 13196000 10653000

Q9Y262 Eukaryotic translation initiation factor 3 subunit LEIF3L >tr|B0QY89|B0QY89_HUMAN Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L PE=1 SV=1;>sp|Q9Y262-2|EIF3L_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L;>sp|Q9Y262|EIF3L_HUMAN Eukar8 13 13 13 70.901 607 607;516;564;466;150;183;109;1270 192.15 3742700 4039800 3861000 3911500 7532900 8749500 9399500 8738000 9317000 9371900 5598600 9730000 5265000 5225400 8032900 4334400 3389500 6848400 4529500 4057500 3362600 2311500 3305200 1921500 6676700 5282300 9385900 10011000

Q9BXK5 Bcl-2-like protein 13BCL2L13 >tr|A0A087WX97|A0A087WX97_HUMAN Bcl-2-like protein 13 OS=Homo sapiens GN=BCL2L13 PE=1 SV=1;>sp|Q9BXK5|B2L13_HUMAN Bcl-2-like protein 13 OS=Homo sapiens GN=BCL2L13 PE=1 SV=1;>tr|A0A087WTL4|A0A087WTL4_HUMAN Bcl-2-like protein 13 OS=Homo sapiens GN=BCL2L13 PE6 5 5 5 54.388 509 509;485;461;323;201;1710 42.698 1513400 1249600 13385000 8459700 0 0 0 0 0 9290600 0 0 0 0 6397300 2243500 0 0 0 0 0 0 0 0 0 0 0 0

P62854 40S ribosomal protein S26;Putative 40S ribosomal protein S26-like 1RPS26 >sp|P62854|RS26_HUMAN 40S ribosomal protein S26 OS=Homo sapiens GN=RPS26 PE=1 SV=3;>sp|Q5JNZ5|RS26L_HUMAN Putative 40S ribosomal protein S26-like 1 OS=Homo sapiens GN=RPS26P11 PE=5 SV=12 3 3 3 13.015 115 115;115 0 10.251 7227900 8253300 8601500 7675300 23795000 41899000 22347000 40341000 5282900 9289300 17655000 18697000 7863100 8385300 14520000 16786000 0 0 4700500 6016200 0 3731000 3751200 0 12256000 7669900 24380000 23714000

Q01813 "ATP-dependent 6-phosphofructokinase, platelet type"PFKP >sp|Q01813|PFKAP_HUMAN ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP PE=1 SV=2;>sp|Q01813-2|PFKAP_HUMAN Isoform 2 of ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP9 14 12 12 85.595 784 784;776;202;210;103;113;240;166;1180 248.65 4007200 4189000 3851600 3594700 4274400 3631500 5095500 5409900 7690700 9271000 9953000 5377800 2830000 3321400 3934600 6265600 4616200 4118800 5662100 4135500 0 5640100 0 6711500 3161500 5226100 5823400 7055100

P13797 Plastin-3 PLS3 >tr|F8W8D8|F8W8D8_HUMAN Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=1;>tr|A0A0A0MSQ0|A0A0A0MSQ0_HUMAN Plastin-3 OS=Homo sapiens GN=PLS3 PE=4 SV=1;>sp|P13797-3|PLST_HUMAN Isoform 3 of Plastin-3 OS=Homo sapiens GN=PLS3;>sp|P13797-2|PLST_HUMAN Isoform 2 of Plas7 13 13 9 66.636 594 594;617;585;617;630;190;1640 196.86 5513000 4968600 4603400 3191400 10667000 15784000 14222000 15407000 13010000 9236300 15605000 15098000 9284900 5755400 16762000 15166000 5002600 4801000 4765000 3650500 4855400 6578800 8414500 12678000 17426000 21433000 13744000 16176000

P36871 Phosphoglucomutase-1PGM1 >sp|P36871|PGM1_HUMAN Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3;>sp|P36871-2|PGM1_HUMAN Isoform 2 of Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1;>sp|P36871-3|PGM1_HUMAN Isoform 3 of Phosphoglucomutase-1 OS=Homo sapiens GN=PGM13 25 25 25 61.448 562 562;580;365 0 211.1 17049000 17338000 16980000 15934000 33721000 34825000 38933000 38252000 11068000 9215000 20754000 29071000 14304000 16479000 17920000 18876000 18371000 17663000 13568000 13797000 57387000 50996000 19989000 18182000 20163000 17330000 21946000 23933000

P30520 Adenylosuccinate synthetase isozyme 2ADSS >sp|P30520|PURA2_HUMAN Adenylosuccinate synthetase isozyme 2 OS=Homo sapiens GN=ADSS PE=1 SV=31 6 6 6 50.097 456 456 0 70.821 3340300 1779800 2655500 3546900 8661900 3166000 2777700 3107300 3825300 9199200 9506000 5315900 11483000 3923600 4884500 3930600 681280 0 0 1246800 0 0 0 0 2787700 5000600 7322100 8142500

P54886 Delta-1-pyrroline-5-carboxylate synthase;Glutamate 5-kinase;Gamma-glutamyl phosphate reductaseALDH18A1 >sp|P54886-2|P5CS_HUMAN Isoform Short of Delta-1-pyrroline-5-carboxylate synthase OS=Homo sapiens GN=ALDH18A1;>sp|P54886|P5CS_HUMAN Delta-1-pyrroline-5-carboxylate synthase OS=Homo sapiens GN=ALDH18A1 PE=1 SV=22 19 19 19 87.088 793 793;795 0 289.24 6381900 9039100 10458000 7912000 4464400 6300100 4688600 4449900 8408300 9189400 10534000 5302000 7811100 8102300 5020700 5419700 11179000 9989800 8554600 8991800 7206000 5344200 7775400 3586300 6048600 6895600 5575400 7665100

Q96C86 m7GpppX diphosphataseDCPS >sp|Q96C86|DCPS_HUMAN m7GpppX diphosphatase OS=Homo sapiens GN=DCPS PE=1 SV=21 6 6 6 38.608 337 337 0 17.946 2632700 1783900 1484200 1209000 3320700 2890900 2209900 1482200 1739300 9176300 2807300 1597900 1763900 4073700 1450800 1300200 0 0 0 0 0 0 0 660810 2238700 2918800 1849200 3528100

P14868 "Aspartate--tRNA ligase, cytoplasmic"DARS >sp|P14868|SYDC_HUMAN Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2;>sp|P14868-2|SYDC_HUMAN Isoform 2 of Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS7 20 20 20 57.136 501 501;401;176;182;188;135;1790 151.51 14128000 14487000 12763000 14063000 18765000 21038000 21983000 20572000 8662000 9160800 11835000 13001000 10803000 12605000 13078000 11442000 14290000 13312000 12373000 13588000 29207000 26293000 20836000 19393000 17920000 14137000 16531000 15971000

P31946 "14-3-3 protein beta/alpha;14-3-3 protein beta/alpha, N-terminally processed"YWHAB >sp|P31946-2|1433B_HUMAN Isoform Short of 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB;>sp|P31946|1433B_HUMAN 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=34 16 12 10 27.85 244 244;246;74;100 0 192.16 26977000 25543000 22218000 21260000 24256000 23408000 30742000 30802000 12096000 9150200 12206000 15040000 16427000 19911000 13790000 15760000 20099000 20676000 17840000 19189000 41320000 44278000 23551000 20933000 28746000 26193000 21976000 22513000

Q9Y6N5 "Sulfide:quinone oxidoreductase, mitochondrial"SQRDL >sp|Q9Y6N5|SQRD_HUMAN Sulfide:quinone oxidoreductase, mitochondrial OS=Homo sapiens GN=SQRDL PE=1 SV=1;>tr|H3BNX3|H3BNX3_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=15 16 16 16 49.96 450 450;289;181;124;1410 211.96 8393900 9600800 8005800 7701400 6704300 7000500 8016300 6227400 10166000 9141800 15509000 19044000 8383600 10589000 16300000 17658000 10861000 10513000 10942000 11053000 11406000 8026700 21003000 24054000 9569500 11371000 17263000 11175000

P09622 "Dihydrolipoyl dehydrogenase, mitochondrial"DLD >sp|P09622-3|DLDH_HUMAN Isoform 3 of Dihydrolipoyl dehydrogenase, mitochondrial OS=Homo sapiens GN=DLD;>sp|P09622|DLDH_HUMAN Dihydrolipoyl dehydrogenase, mitochondrial OS=Homo sapiens GN=DLD PE=1 SV=2;>tr|E9PEX6|E9PEX6_HUMAN Dihydrolipoyl dehydrogenase, mi6 10 10 10 49.282 461 461;509;486;410;114;1150 167.81 11037000 8413000 8031400 7680300 5518700 5974200 6386300 6540000 5216500 9065000 8802900 7463200 8160500 7854900 6467500 5834200 15361000 10244000 8223400 11267000 8590800 0 14140000 4442200 11010000 14442000 8580200 10963000

P09093 Chymotrypsin-like elastase family member 3ACELA3A >sp|P09093|CEL3A_HUMAN Chymotrypsin-like elastase family member 3A OS=Homo sapiens GN=CELA3A PE=1 SV=34 12 12 10 29.488 270 270;164;121;75 0 189.45 16328000 16395000 10410000 15415000 19078000 20647000 24590000 17746000 12103000 9023900 27143000 26810000 12856000 12697000 14658000 22264000 11179000 22453000 12877000 8710400 0 31335000 16115000 4383700 15623000 14633000 13943000 14023000

Q07065 Cytoskeleton-associated protein 4CKAP4 >sp|Q07065|CKAP4_HUMAN Cytoskeleton-associated protein 4 OS=Homo sapiens GN=CKAP4 PE=1 SV=21 26 26 26 66.022 602 602 0 323.31 21496000 25222000 17189000 19082000 14806000 15229000 15733000 14933000 12223000 9023500 28038000 27983000 13378000 16231000 30953000 28264000 19130000 19579000 21059000 22128000 14375000 23799000 50054000 42828000 25213000 27919000 21596000 22211000

P22033 "Methylmalonyl-CoA mutase, mitochondrial"MUT >sp|P22033|MUTA_HUMAN Methylmalonyl-CoA mutase, mitochondrial OS=Homo sapiens GN=MUT PE=1 SV=41 12 12 12 83.134 750 750 0 52.216 5863800 4972400 4160200 5731800 5479500 6050600 3823800 5437300 5024800 9023500 14578000 9402600 4771100 6343800 4650700 6157300 4793000 4225900 5574800 5539800 3166300 2864800 11849000 7325500 6520700 7349300 4531400 5021400

P01011 Alpha-1-antichymotrypsin;Alpha-1-antichymotrypsin His-Pro-lessSERPINA3 >sp|P01011|AACT_HUMAN Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2;>tr|G3V595|G3V595_HUMAN Alpha-1-antichymotrypsin (Fragment) OS=Homo sapiens GN=SERPINA3 PE=3 SV=3;>sp|P01011-2|AACT_HUMAN Isoform 2 of Alpha-1-antichymotrypsin OS=Homo sap4 10 10 10 47.65 423 423;305;216;205 0 91.457 1795700 1803200 1721500 1979600 11157000 13476000 17716000 13268000 1293800 9012300 25666000 16000000 1471900 1759400 13538000 11769000 2157200 2687300 1232300 1515000 5228400 7322400 14255000 20020000 1137700 1351000 18573000 17076000

Q13618 Cullin-3 CUL3 >sp|Q13618-2|CUL3_HUMAN Isoform 2 of Cullin-3 OS=Homo sapiens GN=CUL3;>sp|Q13618|CUL3_HUMAN Cullin-3 OS=Homo sapiens GN=CUL3 PE=1 SV=2;>sp|Q13618-3|CUL3_HUMAN Isoform 3 of Cullin-3 OS=Homo sapiens GN=CUL36 7 7 7 86.233 744 744;768;702;342;192;1110 32.852 5377300 3351900 3147300 2357300 6755800 3249600 3041700 2393600 6882900 8996800 3986300 2891600 7139000 0 5051600 2872800 0 0 0 0 0 0 3131900 2028400 4182400 3080600 2968400 1470800

Q9NTJ5 Phosphatidylinositide phosphatase SAC1SACM1L >sp|Q9NTJ5|SAC1_HUMAN Phosphatidylinositide phosphatase SAC1 OS=Homo sapiens GN=SACM1L PE=1 SV=2;>tr|E9PGZ4|E9PGZ4_HUMAN Phosphatidylinositide phosphatase SAC1 OS=Homo sapiens GN=SACM1L PE=1 SV=1;>sp|Q9NTJ5-2|SAC1_HUMAN Isoform 2 of Phosphatidylinositide p8 7 7 7 66.966 587 587;484;526;287;171;71;112;1870 23.653 1799500 981900 5439600 6936600 1754900 2510500 1251400 1733800 6237300 8996000 6360100 9004200 7604000 4059700 9521400 8207700 0 0 3470100 0 0 0 0 0 8218900 5592400 4557200 5935400

Q9UMX5 Neudesin NENF >sp|Q9UMX5|NENF_HUMAN Neudesin OS=Homo sapiens GN=NENF PE=1 SV=11 7 7 7 18.856 172 172 0 46.123 4606400 8231700 6359100 6432400 4649400 5047500 6568300 7285100 5171700 8958300 5060700 9407200 5260700 7901200 7576700 5253900 5247200 6736300 5618600 5549200 3168400 1174600 0 0 11469000 10306000 4642300 4444900

Q86UY0 Thioredoxin domain-containing protein 5TXNDC5 >tr|Q86UY0|Q86UY0_HUMAN Protein BLOC1S5-TXNDC5 OS=Homo sapiens GN=TXNDC5 PE=2 SV=1;>sp|Q8NBS9|TXND5_HUMAN Thioredoxin domain-containing protein 5 OS=Homo sapiens GN=TXNDC5 PE=1 SV=2;>sp|Q8NBS9-2|TXND5_HUMAN Isoform 2 of Thioredoxin domain-containing protei3 15 15 15 40.369 360 360;432;324 0 108.21 19205000 16453000 17954000 19011000 18049000 11699000 18950000 17939000 10997000 8942300 9194800 9289100 12231000 11190000 15325000 12780000 16130000 19338000 19062000 23366000 14937000 9364800 6161100 16166000 13646000 16211000 12917000 11062000

P28289 Tropomodulin-1TMOD1 >sp|P28289|TMOD1_HUMAN Tropomodulin-1 OS=Homo sapiens GN=TMOD1 PE=1 SV=1;>sp|P28289-2|TMOD1_HUMAN Isoform 2 of Tropomodulin-1 OS=Homo sapiens GN=TMOD12 9 9 8 40.569 359 359;232 0 152.13 3258800 4189500 3734300 3647600 2853600 2815100 3013300 3588400 4182000 8910200 8176000 17178000 2531800 4017400 4394000 3453100 4725200 6237900 4196000 3307800 8906500 7305200 5116300 4027300 4819200 5358600 2592500 2632900

P35914 "Hydroxymethylglutaryl-CoA lyase, mitochondrial"HMGCL >sp|P35914|HMGCL_HUMAN Hydroxymethylglutaryl-CoA lyase, mitochondrial OS=Homo sapiens GN=HMGCL PE=1 SV=2;>sp|P35914-3|HMGCL_HUMAN Isoform 3 of Hydroxymethylglutaryl-CoA lyase, mitochondrial OS=Homo sapiens GN=HMGCL;>sp|P35914-2|HMGCL_HUMAN Isoform 2 of Hyd4 6 6 6 34.36 325 325;191;254;182 0 74.269 3918800 3968800 3603800 3645800 3440900 3036500 3421600 3755000 5428700 8899100 3353100 5859600 8957100 4405500 3634000 4950800 3025800 3769500 4104700 3868200 2028200 2675600 0 0 5796600 6468300 4829700 5534700

Q9H845 "Acyl-CoA dehydrogenase family member 9, mitochondrial"ACAD9 >sp|Q9H845|ACAD9_HUMAN Acyl-CoA dehydrogenase family member 9, mitochondrial OS=Homo sapiens GN=ACAD9 PE=1 SV=1;>tr|H0Y8Z9|H0Y8Z9_HUMAN Acyl-CoA dehydrogenase family member 9, mitochondrial (Fragment) OS=Homo sapiens GN=ACAD9 PE=1 SV=12 7 7 7 68.76 621 621;384 0 47.37 6816300 2980600 3457300 6499300 2301300 1407700 0 2374300 14737000 8871100 11514000 4440900 18334000 9587100 13651000 1820700 0 0 0 0 0 0 0 0 7890000 6486600 2871600 3047100

P00338 L-lactate dehydrogenase A chainLDHA >sp|P00338|LDHA_HUMAN L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2;>sp|P00338-3|LDHA_HUMAN Isoform 3 of L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA;>sp|P00338-5|LDHA_HUMAN Isoform 5 of L-lactate dehydrogenase A chain OS=Hom22 15 15 14 36.688 332 332;361;241;274;274;157;144;114;72;89;94;42;45;45;46;183;225;233;241;318;332;3320 213.04 17947000 18955000 16456000 19237000 49898000 52061000 57285000 60098000 14668000 8861700 24021000 31544000 13719000 15748000 25721000 29645000 15318000 16279000 12971000 14817000 60123000 53919000 21967000 18154000 14779000 16594000 28530000 30429000

P21912 "Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial"SDHB >sp|P21912|SDHB_HUMAN Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Homo sapiens GN=SDHB PE=1 SV=3;>tr|A0A087WXX8|A0A087WXX8_HUMAN Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial (Fragment) OS=Homo sapie3 7 7 7 31.629 280 280;123;200 0 36.604 3916400 3270000 4802500 2910600 4107600 4226100 6356100 5232700 4625400 8851600 11693000 12145000 2575100 16996000 10884000 17868000 1872700 3499500 4288300 4051200 4676500 0 8790300 7466000 6219400 4007900 9394300 24870000

Q15029 116 kDa U5 small nuclear ribonucleoprotein componentEFTUD2 >sp|Q15029-2|U5S1_HUMAN Isoform 2 of 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2;>sp|Q15029|U5S1_HUMAN 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 PE=1 SV=1;>sp|Q15029-3|U5S1_HUMAN Isofo5 17 16 16 105.38 937 937;972;962;223;1340 128.37 8909700 8140900 6431100 6521500 9846600 11001000 13479000 13511000 12560000 8803400 12417000 11109000 8414600 7912400 8791500 9153100 2210300 1997300 0 2941300 0 0 0 8741700 11747000 8960500 17717000 17189000

Q96DX5 Ankyrin repeat and SOCS box protein 9ASB9 >sp|Q96DX5|ASB9_HUMAN Ankyrin repeat and SOCS box protein 9 OS=Homo sapiens GN=ASB9 PE=1 SV=1;>tr|R4GN94|R4GN94_HUMAN Ankyrin repeat and SOCS box protein 9 (Fragment) OS=Homo sapiens GN=ASB9 PE=4 SV=1;>sp|Q96DX5-2|ASB9_HUMAN Isoform 2 of Ankyrin repeat and4 6 6 6 31.857 294 294;211;262;252 0 261.12 3748400 6660500 5303600 6411100 3328200 2662700 4051400 6245600 8528300 8765700 4518000 3052800 5771000 5968800 2839100 4550700 2825700 2772700 1955900 2649300 3465800 3698600 2992800 4218000 5890400 5656100 4015800 5493300

O94826 Mitochondrial import receptor subunit TOM70TOMM70A>sp|O94826|TOM70_HUMAN Mitochondrial import receptor subunit TOM70 OS=Homo sapiens GN=TOMM70A PE=1 SV=11 10 10 10 67.454 608 608 0 175.82 7179800 7711400 7410500 6743900 2363100 1356300 2422800 2362100 4743500 8742700 5540100 10205000 5676700 4386000 8332600 6362900 0 0 10841000 7847500 0 0 4249800 2890200 5233800 6622600 5151900 2807700

P43487 Ran-specific GTPase-activating proteinRANBP1 >tr|C9JJ34|C9JJ34_HUMAN Ran-specific GTPase-activating protein (Fragment) OS=Homo sapiens GN=RANBP1 PE=1 SV=1;>sp|P43487-2|RANG_HUMAN Isoform 2 of Ran-specific GTPase-activating protein OS=Homo sapiens GN=RANBP1;>sp|P43487|RANG_HUMAN Ran-specific GTPase-ac8 4 4 4 18.762 163 163;200;201;166;278;53;145;2050 108.65 4279800 5618000 4228100 3894200 6136100 7343600 7542900 9379500 5962300 8716200 15365000 12970000 5847500 6550800 2910300 4373000 0 4661800 4301500 5252000 0 9604000 0 0 8043300 6569500 4475100 6409900

P62701 "40S ribosomal protein S4, X isoform"RPS4X >sp|P62701|RS4X_HUMAN 40S ribosomal protein S4, X isoform OS=Homo sapiens GN=RPS4X PE=1 SV=25 15 15 15 29.597 263 263;263;122;262;2630 168.09 14516000 16134000 14387000 14033000 25686000 19365000 21121000 22646000 6465900 8700100 7811500 9339200 11200000 11585000 8464300 9211400 14626000 20304000 12659000 13021000 42483000 47344000 31768000 27416000 10817000 11097000 12887000 11609000

P36405 ADP-ribosylation factor-like protein 3ARL3 >sp|P36405|ARL3_HUMAN ADP-ribosylation factor-like protein 3 OS=Homo sapiens GN=ARL3 PE=1 SV=21 6 6 6 20.455 182 182 0 64.723 3446100 5397600 4297200 5497400 4233500 5388300 6494300 5022700 12849000 8675800 14128000 9341000 14229000 6397100 5180000 4493300 0 0 3881200 2028700 0 0 0 0 12741000 8490000 4367100 4998300

P55259 Pancreatic secretory granule membrane major glycoprotein GP2GP2 >sp|P55259-3|GP2_HUMAN Isoform Alpha of Pancreatic secretory granule membrane major glycoprotein GP2 OS=Homo sapiens GN=GP2;>sp|P55259|GP2_HUMAN Pancreatic secretory granule membrane major glycoprotein GP2 OS=Homo sapiens GN=GP2 PE=2 SV=3;>sp|P55259-4|GP2_8 9 9 9 59.127 534 534;537;387;390;141;163;128;1450 68.103 14603000 11335000 17781000 7996700 14604000 12859000 15641000 15971000 4730400 8669600 11607000 22392000 9009800 11125000 20977000 11864000 12300000 10634000 11862000 12969000 6421400 4400500 0 6087400 12839000 15528000 12732000 11203000

O00303 Eukaryotic translation initiation factor 3 subunit FEIF3F >sp|O00303|EIF3F_HUMAN Eukaryotic translation initiation factor 3 subunit F OS=Homo sapiens GN=EIF3F PE=1 SV=13 6 6 6 37.563 357 357;100;124 0 79.998 5313400 2643700 9529900 5575900 5613200 6633000 3749700 6326000 23619000 8659700 11677000 13982000 15813000 4563200 5213600 16376000 4155900 4170000 4259500 4201000 3922800 952660 0 0 2862000 5729900 10127000 5190500

Q9Y646 Carboxypeptidase QCPQ >tr|A0A087WYY1|A0A087WYY1_HUMAN Carboxypeptidase Q OS=Homo sapiens GN=CPQ PE=4 SV=1;>sp|Q9Y646|CBPQ_HUMAN Carboxypeptidase Q OS=Homo sapiens GN=CPQ PE=1 SV=1;>tr|E5RJA8|E5RJA8_HUMAN Carboxypeptidase Q (Fragment) OS=Homo sapiens GN=CPQ PE=4 SV=16 8 8 8 59.744 540 540;472;186;130;131;1370 39.855 5693100 6027700 5585500 5223800 6430100 5926200 6583200 7509300 10260000 8657900 15040000 5627400 4871200 4534900 5640200 5481700 7770400 6898800 5030400 4388900 3770700 0 4138100 4360700 4638400 7480400 8410500 11800000

Q13510 Acid ceramidase;Acid ceramidase subunit alpha;Acid ceramidase subunit betaASAH1 >tr|E7EMM4|E7EMM4_HUMAN Acid ceramidase OS=Homo sapiens GN=ASAH1 PE=1 SV=1;>sp|Q13510|ASAH1_HUMAN Acid ceramidase OS=Homo sapiens GN=ASAH1 PE=1 SV=5;>sp|Q13510-2|ASAH1_HUMAN Isoform 2 of Acid ceramidase OS=Homo sapiens GN=ASAH1;>sp|Q13510-3|ASAH1_HUMAN Iso4 8 8 8 41.796 370 370;395;411;389 0 26.387 6178200 5523000 8798500 14057000 7770900 17394000 5469300 0 0 8650600 9313600 8823000 0 0 18986000 5435600 4675800 3533100 6070500 4837500 4346400 0 2128300 0 1395600 0 758880 0

P11216 "Glycogen phosphorylase, brain form"PYGB >sp|P11216|PYGB_HUMAN Glycogen phosphorylase, brain form OS=Homo sapiens GN=PYGB PE=1 SV=57 13 13 13 96.695 843 843;245;842;754;819;813;8470 148.76 8871600 6602200 8313900 8439500 11117000 10670000 18400000 10983000 20535000 8601600 13099000 12440000 9229500 4857800 5795300 16379000 7099600 6764000 4288500 5887400 6623400 16019000 8157200 11599000 9813600 6990300 32727000 13679000

O75947 Calcium-binding mitochondrial carrier protein Aralar1SLC25A12 >sp|O75746|CMC1_HUMAN Calcium-binding mitochondrial carrier protein Aralar1 OS=Homo sapiens GN=SLC25A12 PE=1 SV=2;>sp|O75746-2|CMC1_HUMAN Isoform 2 of Calcium-binding mitochondrial carrier protein Aralar1 OS=Homo sapiens GN=SLC25A125 17 12 12 74.761 678 678;571;87;175;2100 145.85 9153700 7543100 6392300 7022000 2609200 3428800 3247100 3457200 15916000 8599600 7790600 5973600 6454800 7585700 10352000 6707100 6537300 7064900 6589300 6956300 5335000 3651800 8557100 14068000 11619000 9422300 10451000 4031900

Q9BTT0 Acidic leucine-rich nuclear phosphoprotein 32 family member EANP32E >sp|Q9BTT0|AN32E_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Homo sapiens GN=ANP32E PE=1 SV=1;>sp|Q9BTT0-3|AN32E_HUMAN Isoform 3 of Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Homo sapiens GN=ANP32E;>tr|E9PPH6 6 6 6 30.692 268 268;220;114;149;165;2270 151.95 7111600 6298000 3904900 5011500 3042000 2300400 3713100 3483400 14943000 8546400 14151000 60448000 6394600 4237300 20496000 9930900 6241000 8626300 3018900 5759600 7336700 1692800 1884800 3213700 6773000 14635000 10032000 5553600

Q56VL3 OCIA domain-containing protein 2OCIAD2 >sp|Q56VL3|OCAD2_HUMAN OCIA domain-containing protein 2 OS=Homo sapiens GN=OCIAD2 PE=1 SV=11 2 2 2 16.953 154 154 0 9.8769 0 0 0 0 0 433250 0 0 4081500 8536300 0 0 1722100 2006400 2666500 1906700 0 0 0 1827700 0 0 0 0 1062200 1586400 1053900 999850

O75964 "ATP synthase subunit g, mitochondrial"ATP5L >sp|O75964|ATP5L_HUMAN ATP synthase subunit g, mitochondrial OS=Homo sapiens GN=ATP5L PE=1 SV=3;>tr|E9PN17|E9PN17_HUMAN ATP synthase subunit g, mitochondrial OS=Homo sapiens GN=ATP5L PE=1 SV=12 5 5 5 11.428 103 103;76 0 53.678 4329300 4285900 5539900 4571400 1664200 0 1902800 1609100 7432300 8482700 6381100 5881800 2776500 0 6768800 7353800 0 0 0 6165300 6037500 6087100 8368900 12707000 6011400 4577400 11454000 8052300

Q01105 Protein SET;Protein SETSIPSET;SETSIP >sp|Q01105-3|SET_HUMAN Isoform 3 of Protein SET OS=Homo sapiens GN=SET;>sp|Q01105-4|SET_HUMAN Isoform 4 of Protein SET OS=Homo sapiens GN=SET;>sp|Q01105-2|SET_HUMAN Isoform 2 of Protein SET OS=Homo sapiens GN=SET;>sp|Q01105|SET_HUMAN Protein SET OS=Homo sa6 6 6 6 30.992 265 265;268;277;290;292;3020 27.507 11085000 14251000 21272000 21506000 13570000 12730000 13480000 13567000 10016000 8462500 3742100 4623000 16237000 10056000 5692000 7064100 16568000 15573000 14843000 19044000 14452000 14340000 9980000 11464000 17510000 17121000 7729700 9470300

Q9H2U2 "Inorganic pyrophosphatase 2, mitochondrial"PPA2 >sp|Q9H2U2|IPYR2_HUMAN Inorganic pyrophosphatase 2, mitochondrial OS=Homo sapiens GN=PPA2 PE=1 SV=2;>sp|Q9H2U2-2|IPYR2_HUMAN Isoform 2 of Inorganic pyrophosphatase 2, mitochondrial OS=Homo sapiens GN=PPA2;>sp|Q9H2U2-3|IPYR2_HUMAN Isoform 3 of Inorganic pyr10 13 13 13 37.92 334 334;349;305;191;226;232;195;88;113;1680 67.659 12062000 13955000 11330000 12423000 11793000 11621000 12860000 13548000 9391600 8460300 12054000 14863000 12859000 12455000 11046000 8554600 13099000 11962000 12947000 13514000 16725000 12095000 17456000 18983000 15209000 15121000 13751000 10812000

Q92973 Transportin-1TNPO1 >sp|Q92973-2|TNPO1_HUMAN Isoform 2 of Transportin-1 OS=Homo sapiens GN=TNPO1;>sp|Q92973|TNPO1_HUMAN Transportin-1 OS=Homo sapiens GN=TNPO1 PE=1 SV=2;>sp|Q92973-3|TNPO1_HUMAN Isoform 3 of Transportin-1 OS=Homo sapiens GN=TNPO14 10 10 6 101.31 890 890;898;848;136 0 133.11 4578000 6873100 5154500 5293400 4812200 5057800 5879300 8011100 3071200 8457500 7074100 10833000 4686400 6255300 2446100 4059300 7971000 5769500 4440900 5287300 4441300 0 4104000 3454600 6509200 5624600 5549100 5231400

P04746 Pancreatic alpha-amylase;Alpha-amylase 2B;Alpha-amylase 1AMY2A >sp|P04746|AMYP_HUMAN Pancreatic alpha-amylase OS=Homo sapiens GN=AMY2A PE=1 SV=2;>sp|P19961|AMY2B_HUMAN Alpha-amylase 2B OS=Homo sapiens GN=AMY2B PE=1 SV=1;>sp|P04745|AMY1_HUMAN Alpha-amylase 1 OS=Homo sapiens GN=AMY1A PE=1 SV=2;>sp|P19961-2|AMY2B_HUMAN I12 13 13 13 57.706 511 511;511;511;370;265;265;226;511;209;86;96;1050 209.93 4212300 3840500 3895500 3841000 10886000 11465000 8866500 11093000 3586900 8449600 7534200 6668500 4635900 6274200 8345200 6814700 4786100 3818800 3669100 4550800 9957800 6204800 3445700 3283300 4333300 4456500 8343700 6499200

Q9UBS4 DnaJ homolog subfamily B member 11DNAJB11 >sp|Q9UBS4|DJB11_HUMAN DnaJ homolog subfamily B member 11 OS=Homo sapiens GN=DNAJB11 PE=1 SV=12 9 9 9 40.513 358 358;168 0 81.68 7196500 5657800 6093900 8394300 6625600 6384600 6898600 9635000 11182000 8443900 7764800 12597000 9095100 5420500 5905800 5774400 7245500 6658600 9203600 6220900 3520200 7808600 20461000 25175000 7383400 8783100 19441000 12283000

P57737 Coronin-7 CORO7 >sp|P57737-3|CORO7_HUMAN Isoform 3 of Coronin-7 OS=Homo sapiens GN=CORO7;>sp|P57737-2|CORO7_HUMAN Isoform 2 of Coronin-7 OS=Homo sapiens GN=CORO7;>sp|P57737-4|CORO7_HUMAN Isoform 4 of Coronin-7 OS=Homo sapiens GN=CORO7;>sp|P57737|CORO7_HUMAN Coronin-7 OS=H8 5 5 5 114.16 1048 1048;840;907;925;129;137;145;1250 76.795 2895200 3514500 3680400 3701800 1988400 2469100 2768300 3506300 3875600 8410200 2749500 6296700 7515500 6454100 3049800 3398700 0 0 3923300 0 0 0 2183700 0 6907100 4144900 2706900 5658500

O60763 General vesicular transport factor p115USO1 >sp|O60763|USO1_HUMAN General vesicular transport factor p115 OS=Homo sapiens GN=USO1 PE=1 SV=2;>sp|O60763-2|USO1_HUMAN Isoform 2 of General vesicular transport factor p115 OS=Homo sapiens GN=USO12 24 24 24 107.89 962 962;973 0 252.81 13554000 13965000 10799000 12269000 18512000 18057000 21152000 22535000 11593000 8409500 8456300 12499000 11309000 10693000 8086000 7662400 11036000 13890000 10820000 10365000 16609000 14889000 7078400 5549900 18143000 15779000 10682000 14425000

P01033 Metalloproteinase inhibitor 1TIMP1 >tr|Q5H9A7|Q5H9A7_HUMAN Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1;>sp|P01033|TIMP1_HUMAN Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1;>tr|H0Y789|H0Y789_HUMAN Metalloproteinase inhibitor 1 (Fragment) OS=Homo sapien5 5 5 5 16.057 143 143;207;165;96;1360 107.17 10357000 10913000 11571000 10317000 14974000 14569000 13606000 14741000 12094000 8396600 10186000 13081000 12238000 11532000 12839000 18494000 10998000 9934100 12931000 12056000 18617000 50005000 21654000 23968000 14541000 12684000 17021000 11825000

Q9H4A4 Aminopeptidase BRNPEP >sp|Q9H4A4|AMPB_HUMAN Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=2;>tr|A6NKB8|A6NKB8_HUMAN Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=15 17 17 17 72.595 650 650;611;171;151;3440 90.992 6050000 5441200 7420700 7050400 13961000 12024000 12805000 12208000 9360600 8372400 7593700 10344000 11103000 9869300 15428000 9777000 7152600 7587000 6357600 6354700 10065000 8748400 3987200 4822700 10729000 8539400 10667000 12213000

P28288 ATP-binding cassette sub-family D member 3ABCD3 >sp|P28288|ABCD3_HUMAN ATP-binding cassette sub-family D member 3 OS=Homo sapiens GN=ABCD3 PE=1 SV=1;>sp|P28288-2|ABCD3_HUMAN Isoform 2 of ATP-binding cassette sub-family D member 3 OS=Homo sapiens GN=ABCD33 5 5 5 75.475 659 659;549;236 0 53.243 2426100 2080800 1443000 1027000 868520 674670 0 839930 4120200 8362300 7194900 3625400 3457700 3342100 2732400 4687100 0 3851900 5885300 5245100 0 0 4274900 2316300 3673500 2473900 5121600 3451000

P62495 Eukaryotic peptide chain release factor subunit 1ETF1 >tr|B7Z7P8|B7Z7P8_HUMAN Eukaryotic peptide chain release factor subunit 1 OS=Homo sapiens GN=ETF1 PE=1 SV=1;>sp|P62495-2|ERF1_HUMAN Isoform 2 of Eukaryotic peptide chain release factor subunit 1 OS=Homo sapiens GN=ETF1;>sp|P62495|ERF1_HUMAN Eukaryotic pept6 5 5 5 47.475 423 423;404;437;208;120;950 78.303 3559500 3140600 3116800 3311300 3804900 3667800 4060400 2709800 8283500 8348600 14819000 9505000 9985400 2510600 7836300 21870000 4435500 2921000 3625800 2246600 1752600 1449600 0 0 10200000 4963300 4069200 4002500

Q9UBT2 SUMO-activating enzyme subunit 2UBA2 >sp|Q9UBT2|SAE2_HUMAN SUMO-activating enzyme subunit 2 OS=Homo sapiens GN=UBA2 PE=1 SV=2;>tr|K7EPL2|K7EPL2_HUMAN SUMO-activating enzyme subunit 2 (Fragment) OS=Homo sapiens GN=UBA2 PE=1 SV=2;>sp|Q9UBT2-2|SAE2_HUMAN Isoform 2 of SUMO-activating enzyme subun7 9 9 9 71.223 640 640;262;544;166;215;54;740 33.948 5086200 2624600 13345000 4329600 4484200 3799700 3466100 4451400 8322500 8347700 6096000 13567000 6630100 3909000 906510 1938900 6363600 6498000 5507300 8206000 10930000 2280700 0 0 2497800 2824100 4827500 8928400

Q99729 Heterogeneous nuclear ribonucleoprotein A/BHNRNPAB >tr|D6R9P3|D6R9P3_HUMAN Heterogeneous nuclear ribonucleoprotein A/B OS=Homo sapiens GN=HNRNPAB PE=1 SV=1;>tr|D6RD18|D6RD18_HUMAN Heterogeneous nuclear ribonucleoprotein A/B OS=Homo sapiens GN=HNRNPAB PE=1 SV=1;>tr|D6RBZ0|D6RBZ0_HUMAN Heterogeneous nuclear 8 6 6 6 30.302 280 280;283;327;330;285;332;286;3320 24.304 6859400 4729400 9246600 7444100 8057100 7399900 6869800 6533300 12184000 8344900 0 0 5411200 9558200 4288000 4574300 7835400 6091700 0 5312900 0 0 0 0 8370900 5633400 2921200 2690600

Q14011 Cold-inducible RNA-binding proteinCIRBP >sp|Q14011|CIRBP_HUMAN Cold-inducible RNA-binding protein OS=Homo sapiens GN=CIRBP PE=1 SV=1;>tr|K7ENX8|K7ENX8_HUMAN Cold-inducible RNA-binding protein (Fragment) OS=Homo sapiens GN=CIRBP PE=1 SV=2;>tr|K7ELV6|K7ELV6_HUMAN Cold-inducible RNA-binding protein16 6 6 6 18.648 172 172;80;89;105;135;149;159;168;174;202;297;263;32;38;60;790 67.466 17818000 10451000 10520000 11848000 10547000 10046000 9453700 9935900 13392000 8343400 5815100 8946800 12050000 9988800 16996000 7155600 8787000 7084500 9347700 10534000 0 8197600 6019900 3261400 9840800 12229000 11707000 12997000

Q07955 Serine/arginine-rich splicing factor 1SRSF1 >tr|J3KTL2|J3KTL2_HUMAN Serine/arginine-rich-splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=1;>sp|Q07955|SRSF1_HUMAN Serine/arginine-rich splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=2;>sp|Q07955-3|SRSF1_HUMAN Isoform ASF-3 of Serine/arginine-ric7 10 10 10 28.329 253 253;248;201;292;65;73;1430 44.701 7719200 7570800 7072300 5808100 9427300 8108400 9170700 11511000 14347000 8306600 8002300 7210000 6410800 7285800 5054100 5943500 8013900 6574500 5820600 6507500 9468500 9076800 3423000 2395700 9671400 8435700 7035100 9190400

P30085 UMP-CMP kinaseCMPK1 >sp|P30085|KCY_HUMAN UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=3;>tr|Q5T0D2|Q5T0D2_HUMAN UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=13 7 7 7 22.222 196 196;169;147 0 23.233 8337500 5147400 6121200 6782800 8479300 10035000 11942000 10502000 9074400 8255300 5576400 4505200 7885100 7886300 8243500 14982000 9430600 5755300 6281400 6508100 7167200 10286000 6818300 3323900 11188000 10447000 7844200 10115000

Q03252 Lamin-B2 LMNB2 >tr|J9JID7|J9JID7_HUMAN Lamin B2, isoform CRA_a OS=Homo sapiens GN=LMNB2 PE=1 SV=1;>sp|Q03252|LMNB2_HUMAN Lamin-B2 OS=Homo sapiens GN=LMNB2 PE=1 SV=32 29 27 24 69.948 620 620;600 0 187.64 14780000 18009000 12055000 15119000 12962000 10903000 12173000 11735000 8245900 8234900 17187000 15736000 12150000 11810000 21682000 18362000 16301000 15350000 25443000 22159000 3423400 13898000 16116000 11458000 15014000 13991000 16469000 11740000

Q8NI27 THO complex subunit 2THOC2 >sp|Q8NI27|THOC2_HUMAN THO complex subunit 2 OS=Homo sapiens GN=THOC2 PE=1 SV=23 4 4 4 182.77 1593 1593;120;380 0 7.5985 0 0 1252400 0 0 0 0 0 8338400 8227200 0 0 0 919040 0 0 715810 0 0 0 0 0 0 0 0 1810400 2102300 523400

Q13492 Phosphatidylinositol-binding clathrin assembly proteinPICALM >sp|Q13492-4|PICAL_HUMAN Isoform 4 of Phosphatidylinositol-binding clathrin assembly protein OS=Homo sapiens GN=PICALM;>sp|Q13492-3|PICAL_HUMAN Isoform 3 of Phosphatidylinositol-binding clathrin assembly protein OS=Homo sapiens GN=PICALM;>sp|Q13492-2|PICAL14 3 3 2 59.918 551 551;610;632;645;652;116;120;148;148;149;151;152;185;5820 23.473 1749900 0 0 0 0 231910 0 0 0 8193700 1413500 26229000 0 0 1601900 2136100 0 0 0 0 0 0 0 0 0 0 0 2159900

Q96CS3 FAS-associated factor 2FAF2 >sp|Q96CS3|FAF2_HUMAN FAS-associated factor 2 OS=Homo sapiens GN=FAF2 PE=1 SV=21 7 7 7 52.623 445 445 0 58.794 0 0 2334600 0 0 0 0 0 1707600 8161700 0 0 0 2507900 3605600 3425600 0 0 0 0 0 0 0 0 0 0 8980700 1970000

Q92499 ATP-dependent RNA helicase DDX1DDX1 >sp|Q92499|DDX1_HUMAN ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=2;>tr|F1T0B3|F1T0B3_HUMAN ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=1;>tr|A0A087X2G1|A0A087X2G1_HUMAN ATP-dependent RNA helicase DDX1 OS=Homo sapien5 24 24 24 82.431 740 740;659;659;612;6220 323.31 16722000 17505000 17241000 14916000 18174000 18033000 23096000 22344000 7892600 8150300 22453000 15742000 11614000 14413000 11171000 11676000 14229000 17429000 14070000 12538000 13726000 6404700 17124000 6962300 18126000 21809000 15814000 12841000

P26373 60S ribosomal protein L13RPL13 >sp|P26373|RL13_HUMAN 60S ribosomal protein L13 OS=Homo sapiens GN=RPL13 PE=1 SV=4;>tr|J3QSB4|J3QSB4_HUMAN 60S ribosomal protein L13 (Fragment) OS=Homo sapiens GN=RPL13 PE=1 SV=1;>sp|P26373-2|RL13_HUMAN Isoform 2 of 60S ribosomal protein L13 OS=Homo sapien6 6 6 6 24.261 211 211;126;164;54;63;780 43.052 10744000 11051000 9626500 11127000 11588000 11720000 10988000 9988300 5206400 8135300 6560500 7082600 8203800 9719500 7318400 10129000 9402800 11419000 1671200 10626000 0 8766900 0 3214500 6899300 5877500 6716400 6682400

Q96QK1 Vacuolar protein sorting-associated protein 35VPS35 >sp|Q96QK1|VPS35_HUMAN Vacuolar protein sorting-associated protein 35 OS=Homo sapiens GN=VPS35 PE=1 SV=23 15 15 15 91.706 796 796;41;47 0 235.04 16925000 15458000 14562000 13177000 15294000 16092000 22938000 18539000 7800600 8105800 12482000 11237000 11341000 11922000 9297600 12728000 16096000 17947000 13514000 13614000 22586000 15718000 19028000 14392000 16548000 15982000 11431000 12168000

P09455 Retinol-binding protein 1RBP1 >sp|P09455|RET1_HUMAN Retinol-binding protein 1 OS=Homo sapiens GN=RBP1 PE=1 SV=2;>tr|A0A0A0MQT0|A0A0A0MQT0_HUMAN Retinol binding protein 1, cellular OS=Homo sapiens GN=RBP1 PE=4 SV=1;>tr|A0A0A0MTB9|A0A0A0MTB9_HUMAN Retinol-binding protein 1 OS=Homo sapien6 11 11 11 15.85 135 135;197;91;98;153;1570 72.6 6171600 7292200 10856000 6606100 6754900 8133900 6731000 6683800 9066500 8102300 6236000 3974200 6302600 6364900 5274200 7517700 6971400 6908800 9169200 7927700 25205000 18850000 4740200 6745100 7941000 8692200 6380500 5630000

A0AVT1 Ubiquitin-like modifier-activating enzyme 6UBA6 >sp|A0AVT1|UBA6_HUMAN Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA6 PE=1 SV=1;>sp|A0AVT1-2|UBA6_HUMAN Isoform 2 of Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA65 8 8 8 117.97 1052 1052;578;340;389;2710 84.72 2450800 2619600 2615600 0 3778700 3521000 4079900 3780400 4221600 8101100 0 3082100 2212000 2408200 903650 1804800 0 0 0 0 0 0 0 0 0 1297300 0 2300800

Q01130 Serine/arginine-rich splicing factor 2;Serine/arginine-rich splicing factor 8SRSF2 >tr|J3QL05|J3QL05_HUMAN Serine/arginine-rich-splicing factor 2 (Fragment) OS=Homo sapiens GN=SRSF2 PE=1 SV=1;>tr|J3KP15|J3KP15_HUMAN Serine/arginine-rich-splicing factor 2 (Fragment) OS=Homo sapiens GN=SRSF2 PE=1 SV=3;>sp|Q01130-2|SRSF2_HUMAN Isoform 2 of 6 4 4 4 15.156 130 130;134;209;221;275;2820 90.014 6114900 5473000 6038800 7672900 2636500 2093900 2866700 2680500 6073100 8100200 1158500 1396200 5723800 5575400 1282900 1576300 3083700 4050000 4078600 3201100 0 0 0 0 1201600 0 1837700 1626700

Q9Y224 UPF0568 protein C14orf166C14orf166 >sp|Q9Y224|CN166_HUMAN UPF0568 protein C14orf166 OS=Homo sapiens GN=C14orf166 PE=1 SV=1;>tr|G3V4C6|G3V4C6_HUMAN UPF0568 protein C14orf166 OS=Homo sapiens GN=C14orf166 PE=1 SV=14 9 9 9 28.068 244 244;193;129;68 0 147.87 9967800 8686400 8814700 10702000 6593900 6364200 4869200 5889900 7054100 8087200 11545000 11008000 11688000 8162700 6123700 5916800 9731100 6792000 9895000 14235000 8417000 4577200 6003300 11344000 9685200 13494000 4670700 8649400

Q9BPX5 Actin-related protein 2/3 complex subunit 5-like proteinARPC5L >sp|Q9BPX5|ARP5L_HUMAN Actin-related protein 2/3 complex subunit 5-like protein OS=Homo sapiens GN=ARPC5L PE=1 SV=11 3 3 3 16.941 153 153 0 195.52 0 0 5099100 7031000 3985500 3070000 4074700 3155600 11247000 8062600 9462100 17184000 1869700 3239500 3453300 0 0 0 0 0 0 0 0 0 4219200 3148300 13200000 4189600

P10155 60 kDa SS-A/Ro ribonucleoproteinTROVE2 >sp|P10155-3|RO60_HUMAN Isoform 3 of 60 kDa SS-A/Ro ribonucleoprotein OS=Homo sapiens GN=TROVE2;>sp|P10155-5|RO60_HUMAN Isoform 5 of 60 kDa SS-A/Ro ribonucleoprotein OS=Homo sapiens GN=TROVE2;>sp|P10155-4|RO60_HUMAN Isoform 4 of 60 kDa SS-A/Ro ribonucleopr6 7 7 7 58.482 518 518;525;534;538;205;1940 49.567 3649800 2013300 2728700 4599600 4659200 5685200 9544700 5408600 11252000 8015600 7207300 11687000 6524200 5929500 6696600 4183700 6058200 0 5707900 5050600 0 0 0 0 7104500 9453600 6361500 6506700

P61278 Somatostatin;Somatostatin-28;Somatostatin-14SST >sp|P61278|SMS_HUMAN Somatostatin OS=Homo sapiens GN=SST PE=1 SV=11 5 5 5 12.735 116 116 0 147.09 3214300 4278700 1440000 460900 2033300 918970 1771200 3497300 4120100 7986900 1325900 1951400 247230 662730 838840 1180600 0 0 0 0 0 0 0 0 459520 0 907750 2191200

P61586 Transforming protein RhoARHOA >sp|P61586|RHOA_HUMAN Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=1 SV=1;>tr|C9JNR4|C9JNR4_HUMAN Transforming protein RhoA (Fragment) OS=Homo sapiens GN=RHOA PE=3 SV=1;>tr|C9JX21|C9JX21_HUMAN Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=3 5 9 9 2 21.768 193 193;129;187;86;90 0 106.02 12643000 13984000 10405000 11450000 11813000 11090000 10215000 9327400 6457100 7971700 1951300 3607100 6678700 6989800 12000000 11969000 9598400 9170000 16132000 10197000 28687000 11768000 20180000 15530000 4814500 3148200 7161800 5380100

P78417 Glutathione S-transferase omega-1GSTO1 >sp|P78417|GSTO1_HUMAN Glutathione S-transferase omega-1 OS=Homo sapiens GN=GSTO1 PE=1 SV=2;>tr|Q5TA02|Q5TA02_HUMAN Glutathione S-transferase omega-1 (Fragment) OS=Homo sapiens GN=GSTO1 PE=1 SV=1;>sp|P78417-3|GSTO1_HUMAN Isoform 3 of Glutathione S-transfer5 15 15 15 27.566 241 241;200;213;208;1800 81.54 16530000 15762000 19341000 20344000 21256000 22487000 22571000 23749000 9383400 7961000 12191000 12980000 12691000 16616000 5279900 5999000 19428000 24171000 15222000 15594000 27651000 19307000 4236200 2695400 20249000 21870000 11679000 9017900

P11310 "Medium-chain specific acyl-CoA dehydrogenase, mitochondrial"ACADM >tr|Q5T4U5|Q5T4U5_HUMAN Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain, isoform CRA_a OS=Homo sapiens GN=ACADM PE=1 SV=1;>sp|P11310|ACADM_HUMAN Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADM PE=1 SV=1;>sp|P17 12 12 12 50.27 454 454;421;425;385;104;76;670 199.59 17230000 17387000 13991000 13153000 8982900 8585300 10339000 9839900 10027000 7941900 7671200 8766500 11736000 14985000 7862500 9063500 18195000 18501000 15280000 13932000 7919200 11972000 9320400 11608000 19420000 19394000 8019000 8725400

Q9BVK6 Transmembrane emp24 domain-containing protein 9TMED9 >sp|Q9BVK6|TMED9_HUMAN Transmembrane emp24 domain-containing protein 9 OS=Homo sapiens GN=TMED9 PE=1 SV=21 8 8 7 27.277 235 235 0 125.47 7134500 6275300 4860500 8316000 4510000 3345100 2973000 3004400 3650700 7927100 5875500 3856600 4761800 9365400 7681400 10787000 7190000 9115300 9121100 10998000 0 5591600 0 0 8658000 5351200 2453300 6537600

P55884 Eukaryotic translation initiation factor 3 subunit BEIF3B >sp|P55884|EIF3B_HUMAN Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B PE=1 SV=3;>sp|P55884-2|EIF3B_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B4 13 13 13 92.48 814 814;873;302;153 0 97.855 6618900 5889200 6812400 6776900 7826700 9351700 5898500 5126900 10980000 7866400 3785200 5609500 7581100 5655500 6743900 5071600 6310100 6038200 7493800 3736600 12831000 8868300 5099300 0 6267300 6296000 8789500 8307900

Q96IU4 Alpha/beta hydrolase domain-containing protein 14BABHD14B >sp|Q96IU4|ABHEB_HUMAN Alpha/beta hydrolase domain-containing protein 14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1;>tr|B4DQI4|B4DQI4_HUMAN Alpha/beta hydrolase domain-containing protein 14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1;>tr|F8W9U3|F8W9U3_HUMAN Alpha/bet4 5 5 5 22.345 210 210;188;208;172 0 62.058 6607400 7501600 8029100 7011900 10318000 6845000 7374200 9486100 7971300 7846700 5633800 6215300 7223500 9087900 9018700 11243000 7576100 5986300 7425700 5548100 7485400 6823600 4243400 4043400 9754000 7436000 6978900 6753000

O94973 AP-2 complex subunit alpha-2AP2A2 >sp|O94973|AP2A2_HUMAN AP-2 complex subunit alpha-2 OS=Homo sapiens GN=AP2A2 PE=1 SV=2;>sp|O94973-2|AP2A2_HUMAN Isoform 2 of AP-2 complex subunit alpha-2 OS=Homo sapiens GN=AP2A2;>sp|O94973-3|AP2A2_HUMAN Isoform 3 of AP-2 complex subunit alpha-2 OS=Homo sa7 18 18 12 103.96 939 939;940;656;378;90;185;1850 87.377 6112900 4855400 4394200 6160100 8835200 9616700 7768300 6260600 10611000 7798100 9497500 11808000 10784000 13698000 9130900 8738000 4638400 8345600 8529600 7199200 0 0 0 6283900 12749000 10202000 14116000 9407900

P60059 Protein transport protein Sec61 subunit gammaSEC61G >sp|P60059|SC61G_HUMAN Protein transport protein Sec61 subunit gamma OS=Homo sapiens GN=SEC61G PE=1 SV=11 2 2 2 7.7412 68 68 0 19.432 2422100 0 2906100 2365600 0 405690 0 0 0 7785000 0 0 3678400 0 2160400 960160 0 0 2187300 3552000 0 0 0 0 0 0 553540 0

O75110 Probable phospholipid-transporting ATPase IIAATP9A >sp|O75110|ATP9A_HUMAN Probable phospholipid-transporting ATPase IIA OS=Homo sapiens GN=ATP9A PE=1 SV=3;>tr|A0A0A0MR22|A0A0A0MR22_HUMAN Probable phospholipid-transporting ATPase IIA OS=Homo sapiens GN=ATP9A PE=4 SV=1;>sp|O75110-2|ATP9A_HUMAN Isoform Short 5 6 6 6 118.58 1047 1047;911;926;1136;11470 32.608 3294600 3521500 2588300 2630300 2021400 1418100 5109400 4688700 1224000 7774000 8094700 6886500 2644800 8304700 0 1943700 0 0 3196300 2638900 2615900 0 0 0 2449100 5065800 0 8192100

Q14108 Lysosome membrane protein 2SCARB2 >sp|Q14108|SCRB2_HUMAN Lysosome membrane protein 2 OS=Homo sapiens GN=SCARB2 PE=1 SV=2;>sp|Q14108-2|SCRB2_HUMAN Isoform 2 of Lysosome membrane protein 2 OS=Homo sapiens GN=SCARB23 7 7 7 54.29 478 478;335;106 0 48.209 4932600 4869800 5387000 4352100 5210000 3237300 3639800 3323700 8618700 7750900 2645700 3558000 5640500 8818100 3642500 3926500 5254600 5004200 9056300 6417900 0 0 9335700 9920700 4201900 4531300 5292300 2653000

P99999 Cytochrome cCYCS >tr|C9JFR7|C9JFR7_HUMAN Cytochrome c (Fragment) OS=Homo sapiens GN=CYCS PE=1 SV=1;>sp|P99999|CYC_HUMAN Cytochrome c OS=Homo sapiens GN=CYCS PE=1 SV=23 7 7 7 11.333 101 101;105;105 0 97.992 8781000 10795000 6397900 11192000 4040400 6194700 6141800 6535300 16295000 7729800 7184800 5884200 5058800 8677800 4943000 6295200 9515500 14938000 20344000 13906000 2662400 0 0 1585800 10836000 9624000 6068300 7449300

P39019 40S ribosomal protein S19RPS19 >sp|P39019|RS19_HUMAN 40S ribosomal protein S19 OS=Homo sapiens GN=RPS19 PE=1 SV=2;>tr|M0R2L9|M0R2L9_HUMAN 40S ribosomal protein S19 (Fragment) OS=Homo sapiens GN=RPS19 PE=1 SV=1;>tr|M0QXK4|M0QXK4_HUMAN 40S ribosomal protein S19 (Fragment) OS=Homo sapiens 6 8 8 8 16.06 145 145;71;76;100;102;710 69.817 7766500 8150600 6007500 6956500 17788000 17053000 16562000 18508000 7231100 7721900 8827000 15023000 6922500 8825000 10973000 13970000 9549200 9393200 10129000 11382000 20203000 20845000 10160000 9711200 8618800 9533900 12871000 12538000

P62318 Small nuclear ribonucleoprotein Sm D3SNRPD3 >sp|P62318-2|SMD3_HUMAN Isoform 2 of Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3;>sp|P62318|SMD3_HUMAN Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1;>tr|H3BT13|H3BT13_HUMAN Small nuclear ribonucleoprotein Sm 3 5 5 5 13.291 120 120;126;62 0 80.251 4059900 3311000 4650700 4771600 8922400 10017000 5929400 6537500 7041900 7711600 2412700 1639300 6643600 6206500 4852200 5371300 8107500 13645000 7579500 11764000 0 0 0 0 8009200 7686800 4060300 3813000

Q3LXA3 Bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cyclizing);ATP-dependent dihydroxyacetone kinase;FAD-AMP lyase (cyclizing)DAK >tr|A0A087WUL0|A0A087WUL0_HUMAN Bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cyclizing) OS=Homo sapiens GN=DAK PE=1 SV=1;>sp|Q3LXA3|DHAK_HUMAN Bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cyclizing) OS=Homo sapiens7 11 11 11 59.057 576 576;575;533;534;219;162;570 84.55 13102000 7523100 4003700 6606000 7825400 8523900 8447000 9431200 22018000 7683800 22306000 33687000 15668000 4215300 7848200 4418100 4449200 6381200 4321700 4743800 3895500 3004500 5380900 5189800 5708200 13155000 13864000 17207000

P20337 Ras-related protein Rab-3BRAB3B >sp|P20337|RAB3B_HUMAN Ras-related protein Rab-3B OS=Homo sapiens GN=RAB3B PE=1 SV=21 6 5 5 24.758 219 219 0 27.535 18884000 22410000 11340000 10903000 3657600 1697700 479410 0 14069000 7681000 1365900 1134600 11678000 10769000 8320900 4063600 14965000 16804000 14144000 14845000 490730 0 0 0 4599800 5506900 1743400 665510

Q12765 Secernin-1 SCRN1 >sp|Q12765|SCRN1_HUMAN Secernin-1 OS=Homo sapiens GN=SCRN1 PE=1 SV=2;>sp|Q12765-2|SCRN1_HUMAN Isoform 2 of Secernin-1 OS=Homo sapiens GN=SCRN1;>tr|C9K052|C9K052_HUMAN Secernin-1 (Fragment) OS=Homo sapiens GN=SCRN1 PE=1 SV=1;>sp|Q12765-3|SCRN1_HUMAN Isoform6 12 12 12 46.382 414 414;434;245;346;140;1410 82.069 9689800 9776200 9171300 8955300 9987000 8780900 10388000 9410700 7758400 7670300 5939900 4800700 8119800 10049000 5354200 4416700 8264200 6087300 8169600 6908500 15114000 10216000 7540100 4859200 10203000 9963700 5169100 4194300

Q9UFN0 Protein NipSnap homolog 3ANIPSNAP3A>sp|Q9UFN0|NPS3A_HUMAN Protein NipSnap homolog 3A OS=Homo sapiens GN=NIPSNAP3A PE=1 SV=21 6 6 5 28.466 247 247 0 57.224 2441500 3656200 2147800 3156600 3969200 2134500 2271100 2666000 5664400 7656000 0 0 1529900 3468700 5934800 6152400 0 4597600 3410100 2923900 0 0 2826300 0 1695300 0 1692700 3897000

P15880 40S ribosomal protein S2RPS2 >sp|P15880|RS2_HUMAN 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=2;>tr|E9PQD7|E9PQD7_HUMAN 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=1;>tr|H0YEN5|H0YEN5_HUMAN 40S ribosomal protein S2 (Fragment) OS=Homo sapiens GN=RPS2 PE=1 SV=19 11 11 11 31.324 293 293;235;195;155;218;197;209;44;630 84.796 15673000 16858000 15195000 15344000 21008000 23600000 21932000 18646000 9303000 7646700 8013500 16946000 11603000 12452000 10404000 12313000 15648000 18620000 17519000 14620000 12060000 27910000 11691000 9609300 12847000 15799000 13437000 12049000

O75489 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial"NDUFS3 >sp|O75489|NDUS3_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial OS=Homo sapiens GN=NDUFS3 PE=1 SV=15 8 8 8 30.241 264 264;161;132;78;1210 99.421 9640000 8863400 6916600 8521500 5214200 5529300 4759500 4088000 33024000 7624500 35124000 36715000 14842000 10204000 17322000 17801000 10319000 7258900 13189000 10619000 0 2928500 0 4290600 14772000 12346000 24739000 25112000

Q92747 Actin-related protein 2/3 complex subunit 1AARPC1A >sp|Q92747|ARC1A_HUMAN Actin-related protein 2/3 complex subunit 1A OS=Homo sapiens GN=ARPC1A PE=1 SV=2;>tr|E9PF58|E9PF58_HUMAN Actin-related protein 2/3 complex subunit 1A OS=Homo sapiens GN=ARPC1A PE=1 SV=1;>sp|Q92747-2|ARC1A_HUMAN Isoform 2 of Actin-rel3 4 3 3 41.569 370 370;279;345 0 24.929 3047700 5666500 3009900 3533200 1355400 8314200 4999400 3600800 5611200 7618700 884080 1732300 4327100 4537000 4077300 2737700 1933600 4003200 6096500 3410800 0 0 0 0 4427300 3498100 1926300 2397200

Q96DZ1 Endoplasmic reticulum lectin 1ERLEC1 >sp|Q96DZ1-3|ERLEC_HUMAN Isoform 3 of Endoplasmic reticulum lectin 1 OS=Homo sapiens GN=ERLEC1;>sp|Q96DZ1|ERLEC_HUMAN Endoplasmic reticulum lectin 1 OS=Homo sapiens GN=ERLEC1 PE=1 SV=1;>sp|Q96DZ1-2|ERLEC_HUMAN Isoform 2 of Endoplasmic reticulum lectin 1 OS3 6 6 6 51.91 457 457;483;429 0 69.387 0 1896700 0 0 931640 0 0 0 0 7617600 9953100 8880400 2959800 1104000 2177800 1993100 0 0 0 0 0 1065700 0 0 1533900 1161700 2046900 2638100

P52209 "6-phosphogluconate dehydrogenase, decarboxylating"PGD >sp|P52209-2|6PGD_HUMAN Isoform 2 of 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapiens GN=PGD;>sp|P52209|6PGD_HUMAN 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapiens GN=PGD PE=1 SV=3;>tr|K7EM49|K7EM49_HUMAN 6-phosphogluconat6 15 15 15 51.872 470 470;483;205;160;256;2240 187.65 11434000 13260000 11195000 11028000 17000000 19650000 18525000 17440000 11241000 7616100 13247000 15616000 11062000 12736000 9913200 10343000 11130000 14681000 10537000 9142100 20190000 16411000 6559100 13605000 20821000 14146000 11676000 10735000

Q12797 Aspartyl/asparaginyl beta-hydroxylaseASPH >tr|E5RG29|E5RG29_HUMAN Aspartyl/asparaginyl beta-hydroxylase (Fragment) OS=Homo sapiens GN=ASPH PE=4 SV=1;>tr|A0A0A0MSK8|A0A0A0MSK8_HUMAN Aspartyl/asparaginyl beta-hydroxylase OS=Homo sapiens GN=ASPH PE=4 SV=1;>tr|E5RG56|E5RG56_HUMAN Aspartyl/asparaginyl 17 2 2 2 22.24 198 198;294;327;256;270;298;299;313;729;758;113;136;174;186;203;210;2250 15.678 4553400 7351600 0 0 0 0 2880200 0 6720700 7612100 3954700 5038500 3086700 0 4400900 6178400 0 0 0 0 0 0 0 0 9648800 9259300 4821700 6521400

P00491 Purine nucleoside phosphorylasePNP >sp|P00491|PNPH_HUMAN Purine nucleoside phosphorylase OS=Homo sapiens GN=PNP PE=1 SV=2;>tr|G3V5M2|G3V5M2_HUMAN Purine nucleoside phosphorylase (Fragment) OS=Homo sapiens GN=PNP PE=1 SV=14 9 9 9 32.118 289 289;221;93;61 0 163.88 4127500 4496100 7308200 8371300 5627500 7513400 3985200 3655700 11516000 7609800 5603700 2838500 13303000 7913500 6439000 10850000 2939100 3427000 8686800 4308100 0 2543500 3029600 0 5927400 7989400 10171000 10851000

P35270 Sepiapterin reductaseSPR >sp|P35270|SPRE_HUMAN Sepiapterin reductase OS=Homo sapiens GN=SPR PE=1 SV=11 7 7 7 28.048 261 261 0 58.4 4464300 4178300 3329100 3245300 6777300 5146500 5855300 4611100 4812000 7577000 7008600 6159900 3586700 4544000 5261300 7493500 0 4089900 0 0 6223700 5854900 2364000 5015000 7078500 3077100 5004900 9313500

P15374 Ubiquitin carboxyl-terminal hydrolase isozyme L3UCHL3 >tr|A0A087WTB8|A0A087WTB8_HUMAN Ubiquitin carboxyl-terminal hydrolase OS=Homo sapiens GN=UCHL3 PE=1 SV=1;>sp|P15374|UCHL3_HUMAN Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Homo sapiens GN=UCHL3 PE=1 SV=1;>tr|Q5TBK7|Q5TBK7_HUMAN Ubiquitin carboxyl-t3 5 5 5 21.945 194 194;230;228 0 27.055 2425900 2735100 1848800 2845800 1055600 1946500 839070 0 4524700 7550800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UMS4 Pre-mRNA-processing factor 19PRPF19 >sp|Q9UMS4|PRP19_HUMAN Pre-mRNA-processing factor 19 OS=Homo sapiens GN=PRPF19 PE=1 SV=15 11 11 11 55.18 504 504;252;119;45;1040 129.47 8055200 8966500 7198400 6722600 9746800 8758600 10393000 11330000 5358900 7498800 9824900 10667000 5875700 6715500 7217000 6915800 6630200 8006900 6868000 8717600 16781000 15936000 4490500 4878600 9047600 7440700 11581000 9005100

Q9BR76 Coronin-1BCORO1B >sp|Q9BR76|COR1B_HUMAN Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=14 7 7 7 54.234 489 489;260;282;139 0 192.49 3166600 3981500 5152200 5106400 3031900 3254000 2765200 2167100 6118600 7473400 2162100 3830700 4338000 4992600 3038500 5832900 6426700 4171600 5563800 4889200 0 0 0 0 3205800 2695700 3298300 8276600

P18206 Vinculin VCL >sp|P18206-2|VINC_HUMAN Isoform 1 of Vinculin OS=Homo sapiens GN=VCL;>sp|P18206|VINC_HUMAN Vinculin OS=Homo sapiens GN=VCL PE=1 SV=4;>tr|Q5JQ13|Q5JQ13_HUMAN Vinculin (Fragment) OS=Homo sapiens GN=VCL PE=1 SV=15 32 32 32 116.72 1066 1066;1134;806;222;570 323.31 19336000 18841000 16088000 16246000 31385000 31561000 36118000 37738000 7525300 7460200 17495000 21326000 15187000 15529000 15308000 19578000 18331000 15450000 14151000 15153000 51013000 50568000 26412000 31191000 19240000 21288000 19166000 17327000

P61803 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1DAD1 >tr|F5GXX5|F5GXX5_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Homo sapiens GN=DAD1 PE=1 SV=1;>sp|P61803|DAD1_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Homo sapiens GN=DAD1 3 3 3 3 9.5541 85 85;113;65 0 27.227 9269200 8689200 6390500 7448800 5813400 6547100 7311400 6824500 7109900 7451200 17473000 14552000 6518400 7848300 13823000 4301700 9636000 7829800 7017900 4644300 6022700 4920400 0 0 13163000 8419200 16770000 14274000

Q16881 "Thioredoxin reductase 1, cytoplasmic"GML >tr|E9PIR7|E9PIR7_HUMAN Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=1;>tr|F8W809|F8W809_HUMAN Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=1;>tr|A0A087WSW9|A0A087WSW9_HUMAN Thioredoxin reductase 1, cytop18 8 8 7 53.166 482 482;498;548;568;651;499;543;551;598;614;649;460;461;175;139;70;72;530 101.33 3813800 4286500 4873400 5123300 6623300 6496200 6622900 6856300 4541200 7416800 4237100 0 7268600 3507800 4532200 3463400 4044100 4672900 3952800 4660100 0 1955100 0 0 3963000 5904900 4181100 6014300

P62995 Transformer-2 protein homolog betaTRA2B >sp|P62995-3|TRA2B_HUMAN Isoform 3 of Transformer-2 protein homolog beta OS=Homo sapiens GN=TRA2B;>sp|P62995|TRA2B_HUMAN Transformer-2 protein homolog beta OS=Homo sapiens GN=TRA2B PE=1 SV=14 3 3 3 21.935 188 188;288;107;127 0 43.808 3286400 3071900 4613500 5951800 4418700 4404600 2868000 2893000 10500000 7415800 1828100 1157000 4613700 3603800 1567100 4032800 5589800 3254000 5605500 4768100 0 0 0 0 4100400 4024800 2670600 956330

P28066 Proteasome subunit alpha type-5PSMA5 >sp|P28066|PSA5_HUMAN Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 SV=3;>sp|P28066-2|PSA5_HUMAN Isoform 2 of Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA52 6 6 6 26.411 241 241;183 0 54.662 14071000 10337000 11642000 16592000 6735200 8195400 6148700 7765800 5503400 7399100 2157400 7161600 9426400 9792700 6047300 3208000 7595100 8238400 11084000 7704800 5652900 5354500 3900100 3240500 5241500 4520700 3645900 9631800

P63027 Vesicle-associated membrane protein 2VAMP2 >tr|J3QRU4|J3QRU4_HUMAN Vesicle-associated membrane protein 2 OS=Homo sapiens GN=VAMP2 PE=4 SV=2;>tr|F8WCA0|F8WCA0_HUMAN Vesicle-associated membrane protein 2 OS=Homo sapiens GN=VAMP2 PE=4 SV=1;>tr|L7N2F9|L7N2F9_HUMAN Uncharacterized protein (Fragment) OS=10 7 7 4 12.251 113 113;118;121;116;68;72;116;116;117;1180 323.31 19581000 18227000 14242000 17005000 11084000 10904000 14085000 16160000 11251000 7382600 16483000 15222000 13832000 13781000 13674000 13636000 17242000 16452000 16745000 15385000 20448000 0 14540000 28954000 20484000 20186000 11075000 11931000

P22061 Protein-L-isoaspartate O-methyltransferase;Protein-L-isoaspartate(D-aspartate) O-methyltransferasePCMT1 >tr|A0A0A0MRJ6|A0A0A0MRJ6_HUMAN Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=4 SV=1;>tr|H7BY58|H7BY58_HUMAN Protein-L-isoaspartate O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=1 SV=1;>sp|P22061|PIMT_HUMAN Protein-L10 7 7 7 30.315 285 285;286;227;228;250;96;120;124;130;670 105.94 4274000 5579900 6541300 5787600 2061000 1870900 3769500 2665200 5886800 7377000 0 0 6859200 6649500 2189000 2013900 3884800 5514800 4910300 5327700 4629000 6033100 0 0 3981200 0 2108400 3519300

P35080 Profilin-2;ProfilinPFN2 >sp|P35080|PROF2_HUMAN Profilin-2 OS=Homo sapiens GN=PFN2 PE=1 SV=3;>tr|C9J712|C9J712_HUMAN Profilin-2 OS=Homo sapiens GN=PFN2 PE=1 SV=1;>tr|C9JQ45|C9JQ45_HUMAN Profilin OS=Homo sapiens GN=PFN2 PE=1 SV=1;>tr|G5E9Q6|G5E9Q6_HUMAN Profilin OS=Homo sapiens GN=7 6 6 6 15.046 140 140;91;110;188;140;91;1250 72.474 9390600 10647000 10072000 11508000 5201100 6637600 5380100 7372600 8638300 7371300 3142900 2649100 8262600 9676000 3211400 2625100 8719300 13004000 9757800 7870500 5118200 4740600 0 0 8074800 8195100 1996300 3232500

P47972 Neuronal pentraxin-2NPTX2 >sp|P47972|NPTX2_HUMAN Neuronal pentraxin-2 OS=Homo sapiens GN=NPTX2 PE=1 SV=21 7 7 7 47.041 431 431 0 36.936 4146400 0 3912200 2443900 1623700 2477600 2085300 0 7001300 7361500 2583900 2496800 2980200 3423900 1925000 1625700 0 0 0 0 0 0 0 0 5024000 8612800 4615400 2522400

Q9Y3I0 tRNA-splicing ligase RtcB homologRTCB >sp|Q9Y3I0|RTCB_HUMAN tRNA-splicing ligase RtcB homolog OS=Homo sapiens GN=RTCB PE=1 SV=11 17 17 17 55.21 505 505 0 70.32 13915000 14660000 12629000 13387000 13227000 15346000 15766000 16414000 6129200 7338500 8233100 9890300 11309000 13500000 6187200 7368700 10035000 10272000 12855000 11561000 13876000 19233000 13993000 14795000 15049000 15511000 8737800 8336800

O43324 Eukaryotic translation elongation factor 1 epsilon-1EEF1E1 >tr|D6RBD7|D6RBD7_HUMAN Eukaryotic translation elongation factor 1 epsilon-1 OS=Homo sapiens GN=EEF1E1 PE=4 SV=1;>tr|C9J1V9|C9J1V9_HUMAN HCG2043275 OS=Homo sapiens GN=EEF1E1-BLOC1S5 PE=4 SV=2;>sp|O43324-2|MCA3_HUMAN Isoform 2 of Eukaryotic translation elon6 4 4 4 16.686 150 150;151;139;174;136;940 19.832 2703100 2992400 4569600 3554300 4178500 0 4921100 3786400 0 7281800 5611600 3785100 0 0 0 4928500 3528000 3549100 4572400 5785700 7406100 6262200 0 0 0 4370500 14153000 3816800

Q16531 DNA damage-binding protein 1DDB1 >sp|Q16531|DDB1_HUMAN DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1;>tr|F5GY55|F5GY55_HUMAN Uncharacterized protein OS=Homo sapiens GN=DDB1 PE=1 SV=117 24 24 24 126.97 1140 1140;1092;165;267;240;451;139;146;109;254;272;127;187;303;182;204;1620 150.84 10169000 10235000 10318000 10709000 10894000 12414000 11731000 11546000 8110300 7228600 11357000 10170000 9636500 10351000 9668200 9220300 13028000 11713000 9963700 9113400 8458400 9505400 7710900 7805000 16079000 15250000 9565800 10872000

P62826 GTP-binding nuclear protein RanRAN >tr|B5MDF5|B5MDF5_HUMAN GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV=1;>sp|P62826|RAN_HUMAN GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV=3;>tr|J3KQE5|J3KQE5_HUMAN GTP-binding nuclear protein Ran (Fragment) OS=Homo sapien7 10 10 10 26.224 233 233;216;234;199;103;128;530 47.464 19012000 18782000 17321000 8088900 23306000 23621000 25404000 24227000 8431900 7225900 10451000 12741000 15438000 18039000 9307800 8565500 20046000 18298000 14445000 16812000 37985000 55307000 23145000 31439000 21540000 19003000 11175000 10856000

P20618 Proteasome subunit beta type-1PSMB1 >sp|P20618|PSB1_HUMAN Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 SV=21 6 6 6 26.489 241 241 0 58.731 7518300 8333100 10306000 9766300 10514000 8115900 6807500 10083000 6462100 7216200 5165600 3714400 15500000 8050100 4582700 5732800 11838000 8045200 6574900 7305800 0 6352300 0 0 7946300 10074000 5860700 1789700

P06454 "Prothymosin alpha;Prothymosin alpha, N-terminally processed;Thymosin alpha-1"PTMA >tr|B8ZZQ6|B8ZZQ6_HUMAN Uncharacterized protein OS=Homo sapiens GN=PTMA PE=1 SV=1;>sp|P06454-2|PTMA_HUMAN Isoform 2 of Prothymosin alpha OS=Homo sapiens GN=PTMA;>sp|P06454|PTMA_HUMAN Prothymosin alpha OS=Homo sapiens GN=PTMA PE=1 SV=2;>tr|B8ZZA1|B8ZZA1_HUM7 4 4 4 11.758 107 107;110;111;131;136;148;1350 30.286 0 0 0 0 0 0 18114000 11639000 9130000 7192100 10157000 9670700 0 9250800 0 8487500 0 0 0 0 0 0 0 0 0 16321000 13343000 11782000

Q9UBQ7 Glyoxylate reductase/hydroxypyruvate reductaseGRHPR >sp|Q9UBQ7|GRHPR_HUMAN Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens GN=GRHPR PE=1 SV=1;>tr|U3KQ56|U3KQ56_HUMAN Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens GN=GRHPR PE=1 SV=1;>tr|Q5T946|Q5T946_HUMAN Glyoxylate reductase/3 9 9 9 35.668 328 328;358;395 0 104.87 9481300 4771300 6694900 4719400 18908000 15522000 6041800 14034000 9366700 7155000 27872000 68189000 14436000 8789800 26692000 10711000 0 6438100 0 2715200 0 16615000 7975200 11037000 12604000 12937000 21561000 17461000

Q9HD20 Manganese-transporting ATPase 13A1ATP13A1 >sp|Q9HD20-2|AT131_HUMAN Isoform B of Manganese-transporting ATPase 13A1 OS=Homo sapiens GN=ATP13A1;>sp|Q9HD20|AT131_HUMAN Manganese-transporting ATPase 13A1 OS=Homo sapiens GN=ATP13A1 PE=1 SV=24 10 10 10 121.11 1086 1086;1204;344;185 0 60.49 2350600 2847600 3009000 2425600 2191600 2107800 1975800 1746100 6213700 7154900 5117800 5174200 3956100 3606600 6989700 3736100 3829200 0 2674100 2911700 0 0 0 0 3338900 2420400 6341300 7294100

Q16864 V-type proton ATPase subunit FATP6V1F >sp|Q16864|VATF_HUMAN V-type proton ATPase subunit F OS=Homo sapiens GN=ATP6V1F PE=1 SV=2;>sp|Q16864-2|VATF_HUMAN Isoform 2 of V-type proton ATPase subunit F OS=Homo sapiens GN=ATP6V1F2 5 5 5 13.37 119 119;147 0 67.797 7619100 7068500 6667200 7639100 2648400 3560600 4154000 5789400 11000000 7140300 4848700 4795100 3820100 2425900 0 4951600 0 0 0 0 0 0 0 0 2838600 10074000 3091100 3402300

Q99816 Tumor susceptibility gene 101 proteinTSG101 >tr|F5H442|F5H442_HUMAN Tumor susceptibility gene 101 protein OS=Homo sapiens GN=TSG101 PE=1 SV=1;>sp|Q99816|TS101_HUMAN Tumor susceptibility gene 101 protein OS=Homo sapiens GN=TSG101 PE=1 SV=2;>sp|Q99816-2|TS101_HUMAN Isoform 2 of Tumor susceptibility ge3 3 3 3 40.917 365 365;390;285 0 15.579 2198000 0 0 0 0 2412600 1880900 2469800 0 7132200 3711900 6887200 0 2057900 3639100 4111500 0 0 0 2141900 2026500 0 0 0 2982400 2533500 10065000 6566600

P00390 "Glutathione reductase, mitochondrial"GSR >sp|P00390-2|GSHR_HUMAN Isoform Cytoplasmic of Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR;>sp|P00390|GSHR_HUMAN Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR PE=1 SV=2;>sp|P00390-4|GSHR_HUMAN Isoform 3 of Glutathione reductas7 11 11 11 51.7 479 479;522;469;493;440;131;1450 248.53 14654000 15995000 15779000 17106000 26326000 25193000 28322000 27309000 9630900 7128100 35546000 20958000 11740000 13129000 9571300 10421000 14276000 13062000 13871000 12412000 14479000 27279000 13546000 10652000 15035000 16386000 15230000 17737000

P05534 "HLA class I histocompatibility antigen, A-24 alpha chain;HLA class I histocompatibility antigen, A-23 alpha chain"HLA-A >sp|P05534|1A24_HUMAN HLA class I histocompatibility antigen, A-24 alpha chain OS=Homo sapiens GN=HLA-A PE=1 SV=2;>sp|P30447|1A23_HUMAN HLA class I histocompatibility antigen, A-23 alpha chain OS=Homo sapiens GN=HLA-A PE=1 SV=12 11 11 3 40.688 365 365;365 0 176.88 7727300 8426000 2495400 5011400 8675700 7667000 9388200 8295600 1447600 7102700 8565400 9492100 3342800 6638900 7202200 14675000 5821100 7111400 11427000 11287000 8501600 8921800 4782500 4015300 4209400 8036500 9515200 10486000

P00492 Hypoxanthine-guanine phosphoribosyltransferaseHPRT1 >sp|P00492|HPRT_HUMAN Hypoxanthine-guanine phosphoribosyltransferase OS=Homo sapiens GN=HPRT1 PE=1 SV=21 7 7 7 24.579 218 218 0 27.348 8480400 10018000 10674000 11048000 6856200 6506900 10514000 6601800 8259800 7101100 5696400 12512000 9072200 12203000 6357600 4455200 8705500 8788200 5727200 8758400 17318000 0 7557300 7847700 3304500 7619900 4765800 2225400

O00151 PDZ and LIM domain protein 1PDLIM1 >sp|O00151|PDLI1_HUMAN PDZ and LIM domain protein 1 OS=Homo sapiens GN=PDLIM1 PE=1 SV=41 16 16 16 36.071 329 329 0 260.91 5543800 5569600 7735800 5764900 11910000 10814000 11688000 11191000 7833000 7091800 12017000 11174000 7163300 7860200 7114000 9106800 4563800 8112900 3878800 3952800 8572400 8424300 8588700 6789900 8395000 7887000 10284000 11283000

P21397 Amine oxidase [flavin-containing] AMAOA >sp|P21397|AOFA_HUMAN Amine oxidase [flavin-containing] A OS=Homo sapiens GN=MAOA PE=1 SV=1;>sp|P21397-2|AOFA_HUMAN Isoform 2 of Amine oxidase [flavin-containing] A OS=Homo sapiens GN=MAOA2 13 13 11 59.681 527 527;394 0 117.37 6682800 7016100 7716500 7180200 8051000 8138300 6540500 5558800 5663600 7087100 7237700 6680700 7375200 6101100 12544000 12386000 6297200 7696000 9272300 8353100 3139800 3670400 13595000 9124200 6630200 6559600 8936200 10265000

P31942 Heterogeneous nuclear ribonucleoprotein H3HNRNPH3 >sp|P31942-2|HNRH3_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein H3 OS=Homo sapiens GN=HNRNPH3;>sp|P31942|HNRH3_HUMAN Heterogeneous nuclear ribonucleoprotein H3 OS=Homo sapiens GN=HNRNPH3 PE=1 SV=2;>sp|P31942-3|HNRH3_HUMAN Isoform 3 of Heterog6 4 3 3 35.238 331 331;346;297;139;145;2150 65.575 6097700 3818400 4214300 6240700 30579000 0 0 0 39762000 7070800 12080000 15574000 10521000 4467300 12397000 3900700 8463200 4518900 3661400 5639300 2051400 0 0 0 10457000 4604200 6580400 7292200

Q5QPK2 Dolichol-phosphate mannosyltransferase subunit 1DPM1 >tr|Q5QPK2|Q5QPK2_HUMAN Dolichol-phosphate mannosyltransferase subunit 1 OS=Homo sapiens GN=DPM1 PE=1 SV=1;>tr|H0Y368|H0Y368_HUMAN Dolichol-phosphate mannosyltransferase subunit 1 (Fragment) OS=Homo sapiens GN=DPM1 PE=1 SV=1;>sp|O60762|DPM1_HUMAN Dolichol-4 5 5 5 32.426 287 287;295;260;221 0 147.36 3970900 4352900 11695000 16305000 0 0 2670500 2617600 13380000 7065800 0 0 11658000 2417100 27974000 10221000 0 5086500 4875900 4690600 4975600 4441000 17941000 0 15814000 7788500 7766000 11806000

P00325 Alcohol dehydrogenase 1BADH1B >sp|P00325|ADH1B_HUMAN Alcohol dehydrogenase 1B OS=Homo sapiens GN=ADH1B PE=1 SV=2;>sp|P00325-2|ADH1B_HUMAN Isoform 2 of Alcohol dehydrogenase 1B OS=Homo sapiens GN=ADH1B2 17 17 6 39.854 375 375;335 0 176.67 15492000 15725000 14462000 13990000 32761000 31632000 34396000 33226000 7857100 7059800 25691000 27273000 12042000 18154000 16373000 21328000 16543000 16808000 12936000 13882000 46305000 47747000 26312000 29436000 18198000 18000000 21454000 18185000

Q99832 T-complex protein 1 subunit etaCCT7 >sp|Q99832|TCPH_HUMAN T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV=2;>sp|Q99832-3|TCPH_HUMAN Isoform 3 of T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7;>sp|Q99832-4|TCPH_HUMAN Isoform 4 of T-complex protein 1 subunit eta OS=Hom6 18 18 18 59.366 543 543;499;456;339;98;830 198.95 12551000 13598000 12153000 14356000 16433000 16820000 20877000 19990000 6622800 6992000 8681100 11292000 13840000 12430000 8043200 8657700 17817000 16335000 13691000 12406000 35103000 33653000 19342000 15474000 14203000 13323000 10344000 12199000

P07203 Glutathione peroxidase 1GPX1 >tr|A0A087WUQ6|A0A087WUQ6_HUMAN Glutathione peroxidase OS=Homo sapiens GN=GPX1 PE=1 SV=1;>sp|P07203|GPX1_HUMAN Glutathione peroxidase 1 OS=Homo sapiens GN=GPX1 PE=1 SV=42 6 6 6 21.938 202 202;203 0 22.656 0 1632100 1634100 2477900 1444300 1959600 2111300 3090900 4274000 6974200 0 1608100 2453100 3329700 2651900 3068600 0 0 0 0 0 0 0 0 0 0 3199700 2637200

P50454 Serpin H1 SERPINH1 >sp|P50454|SERPH_HUMAN Serpin H1 OS=Homo sapiens GN=SERPINH1 PE=1 SV=2;>tr|E9PR70|E9PR70_HUMAN Serpin H1 (Fragment) OS=Homo sapiens GN=SERPINH1 PE=1 SV=1;>tr|E9PPV6|E9PPV6_HUMAN Serpin H1 OS=Homo sapiens GN=SERPINH1 PE=1 SV=1;>tr|E9PKH2|E9PKH2_HUMAN Serpin13 11 11 11 46.44 418 418;295;324;201;203;247;249;150;165;167;86;142;560 114.46 4458700 3462200 2499100 5102800 4147300 5378200 4835100 5442500 6518300 6973700 17034000 13296000 3550800 3304300 6069100 8653800 7109500 6424200 7610100 3464700 7550100 7027400 9943600 7197300 5776500 4979500 7090200 10816000

Q96G03 Phosphoglucomutase-2PGM2 >sp|Q96G03|PGM2_HUMAN Phosphoglucomutase-2 OS=Homo sapiens GN=PGM2 PE=1 SV=45 13 13 13 68.283 612 612;291;59;86;195 0 51.091 3662900 3297100 3726400 3535800 8100900 8105300 7534500 7177400 4998600 6965300 5866700 7757500 3891300 5911000 5032700 5573300 3393900 3517100 3301400 4559400 8195300 8272400 0 4087100 4293100 4118900 7138600 6536000

Q13057 Bifunctional coenzyme A synthase;Phosphopantetheine adenylyltransferase;Dephospho-CoA kinaseCOASY >sp|Q13057|COASY_HUMAN Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY PE=1 SV=4;>sp|Q13057-2|COASY_HUMAN Isoform 2 of Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY8 7 7 7 62.328 564 564;593;91;128;147;219;98;1160 60.348 0 3217100 1724500 6114800 3058500 2524100 2440400 1983000 10131000 6954500 6146500 6124300 16562000 6583300 6121500 6143800 3438100 3416700 0 3872100 0 0 0 0 2157700 3182500 2334000 12842000

Q96IJ6 Mannose-1-phosphate guanyltransferase alphaGMPPA >sp|Q96IJ6|GMPPA_HUMAN Mannose-1-phosphate guanyltransferase alpha OS=Homo sapiens GN=GMPPA PE=1 SV=1;>sp|Q96IJ6-2|GMPPA_HUMAN Isoform 2 of Mannose-1-phosphate guanyltransferase alpha OS=Homo sapiens GN=GMPPA;>tr|A0A087WUI8|A0A087WUI8_HUMAN Mannose-1-phosp6 6 6 6 46.291 420 420;473;399;290;179;2490 29.77 2576100 1810500 1441300 3036700 3216700 2917400 4982500 5234400 5522200 6953200 2114600 2273600 2880200 3098600 3558700 4255300 0 0 0 0 10127000 8727700 0 0 1337800 0 3030300 5037400

P42224 Signal transducer and activator of transcription 1-alpha/beta;Signal transducer and activator of transcriptionSTAT1 >sp|P42224|STAT1_HUMAN Signal transducer and activator of transcription 1-alpha/beta OS=Homo sapiens GN=STAT1 PE=1 SV=2;>tr|J3KPM9|J3KPM9_HUMAN Signal transducer and activator of transcription OS=Homo sapiens GN=STAT1 PE=1 SV=1;>sp|P42224-2|STAT1_HUMAN Iso8 8 8 8 87.334 750 750;714;712;180;193;150;58;700 61.33 4342000 3504500 3915900 4780600 3615800 3637900 5592200 4285300 3918900 6932200 5697700 5376300 3769300 4456100 7702200 4312200 0 0 0 0 0 3564700 0 0 10035000 6063800 4145500 9296800

P21695 "Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic"GPD1 >sp|P21695-2|GPDA_HUMAN Isoform 2 of Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic OS=Homo sapiens GN=GPD1;>sp|P21695|GPDA_HUMAN Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic OS=Homo sapiens GN=GPD1 PE=1 SV=42 15 15 15 35.139 326 326;349 0 44.347 14313000 18649000 12107000 14530000 13162000 12185000 15081000 10769000 9531100 6931300 7554300 9927000 13763000 13710000 5550500 6059100 14602000 14768000 15442000 10166000 27830000 35879000 9467700 8957300 13814000 18058000 8619500 5847900

O43169 Cytochrome b5 type BCYB5B >tr|H3BUX2|H3BUX2_HUMAN Cytochrome b5 type B OS=Homo sapiens GN=CYB5B PE=1 SV=1;>tr|J3KNF8|J3KNF8_HUMAN Cytochrome b5 type B OS=Homo sapiens GN=CYB5B PE=1 SV=1;>sp|O43169|CYB5B_HUMAN Cytochrome b5 type B OS=Homo sapiens GN=CYB5B PE=1 SV=2;>tr|D6RFH4|D6RFH44 3 3 3 15.716 140 140;150;146;131 0 24.156 0 0 0 0 0 0 0 0 5882900 6895300 0 0 0 0 9713200 10217000 0 0 0 0 0 0 0 0 0 0 4290600 0

P25787 Proteasome subunit alpha type-2PSMA2 >sp|P25787|PSA2_HUMAN Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=2;>tr|C9JCK5|C9JCK5_HUMAN Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=14 5 5 5 25.898 234 234;164;48;36 0 87.451 0 0 0 0 4529000 5756500 2841000 2527800 4397300 6880100 3044400 3687200 5848500 2611500 9729600 4249700 0 0 0 7362200 0 0 3756500 3354900 2289100 1376200 2164900 3553000

P21266 Glutathione S-transferase Mu 3GSTM3 >sp|P21266|GSTM3_HUMAN Glutathione S-transferase Mu 3 OS=Homo sapiens GN=GSTM3 PE=1 SV=3;>tr|A0A0A0MTN3|A0A0A0MTN3_HUMAN Glutathione S-transferase Mu 3 OS=Homo sapiens GN=GSTM3 PE=4 SV=12 12 12 11 26.559 225 225;212 0 88.699 7631600 9291600 9395000 8815900 22784000 22785000 24130000 25106000 7377700 6849700 13140000 18265000 8353400 8367600 12722000 14456000 8382300 9392800 8670600 7543400 18557000 18527000 13923000 11461000 11811000 12076000 20778000 17174000

Q09666 Neuroblast differentiation-associated protein AHNAKAHNAK >sp|Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=27 65 65 65 629.09 5890 5890;86;121;123;131;144;1490 323.31 19864000 19262000 20403000 20543000 23490000 30341000 33353000 32819000 10241000 6822100 55606000 66078000 13134000 13856000 49492000 62602000 9653200 8415100 17775000 17013000 21460000 22020000 1E+08 1.07E+08 22891000 27184000 47790000 43638000

P23526 AdenosylhomocysteinaseAHCY >sp|P23526|SAHH_HUMAN Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4;>sp|P23526-2|SAHH_HUMAN Isoform 2 of Adenosylhomocysteinase OS=Homo sapiens GN=AHCY2 18 18 18 47.716 432 432;404 0 149.55 14402000 15100000 12569000 13809000 22559000 20372000 22368000 21202000 6400300 6798900 9495000 11729000 10465000 11034000 7171700 6679400 14737000 15794000 12576000 11373000 27266000 18391000 7927000 6140600 13564000 14522000 9056000 8259700

Q14247 Src substrate cortactinCTTN >sp|Q14247-3|SRC8_HUMAN Isoform 3 of Src substrate cortactin OS=Homo sapiens GN=CTTN;>sp|Q14247|SRC8_HUMAN Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2;>sp|Q14247-2|SRC8_HUMAN Isoform 2 of Src substrate cortactin OS=Homo sapiens GN=CTTN7 11 11 7 57.466 513 513;550;634;128;265;51;760 121.34 2675100 2699500 2836500 3821400 6666300 6375000 7644900 6902300 7924000 6772000 5636200 5279000 3152200 3304100 3989700 4308300 0 0 0 4048000 0 4648600 3706700 0 3214800 3019600 5175100 3260500

P20231 Tryptase alpha/beta-1;Tryptase beta-2TPSAB1 >tr|J3QTS8|J3QTS8_HUMAN Tryptase alpha/beta-1 OS=Homo sapiens GN=TPSAB1 PE=3 SV=1;>tr|A0A087WUI4|A0A087WUI4_HUMAN Tryptase beta-2 OS=Homo sapiens GN=TPSB2 PE=3 SV=1;>tr|A0A087X1U0|A0A087X1U0_HUMAN Tryptase beta-2 OS=Homo sapiens GN=TPSB2 PE=3 SV=1;>sp|Q1568 9 9 9 31.282 282 282;282;292;266;275;275;233;2420 61.935 13660000 11550000 11572000 11124000 17371000 16228000 17653000 17997000 5324100 6748200 14305000 12261000 10811000 9455800 15420000 17224000 13978000 10127000 13624000 11081000 8571400 7802100 6619800 5763800 12764000 10655000 13603000 13290000

P61313 Ribosomal protein L15;60S ribosomal protein L15RPL15 >tr|E7EQV9|E7EQV9_HUMAN Ribosomal protein L15 (Fragment) OS=Homo sapiens GN=RPL15 PE=1 SV=1;>sp|P61313|RL15_HUMAN 60S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2;>tr|E7ENU7|E7ENU7_HUMAN Ribosomal protein L15 (Fragment) OS=Homo sapiens GN=RPL156 8 8 8 20.51 174 174;204;175;133;145;590 27.783 6661900 6387200 5668300 6731700 12794000 9864000 10950000 10341000 4022500 6720100 4268500 4560200 5793700 8140900 4853600 5791100 7065800 7392400 8087300 7675100 0 20070000 0 13715000 5519200 6187700 6188000 6087200

Q9C002 Normal mucosa of esophagus-specific gene 1 proteinNMES1 >sp|Q9C002|NMES1_HUMAN Normal mucosa of esophagus-specific gene 1 protein OS=Homo sapiens GN=NMES1 PE=2 SV=1;>tr|H0YKW5|H0YKW5_HUMAN Normal mucosa of esophagus-specific gene 1 protein (Fragment) OS=Homo sapiens GN=C15orf48 PE=4 SV=12 4 4 4 9.6172 83 83;132 0 71.561 0 11841000 0 5457400 3765400 3795400 2245900 2229500 13559000 6675300 5581500 7075500 12683000 8055000 11632000 6852500 0 7869700 5115300 7218500 0 0 11256000 11598000 5676700 4385100 2204200 6253100

Q07021 "Complement component 1 Q subcomponent-binding protein, mitochondrial"C1QBP >sp|Q07021|C1QBP_HUMAN Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Homo sapiens GN=C1QBP PE=1 SV=1;>tr|I3L3Q7|I3L3Q7_HUMAN Complement component 1 Q subcomponent-binding protein, mitochondrial (Fragment) OS=Homo sapiens GN=C1QBP 3 5 5 5 31.362 282 282;177;178 0 105.78 10490000 10404000 15254000 16633000 7917000 8327400 8320900 8521300 22022000 6659900 3651600 8900700 25392000 9838300 5153500 15682000 11645000 14116000 16220000 17653000 9771800 10146000 14393000 17740000 21351000 16599000 12890000 5064200



P60891 Ribose-phosphate pyrophosphokinase 1PRPS1 >sp|P60891|PRPS1_HUMAN Ribose-phosphate pyrophosphokinase 1 OS=Homo sapiens GN=PRPS1 PE=1 SV=2;>tr|B1ALA9|B1ALA9_HUMAN Ribose-phosphate pyrophosphokinase 1 OS=Homo sapiens GN=PRPS1 PE=1 SV=1;>sp|P60891-2|PRPS1_HUMAN Isoform 2 of Ribose-phosphate pyrophosph5 10 10 3 34.834 318 318;218;251;114;1680 100.92 7530100 5220600 7937700 6913600 5649200 5552700 6395900 5142300 4727000 6606700 4883700 4215200 6802600 7028000 3859900 3671000 6489500 14257000 6941800 7827600 2422700 0 0 0 7594900 6124200 3743000 3121500

O60313 "Dynamin-like 120 kDa protein, mitochondrial;Dynamin-like 120 kDa protein, form S1"OPA1 >tr|E5KLK1|E5KLK1_HUMAN Dynamin-like 120 kDa protein, mitochondrial OS=Homo sapiens GN=OPA1 PE=1 SV=1;>tr|E5KLJ6|E5KLJ6_HUMAN Dynamin-like 120 kDa protein, mitochondrial OS=Homo sapiens GN=OPA1 PE=1 SV=1;>tr|E5KLJ9|E5KLJ9_HUMAN Dynamin-like 120 kDa protein11 15 15 15 111.82 961 961;978;979;1015;960;997;131;166;183;185;2430 91.299 5860000 6107700 5721400 5445100 2789200 2339700 3460900 2037900 6946200 6604700 3316800 5489700 4617200 6479900 5785500 4713500 4426600 3970100 6026500 6188200 1670800 3917000 4370400 6458200 5116500 5210700 3735500 3280100

Q99829 Copine-1 CPNE1 >tr|F2Z2V0|F2Z2V0_HUMAN Copine-1 (Fragment) OS=Homo sapiens GN=CPNE1 PE=1 SV=1;>tr|B0QZ18|B0QZ18_HUMAN Copine-1 OS=Homo sapiens GN=CPNE1 PE=1 SV=1;>sp|Q99829|CPNE1_HUMAN Copine-1 OS=Homo sapiens GN=CPNE1 PE=1 SV=1;>tr|A6PVH9|A6PVH9_HUMAN Copine-1 OS=Homo s19 8 8 8 58.634 533 533;542;537;481;427;174;202;209;231;304;152;386;136;213;305;138;138;208;670 16.361 5427000 3240900 3670700 1950700 1383300 2744200 2303200 2909000 4203400 6530600 3162900 0 2462200 2832000 1458800 2741800 0 0 2206500 2714200 0 0 0 0 2707900 2735000 2841400 623620

P33176 Kinesin-1 heavy chainKIF5B >sp|P33176|KINH_HUMAN Kinesin-1 heavy chain OS=Homo sapiens GN=KIF5B PE=1 SV=11 21 21 16 109.68 963 963 0 317.88 11198000 13436000 9616800 7666300 13201000 13471000 15734000 15458000 14658000 6524000 13435000 7548400 9785600 10527000 5542600 7244600 9130400 9031100 10361000 10388000 15470000 12643000 14787000 9014800 17074000 17151000 7351400 8604000

Q9Y512 Sorting and assembly machinery component 50 homologSAMM50 >sp|Q9Y512|SAM50_HUMAN Sorting and assembly machinery component 50 homolog OS=Homo sapiens GN=SAMM50 PE=1 SV=31 10 10 10 51.976 469 469 0 41.655 1438800 3026600 1984400 3025000 0 0 0 0 2662900 6516500 3035900 5959700 2221700 0 0 3405500 0 0 1854700 2760000 0 0 0 1320900 4971700 3128800 2907400 1654000

P69905 Hemoglobin subunit alphaHBA1;HBA2>sp|P69905|HBA_HUMAN Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2;>tr|G3V1N2|G3V1N2_HUMAN HCG1745306, isoform CRA_a OS=Homo sapiens GN=HBA2 PE=1 SV=13 7 7 3 15.257 142 142;110;142 0 45.124 7651100 10138000 9581100 9140000 18571000 17485000 15309000 13606000 5601100 6492000 6323200 8726800 10318000 8931000 9540500 10189000 10851000 11157000 12590000 9144400 15458000 24745000 26110000 26252000 8245400 9387600 9147500 8451400

Q5JPE7 Nodal modulator 2;Nodal modulator 3;Nodal modulator 1NOMO3 >tr|J3KN36|J3KN36_HUMAN Nodal modulator 3 OS=Homo sapiens GN=NOMO3 PE=4 SV=1;>sp|Q5JPE7-2|NOMO2_HUMAN Isoform 2 of Nodal modulator 2 OS=Homo sapiens GN=NOMO2;>sp|P69849|NOMO3_HUMAN Nodal modulator 3 OS=Homo sapiens GN=NOMO3 PE=2 SV=2;>sp|Q5JPE7|NOMO2_HUMAN11 17 17 17 139.38 1267 1267;1222;1222;1267;1100;1267;1222;1100;282;223;1440 205.14 5149100 6267800 3903300 4904500 2809300 5923600 2745000 3634700 6970900 6466200 18682000 8805500 13650000 7724600 12262000 24772000 5060200 5809600 9638500 9865500 2371000 1752000 7000800 4257600 7877200 10826000 11839000 17603000

P60228 Eukaryotic translation initiation factor 3 subunit EEIF3E >sp|P60228|EIF3E_HUMAN Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1;>tr|E5RGA2|E5RGA2_HUMAN Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1;>tr|E5RHS5|E5RHS5_HUMAN Eukaryoti10 11 11 11 52.22 445 445;352;226;171;156;74;75;45;56;750 31.549 2651900 2149400 2744400 3043700 2759600 1403800 2935300 3326000 2410800 6442800 0 1244200 1927800 2356900 1471400 2801500 2455500 0 2909100 2146000 0 0 0 0 1766300 1911600 2117200 1594300

Q9P0M6 Core histone macro-H2A.2;Histone H2AH2AFY2 >sp|Q9P0M6|H2AW_HUMAN Core histone macro-H2A.2 OS=Homo sapiens GN=H2AFY2 PE=1 SV=3;>tr|Q5SQT3|Q5SQT3_HUMAN Histone H2A (Fragment) OS=Homo sapiens GN=H2AFY2 PE=4 SV=32 14 12 12 40.058 372 372;243 0 135.22 13217000 12449000 10574000 10225000 3456200 4338300 4247200 3137200 8688800 6440800 7583300 9509700 8573100 10290000 12880000 15214000 13229000 13778000 14032000 14541000 7129200 6219000 25536000 27598000 10970000 9358900 9403400 10495000

O94874 E3 UFM1-protein ligase 1UFL1 >sp|O94874|UFL1_HUMAN E3 UFM1-protein ligase 1 OS=Homo sapiens GN=UFL1 PE=1 SV=2;>sp|O94874-2|UFL1_HUMAN Isoform 2 of E3 UFM1-protein ligase 1 OS=Homo sapiens GN=UFL1;>sp|O94874-3|UFL1_HUMAN Isoform 3 of E3 UFM1-protein ligase 1 OS=Homo sapiens GN=UFL13 24 24 24 89.594 794 794;729;509 0 163.89 11119000 11422000 8416000 8090800 8286900 10023000 10400000 10101000 8128700 6439900 12517000 10154000 7559200 8083900 10554000 11680000 8290200 10613000 10296000 12627000 7081600 4582300 22589000 18786000 10069000 8756100 13721000 14969000

O75947 "ATP synthase subunit d, mitochondrial"ATP5H >sp|O75947|ATP5H_HUMAN ATP synthase subunit d, mitochondrial OS=Homo sapiens GN=ATP5H PE=1 SV=3;>sp|O75947-2|ATP5H_HUMAN Isoform 2 of ATP synthase subunit d, mitochondrial OS=Homo sapiens GN=ATP5H3 12 12 12 18.491 161 161;137;81 0 43.521 11096000 11329000 9639700 9144800 5838200 6216100 5493300 5841300 7170100 6414800 6277400 5997900 8423000 13945000 11349000 14519000 6973800 8641400 10578000 13482000 4095900 8680800 14849000 19127000 8755000 9259100 9114500 8940600

Q15056 Eukaryotic translation initiation factor 4HEIF4H >sp|Q15056-2|IF4H_HUMAN Isoform Short of Eukaryotic translation initiation factor 4H OS=Homo sapiens GN=EIF4H;>sp|Q15056|IF4H_HUMAN Eukaryotic translation initiation factor 4H OS=Homo sapiens GN=EIF4H PE=1 SV=52 8 8 8 25.2 228 228;248 0 199.27 5818400 5031100 6992100 4332800 4186400 4260600 3698500 4189800 4591000 6357800 5766100 2188500 8130700 6796900 2680200 8943000 0 0 0 0 0 0 1203000 0 0 0 3512800 2825600

P00568 Adenylate kinase isoenzyme 1AK1 >tr|Q5T9B7|Q5T9B7_HUMAN Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=1;>sp|P00568|KAD1_HUMAN Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=3;>tr|H0Y4J6|H0Y4J6_HUMAN Adenylate kinase isoenzyme 1 (Fragment) OS=Homo sapiens GN=AK17 7 7 7 23.411 210 210;194;135;51;197;536;5620 68.688 8286700 7224900 6170500 7581400 10435000 11036000 11289000 9098200 7484200 6356100 6497800 6673600 6487400 9625700 7793100 5815400 9768200 7128300 7463200 7736600 19637000 17046000 11647000 0 9270900 9260500 7299000 8041100

O75347 Tubulin-specific chaperone ATBCA >tr|E5RIW3|E5RIW3_HUMAN Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=1;>tr|E5RJD8|E5RJD8_HUMAN Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=1;>tr|E5RHG6|E5RHG6_HUMAN Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 5 4 4 4 10.08 84 84;119;131;108;1290 62.664 5689600 6199500 6991100 7306900 9724800 8626000 10386000 9583700 6649300 6317400 6198400 6327300 6120400 8108000 4794900 4275500 7526800 6563800 3411300 7301000 5804600 0 0 0 8973000 9882400 5969700 5684100

Q9Y3E1 Hepatoma-derived growth factor-related protein 3HDGFRP3 >sp|Q9Y3E1|HDGR3_HUMAN Hepatoma-derived growth factor-related protein 3 OS=Homo sapiens GN=HDGFRP3 PE=1 SV=1;>tr|H3BTV7|H3BTV7_HUMAN Hepatoma-derived growth factor-related protein 3 (Fragment) OS=Homo sapiens GN=HDGFRP3 PE=4 SV=15 6 6 5 22.619 203 203;148;141;44;97 0 71.85 3074800 2914100 3574500 3640900 2222900 1439700 1754300 1434600 1677300 6312700 1521300 1882000 4117000 3391600 4514700 3587400 3705600 3885200 6274300 6457700 2745900 2797500 5308300 4846400 4081000 4452600 3170600 4203100

Q16134 "Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial"ETFDH >sp|Q16134-3|ETFD_HUMAN Isoform 2 of Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Homo sapiens GN=ETFDH;>sp|Q16134|ETFD_HUMAN Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Homo sapiens GN=ETFDH PE=3 11 11 11 62.824 570 570;617;164 0 114.47 4923000 4861500 6363200 5441100 3543400 2966200 2204600 4160900 5893400 6277500 5736700 3538800 4188100 3918600 7289700 6738600 7904000 5984600 5672200 5038500 3880900 0 5906300 9416200 7511700 5630500 3803100 4198800

Q13200 26S proteasome non-ATPase regulatory subunit 2PSMD2 >sp|Q13200|PSMD2_HUMAN 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens GN=PSMD2 PE=1 SV=3;>sp|Q13200-3|PSMD2_HUMAN Isoform 3 of 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens GN=PSMD2;>sp|Q13200-2|PSMD2_HUMAN Isoform 2 of 26S7 18 18 18 100.2 908 908;778;749;217;203;143;590 96.039 6119500 7437400 9266300 7553000 8940200 9552800 12761000 10323000 9332200 6266900 5552200 8135900 4723900 6761700 6217400 6083200 5424100 3960400 3642700 6730400 0 13462000 4883900 5288200 8784600 13802000 12143000 8210100

Q9NQW7 Xaa-Pro aminopeptidase 1XPNPEP1 >sp|Q9NQW7-3|XPP1_HUMAN Isoform 3 of Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1;>tr|Q5T6H7|Q5T6H7_HUMAN Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV=1;>sp|Q9NQW7|XPP1_HUMAN Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV7 12 12 12 74.797 666 666;552;623;642;599;233;3030 70.368 3423500 4358400 3922100 3294200 13754000 13271000 14213000 16318000 4358200 6266000 15706000 8899100 2365600 4763200 7852200 14748000 3214100 1901700 3301300 1089000 6728400 6584700 866160 2506200 3541200 3570300 11029000 15991000

P47756 F-actin-capping protein subunit betaCAPZB >sp|P47756-2|CAPZB_HUMAN Isoform 2 of F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB;>tr|B1AK87|B1AK87_HUMAN Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_a OS=Homo sapiens GN=CAPZB PE=1 SV=1;>tr|B1AK88|B1AK88_HUMAN Cappi5 13 13 13 30.628 272 272;260;301;277;2600 105.63 12048000 13773000 10909000 11458000 13613000 11615000 12505000 8559700 6482300 6244300 8510400 10234000 8801800 11966000 7114000 7725400 8769000 10068000 12113000 13492000 9583000 0 0 5566400 9698700 9941300 8599300 9934900

P30046 D-dopachrome decarboxylase;D-dopachrome decarboxylase-like proteinDDT;DDTL >sp|P30046|DOPD_HUMAN D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=3;>tr|J3KQ18|J3KQ18_HUMAN D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=1;>tr|B5MC82|B5MC82_HUMAN D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=4 SV=2;>sp|P36 8 8 8 12.712 118 118;132;166;107;134;500 108.58 7830200 8138900 9115800 9085100 16192000 14428000 14141000 12932000 9134600 6212300 5598800 7668300 7184700 9912300 7888200 10895000 9521800 8163800 10173000 10322000 17427000 14055000 10883000 8896200 8196200 8386800 8710900 8669000

Q96AB3 "Isochorismatase domain-containing protein 2, mitochondrial"ISOC2 >sp|Q96AB3|ISOC2_HUMAN Isochorismatase domain-containing protein 2, mitochondrial OS=Homo sapiens GN=ISOC2 PE=1 SV=1;>tr|K7EKW4|K7EKW4_HUMAN Isochorismatase domain-containing protein 2, mitochondrial (Fragment) OS=Homo sapiens GN=ISOC2 PE=1 SV=1;>sp|Q96AB35 6 6 6 22.337 205 205;178;135;221;1750 53.183 2094800 2323400 2820200 0 3242900 0 594640 1980400 5625100 6194900 2554700 1991700 4448800 2605800 6606700 6578300 0 0 0 0 0 0 0 0 5970800 4507800 5797400 3242400

O95834 Echinoderm microtubule-associated protein-like 2EML2 >sp|O95834-2|EMAL2_HUMAN Isoform 2 of Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens GN=EML2;>sp|O95834-3|EMAL2_HUMAN Isoform 3 of Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens GN=EML2;>tr|K7EIK7|K7EIK7_HUMAN Echinoderm14 11 11 11 86.47 796 796;850;773;649;603;181;223;121;225;73;111;133;142;1480 132.43 8820300 10014000 9847100 6757500 4513800 7181600 6187900 7208400 9979600 6167900 4503500 4589500 4539300 5024000 3790200 5152000 0 0 3220500 4280100 0 0 0 0 6645800 7708100 7845200 7829900

P42025 Beta-centractinACTR1B >sp|P42025|ACTY_HUMAN Beta-centractin OS=Homo sapiens GN=ACTR1B PE=1 SV=11 9 5 5 42.293 376 376 0 20.263 3902200 2710100 2374100 3638700 3628700 3547100 4510900 3772600 3402700 6151700 4399400 2176400 3245000 2369700 2406200 2478700 2483100 2606000 2408300 2708500 2079300 0 2664100 2207400 3355300 4726800 2258000 4200500

P02751 Fibronectin;Anastellin;Ugl-Y1;Ugl-Y2;Ugl-Y3FN1 >sp|P02751-4|FINC_HUMAN Isoform 4 of Fibronectin OS=Homo sapiens GN=FN1;>sp|P02751-10|FINC_HUMAN Isoform 10 of Fibronectin OS=Homo sapiens GN=FN1;>sp|P02751-6|FINC_HUMAN Isoform 6 of Fibronectin OS=Homo sapiens GN=FN1;>sp|P02751-5|FINC_HUMAN Isoform 5 of F17 8 8 8 222.97 2031 2031;2176;2184;2211;2240;2265;2296;2330;2355;2386;2008;2267;2386;2446;2477;1103;2410 72.386 0 0 0 0 0 0 0 0 22116000 6129900 1266100 0 1859700 0 0 0 0 0 0 2600700 0 0 0 0 1388200 0 0 0

Q5T123 SH3 domain-binding glutamic acid-rich-like protein 3SH3BGRL3 >tr|Q5T123|Q5T123_HUMAN SH3 domain-binding glutamic acid-rich-like protein 3 OS=Homo sapiens GN=SH3BGRL3 PE=1 SV=1;>tr|A0A087WV23|A0A087WV23_HUMAN SH3 domain-binding glutamic acid-rich-like protein 3 OS=Homo sapiens GN=SH3BGRL3 PE=1 SV=1;>sp|Q9H299|SH3L3_H3 4 4 4 9.3804 88 88;226;93 0 63.142 0 4140100 9571700 4348100 2395700 3224200 0 0 12598000 6119000 2825800 2032400 8922600 6073400 3510800 3581700 0 0 0 0 0 0 0 0 0 0 4644600 4859800

P62244 40S ribosomal protein S15aRPS15A >sp|P62244|RS15A_HUMAN 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=2;>tr|I3L3P7|I3L3P7_HUMAN 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=13 7 7 3 14.839 130 130;100;58 0 59.012 10184000 10106000 13185000 13515000 13870000 16520000 13007000 11486000 7150600 6118500 2509600 2985900 10834000 11488000 6507400 8210300 11708000 13651000 12829000 12766000 10733000 8900800 3026100 2704300 10977000 10750000 5809500 4528500

Q13554 Calcium/calmodulin-dependent protein kinase type II subunit betaCAMK2B >sp|Q13554-7|KCC2B_HUMAN Isoform 7 of Calcium/calmodulin-dependent protein kinase type II subunit beta OS=Homo sapiens GN=CAMK2B;>sp|Q13554-4|KCC2B_HUMAN Isoform 3 of Calcium/calmodulin-dependent protein kinase type II subunit beta OS=Homo sapiens GN=CAMK213 7 4 3 50.955 449 449;479;503;517;518;542;666;492;184;362;168;112;1800 38.938 2389400 2292900 2310300 2889500 2102100 0 0 2380500 6104600 6094500 1787200 2007500 1826400 3327500 0 0 1992700 2935000 2671500 1889100 2275300 0 2837400 4128600 2117800 2272000 1332200 1523400

P48643 T-complex protein 1 subunit epsilonCCT5 >sp|P48643|TCPE_HUMAN T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 SV=1;>tr|E7ENZ3|E7ENZ3_HUMAN T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 SV=1;>tr|B7ZAR1|B7ZAR1_HUMAN T-complex protein 1 subunit epsilon OS=Homo sa7 21 21 21 59.67 541 541;486;503;520;448;44;620 163.25 12980000 13546000 9159200 9657900 9198400 6701200 10087000 12115000 8993700 6088600 5914800 7230300 9324300 12786000 7410800 6115400 12176000 12775000 8916500 9289100 11424000 15582000 9095300 6110900 9278400 10908000 4500700 4069000

Q9P0L0 Vesicle-associated membrane protein-associated protein AVAPA >sp|Q9P0L0|VAPA_HUMAN Vesicle-associated membrane protein-associated protein A OS=Homo sapiens GN=VAPA PE=1 SV=3;>sp|Q9P0L0-2|VAPA_HUMAN Isoform 2 of Vesicle-associated membrane protein-associated protein A OS=Homo sapiens GN=VAPA3 8 8 7 27.893 249 249;294;29 0 50.014 6487800 6839900 7567700 6095300 4021800 4658900 5713500 4270400 12463000 6082500 34134000 28537000 5876000 8048900 12314000 10762000 6669400 5715300 6722300 6856900 4496800 0 3151900 3574300 9617800 9725200 9953000 7527900

Q9UH03 Neuronal-specific septin-3SEP-7 >tr|E7ES33|E7ES33_HUMAN Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=3;>tr|E7EPK1|E7EPK1_HUMAN Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2;>sp|Q16181-2|SEPT7_HUMAN Isoform 2 of Septin-7 OS=Homo sapiens GN=SEPT7;>sp|Q16181|SEPT7_HUMAN Septin-7 OS=Homo sapiens 8 12 12 12 48.715 417 417;437;436;437;373;384;88;4320 86.187 7117200 7391600 6502300 6159600 10772000 12111000 9580400 10849000 11067000 6062000 7246400 9522300 7191400 7148400 6915300 8951600 6920400 7474500 4319700 5570500 7710900 10813000 11950000 7667700 8875700 10214000 10934000 10188000

Q9NUJ1 "Mycophenolic acid acyl-glucuronide esterase, mitochondrial"ABHD10 >sp|Q9NUJ1|ABHDA_HUMAN Mycophenolic acid acyl-glucuronide esterase, mitochondrial OS=Homo sapiens GN=ABHD10 PE=1 SV=1;>sp|Q9NUJ1-2|ABHDA_HUMAN Isoform 2 of Mycophenolic acid acyl-glucuronide esterase, mitochondrial OS=Homo sapiens GN=ABHD103 11 11 11 33.932 306 306;149;205 0 118.44 11785000 12784000 11730000 11187000 9323200 10594000 9579100 9116800 6905400 6054000 10834000 11234000 9534600 12392000 6835700 11526000 12334000 12340000 11048000 10984000 14789000 15167000 10654000 13067000 14230000 14815000 10134000 8861400

Q15257 Serine/threonine-protein phosphatase 2A activatorPPP2R4 >tr|A6PVN5|A6PVN5_HUMAN Serine/threonine-protein phosphatase 2A activator OS=Homo sapiens GN=PPP2R4 PE=1 SV=1;>sp|Q15257-3|PTPA_HUMAN Isoform 3 of Serine/threonine-protein phosphatase 2A activator OS=Homo sapiens GN=PPP2R4;>sp|Q15257-2|PTPA_HUMAN Isoform 119 7 7 7 37.375 329 329;294;323;358;288;281;104;250;254;263;61;64;129;132;176;41;77;151;2180 38.811 6309200 5437600 5786500 5838000 5191300 7391000 5144600 4593700 12895000 6049200 23120000 8368000 4432100 6473200 6070900 5231000 6975800 8582600 5881700 3202700 0 4615400 0 0 10034000 5744400 11109000 7254000

Q9NWV4 UPF0587 protein C1orf123C1orf123 >sp|Q9NWV4|CA123_HUMAN UPF0587 protein C1orf123 OS=Homo sapiens GN=C1orf123 PE=1 SV=1;>tr|B1ARP7|B1ARP7_HUMAN UPF0587 protein C1orf123 OS=Homo sapiens GN=C1orf123 PE=1 SV=12 3 3 3 18.048 160 160;137 0 29.753 5964900 0 2653200 3521300 4938200 4988000 4906200 5120100 9975100 6023900 15588000 17420000 5015600 8161800 5129700 3362400 0 0 0 0 0 0 0 0 4462400 3531700 0 8549500

P61011 Signal recognition particle 54 kDa proteinSRP54 >tr|G3V4F7|G3V4F7_HUMAN Signal recognition particle 54 kDa protein OS=Homo sapiens GN=SRP54 PE=1 SV=1;>sp|P61011-2|SRP54_HUMAN Isoform 2 of Signal recognition particle 54 kDa protein OS=Homo sapiens GN=SRP54;>sp|P61011|SRP54_HUMAN Signal recognition partic3 7 7 7 48.67 440 440;455;504 0 25.209 1420100 0 1443700 0 549390 0 1060300 1078800 0 6013700 0 0 5190200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P29992 Guanine nucleotide-binding protein subunit alpha-11GNA11 >sp|P29992|GNA11_HUMAN Guanine nucleotide-binding protein subunit alpha-11 OS=Homo sapiens GN=GNA11 PE=1 SV=2;>tr|K7EL62|K7EL62_HUMAN Guanine nucleotide-binding protein subunit alpha-11 (Fragment) OS=Homo sapiens GN=GNA11 PE=1 SV=14 6 6 5 42.123 359 359;236;72;355 0 43.402 3353200 5299600 4173100 2356700 1703900 1936100 2554400 4337700 5787800 5998500 3555700 4223600 4249700 3124200 10322000 9431700 5815700 0 5001200 5622900 0 0 0 0 9905400 4922100 3149700 7794700

P49773 Histidine triad nucleotide-binding protein 1HINT1 >sp|P49773|HINT1_HUMAN Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HINT1 PE=1 SV=2;>tr|D6REP8|D6REP8_HUMAN Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HINT1 PE=1 SV=1;>tr|D6RE99|D6RE99_HUMAN Histidine triad nucleotid5 4 4 4 13.802 126 126;78;78;103;65 0 16.987 0 0 0 10321000 8731600 6674900 6369600 2296000 14048000 5991100 3243100 6227100 5296000 7732400 9918600 5010800 0 17576000 0 0 34708000 0 0 0 0 6575100 6088500 3314900

Q9UL46 Proteasome activator complex subunit 2PSME2 >tr|A0A087X1Z3|A0A087X1Z3_HUMAN Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=1;>sp|Q9UL46|PSME2_HUMAN Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=4;>tr|H0YM70|H0YM70_HUMAN Proteasome activator complex 4 8 8 8 29.126 254 254;239;228;85 0 138.86 5900300 5888500 6892600 6591900 8655900 6235600 7802800 10257000 4039800 5979100 3250500 3024500 4823400 4412700 4260700 4584000 7151200 10595000 6569900 3529100 7977900 8081000 0 4213700 5050600 4693700 3099600 3467100

Q5QPM7 Proteasome inhibitor PI31 subunitPSMF1 >tr|Q5QPM7|Q5QPM7_HUMAN Proteasome inhibitor PI31 subunit OS=Homo sapiens GN=PSMF1 PE=1 SV=2;>sp|Q92530|PSMF1_HUMAN Proteasome inhibitor PI31 subunit OS=Homo sapiens GN=PSMF1 PE=1 SV=2;>tr|H0Y555|H0Y555_HUMAN Proteasome inhibitor PI31 subunit (Fragment) OS5 2 2 2 28.956 263 263;271;107;127;1830 31.149 0 0 0 804930 0 383250 0 0 4618600 5972600 0 0 413250 0 0 452730 0 0 0 0 0 0 0 0 0 380010 482540 0

P62314 Small nuclear ribonucleoprotein Sm D1SNRPD1 >sp|P62314|SMD1_HUMAN Small nuclear ribonucleoprotein Sm D1 OS=Homo sapiens GN=SNRPD1 PE=1 SV=1;>tr|J3QLI9|J3QLI9_HUMAN Small nuclear ribonucleoprotein Sm D1 OS=Homo sapiens GN=SNRPD1 PE=1 SV=13 4 4 4 13.281 119 119;75;44 0 98.122 3433900 6469500 3916200 4768100 2750200 5409900 6263700 6252000 4334800 5970000 4364800 4399900 3672700 5436600 3415900 6646100 5457500 4892400 5464600 4181300 0 3014500 0 0 4864500 3998400 4442500 4843500

Q86U42 Polyadenylate-binding protein 2PABPN1 >sp|Q86U42-2|PABP2_HUMAN Isoform 2 of Polyadenylate-binding protein 2 OS=Homo sapiens GN=PABPN1;>sp|Q86U42|PABP2_HUMAN Polyadenylate-binding protein 2 OS=Homo sapiens GN=PABPN1 PE=1 SV=3;>tr|B4DEH8|B4DEH8_HUMAN Polyadenylate-binding protein 2 OS=Homo sapie6 5 5 5 31.496 296 296;306;168;178;333;960 72.72 0 0 1650100 0 4044200 5278400 3826500 3758700 4214300 5948000 8679800 6664400 3909400 2836500 6526300 2404300 0 3055600 0 1821600 0 0 0 0 2970300 0 5003000 8176500

Q99962 Endophilin-A1SH3GL2 >sp|Q99962|SH3G2_HUMAN Endophilin-A1 OS=Homo sapiens GN=SH3GL2 PE=1 SV=11 6 6 5 39.962 352 352 0 18.216 3639700 4229400 5204400 4139700 2557300 2793000 3174600 3492500 8078200 5947300 2142000 2696800 3807100 4162800 1395300 1984500 2676900 3735600 4034800 5204300 0 0 0 0 5897700 5799000 3540700 2805500

Q9BRX8 Redox-regulatory protein FAM213AFAM213A >sp|Q9BRX8-2|F213A_HUMAN Isoform 2 of Redox-regulatory protein FAM213A OS=Homo sapiens GN=FAM213A;>sp|Q9BRX8|F213A_HUMAN Redox-regulatory protein FAM213A OS=Homo sapiens GN=FAM213A PE=1 SV=32 3 3 3 24.462 218 218;229 0 14.213 3006300 2531800 0 0 0 1041200 1500800 1313400 0 5942200 0 7981400 0 0 773310 0 0 0 0 0 0 0 0 0 2528400 0 0 29682000

P68400 Casein kinase II subunit alpha;Casein kinase II subunit alpha 3CSNK2A1 >tr|E7EU96|E7EU96_HUMAN Casein kinase II subunit alpha OS=Homo sapiens GN=CSNK2A1 PE=1 SV=1;>tr|Q5U5J2|Q5U5J2_HUMAN CSNK2A1 protein OS=Homo sapiens GN=CSNK2A1 PE=1 SV=1;>sp|P68400|CSK21_HUMAN Casein kinase II subunit alpha OS=Homo sapiens GN=CSNK2A1 PE=1 S7 8 8 8 45.31 385 385;397;391;391;255;74;800 41.255 4893600 3779000 3783800 5100300 4719500 4710400 5307700 4711800 9502900 5902500 5003200 2981100 8525400 3543200 3812000 4736200 0 0 0 0 0 0 0 0 2505100 4079600 13048000 6695600

Q13740 CD166 antigenALCAM >tr|F5GXJ9|F5GXJ9_HUMAN CD166 antigen OS=Homo sapiens GN=ALCAM PE=1 SV=1;>sp|Q13740-2|CD166_HUMAN Isoform 2 of CD166 antigen OS=Homo sapiens GN=ALCAM;>sp|Q13740|CD166_HUMAN CD166 antigen OS=Homo sapiens GN=ALCAM PE=1 SV=26 10 10 10 59.528 532 532;570;583;344;133;3050 78.191 6821200 7991900 6786800 6648300 4212400 4203100 4661100 3372100 6682400 5893800 3497400 8904500 5620200 6822200 6917300 6350200 8311000 3605400 7808800 9136100 0 12028000 12817000 17175000 8801200 5324200 4685100 4966900

P51553 "Isocitrate dehydrogenase [NAD] subunit gamma, mitochondrial"IDH3G >tr|E9PF84|E9PF84_HUMAN Isocitrate dehydrogenase [NAD] subunit, mitochondrial (Fragment) OS=Homo sapiens GN=IDH3G PE=1 SV=1;>tr|G5E9Q7|G5E9Q7_HUMAN Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Homo sapiens GN=IDH3G PE=1 SV=1;>tr|D3DWV9|D3DWV9_H8 5 5 5 31.422 285 285;322;335;340;380;393;199;2110 72.319 6923200 4824100 5406900 5504800 5451700 5386900 8303700 5488500 9229100 5870000 5253100 6066900 6597900 8608600 10257000 10261000 0 0 6965200 8388900 0 0 5207200 2629200 9529200 10518000 16091000 11385000

P46977 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3ASTT3A >sp|P46977|STT3A_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A OS=Homo sapiens GN=STT3A PE=1 SV=2;>sp|P46977-2|STT3A_HUMAN Isoform 2 of Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A OS=Hom6 13 13 13 80.529 705 705;613;103;117;119;1940 65.56 8213500 7921600 8640300 8515900 8743300 7137900 9119600 8427800 5660000 5837100 13487000 9354700 12450000 7815500 13510000 13585000 10169000 9940600 9803500 11701000 3306700 3192200 2071500 12126000 12685000 11630000 13122000 9391200

O95861 "3(2),5-bisphosphate nucleotidase 1"BPNT1 >sp|O95861|BPNT1_HUMAN 3(2),5-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1 PE=1 SV=1;>sp|O95861-2|BPNT1_HUMAN Isoform 2 of 3(2),5-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1;>tr|A6NF51|A6NF51_HUMAN 3(2),5-bisphosphate nucleotidase9 8 8 8 33.392 308 308;325;291;272;253;130;136;170;1160 140.85 5709500 6530200 5578800 6484200 5737300 5950300 6097400 5769200 5668800 5828500 3617400 4498900 7636700 6413300 3999700 3446700 4570400 4592000 4494900 4436500 8573700 9784600 5441600 6346900 5770800 6345600 5423400 6440500

P00918 Carbonic anhydrase 2CA2 >sp|P00918|CAH2_HUMAN Carbonic anhydrase 2 OS=Homo sapiens GN=CA2 PE=1 SV=23 7 7 7 29.246 260 260;97;101 0 68.409 4926600 5963200 6687500 6317400 12096000 10395000 12538000 9590100 5943600 5819300 9371100 14348000 2457900 4896400 7538000 9379900 4329800 4810300 4521900 4618200 21382000 15277000 8054000 10437000 7197300 6650300 9447600 6788200

P46778 60S ribosomal protein L21RPL21 >sp|P46778|RL21_HUMAN 60S ribosomal protein L21 OS=Homo sapiens GN=RPL21 PE=1 SV=2;>tr|G3V1B3|G3V1B3_HUMAN 60S ribosomal protein L21 OS=Homo sapiens GN=RPL21 PE=1 SV=1;>tr|M0R181|M0R181_HUMAN 60S ribosomal protein L21 (Fragment) OS=Homo sapiens GN=RPL21 PE3 2 2 2 18.565 160 160;87;122 0 19.508 5845500 4858200 7014400 6648800 10433000 9774100 12118000 10231000 4904400 5817800 6071300 7469500 5163000 6604000 6388400 6970200 0 0 0 0 10410000 10671000 7885400 6954900 5986000 4655900 6418800 6329300

Q7L576 Cytoplasmic FMR1-interacting protein 1;Cytoplasmic FMR1-interacting protein 2CYFIP1 >sp|Q7L576|CYFP1_HUMAN Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1 PE=1 SV=1;>sp|Q7L576-2|CYFP1_HUMAN Isoform 2 of Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1;>sp|Q7L576-3|CYFP1_HUMAN Isoform 3 of Cytoplasmic FMR1-11 9 9 9 145.18 1253 1253;822;447;1057;1117;1227;1253;1278;176;185;2340 36.48 0 0 1920000 1909300 3060200 2628900 2583000 2284000 2150600 5798900 2554600 2483400 1428600 1202100 2084900 7295500 0 0 0 0 0 0 0 0 1689000 3865100 1959000 3998700

P04066 Tissue alpha-L-fucosidaseFUCA1 >sp|P04066|FUCO_HUMAN Tissue alpha-L-fucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=41 6 6 6 53.688 466 466 0 32.575 0 5929900 9301400 12402000 6494000 4515900 5913500 5539000 33329000 5791800 5345000 14057000 11497000 4905000 15032000 3700400 7755500 8781100 5691200 5938900 0 0 0 0 4601900 4380900 8164100 7467700

Q6IAA8 Ragulator complex protein LAMTOR1LAMTOR1 >tr|F5GX19|F5GX19_HUMAN Ragulator complex protein LAMTOR1 OS=Homo sapiens GN=LAMTOR1 PE=1 SV=1;>tr|F5H3Y3|F5H3Y3_HUMAN Ragulator complex protein LAMTOR1 OS=Homo sapiens GN=LAMTOR1 PE=1 SV=1;>sp|Q6IAA8|LTOR1_HUMAN Ragulator complex protein LAMTOR1 OS=Homo s5 3 3 3 15.687 142 142;160;161;79;99 0 33.993 3135600 3510900 0 3211800 0 0 0 0 6927300 5782200 3140000 3272200 8149500 3540500 2672900 1974500 3553500 0 0 0 0 0 0 0 0 0 3071700 0

Q16849 Receptor-type tyrosine-protein phosphatase-like NPTPRN >sp|Q16849-2|PTPRN_HUMAN Isoform 2 of Receptor-type tyrosine-protein phosphatase-like N OS=Homo sapiens GN=PTPRN;>sp|Q16849|PTPRN_HUMAN Receptor-type tyrosine-protein phosphatase-like N OS=Homo sapiens GN=PTPRN PE=1 SV=1;>sp|Q16849-3|PTPRN_HUMAN Isoform 3 8 15 15 14 102.82 950 950;979;889;166;67;86;125;1370 223.8 9387300 9927500 9583300 9508400 4968600 4250400 7640900 7413900 12761000 5770000 6565400 9504200 8877100 10025000 7010300 6597700 5719400 10248000 9506300 12468000 5295500 6667100 0 6785800 14386000 10560000 7550000 6642900

P0C0S5 Histone H2A.V;Histone H2A.Z;Histone H2AH2AFV >sp|Q71UI9|H2AV_HUMAN Histone H2A.V OS=Homo sapiens GN=H2AFV PE=1 SV=3;>sp|P0C0S5|H2AZ_HUMAN Histone H2A.Z OS=Homo sapiens GN=H2AFZ PE=1 SV=2;>tr|C9J0D1|C9J0D1_HUMAN Histone H2A OS=Homo sapiens GN=H2AFV PE=3 SV=1;>sp|Q71UI9-3|H2AV_HUMAN Isoform 3 of Histon7 5 3 3 13.509 128 128;128;122;90;102;114;760 16.684 7534100 8002200 7016800 9509200 0 4172300 0 3361300 5864600 5751700 6880100 8960500 6594200 8879000 12151000 10218000 12185000 11889000 11596000 2871500 10248000 9646400 24838000 20618000 10051000 17203000 7266400 5362900

Q13765 "Nascent polypeptide-associated complex subunit alpha;Nascent polypeptide-associated complex subunit alpha, muscle-specific form"NACA >tr|F8VZJ2|F8VZJ2_HUMAN Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Homo sapiens GN=NACA PE=1 SV=1;>tr|F8W0W4|F8W0W4_HUMAN Nascent polypeptide-associated complex subunit alpha, muscle-specific form (Fragment) OS=Homo sapie9 4 4 3 15.016 136 136;198;213;215;925;2078;71;148;1260 126.82 8545600 9377100 7756800 8190500 12065000 13648000 14533000 13962000 6265400 5748400 15114000 12151000 8311500 8808700 8335100 8344300 6849600 6497700 5911900 5719500 20794000 18028000 10266000 9583000 11825000 12765000 12373000 10468000

Q5T5C0 Syntaxin-binding protein 5STXBP5 >sp|Q5T5C0-3|STXB5_HUMAN Isoform 3 of Syntaxin-binding protein 5 OS=Homo sapiens GN=STXBP5;>sp|Q5T5C0-2|STXB5_HUMAN Isoform 2 of Syntaxin-binding protein 5 OS=Homo sapiens GN=STXBP5;>sp|Q5T5C0|STXB5_HUMAN Syntaxin-binding protein 5 OS=Homo sapiens GN=STXBP6 10 10 10 121.6 1098 1098;1115;1151;264;308;1740 63.075 4157200 4311400 4354000 3752900 2235500 2508800 3467300 3824300 4219900 5745100 2899100 4113300 3217100 3308200 1724600 3375000 5252500 3431200 3620500 2822500 0 0 0 0 3313700 3211800 2168200 3027100

Q9H0R4 Haloacid dehalogenase-like hydrolase domain-containing protein 2HDHD2 >tr|K7ER15|K7ER15_HUMAN Haloacid dehalogenase-like hydrolase domain-containing protein 2 (Fragment) OS=Homo sapiens GN=HDHD2 PE=1 SV=1;>sp|Q9H0R4|HDHD2_HUMAN Haloacid dehalogenase-like hydrolase domain-containing protein 2 OS=Homo sapiens GN=HDHD2 PE=1 SV=6 5 5 5 22.49 204 204;259;169;146;122;1320 16.376 1766900 2403200 2570000 3371400 1463700 2231400 1568900 2089300 14504000 5721100 1527900 1219600 5795300 1265800 6730200 1577600 0 3672500 0 2192000 0 0 0 0 6459700 1160500 2641000 4608800

P61421 V-type proton ATPase subunit d 1ATP6V0D1 >tr|F5GYQ1|F5GYQ1_HUMAN V-type proton ATPase subunit d 1 OS=Homo sapiens GN=ATP6V0D1 PE=1 SV=1;>sp|P61421|VA0D1_HUMAN V-type proton ATPase subunit d 1 OS=Homo sapiens GN=ATP6V0D1 PE=1 SV=1;>tr|R4GN72|R4GN72_HUMAN V-type proton ATPase subunit d 1 OS=Homo sa7 11 11 11 44.659 392 392;351;274;232;227;113;1150 149.73 6815500 7725900 5315300 5524400 3677400 3529800 4951300 3813100 5221700 5702700 5347000 5169700 6409400 7079600 4652800 6122100 8056500 6344200 7052400 5306800 7848900 8841600 12729000 11438000 7711700 7218500 5281100 4860400

P04080 Cystatin-B CSTB >sp|P04080|CYTB_HUMAN Cystatin-B OS=Homo sapiens GN=CSTB PE=1 SV=21 5 5 5 11.139 98 98 0 111.87 8649700 8619300 8464300 7649900 24254000 21856000 25926000 16947000 6815500 5676000 18494000 18078000 8548100 11636000 14576000 13532000 8250300 6177800 8249900 9554800 0 15223000 12187000 5149600 12007000 12384000 15796000 15520000

Q8IW45 ATP-dependent (S)-NAD(P)H-hydrate dehydrataseCARKD >sp|Q8IW45|NNRD_HUMAN ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Homo sapiens GN=CARKD PE=1 SV=1;>sp|Q8IW45-2|NNRD_HUMAN Isoform 2 of ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Homo sapiens GN=CARKD4 7 7 7 36.576 347 347;390;237;126 0 22.186 4895600 3623800 4755400 4278000 4457700 4043400 4417700 4710800 6582000 5672100 4285600 3847500 3409300 3154900 2444300 2854000 0 0 3784000 2705200 3061100 2156900 2779800 0 4775300 4451200 4316400 2751000

O94760 "N(G),N(G)-dimethylarginine dimethylaminohydrolase 1"DDAH1 >sp|O94760|DDAH1_HUMAN N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Homo sapiens GN=DDAH1 PE=1 SV=3;>sp|O94760-2|DDAH1_HUMAN Isoform 2 of N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Homo sapiens GN=DDAH12 12 12 11 31.121 285 285;182 0 59.563 8234000 9582100 7619800 7809700 10252000 12307000 16521000 14710000 5097800 5671100 14653000 9534300 6532600 8085100 6856400 6935600 8651000 7556200 6799100 5463600 3749400 5869700 1786900 0 11607000 10631000 10447000 9077100

Q9HB71 Calcyclin-binding proteinCACYBP >sp|Q9HB71|CYBP_HUMAN Calcyclin-binding protein OS=Homo sapiens GN=CACYBP PE=1 SV=2;>sp|Q9HB71-3|CYBP_HUMAN Isoform 3 of Calcyclin-binding protein OS=Homo sapiens GN=CACYBP4 4 4 4 26.21 228 228;185;50;80 0 39.05 6083900 7692600 4783300 5145000 4436300 3585100 4435800 8097600 0 5659400 5573500 10401000 9871300 6901300 4170900 6930400 0 0 0 5341000 5489700 0 0 0 22646000 0 8510000 3574400

P20700 Lamin-B1 LMNB1 >sp|P20700|LMNB1_HUMAN Lamin-B1 OS=Homo sapiens GN=LMNB1 PE=1 SV=2;>tr|E9PBF6|E9PBF6_HUMAN Lamin-B1 OS=Homo sapiens GN=LMNB1 PE=1 SV=12 20 15 15 66.408 586 586;387 0 167.42 7630500 6366400 6227400 5659800 5374200 4949300 4095700 6059300 6876600 5631800 11156000 8841300 11168000 7276900 14348000 14866000 5534600 7063900 7462700 9456800 9823700 6975200 16441000 10672000 18219000 8433800 8106000 9135200

P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2GNAI2 >sp|P04899|GNAI2_HUMAN Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2 PE=1 SV=3;>sp|P04899-6|GNAI2_HUMAN Isoform 6 of Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2;>sp|P04899-3|GNAI2_HUMA6 13 12 8 40.45 355 355;303;318;339;339;3660 149.48 9190200 9276900 8024100 7656500 7121000 7733900 8274600 8817600 9056300 5619700 9864600 10348000 5919800 7636700 11642000 12385000 8934700 10526000 9577800 10846000 10188000 4995700 4585000 13211000 8308600 7292100 10383000 12594000

O60256 Phosphoribosyl pyrophosphate synthase-associated protein 2PRPSAP2 >tr|E7EPA1|E7EPA1_HUMAN Phosphoribosyl pyrophosphate synthase-associated protein 2 (Fragment) OS=Homo sapiens GN=PRPSAP2 PE=1 SV=1;>sp|O60256-4|KPRB_HUMAN Isoform 4 of Phosphoribosyl pyrophosphate synthase-associated protein 2 OS=Homo sapiens GN=PRPSAP2;>s12 5 5 4 29.642 268 268;283;320;329;369;244;260;143;176;194;140;1610 44.481 0 0 2217800 2605600 2906600 3073300 2538300 1634000 2342800 5571900 0 2909100 1287700 2915500 1445500 1197400 0 0 0 0 0 0 0 0 1208700 1561000 1970300 1289700

P62851 40S ribosomal protein S25RPS25 >sp|P62851|RS25_HUMAN 40S ribosomal protein S25 OS=Homo sapiens GN=RPS25 PE=1 SV=11 6 6 6 13.742 125 125 0 33.478 16640000 18739000 14307000 18038000 22603000 20980000 27102000 25781000 7701900 5569600 24426000 22164000 10890000 16720000 11358000 15652000 17124000 15265000 11830000 13843000 47569000 41212000 28110000 22669000 20307000 20571000 18103000 14674000

P61353 60S ribosomal protein L27RPL27 >sp|P61353|RL27_HUMAN 60S ribosomal protein L27 OS=Homo sapiens GN=RPL27 PE=1 SV=2;>tr|K7ELC7|K7ELC7_HUMAN 60S ribosomal protein L27 (Fragment) OS=Homo sapiens GN=RPL27 PE=1 SV=1;>tr|K7EQQ9|K7EQQ9_HUMAN 60S ribosomal protein L27 OS=Homo sapiens GN=RPL27 PE4 8 8 8 15.798 136 136;144;80;40 0 116.41 9463200 11247000 10359000 11705000 22063000 19450000 18750000 21755000 4934800 5552600 9250400 13349000 9434500 10479000 10613000 14407000 13109000 16512000 13582000 14041000 10611000 13957000 32094000 17904000 14456000 9709900 6322700 10372000

O14979 Heterogeneous nuclear ribonucleoprotein D-likeHNRNPDL >tr|A0A087WUK2|A0A087WUK2_HUMAN Heterogeneous nuclear ribonucleoprotein D-like OS=Homo sapiens GN=HNRNPDL PE=1 SV=1;>sp|O14979-3|HNRDL_HUMAN Isoform 3 of Heterogeneous nuclear ribonucleoprotein D-like OS=Homo sapiens GN=HNRNPDL;>sp|O14979-2|HNRDL_HUMAN Iso4 8 7 7 40.04 363 363;244;301;420 0 31.825 5419500 6279300 5717700 6049300 9375300 10850000 11118000 9849400 6534300 5542000 6770400 7507100 6422100 9381900 6576200 5893100 5763000 5902000 4992700 5395900 9570700 11440000 5684200 5012300 8438700 8937500 9966500 10151000

P62269 40S ribosomal protein S18RPS18 >sp|P62269|RS18_HUMAN 40S ribosomal protein S18 OS=Homo sapiens GN=RPS18 PE=1 SV=32 11 11 11 17.718 152 152;82 0 64.468 10802000 10596000 10389000 10943000 17306000 15000000 14615000 15478000 5010500 5539800 4565200 7143900 7624900 8467100 5160600 7218600 11138000 14245000 12552000 11216000 42187000 50464000 20098000 26620000 10515000 11023000 7986100 6749800

O94925-3 "Glutaminase kidney isoform, mitochondrial"GLS >sp|O94925-3|GLSK_HUMAN Isoform 3 of Glutaminase kidney isoform, mitochondrial OS=Homo sapiens GN=GLS6 12 12 3 65.459 598 598;169;103;114;169;1640 190.76 6630200 6268500 5616100 5128900 4131000 4086000 4157000 4598300 4169600 5527700 5043200 4734400 6790600 5855700 5102100 10255000 3562600 5903000 5356300 7630200 0 0 13291000 10745000 5496300 6417700 4920800 5277900

Q8N6Q8 Methyltransferase-like protein 25METTL25 >sp|Q8N6Q8|MET25_HUMAN Methyltransferase-like protein 25 OS=Homo sapiens GN=METTL25 PE=2 SV=21 1 1 1 68.213 603 603 0.006822 1.6679 0 0 0 0 0 0 0 0 0 5526000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96HE7 ERO1-like protein alphaERO1L >sp|Q96HE7|ERO1A_HUMAN ERO1-like protein alpha OS=Homo sapiens GN=ERO1L PE=1 SV=25 15 14 14 54.392 468 468;257;169;75;1250 224.15 4951600 4164900 3788000 3966600 5958000 5491700 4502500 5569300 6440000 5502400 5965100 6378600 3410200 4773200 5169000 4295000 4092100 3586600 3386900 3801000 13012000 15295000 11514000 19448000 6469300 5587400 5382200 5675900

Q9BX68 "Histidine triad nucleotide-binding protein 2, mitochondrial"HINT2 >sp|Q9BX68|HINT2_HUMAN Histidine triad nucleotide-binding protein 2, mitochondrial OS=Homo sapiens GN=HINT2 PE=1 SV=11 3 3 3 17.162 163 163 0 12.175 0 1051200 2611000 3133000 8301100 8323400 6313500 8550500 2918900 5496700 0 6684000 0 0 22107000 0 0 0 0 0 0 0 0 4884400 0 0 0 0

P61224 Ras-related protein Rap-1b;Ras-related protein Rap-1b-like proteinRAP1B >sp|P61224|RAP1B_HUMAN Ras-related protein Rap-1b OS=Homo sapiens GN=RAP1B PE=1 SV=1;>sp|P61224-3|RAP1B_HUMAN Isoform 3 of Ras-related protein Rap-1b OS=Homo sapiens GN=RAP1B;>tr|E7ESV4|E7ESV4_HUMAN Ras-related protein Rap-1b (Fragment) OS=Homo sapiens GN=22 11 11 3 20.825 184 184;165;157;179;137;139;184;122;127;85;87;93;98;101;136;142;48;53;103;118;122;320 74.191 13561000 13719000 9299900 8789000 6930600 5682200 7774000 5436400 3729200 5482900 3236500 4187900 6325100 9935000 6540400 6022700 12048000 14943000 13080000 18808000 10147000 11284000 23154000 27894000 9616500 6277800 4498400 4806700

P35637 RNA-binding protein FUSFUS >sp|P35637-2|FUS_HUMAN Isoform Short of RNA-binding protein FUS OS=Homo sapiens GN=FUS;>sp|P35637|FUS_HUMAN RNA-binding protein FUS OS=Homo sapiens GN=FUS PE=1 SV=1;>tr|H3BPE7|H3BPE7_HUMAN RNA-binding protein FUS OS=Homo sapiens GN=FUS PE=1 SV=13 6 6 4 53.354 525 525;526;527 0 41.513 5933500 5899400 6972700 6758200 8374400 9025700 6842400 7433400 4576600 5476500 5367200 6150000 5090300 5321500 3211400 3458900 6582400 5459800 5085000 4915400 10617000 8329800 6805700 4588000 6091300 5845400 4487700 3945600

Q9Y285 Phenylalanine--tRNA ligase alpha subunitFARSA >sp|Q9Y285-2|SYFA_HUMAN Isoform 2 of Phenylalanine--tRNA ligase alpha subunit OS=Homo sapiens GN=FARSA;>sp|Q9Y285|SYFA_HUMAN Phenylalanine--tRNA ligase alpha subunit OS=Homo sapiens GN=FARSA PE=1 SV=3;>tr|K7ER00|K7ER00_HUMAN Phenylalanine--tRNA ligase alph7 8 8 8 54.157 477 477;508;548;235;169;379;1590 70.093 8683100 7717500 4426600 9670800 10288000 5450200 9060900 5532900 3479600 5469400 3152200 15926000 10724000 9232000 6741800 6229800 8079900 7779300 10144000 7271500 0 0 0 0 8528000 10167000 6080000 3824000

P60981 Destrin DSTN >sp|P60981|DEST_HUMAN Destrin OS=Homo sapiens GN=DSTN PE=1 SV=3;>sp|P60981-2|DEST_HUMAN Isoform 2 of Destrin OS=Homo sapiens GN=DSTN;>tr|F6RFD5|F6RFD5_HUMAN Destrin OS=Homo sapiens GN=DSTN PE=1 SV=13 8 8 8 18.506 165 165;148;135 0 44.401 10938000 19132000 7807900 8031400 13464000 14234000 18315000 15662000 5853400 5467600 9978300 12273000 9736800 10020000 7377500 9972100 9143400 10089000 8324800 7855500 4127000 0 0 1215300 10141000 10957000 12933000 12316000

Q8N163 Cell cycle and apoptosis regulator protein 2CCAR2 >sp|Q8N163-2|CCAR2_HUMAN Isoform 2 of Cell cycle and apoptosis regulator protein 2 OS=Homo sapiens GN=CCAR2;>sp|Q8N163|CCAR2_HUMAN Cell cycle and apoptosis regulator protein 2 OS=Homo sapiens GN=CCAR2 PE=1 SV=210 11 11 11 103.14 923 923;923;598;615;277;148;162;183;150;2720 80.038 4548200 5467000 5040000 5548800 6831500 5100200 5340900 6375600 5972700 5440000 4775600 5801100 2410500 4620300 5656500 7417700 5240200 4974000 3477100 3576700 4619300 4768700 0 0 3862100 4789700 2877600 4410900

P18124 60S ribosomal protein L7RPL7 >sp|P18124|RL7_HUMAN 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1;>tr|A8MUD9|A8MUD9_HUMAN 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=14 16 16 16 29.225 248 248;208;99;88 0 79.37 14976000 14365000 15236000 18463000 29151000 26372000 29483000 28920000 4761000 5426600 11513000 15406000 11953000 13183000 9987800 10991000 18701000 18531000 14547000 14211000 56266000 54499000 33532000 27619000 19703000 21985000 15235000 13805000

Q15393 Splicing factor 3B subunit 3SF3B3 >sp|Q15393|SF3B3_HUMAN Splicing factor 3B subunit 3 OS=Homo sapiens GN=SF3B3 PE=1 SV=46 11 11 11 135.58 1217 1217;399;275;31;58;720 149.16 5677500 4773400 5863700 6715400 6065300 7310900 7600600 7775700 3255700 5425400 6076500 5068800 4280500 5676900 5484100 6445300 5818200 5720400 2243900 5732300 8647300 7245300 8129800 7291400 6834100 6017100 7829900 7741800

P47897 Glutamine--tRNA ligaseQARS >sp|P47897-2|SYQ_HUMAN Isoform 2 of Glutamine--tRNA ligase OS=Homo sapiens GN=QARS;>sp|P47897|SYQ_HUMAN Glutamine--tRNA ligase OS=Homo sapiens GN=QARS PE=1 SV=1;>tr|H7C0R3|H7C0R3_HUMAN Glutamine--tRNA ligase (Fragment) OS=Homo sapiens GN=QARS PE=1 SV=16 13 13 13 86.578 764 764;775;253;182;305;1000 127.52 5166700 5057900 4117300 4026400 8078300 7242300 9271300 8032600 4461900 5419800 5113300 6507100 3052100 4613600 4539500 6040900 7215400 6990700 5140800 4451000 9600800 4917700 8204500 10111000 5635800 5233700 5809400 5470100

O14980 Exportin-1 XPO1 >sp|O14980|XPO1_HUMAN Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=110 18 18 18 123.38 1071 1071;179;132;94;95;100;72;82;59;620 149.95 10975000 8591900 12073000 9362500 7174600 7951000 10558000 9570500 5470000 5418400 4268000 5622500 11502000 9810100 5355100 5140100 6896800 8029300 9051000 7679600 19622000 15955000 9433000 8015700 10085000 9337700 6291400 6793500

O14617 AP-3 complex subunit delta-1AP3D1 >sp|O14617-4|AP3D1_HUMAN Isoform 4 of AP-3 complex subunit delta-1 OS=Homo sapiens GN=AP3D1;>sp|O14617|AP3D1_HUMAN AP-3 complex subunit delta-1 OS=Homo sapiens GN=AP3D1 PE=1 SV=1;>sp|O14617-5|AP3D1_HUMAN Isoform 5 of AP-3 complex subunit delta-1 OS=Homo sa7 13 13 13 114.71 1021 1021;1153;1215;1112;984;203;1930 144.61 5579100 6408100 2668600 3361600 3607300 4610900 2339700 1918300 6967200 5383400 11243000 2236700 2650100 1504300 5747900 2936400 2940400 3024000 0 0 4243900 4608200 4881300 4796200 4195500 7797600 3793200 5743400

P51812 Ribosomal protein S6 kinase alpha-3RPS6KA3 >sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 OS=Homo sapiens GN=RPS6KA3 PE=1 SV=122 10 10 10 83.735 740 740;758;733;741;758;227;644;719;724;643;735;744;112;125;133;141;171;745;745;96;166;2040 38.529 0 0 3329500 2464200 3330600 3555200 4307800 4009900 4680500 5378600 12664000 11009000 2469000 3450300 7148800 2820900 3199800 0 0 3385300 4130400 0 1299100 2910500 3922100 5003800 16212000 3413700

Q15005 Signal peptidase complex subunit 2SPCS2 >tr|A0A087WUC6|A0A087WUC6_HUMAN Signal peptidase complex subunit 2 OS=Homo sapiens GN=SPCS2 PE=1 SV=1;>tr|E9PI68|E9PI68_HUMAN Signal peptidase complex subunit 2 OS=Homo sapiens GN=SPCS2 PE=1 SV=1;>sp|Q15005|SPCS2_HUMAN Signal peptidase complex subunit 2 OS6 6 6 6 25.09 227 227;257;226;157;87;1660 79.344 3067300 4721400 3395500 8350500 3145500 2876300 0 1553200 6519900 5343400 2766700 2873600 6890100 6603200 4035500 4688000 2548300 3337600 0 4715400 0 0 0 0 1757500 3301200 2978500 4040000

P14314 Glucosidase 2 subunit betaPRKCSH >tr|K7ELL7|K7ELL7_HUMAN Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE=1 SV=1;>sp|P14314-2|GLU2B_HUMAN Isoform 2 of Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH;>sp|P14314|GLU2B_HUMAN Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE6 13 13 13 60.192 535 535;525;528;168;140;1440 87.014 13374000 11568000 9825500 10408000 9510500 9454000 10927000 11317000 5320400 5332800 6278500 6251100 7757400 10482000 7919400 9336900 10832000 14422000 14608000 15932000 17025000 11070000 10953000 12414000 8913400 8562800 5161900 5630600

O43747 AP-1 complex subunit gamma-1AP1G1 >sp|O43747|AP1G1_HUMAN AP-1 complex subunit gamma-1 OS=Homo sapiens GN=AP1G1 PE=1 SV=5;>sp|O43747-2|AP1G1_HUMAN Isoform 2 of AP-1 complex subunit gamma-1 OS=Homo sapiens GN=AP1G110 12 12 12 91.35 822 822;825;58;140;145;176;187;208;236;2470 67.434 5210600 8605900 6078000 7601400 8007500 8001400 7368100 7135200 7368800 5314700 8250500 12762000 7731800 5998700 5647100 9463900 5096400 6098200 7090000 5143200 1300400 3281800 2981600 1779500 9787700 7736500 10150000 5536300

P07858 Cathepsin B;Cathepsin B light chain;Cathepsin B heavy chainCTSB >sp|P07858|CATB_HUMAN Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=312 10 10 10 37.821 339 339;136;143;149;165;170;175;76;98;101;110;920 146.74 12422000 11786000 11734000 12019000 12758000 12771000 14332000 13637000 5685600 5313600 8061100 8089000 10686000 12560000 8139200 8975400 11709000 11647000 11297000 9476700 16633000 14871000 11386000 13197000 11507000 10602000 7702200 8672200

Q14019 Coactosin-like proteinCOTL1 >sp|Q14019|COTL1_HUMAN Coactosin-like protein OS=Homo sapiens GN=COTL1 PE=1 SV=3;>tr|H3BT58|H3BT58_HUMAN Coactosin-like protein OS=Homo sapiens GN=COTL1 PE=1 SV=12 6 6 6 15.945 142 142;73 0 79.654 4352500 4385900 5135800 3188700 4661200 4104000 2748500 4527000 5096100 5312300 4004300 4020200 3010700 3503800 2816900 2678700 5354800 3015000 4428100 3345600 0 0 0 0 4746000 4191600 2864400 1878400

P61960 Ubiquitin-fold modifier 1UFM1 >sp|P61960|UFM1_HUMAN Ubiquitin-fold modifier 1 OS=Homo sapiens GN=UFM1 PE=1 SV=1;>tr|H0Y614|H0Y614_HUMAN Ubiquitin-fold modifier 1 (Fragment) OS=Homo sapiens GN=UFM1 PE=1 SV=13 3 3 3 9.1175 85 85;81;103 0 41.603 2898400 0 2170400 1535300 5396100 6224800 15514000 21211000 9718200 5299400 30038000 6523900 0 0 47043000 10886000 0 0 0 0 0 0 0 0 4439200 1296400 75187000 25673000

K7EQ02 DAZ-associated protein 1DAZAP1 >tr|K7EQ02|K7EQ02_HUMAN DAZ-associated protein 1 (Fragment) OS=Homo sapiens GN=DAZAP1 PE=1 SV=2;>tr|K7EQ55|K7EQ55_HUMAN DAZ-associated protein 1 OS=Homo sapiens GN=DAZAP1 PE=1 SV=2;>tr|K7EK33|K7EK33_HUMAN DAZ-associated protein 1 OS=Homo sapiens GN=DAZAP1 5 3 3 3 35.02 327 327;406;406;378;4070 42.912 0 0 3301600 3508700 4034600 3524100 3966200 3695500 0 5277700 0 4113600 0 0 0 5417100 0 0 3514600 0 0 0 0 0 0 0 0 0

Q14203 Dynactin subunit 1DCTN1 >tr|E7EX90|E7EX90_HUMAN Uncharacterized protein OS=Homo sapiens GN=DCTN1 PE=1 SV=1;>sp|Q14203-3|DCTN1_HUMAN Isoform 3 of Dynactin subunit 1 OS=Homo sapiens GN=DCTN1;>sp|Q14203-4|DCTN1_HUMAN Isoform 4 of Dynactin subunit 1 OS=Homo sapiens GN=DCTN1;>sp|Q142016 26 26 26 139.09 1256 1256;1236;1253;1271;1278;1139;1144;890;191;121;135;186;64;76;76;870 185.25 6314400 7262100 4620900 5934200 7439300 6797600 7583400 8503700 4272600 5276900 9166700 7673200 5009100 5704400 7984100 7314300 5872200 4668700 4813300 5546000 0 11675000 7999900 11727000 8419400 8078300 7629000 7170500

P23786 "Carnitine O-palmitoyltransferase 2, mitochondrial"CPT2 >sp|P23786|CPT2_HUMAN Carnitine O-palmitoyltransferase 2, mitochondrial OS=Homo sapiens GN=CPT2 PE=1 SV=21 14 14 14 73.776 658 658 0 120.71 6413600 6657200 6247000 5036100 2715400 3013900 2030800 3076300 4643900 5271500 6809900 5203300 6717900 8214900 5723600 6578900 4839200 6762500 7735400 6619200 4355900 4796100 1881900 0 7991000 8876400 5867800 4648900

Q9UBI6 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12GNG12 >sp|Q9UBI6|GBG12_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Homo sapiens GN=GNG12 PE=1 SV=31 4 4 4 8.0061 72 72 0 50.411 0 10575000 8056500 10498000 2951400 3559500 0 0 14795000 5267000 20537000 22527000 0 7824700 5833300 6794000 7775400 7802400 9197500 8952600 3006000 2664000 0 12263000 0 0 10177000 12067000

Q9NQC3 Reticulon-4;ReticulonRTN4 >sp|Q9NQC3-2|RTN4_HUMAN Isoform 2 of Reticulon-4 OS=Homo sapiens GN=RTN4;>sp|Q9NQC3-5|RTN4_HUMAN Isoform 5 of Reticulon-4 OS=Homo sapiens GN=RTN4;>sp|Q9NQC3|RTN4_HUMAN Reticulon-4 OS=Homo sapiens GN=RTN4 PE=1 SV=2;>tr|F8W914|F8W914_HUMAN Reticulon OS=Homo 7 9 9 5 40.317 373 373;392;1192;345;960;203;9860 261.73 7745200 8500000 8927500 10387000 7724500 6437200 8645800 8588300 4461100 5257900 6252900 6526100 6493000 7666800 5288000 5617100 13929000 11153000 11290000 10687000 17876000 20116000 23587000 21491000 11874000 11714000 7251400 6926200

P61081 NEDD8-conjugating enzyme Ubc12UBE2M >sp|P61081|UBC12_HUMAN NEDD8-conjugating enzyme Ubc12 OS=Homo sapiens GN=UBE2M PE=1 SV=12 4 4 4 20.9 183 183;114 0 24.084 3517900 4256500 0 3036900 4837700 3077500 3917400 3616700 2421300 5236500 18936000 9405400 2993200 1966500 3700500 0 1554200 1263200 2433900 0 3157600 14709000 0 0 4974900 3437300 9073200 5521900

O95299 "NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial"NDUFA10 >tr|A0A087WXC5|A0A087WXC5_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Homo sapiens GN=NDUFA10 PE=1 SV=1;>tr|E7ESZ7|E7ESZ7_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Homo s9 5 5 5 40.836 355 355;390;355;429;201;245;129;133;1380 142.17 4849100 7470500 3842300 6867300 4336400 0 3331100 3291100 5273600 5232200 6197100 11595000 5629200 3454300 14551000 23027000 8460600 7044000 5917800 4123000 0 3502700 9224500 6356600 5282100 6197100 7863700 13388000

Q9NY33 Dipeptidyl peptidase 3DPP3 >sp|Q9NY33-4|DPP3_HUMAN Isoform 4 of Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3;>sp|Q9NY33|DPP3_HUMAN Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=2;>tr|G3V1D3|G3V1D3_HUMAN Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=1;>tr|G3V180|G9 11 11 7 79.306 707 707;737;756;757;177;170;201;104;900 277.44 6940200 6454400 4604700 4368400 8873700 10804000 12147000 11507000 3623300 5222000 13626000 8504900 6018400 7057700 5670800 6782800 5807400 6729000 4377800 5058100 1232600 0 0 0 7441800 9478700 7570500 7401600

P05556 Integrin beta-1ITGB1 >sp|P05556|ITB1_HUMAN Integrin beta-1 OS=Homo sapiens GN=ITGB1 PE=1 SV=2;>sp|P05556-2|ITB1_HUMAN Isoform 2 of Integrin beta-1 OS=Homo sapiens GN=ITGB1;>sp|P05556-5|ITB1_HUMAN Isoform 5 of Integrin beta-1 OS=Homo sapiens GN=ITGB1;>sp|P05556-4|ITB1_HUMAN Iso12 11 11 11 88.414 798 798;789;801;819;825;98;108;125;136;143;152;1630 211.17 11547000 12215000 10904000 11879000 6381700 8212500 7232800 6125400 5752200 5208300 12711000 10058000 8093700 8382000 12343000 13845000 12012000 11857000 16288000 16041000 6415000 6483600 37346000 27093000 12796000 11223000 9906600 10109000

Q9UNM6 26S proteasome non-ATPase regulatory subunit 13PSMD13 >sp|Q9UNM6|PSD13_HUMAN 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13 PE=1 SV=2;>sp|Q9UNM6-2|PSD13_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13;>tr|J3KNQ3|J3KNQ3_HUMAN 26S proteasom8 11 11 11 42.945 376 376;378;349;377;263;221;113;700 44.998 5627900 4406600 5694100 7413000 6781900 5808900 6132500 5861100 1238900 5153100 11052000 7726200 6729200 5638900 0 3495100 3577000 3915300 4183600 3548600 5942500 4522200 2519500 6881500 6503300 7254700 3253200 4774700

Q9UHB9 Signal recognition particle subunit SRP68SRP68 >sp|Q9UHB9|SRP68_HUMAN Signal recognition particle subunit SRP68 OS=Homo sapiens GN=SRP68 PE=1 SV=2;>sp|Q9UHB9-4|SRP68_HUMAN Isoform 4 of Signal recognition particle subunit SRP68 OS=Homo sapiens GN=SRP68;>sp|Q9UHB9-2|SRP68_HUMAN Isoform 2 of Signal recogn4 12 12 12 70.729 627 627;589;596;288 0 281.25 5611200 3826000 6355100 3409100 6304300 4414400 6800400 4957800 2479300 5151100 6417600 5207200 5575600 5368000 5941100 9108500 3883600 4484600 4076200 2421800 0 8155900 4907300 4521100 7660100 9630900 14582000 4892200

P62753 40S ribosomal protein S6RPS6 >sp|P62753|RS6_HUMAN 40S ribosomal protein S6 OS=Homo sapiens GN=RPS6 PE=1 SV=1;>tr|A2A3R5|A2A3R5_HUMAN 40S ribosomal protein S6 OS=Homo sapiens GN=RPS6 PE=1 SV=13 10 10 10 28.68 249 249;218;91 0 107.43 10161000 9986600 8343500 9496300 19330000 18843000 19392000 19757000 5338800 5145100 19847000 24311000 8602100 11968000 11738000 12256000 11135000 11592000 13732000 8239100 44144000 28520000 30701000 33492000 14017000 13649000 16379000 17160000

P50150 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-4GNG4 >sp|P50150|GBG4_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-4 OS=Homo sapiens GN=GNG4 PE=1 SV=11 2 2 2 8.3887 75 75 0 41.574 3893500 3828100 3490200 3184500 1036800 977770 2169500 1482900 25893000 5141500 2313700 3908600 3638500 3522000 1445800 1202600 2784000 4198000 4353100 3812500 0 0 0 0 6148500 3644800 1762800 1440900

P35222 Catenin beta-1CTNNB1 >tr|B4DGU4|B4DGU4_HUMAN Catenin beta-1 OS=Homo sapiens GN=CTNNB1 PE=1 SV=1;>sp|P35222|CTNB1_HUMAN Catenin beta-1 OS=Homo sapiens GN=CTNNB1 PE=1 SV=17 16 16 13 84.765 774 774;781;88;150;59;100;1080 250.96 9441600 9631700 8472200 8855000 8161200 7608300 9806500 8646300 5396500 5103100 13397000 11508000 6660400 8021600 11095000 12288000 12705000 11253000 11769000 12751000 11631000 13011000 24861000 24213000 11157000 11778000 11954000 8808700

Q6P587 "Acylpyruvase FAHD1, mitochondrial"FAHD1 >sp|Q6P587|FAHD1_HUMAN Acylpyruvase FAHD1, mitochondrial OS=Homo sapiens GN=FAHD1 PE=1 SV=2;>sp|Q6P587-2|FAHD1_HUMAN Isoform 2 of Acylpyruvase FAHD1, mitochondrial OS=Homo sapiens GN=FAHD1;>sp|Q6P587-3|FAHD1_HUMAN Isoform 3 of Acylpyruvase FAHD1, mitochond3 3 3 3 24.843 224 224;226;248 0 43.094 0 0 3336000 4648200 2566600 2917600 2606100 2356000 9808900 5076800 2853500 3904400 4578800 2409200 1787100 1893500 0 2718200 4461300 3396100 0 0 3595400 9352800 0 2300800 2714400 2736700

Q99613 Eukaryotic translation initiation factor 3 subunit C;Eukaryotic translation initiation factor 3 subunit C-like proteinEIF3C >sp|Q99613|EIF3C_HUMAN Eukaryotic translation initiation factor 3 subunit C OS=Homo sapiens GN=EIF3C PE=1 SV=1;>sp|Q99613-2|EIF3C_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit C OS=Homo sapiens GN=EIF3C;>sp|B5ME19|EIFCL_HUMAN Eukary6 15 15 15 105.34 913 913;903;914;133;148;800 108.91 6767500 7526600 6409400 5831200 10407000 10103000 10982000 11713000 5777800 5058600 9738500 7981700 5978800 6967400 6846900 7239200 6077500 5818300 6950800 6597500 14413000 17523000 10593000 8981500 8287300 8604400 8518600 8471900

P41091 Eukaryotic translation initiation factor 2 subunit 3;Putative eukaryotic translation initiation factor 2 subunit 3-like proteinEIF2S3 >sp|P41091|IF2G_HUMAN Eukaryotic translation initiation factor 2 subunit 3 OS=Homo sapiens GN=EIF2S3 PE=1 SV=3;>sp|Q2VIR3|IF2GL_HUMAN Putative eukaryotic translation initiation factor 2 subunit 3-like protein OS=Homo sapiens GN=EIF2S3L PE=5 SV=2;>tr|F8W8105 14 14 14 51.109 472 472;472;466;466;1830 148.5 8992000 8457700 6717300 8734100 14881000 14296000 16102000 14246000 5003400 5044500 10703000 12115000 7726100 7553600 14162000 10002000 8249000 6336200 8914800 10240000 17124000 9425700 12110000 13320000 12905000 12390000 11163000 10077000

Q969V3 Nicalin NCLN >sp|Q969V3-2|NCLN_HUMAN Isoform 2 of Nicalin OS=Homo sapiens GN=NCLN;>sp|Q969V3|NCLN_HUMAN Nicalin OS=Homo sapiens GN=NCLN PE=1 SV=2;>tr|K7EMW4|K7EMW4_HUMAN Nicalin OS=Homo sapiens GN=NCLN PE=1 SV=1;>tr|K7ENM2|K7ENM2_HUMAN Nicalin (Fragment) OS=Homo sapien7 7 7 7 62.846 562 562;563;489;328;282;110;720 81.623 1894100 2635400 4795000 2844000 1589100 2761300 2899100 2546100 5959500 5043000 2991100 1484100 2764700 6710900 8393400 3399800 3212300 3147100 5584000 4766400 0 0 0 2424700 1122700 1677800 1835900 1323000

Q05BK6 Protein TFGTFG >tr|K0J6K2|K0J6K2_HUMAN Protein TFG OS=Homo sapiens GN=TFG PE=1 SV=1;>tr|Q05BK6|Q05BK6_HUMAN Protein TFG OS=Homo sapiens GN=TFG PE=1 SV=1;>sp|Q92734-2|TFG_HUMAN Isoform 2 of Protein TFG OS=Homo sapiens GN=TFG;>sp|Q92734|TFG_HUMAN Protein TFG OS=Homo sapien7 6 6 6 31.349 284 284;366;396;400;181;157;1280 104.08 5127100 6013000 6422000 5380100 6897100 6048400 6887600 7735000 7983000 5035000 8194400 5267800 5287800 5275500 2986100 3894800 5870700 5245600 4309300 3317000 0 0 0 3028500 6951400 8455100 10147000 5526000

P36957 "Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial"DLST >sp|P36957|ODO2_HUMAN Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial OS=Homo sapiens GN=DLST PE=1 SV=4;>sp|P36957-2|ODO2_HUMAN Isoform 2 of Dihydrolipoyllysine-residue succinyltransferase co6 10 10 10 48.755 453 453;367;279;74;83;1040 197.6 8853600 9450500 9818900 9276300 6428000 7358800 9970300 6051200 5344800 5031100 9485800 11926000 7461100 8344800 11286000 6619300 8454400 9323800 9949200 8607700 7773300 5925300 7723700 14206000 10220000 11485000 9253200 13096000

O15126 Secretory carrier-associated membrane protein 1SCAMP1 >sp|O15126|SCAM1_HUMAN Secretory carrier-associated membrane protein 1 OS=Homo sapiens GN=SCAMP1 PE=1 SV=2;>sp|O15126-2|SCAM1_HUMAN Isoform 2 of Secretory carrier-associated membrane protein 1 OS=Homo sapiens GN=SCAMP1;>tr|A0A087WZA6|A0A087WZA6_HUMAN Secre6 6 6 6 37.92 338 338;157;119;312;42;2060 96.221 2550700 3139200 1789200 6694200 2976900 2559300 3178500 2735500 2999400 5029000 5730600 3573100 4859200 5778400 3667700 3528100 4176700 5349500 0 0 0 3393400 1740400 0 4884500 4790200 3743800 3412200

P14866 Heterogeneous nuclear ribonucleoprotein LHNRNPL >sp|P14866|HNRPL_HUMAN Heterogeneous nuclear ribonucleoprotein L OS=Homo sapiens GN=HNRNPL PE=1 SV=2;>tr|M0QXS5|M0QXS5_HUMAN Heterogeneous nuclear ribonucleoprotein L (Fragment) OS=Homo sapiens GN=HNRNPL PE=1 SV=1;>sp|P14866-2|HNRPL_HUMAN Isoform 2 of Hete5 17 17 8 64.132 589 589;530;456;179;2200 251.07 6519100 8436200 6476800 6674800 9098600 8219200 7198300 5730600 4246300 5024200 9461900 8909000 7490800 7881700 8960100 8946900 6669700 7591700 8992100 9101300 0 0 0 0 7967300 7490600 7664800 8950300

P08861 Chymotrypsin-like elastase family member 3BCELA3B >sp|P08861|CEL3B_HUMAN Chymotrypsin-like elastase family member 3B OS=Homo sapiens GN=CELA3B PE=1 SV=3;>tr|A0A0A0MSA6|A0A0A0MSA6_HUMAN Chymotrypsin-like elastase family member 3B (Fragment) OS=Homo sapiens GN=CELA3B PE=4 SV=13 5 3 3 29.263 270 270;180;164 0 56.394 3971900 3561000 0 0 6163000 4625800 3550900 5493400 4526600 5018100 5301900 3678400 2702400 3429000 4506600 5034900 0 0 2754300 4461500 0 6420300 0 0 3883000 3525000 2066000 4487200

P61020 Ras-related protein Rab-5BRAB5B >sp|P61020|RAB5B_HUMAN Ras-related protein Rab-5B OS=Homo sapiens GN=RAB5B PE=1 SV=1;>sp|P61020-2|RAB5B_HUMAN Isoform 2 of Ras-related protein Rab-5B OS=Homo sapiens GN=RAB5B2 5 2 2 23.707 215 215;174 0 8.9405 3464300 0 0 1354000 454010 530290 383850 0 0 5007500 920500 0 0 2932600 2710300 3792000 0 0 2541200 1605400 0 0 0 0 0 0 0 0

P61026 Ras-related protein Rab-10RAB10 >sp|P61026|RAB10_HUMAN Ras-related protein Rab-10 OS=Homo sapiens GN=RAB10 PE=1 SV=15 8 7 7 22.541 200 200;47;48;208;212 0 52.546 8013000 8541000 6183200 4786700 3422200 3879000 3346700 2773000 4078100 4999000 3043400 3957600 4925300 4576200 5931200 6224800 9756600 6786600 7934700 9086000 6292300 831770 3233000 0 5943900 4511300 4202000 3545300

P13716 Delta-aminolevulinic acid dehydrataseALAD >sp|P13716|HEM2_HUMAN Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD PE=1 SV=1;>sp|P13716-2|HEM2_HUMAN Isoform 2 of Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD;>tr|B7ZBK6|B7ZBK6_HUMAN Delta-aminolevulinic acid dehydratase (3 7 7 7 36.294 330 330;359;120 0 63.423 1875600 1743100 1695500 0 5557300 8239900 5672600 7842700 5046500 4986400 5179800 4587000 0 2760700 9304700 7141000 0 0 0 0 2892500 0 0 0 2085600 1158800 9308400 5410100

Q05329 Glutamate decarboxylase 2GAD2 >sp|Q05329|DCE2_HUMAN Glutamate decarboxylase 2 OS=Homo sapiens GN=GAD2 PE=1 SV=12 6 6 6 65.411 585 585;188 0 78.822 2771800 2481700 3982400 5706800 3006200 3385600 3228700 0 6151500 4968200 0 0 0 0 0 1687200 0 5375400 0 0 0 0 0 0 0 5211500 0 2906200

P28482 Mitogen-activated protein kinase 1MAPK1 >sp|P28482-2|MK01_HUMAN Isoform 2 of Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1;>sp|P28482|MK01_HUMAN Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1 PE=1 SV=37 8 8 6 36.432 316 316;360;87;233;281;587;7210 84.101 8999700 3541700 4616500 5502800 5193600 6157700 7793400 9069700 7861400 4965700 7270600 3743800 3439900 4400700 8660900 3645800 2133500 3661500 3005300 2978800 7613500 8871800 0 5816100 7342800 6147200 2546900 6327100

Q15904 V-type proton ATPase subunit S1ATP6AP1 >sp|Q15904|VAS1_HUMAN V-type proton ATPase subunit S1 OS=Homo sapiens GN=ATP6AP1 PE=1 SV=26 6 6 6 52.025 470 470;230;128;133;134;2730 15.728 2207900 2947600 2262300 3044100 1552900 1316700 1471600 2211900 7433100 4959000 3473800 1502900 1957500 2173600 2019000 0 3000400 3542100 3382700 3446100 2794300 2001500 2202800 2024100 3688100 3553000 3725200 1805400

P20336 Ras-related protein Rab-3ARAB3A >sp|P20336|RAB3A_HUMAN Ras-related protein Rab-3A OS=Homo sapiens GN=RAB3A PE=1 SV=1;>tr|S4R3Q3|S4R3Q3_HUMAN Ras-related protein Rab-3A OS=Homo sapiens GN=RAB3A PE=4 SV=13 7 4 4 24.984 220 220;125;115 0 16.821 2452800 5267200 7290100 9356400 3163300 3317300 2532900 0 3608500 4955100 0 5191600 14788000 9761400 6334300 11710000 11447000 5053800 14141000 12107000 3068900 5803300 0 9143400 5519900 10244000 0 0

P22087 rRNA 2-O-methyltransferase fibrillarinFBL >sp|P22087|FBRL_HUMAN rRNA 2-O-methyltransferase fibrillarin OS=Homo sapiens GN=FBL PE=1 SV=2;>tr|M0R299|M0R299_HUMAN rRNA 2-O-methyltransferase fibrillarin (Fragment) OS=Homo sapiens GN=FBL PE=1 SV=1;>tr|M0QXL5|M0QXL5_HUMAN rRNA 2-O-methyltransferase f8 9 9 8 33.784 321 321;229;244;273;228;157;178;1820 46.714 3694200 4324600 3520400 4030400 8874300 8348500 9090100 14396000 3603000 4954500 6331100 6325500 3590000 4219700 5213700 4966300 4639600 4500500 4473200 4229400 3237700 4039700 2530100 3699800 5453700 6905300 6464300 3974000

Q16543 "Hsp90 co-chaperone Cdc37;Hsp90 co-chaperone Cdc37, N-terminally processed"CDC37 >sp|Q16543|CDC37_HUMAN Hsp90 co-chaperone Cdc37 OS=Homo sapiens GN=CDC37 PE=1 SV=1;>tr|K7EQA9|K7EQA9_HUMAN Hsp90 co-chaperone Cdc37 (Fragment) OS=Homo sapiens GN=CDC37 PE=1 SV=1;>tr|K7EL68|K7EL68_HUMAN Hsp90 co-chaperone Cdc37 (Fragment) OS=Homo sapiens GN5 4 4 4 44.468 378 378;230;184;353;1040 35.41 3169200 2589300 12093000 3706900 1258100 2398900 2740700 2999800 2647000 4939900 5931700 4058800 2855400 2934100 3604600 2686000 3230400 0 1853800 2380700 0 0 4807200 3299400 2985200 4006900 4088200 2503700

P63010 AP-2 complex subunit betaAP2B1 >sp|P63010-3|AP2B1_HUMAN Isoform 3 of AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1;>sp|P63010|AP2B1_HUMAN AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1;>sp|P63010-2|AP2B1_HUMAN Isoform 2 of AP-2 complex subunit beta OS=Homo sapiens GN=10 19 9 9 98.117 880 880;937;951;913;663;677;639;132;151;1640 52.709 2396700 2627000 2461200 2895300 3359500 3153300 3685000 3051400 3451000 4926600 4783600 3663300 2211800 2232600 2991700 3162000 3114400 5568100 0 2838200 2859400 3427400 3358500 3108800 3772400 4934100 3974100 3417500

Q12931 "Heat shock protein 75 kDa, mitochondrial"TRAP1 >sp|Q12931-2|TRAP1_HUMAN Isoform 2 of Heat shock protein 75 kDa, mitochondrial OS=Homo sapiens GN=TRAP1;>sp|Q12931|TRAP1_HUMAN Heat shock protein 75 kDa, mitochondrial OS=Homo sapiens GN=TRAP1 PE=1 SV=3;>tr|I3L0K7|I3L0K7_HUMAN Heat shock protein 75 kDa, mi6 10 10 10 74.267 651 651;704;495;215;59;1080 101.83 7548700 7900900 5870400 17577000 4060700 3759500 4951500 6481300 9894800 4923000 12903000 8230900 4629300 6670500 2486100 3050400 5618600 5917000 5827500 5533800 10058000 6012700 7908600 10483000 7651500 8152600 6647300 4002800

Q9Y230 RuvB-like 2RUVBL2 >sp|Q9Y230|RUVB2_HUMAN RuvB-like 2 OS=Homo sapiens GN=RUVBL2 PE=1 SV=3;>sp|Q9Y230-2|RUVB2_HUMAN Isoform 2 of RuvB-like 2 OS=Homo sapiens GN=RUVBL2;>tr|M0R0Y3|M0R0Y3_HUMAN RuvB-like 2 OS=Homo sapiens GN=RUVBL2 PE=1 SV=17 13 13 13 51.156 463 463;418;354;259;50;109;390 65.136 3961800 3902700 3824000 3569300 4583300 4613700 5426700 4661700 6943200 4917600 5617300 10337000 4719800 5126000 6435600 5408000 4271300 4265900 3321400 2869400 4082700 3656400 6639900 7111800 6646300 5188100 7039700 5846000

P17066 Heat shock 70 kDa protein 6;Putative heat shock 70 kDa protein 7HSPA6 >sp|P17066|HSP76_HUMAN Heat shock 70 kDa protein 6 OS=Homo sapiens GN=HSPA6 PE=1 SV=2;>sp|P48741|HSP77_HUMAN Putative heat shock 70 kDa protein 7 OS=Homo sapiens GN=HSPA7 PE=5 SV=22 10 2 2 71.027 643 643;367 0 27.882 15995000 24780000 13894000 11516000 11482000 7828700 10006000 0 10846000 4895900 0 0 0 11792000 0 10377000 0 0 12623000 10875000 45586000 0 17675000 21842000 0 10918000 0 6339500

Q15067 Peroxisomal acyl-coenzyme A oxidase 1ACOX1 >sp|Q15067-2|ACOX1_HUMAN Isoform 2 of Peroxisomal acyl-coenzyme A oxidase 1 OS=Homo sapiens GN=ACOX1;>sp|Q15067|ACOX1_HUMAN Peroxisomal acyl-coenzyme A oxidase 1 OS=Homo sapiens GN=ACOX1 PE=1 SV=3;>sp|Q15067-3|ACOX1_HUMAN Isoform 3 of Peroxisomal acyl-coen8 8 8 8 74.667 660 660;660;622;71;132;153;157;2230 23.285 0 0 4803500 0 1895200 2042100 1839300 2324400 1282100 4895600 0 1362500 1280900 1629600 9128700 11353000 0 0 0 0 0 0 0 0 1829000 0 3306500 2745800

Q9HCJ6 Synaptic vesicle membrane protein VAT-1 homolog-likeVAT1L >sp|Q9HCJ6|VAT1L_HUMAN Synaptic vesicle membrane protein VAT-1 homolog-like OS=Homo sapiens GN=VAT1L PE=1 SV=21 8 8 8 45.899 419 419 0 67.708 13755000 4657300 2290000 3095000 646720 1117300 2288700 2534100 5898800 4890700 9830800 1639900 4611300 1626500 3436200 2502000 4177100 2299900 2781100 2503500 5238700 3738600 2170300 2569000 4611500 5158400 4444000 4259800

O75340 Programmed cell death protein 6PDCD6 >sp|O75340-2|PDCD6_HUMAN Isoform 2 of Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6;>sp|O75340|PDCD6_HUMAN Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1;>tr|A0A024QZ42|A0A024QZ42_HUMAN HCG1985580, isoform CRA_c OS=Homo sapie7 5 5 5 21.664 189 189;191;121;104;73;123;690 19.489 2374600 3143400 1891400 2003300 2768100 2364200 2293100 3218400 4813000 4887500 1259900 1475500 3769800 3279700 3966400 4590100 4532400 4886600 4786800 5484300 0 0 0 0 1669200 3611200 6190900 5131400

P55809 "Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial"OXCT1 >sp|P55809|SCOT1_HUMAN Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Homo sapiens GN=OXCT1 PE=1 SV=1;>tr|E9PDW2|E9PDW2_HUMAN Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Homo sapiens GN=OXCT1 PE=1 SV=13 9 9 9 56.157 520 520;334;123 0 109.66 3862000 3067400 4163700 2552500 1761300 0 300440 0 3170600 4874100 0 0 2104100 3414300 1844800 1914300 3101900 3455900 4284500 3641300 0 0 1735500 0 1915000 3833000 689390 0

P43307 Translocon-associated protein subunit alphaSSR1 >tr|C9J3L8|C9J3L8_HUMAN Translocon-associated protein subunit alpha OS=Homo sapiens GN=SSR1 PE=1 SV=1;>tr|C9J5W0|C9J5W0_HUMAN Translocon-associated protein subunit alpha OS=Homo sapiens GN=SSR1 PE=1 SV=1;>tr|E9PAL7|E9PAL7_HUMAN Translocon-associated protei6 3 3 3 29.573 265 265;266;291;298;286;2590 47.632 8846500 8277000 5709300 6054000 12627000 5528700 8211400 5899100 2928200 4856700 9089000 8697000 6674400 6495200 9901900 8346600 8194000 9304400 6771100 9844400 14159000 13355000 20927000 24125000 7027900 7343900 7046300 7417400

P12235 ADP/ATP translocase 1SLC25A4 >sp|P12235|ADT1_HUMAN ADP/ATP translocase 1 OS=Homo sapiens GN=SLC25A4 PE=1 SV=4;>tr|V9GYG0|V9GYG0_HUMAN ADP/ATP translocase 1 OS=Homo sapiens GN=SLC25A4 PE=1 SV=12 16 6 6 33.064 298 298;208 0 38.646 12613000 12652000 10557000 9992100 5215500 5311700 5170400 4900300 4681500 4826000 6603700 7603500 7641900 8796300 7725200 9084400 0 8328000 15530000 11662000 14823000 13343000 24856000 17763000 10898000 15962000 9536200 10014000

P18621 60S ribosomal protein L17RPL17 >tr|A0A087WXM6|A0A087WXM6_HUMAN 60S ribosomal protein L17 (Fragment) OS=Homo sapiens GN=RPL17 PE=1 SV=1;>tr|J3QQT2|J3QQT2_HUMAN 60S ribosomal protein L17 (Fragment) OS=Homo sapiens GN=RPL17 PE=1 SV=1;>tr|J3KRX5|J3KRX5_HUMAN 60S ribosomal protein L17 (Fragm13 5 5 5 19.586 169 169;171;174;184;228;174;190;146;129;132;138;98;560 32.089 7337900 7331300 9184300 6554500 9364000 10573000 8130900 8150600 4338700 4820400 4313900 5285700 14147000 5666700 6902000 8086300 0 7123100 6748900 6299600 0 11802000 7889300 0 12033000 11419000 2959800 4014100

O43399 Tumor protein D54TPD52L2 >tr|A0A087WYR3|A0A087WYR3_HUMAN Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=1;>sp|O43399|TPD54_HUMAN Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=2;>sp|O43399-5|TPD54_HUMAN Isoform 5 of Tumor protein D54 OS=Homo sapiens GN=TPD52L2;>sp|O4339 6 6 6 23.764 222 222;206;220;229;186;200;209;152;1630 219.64 4714000 5590000 4326000 4947900 6454300 5129300 6543400 7011900 7849600 4802300 9941900 7005300 3633200 4421800 3080400 3124400 4540600 4392300 3294100 3803300 3397300 3237700 0 0 7805400 6008800 5411600 4415100

P19404 "NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial"NDUFV2 >tr|E7EPT4|E7EPT4_HUMAN NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Homo sapiens GN=NDUFV2 PE=1 SV=1;>sp|P19404|NDUV2_HUMAN NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Homo sapiens GN=NDUFV2 PE=1 SV=22 6 6 6 27.907 252 252;249 0 56.943 5230400 5887500 3107400 2978600 2646300 2474400 3705600 2788100 12394000 4797600 14913000 10332000 5546300 5133100 9049300 5926200 4785100 6487700 2580200 4136300 4965200 5609700 17421000 18185000 7269200 7395000 7894900 6223400

P10644 "cAMP-dependent protein kinase type I-alpha regulatory subunit;cAMP-dependent protein kinase type I-alpha regulatory subunit, N-terminally processed"PRKAR1A >sp|P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Homo sapiens GN=PRKAR1A PE=1 SV=1;>sp|P10644-2|KAP0_HUMAN Isoform 2 of cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Homo sapiens GN=PRKAR1A;>tr|K7EM18 5 5 5 42.981 381 381;337;153;297;157;168;182;2040 47.001 5860700 2783700 4570300 3774700 7299600 9479900 10132000 11278000 0 4791400 6230700 6959400 4463500 0 3828900 3952700 0 0 0 0 0 4698500 0 4251200 8211600 0 8900100 7164000

Q3SY69 Mitochondrial 10-formyltetrahydrofolate dehydrogenaseALDH1L2 >sp|Q3SY69|AL1L2_HUMAN Mitochondrial 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L2 PE=1 SV=2;>sp|Q3SY69-3|AL1L2_HUMAN Isoform 3 of Mitochondrial 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L24 12 12 9 101.74 923 923;516;203;92 0 49.968 2733800 2657100 3126200 2634000 5781500 7365500 5750100 6214000 1638000 4786700 8534200 5750500 2731000 2123400 5325300 4708400 2622400 1781000 4659400 2651500 8355100 9315900 12958000 10444000 5375600 5868900 10027000 14641000

P51970 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8NDUFA8 >sp|P51970|NDUA8_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 OS=Homo sapiens GN=NDUFA8 PE=1 SV=31 5 5 5 20.105 172 172 0 68.426 0 3827800 2242500 2130600 0 2039600 1654300 1642400 4166800 4783200 3379300 3383200 4084500 2390500 3548600 3891900 0 0 0 0 0 0 3634700 5146100 3921900 4373600 5146800 3789300

P48449 Lanosterol synthaseLSS >sp|P48449-3|ERG7_HUMAN Isoform 3 of Lanosterol synthase OS=Homo sapiens GN=LSS;>sp|P48449|ERG7_HUMAN Lanosterol synthase OS=Homo sapiens GN=LSS PE=1 SV=1;>sp|P48449-2|ERG7_HUMAN Isoform 2 of Lanosterol synthase OS=Homo sapiens GN=LSS;>tr|C9J315|C9J315_HUM4 7 7 7 82.198 721 721;732;652;262 0 35.072 2126600 2194600 0 0 3211000 887430 1079600 987320 4330600 4778900 1183300 2988700 1131600 0 2208000 3219800 0 0 0 0 0 0 0 0 0 0 4065500 6755000

Q99653 Calcineurin B homologous protein 1CHP1 >sp|Q99653|CHP1_HUMAN Calcineurin B homologous protein 1 OS=Homo sapiens GN=CHP1 PE=1 SV=35 3 3 3 22.456 195 195;91;123;128;1540 10.078 0 0 0 0 0 0 0 0 0 4774500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92506 Estradiol 17-beta-dehydrogenase 8HSD17B8 >sp|Q92506|DHB8_HUMAN Estradiol 17-beta-dehydrogenase 8 OS=Homo sapiens GN=HSD17B8 PE=1 SV=21 5 5 5 26.973 261 261 0 66.633 3625700 4952600 3591900 4147400 5532500 4441800 5388700 6639800 3595100 4771100 7734800 11473000 3654400 3586700 3335900 7912600 3911000 4689900 4805400 3480700 4445100 2217300 7084100 8292800 5233600 5005200 7860300 4153600

O60936 Nucleolar protein 3NOL3 >tr|H3BUP2|H3BUP2_HUMAN Nucleolar protein 3 (Fragment) OS=Homo sapiens GN=NOL3 PE=4 SV=1;>tr|H3BUN4|H3BUN4_HUMAN Nucleolar protein 3 (Fragment) OS=Homo sapiens GN=NOL3 PE=4 SV=1;>sp|O60936-2|NOL3_HUMAN Isoform 2 of Nucleolar protein 3 OS=Homo sapiens GN=NO8 6 6 6 18.738 174 174;206;208;270;139;216;219;1310 177.64 0 0 0 7359200 3262600 1680900 0 0 10531000 4767400 3432100 3046200 2965100 0 2267100 0 0 0 2357900 1740100 0 0 0 0 4450700 3122700 0 1876200

Q02543 60S ribosomal protein L18aRPL18A >tr|M0R3D6|M0R3D6_HUMAN 60S ribosomal protein L18a (Fragment) OS=Homo sapiens GN=RPL18A PE=1 SV=1;>tr|M0R1A7|M0R1A7_HUMAN 60S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=1;>tr|M0R117|M0R117_HUMAN 60S ribosomal protein L18a OS=Homo sapiens GN=R5 6 6 6 16.714 141 141;147;154;176;1370 47.017 8903300 7679700 6749800 5842600 11715000 11951000 13565000 12267000 4417800 4762200 7580000 8471700 6186700 6717300 8626500 9591800 7332700 7208800 6486600 5812100 0 0 0 0 8625900 9286500 7809700 7586500

P61088 Ubiquitin-conjugating enzyme E2 N;Putative ubiquitin-conjugating enzyme E2 N-likeUBE2N >sp|P61088|UBE2N_HUMAN Ubiquitin-conjugating enzyme E2 N OS=Homo sapiens GN=UBE2N PE=1 SV=1;>tr|F8VSD4|F8VSD4_HUMAN Ubiquitin-conjugating enzyme E2 N OS=Homo sapiens GN=UBE2N PE=1 SV=1;>tr|F8VV71|F8VV71_HUMAN Ubiquitin-conjugating enzyme E2 N OS=Homo sapie6 9 9 9 17.138 152 152;105;152;89;153;870 34.491 12577000 12868000 11379000 10669000 13630000 14068000 15963000 16551000 10572000 4756300 9404000 10323000 9094500 11216000 8521000 5775200 10117000 10783000 7609400 11477000 15970000 14550000 7924900 8573700 12393000 14771000 8556700 10568000

P28838 Cytosol aminopeptidaseLAP3 >sp|P28838-2|AMPL_HUMAN Isoform 2 of Cytosol aminopeptidase OS=Homo sapiens GN=LAP3;>sp|P28838|AMPL_HUMAN Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=34 12 12 12 52.771 488 488;519;209;119 0 117.05 2771100 3330000 2873300 2345600 6757100 6247200 6058300 5999600 3745500 4744700 5418700 6096100 2889600 3431800 3655800 4453400 2603400 2895500 3084500 2314800 6977500 9949900 7220200 7330900 4127400 3037900 5455800 7172700

Q9Y3C8 Ubiquitin-fold modifier-conjugating enzyme 1UFC1 >sp|Q9Y3C8|UFC1_HUMAN Ubiquitin-fold modifier-conjugating enzyme 1 OS=Homo sapiens GN=UFC1 PE=1 SV=31 4 4 4 19.458 167 167 0 12.494 0 0 0 2051300 2125700 3817500 1537100 0 2533500 4744600 2199000 1743900 1473900 1159300 1246600 1506400 0 0 0 0 0 0 0 0 3418400 3117700 1934100 1300000

P37198 Nuclear pore glycoprotein p62NUP62 >tr|M0QXN5|M0QXN5_HUMAN Nuclear pore glycoprotein p62 OS=Homo sapiens GN=NUP62 PE=1 SV=1;>sp|P37198|NUP62_HUMAN Nuclear pore glycoprotein p62 OS=Homo sapiens GN=NUP62 PE=1 SV=311 5 5 5 45.615 446 446;522;23;24;36;75;99;100;134;138;1930 59.782 0 2234500 1795500 0 0 0 585810 604660 0 4742800 3664300 1332500 0 0 667360 942150 0 0 0 0 0 0 0 0 964040 772160 0 0

P13798 Acylamino-acid-releasing enzymeAPEH >tr|C9JIF9|C9JIF9_HUMAN Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 SV=1;>sp|P13798|ACPH_HUMAN Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 SV=4;>tr|H7C393|H7C393_HUMAN Acylamino-acid-releasing enzyme (Fragment) OS=Homo sap6 7 7 7 81.673 737 737;732;284;308;232;500 105.34 5272200 5429200 5293200 3917500 4641500 5425300 7358200 7542900 8334600 4740400 13359000 4429000 5852600 4606100 5759000 3390900 2732300 0 4025500 3755300 8944100 5042600 3978200 4945600 5174800 6001700 4475100 6756900

P39023 60S ribosomal protein L3RPL3 >sp|P39023|RL3_HUMAN 60S ribosomal protein L3 OS=Homo sapiens GN=RPL3 PE=1 SV=2;>tr|G5E9G0|G5E9G0_HUMAN 60S ribosomal protein L3 OS=Homo sapiens GN=RPL3 PE=1 SV=1;>tr|B5MCW2|B5MCW2_HUMAN 60S ribosomal protein L3 (Fragment) OS=Homo sapiens GN=RPL3 PE=1 SV=16 11 11 10 46.108 403 403;351;272;305;261;1800 109.49 8744300 9431400 9256400 11369000 19290000 14978000 16981000 15851000 4822100 4708600 4957000 5584100 7658500 10236000 8510500 8688500 11190000 12053000 10536000 10842000 32497000 29355000 28696000 27029000 9882300 10055000 7787100 6283900

P49821 "NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial"NDUFV1 >tr|G3V0I5|G3V0I5_HUMAN NADH dehydrogenase (Ubiquinone) flavoprotein 1, 51kDa, isoform CRA_c OS=Homo sapiens GN=NDUFV1 PE=1 SV=1;>sp|P49821-2|NDUV1_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial OS=Homo sapiens GN=NDUFV1;>13 13 13 13 50.054 457 457;455;464;363;178;136;178;96;144;133;53;75;1270 89.834 5645900 7401600 4764900 4730400 3493700 3489900 4025900 4096300 9117900 4707900 6045100 2706700 3661700 9766100 7665800 5647300 6059400 7252800 6984100 8025900 2975900 8610000 12036000 13567000 5559700 5166400 4934400 4650600

P62310 U6 snRNA-associated Sm-like protein LSm3LSM3 >sp|P62310|LSM3_HUMAN U6 snRNA-associated Sm-like protein LSm3 OS=Homo sapiens GN=LSM3 PE=1 SV=21 2 2 2 11.845 102 102 0 71.934 3420500 3167100 0 2966800 0 3237000 3043400 3034300 4539000 4706400 4778300 3510900 4542500 4946500 2669600 4188800 2915800 0 0 0 0 0 0 0 5849100 5039400 10747000 2771500

Q15046 Lysine--tRNA ligaseKARS >sp|Q15046|SYK_HUMAN Lysine--tRNA ligase OS=Homo sapiens GN=KARS PE=1 SV=3;>sp|Q15046-2|SYK_HUMAN Isoform Mitochondrial of Lysine--tRNA ligase OS=Homo sapiens GN=KARS6 12 12 12 68.047 597 597;625;256;102;104;760 88.249 3040200 3462600 3912500 3927400 7732300 8342800 8606100 7819000 4759200 4695400 6740200 7701200 4238200 7179200 6738100 9141700 4702700 5009100 2837400 2429000 5820000 6156500 3551600 4196300 6644300 5373900 6284200 6513000

P53597 "Succinyl-CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial"SUCLG1 >sp|P53597|SUCA_HUMAN Succinyl-CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial OS=Homo sapiens GN=SUCLG1 PE=1 SV=42 6 6 6 36.249 346 346;105 0 31.287 8949700 8818800 8097900 7924000 9435200 9663300 9214900 11572000 5533700 4690300 7133800 8535700 6529300 7636700 9502900 10018000 7825800 8019400 8215400 8782500 10349000 11129000 10982000 11345000 8808600 9541300 8813600 10533000

Q9BZZ5 Apoptosis inhibitor 5API5 >tr|G3V1C3|G3V1C3_HUMAN Apoptosis inhibitor 5 OS=Homo sapiens GN=API5 PE=1 SV=1;>sp|Q9BZZ5-3|API5_HUMAN Isoform 3 of Apoptosis inhibitor 5 OS=Homo sapiens GN=API5;>sp|Q9BZZ5-2|API5_HUMAN Isoform 2 of Apoptosis inhibitor 5 OS=Homo sapiens GN=API5;>sp|Q9BZZ59 9 9 9 57.56 510 510;445;504;524;513;438;450;294;1230 95.494 3441300 3997300 3203900 3034700 4268300 4486800 4824500 5137500 3437400 4674300 3878100 4127300 4740300 4240900 3282500 2774500 5549200 4441100 3346700 4794300 6762000 5669900 4661300 3577000 5204200 6889800 5681100 3446700

Q9HDC9 Adipocyte plasma membrane-associated proteinAPMAP >sp|Q9HDC9|APMAP_HUMAN Adipocyte plasma membrane-associated protein OS=Homo sapiens GN=APMAP PE=1 SV=2;>tr|H0Y512|H0Y512_HUMAN Adipocyte plasma membrane-associated protein (Fragment) OS=Homo sapiens GN=APMAP PE=1 SV=1;>sp|Q9HDC9-2|APMAP_HUMAN Isoform 2 of 3 13 13 13 46.48 416 416;409;289 0 97.917 7964300 8699600 11282000 7741100 6163700 6129700 6366700 5488400 2537300 4668300 7812200 7654300 7066900 6945100 10203000 11424000 8431600 8398700 10195000 9019400 3090100 2456000 11705000 17797000 10313000 11068000 7471000 8292800

Q99733 Nucleosome assembly protein 1-like 4NAP1L4 >sp|Q99733|NP1L4_HUMAN Nucleosome assembly protein 1-like 4 OS=Homo sapiens GN=NAP1L4 PE=1 SV=1;>sp|Q99733-2|NP1L4_HUMAN Isoform 2 of Nucleosome assembly protein 1-like 4 OS=Homo sapiens GN=NAP1L4;>tr|C9JZI7|C9JZI7_HUMAN Nucleosome assembly protein 1-like 14 11 11 9 42.823 375 375;386;278;107;128;133;140;178;156;169;154;78;101;2040 109.65 5027900 5987800 4860800 3458500 5392800 5052900 5071300 5901200 5778700 4655600 3866200 4533000 3673400 5357000 2411100 2605000 6240600 4531700 3738900 4176800 10759000 6956700 6439300 7045200 5781200 5908400 3897800 2904300

P09496 Clathrin light chain ACLTA >sp|P09496-2|CLCA_HUMAN Isoform Non-brain of Clathrin light chain A OS=Homo sapiens GN=CLTA;>tr|F8WF69|F8WF69_HUMAN Clathrin light chain A OS=Homo sapiens GN=CLTA PE=1 SV=1;>sp|P09496-5|CLCA_HUMAN Isoform 5 of Clathrin light chain A OS=Homo sapiens GN=CLTA7 3 3 3 23.662 218 218;260;166;230;236;248;1960 107.78 0 0 3567500 3267100 4060300 3819500 3796500 4277400 5569600 4632000 9653600 2534400 3120000 3420700 3298200 2466000 4216500 3929200 4573200 0 1107600 937430 2466800 0 2989700 3517500 4949700 7585300

Q16775 "Hydroxyacylglutathione hydrolase, mitochondrial"HAGH >tr|H3BPK3|H3BPK3_HUMAN Hydroxyacylglutathione hydrolase, mitochondrial (Fragment) OS=Homo sapiens GN=HAGH PE=1 SV=1;>sp|Q16775-2|GLO2_HUMAN Isoform 2 of Hydroxyacylglutathione hydrolase, mitochondrial OS=Homo sapiens GN=HAGH;>sp|Q16775|GLO2_HUMAN Hydroxya6 4 4 4 26.305 239 239;260;308;258;64;1600 10.272 3014300 2460100 2866000 2252200 3596800 2827300 3453800 3127300 2592400 4628700 3934900 1880900 2312700 3325000 1418300 2940500 2404400 3295200 2049400 1992100 0 0 0 0 3975400 2641600 1806100 1580300

Q96AT9 Ribulose-phosphate 3-epimerase;Ribulose-phosphate 3-epimerase-like protein 1RPE;RPEL1 >sp|Q96AT9-4|RPE_HUMAN Isoform 4 of Ribulose-phosphate 3-epimerase OS=Homo sapiens GN=RPE;>sp|Q96AT9-2|RPE_HUMAN Isoform 2 of Ribulose-phosphate 3-epimerase OS=Homo sapiens GN=RPE;>sp|Q96AT9|RPE_HUMAN Ribulose-phosphate 3-epimerase OS=Homo sapiens GN=RPE P10 2 2 2 21.739 199 199;220;228;60;159;191;225;160;178;2280 46.379 0 1888900 1406800 0 0 791980 1367200 1343500 0 4622200 1087800 0 0 0 0 0 0 0 0 0 0 0 0 0 2651300 1049400 0 1522800

Q9Y6B6 GTP-binding protein SAR1bSAR1B >tr|D6RD69|D6RD69_HUMAN GTP-binding protein SAR1b (Fragment) OS=Homo sapiens GN=SAR1B PE=1 SV=1;>sp|Q9Y6B6|SAR1B_HUMAN GTP-binding protein SAR1b OS=Homo sapiens GN=SAR1B PE=1 SV=1;>tr|D6R9R5|D6R9R5_HUMAN GTP-binding protein SAR1b (Fragment) OS=Homo sapiens8 4 4 3 19.047 170 170;198;119;130;144;51;103;1210 31.57 5966300 4715300 8450000 6439500 5442200 5643200 5322800 5642300 10530000 4613600 3337900 2635100 5773800 3815200 0 2147000 9480100 0 6093800 0 12823000 12619000 0 6444100 0 5139300 3338300 2200500

P54577 "Tyrosine--tRNA ligase, cytoplasmic;Tyrosine--tRNA ligase, cytoplasmic, N-terminally processed"YARS >sp|P54577|SYYC_HUMAN Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 SV=41 11 11 11 59.143 528 528 0 57.987 2381300 3581900 5321900 6722100 9082500 9342800 11321000 8694300 4493300 4609100 7175500 5050500 4669700 5540900 6481800 12940000 0 0 5612800 6655300 18915000 9765300 7425400 5387100 7594300 6147300 6896600 8417400

O95433 Activator of 90 kDa heat shock protein ATPase homolog 1AHSA1 >tr|H0YJ63|H0YJ63_HUMAN Activator of 90 kDa heat shock protein ATPase homolog 1 (Fragment) OS=Homo sapiens GN=AHSA1 PE=1 SV=1;>tr|G3V438|G3V438_HUMAN Activator of 90 kDa heat shock protein ATPase homolog 1 (Fragment) OS=Homo sapiens GN=AHSA1 PE=1 SV=1;>sp|5 3 3 3 10.031 90 90;203;288;338;2160 30.03 0 0 3387100 2354100 0 0 0 0 8573100 4608500 0 0 2750500 0 3171200 4202400 0 0 2386500 0 0 0 0 0 0 0 0 0

P62266 40S ribosomal protein S23RPS23 >sp|P62266|RS23_HUMAN 40S ribosomal protein S23 OS=Homo sapiens GN=RPS23 PE=1 SV=3;>tr|D6RD47|D6RD47_HUMAN 40S ribosomal protein S23 OS=Homo sapiens GN=RPS23 PE=1 SV=12 5 5 5 15.807 143 143;134 0 24.174 3076400 2525100 3529500 3508000 12260000 9852600 10654000 0 2280900 4602300 15654000 22724000 0 1455500 2718800 4864200 10163000 13400000 15147000 0 7050600 0 0 0 0 0 8503200 6204700

P51648 Fatty aldehyde dehydrogenaseALDH3A2 >tr|J3QRD1|J3QRD1_HUMAN Fatty aldehyde dehydrogenase OS=Homo sapiens GN=ALDH3A2 PE=1 SV=1;>sp|P51648|AL3A2_HUMAN Fatty aldehyde dehydrogenase OS=Homo sapiens GN=ALDH3A2 PE=1 SV=1;>sp|P51648-2|AL3A2_HUMAN Isoform 2 of Fatty aldehyde dehydrogenase OS=Homo sa22 9 9 9 44.648 393 393;485;508;162;134;54;127;146;166;182;62;97;148;259;372;380;389;396;385;431;453;4680 37.739 4265700 3483400 1677000 1651600 2187200 2345900 2353700 2865600 2092100 4601400 13764000 3264300 2145200 2494700 5330300 4198500 2736300 2917600 2806700 3328000 3585100 0 6844400 3599700 3405200 975020 3250700 4129000

Q9UBU3 Appetite-regulating hormone;Ghrelin-27;Ghrelin-28;ObestatinGHRL >sp|Q9UBU3-4|GHRL_HUMAN Isoform 4 of Appetite-regulating hormone OS=Homo sapiens GN=GHRL;>sp|Q9UBU3-3|GHRL_HUMAN Isoform 3 of Appetite-regulating hormone OS=Homo sapiens GN=GHRL;>sp|Q9UBU3-2|GHRL_HUMAN Isoform 2 of Appetite-regulating hormone OS=Homo sapie6 4 4 4 11.656 104 104;105;116;117;66;910 73.669 1372400 4546800 5335500 6027000 3040700 5284600 2851300 3932300 33122000 4595700 4593200 3256400 9092300 4795100 2422400 2242000 0 2222500 10588000 8737200 1212200 2703400 2174400 1992300 7501300 3168900 7950800 4980500

Q9Y5U9 Immediate early response 3-interacting protein 1IER3IP1 >sp|Q9Y5U9|IR3IP_HUMAN Immediate early response 3-interacting protein 1 OS=Homo sapiens GN=IER3IP1 PE=1 SV=11 2 2 2 8.9687 82 82 0 25.932 2089700 3862100 2654100 1741000 1473400 2568500 1639800 1627300 3117000 4580600 2751700 4224700 3404500 3505800 9179200 3797300 2466000 2397700 2498900 2988300 1462400 0 3681600 3808100 3883500 0 9229900 0

Q15691 Microtubule-associated protein RP/EB family member 1MAPRE1 >sp|Q15691|MARE1_HUMAN Microtubule-associated protein RP/EB family member 1 OS=Homo sapiens GN=MAPRE1 PE=1 SV=31 9 9 8 29.999 268 268 0 245.72 9070600 5061200 8133900 8506000 9906800 10759000 12802000 13080000 3981000 4565500 7729000 8027500 6241500 7075600 5334100 6161700 9257700 7413100 8203100 7905400 18808000 20591000 12760000 14990000 10728000 9572900 11618000 8664600

P47985 "Cytochrome b-c1 complex subunit Rieske, mitochondrial;Cytochrome b-c1 complex subunit 11;Putative cytochrome b-c1 complex subunit Rieske-like protein 1"UQCRFS1 >sp|P47985|UCRI_HUMAN Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Homo sapiens GN=UQCRFS1 PE=1 SV=2;>sp|P0C7P4|UCRIL_HUMAN Putative cytochrome b-c1 complex subunit Rieske-like protein 1 OS=Homo sapiens GN=UQCRFS1P1 PE=5 SV=12 5 5 5 29.668 274 274;283 0 123.41 8940100 4906300 4385100 2902100 2045600 1911200 2036100 2034300 19441000 4560400 21155000 10313000 3168400 14735000 7249100 3403400 5467400 5784400 4573000 4301200 0 0 0 0 3103400 0 21374000 3978100

Q16851 UTP--glucose-1-phosphate uridylyltransferaseUGP2 >sp|Q16851-2|UGPA_HUMAN Isoform 2 of UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=UGP2;>tr|A0A087WYS1|A0A087WYS1_HUMAN UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=UGP2 PE=1 SV=1;>tr|E7EUC7|E7EUC7_HUMAN UTP--glucose-1-14 11 11 11 55.676 497 497;508;517;508;150;171;213;105;135;175;38;48;52;760 180.02 10976000 9866100 8172200 10110000 10945000 10179000 12253000 13663000 6629800 4552900 24045000 10540000 7619100 8241800 6726000 10333000 9160300 10431000 8851800 6184100 18832000 14873000 8946200 6427600 14141000 14784000 14615000 16964000

Q9H4G0 Band 4.1-like protein 1EPB41L1 >sp|Q9H4G0-4|E41L1_HUMAN Isoform 4 of Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1;>sp|Q9H4G0-2|E41L1_HUMAN Isoform 2 of Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1;>sp|Q9H4G0|E41L1_HUMAN Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1 PE=111 9 9 8 78.83 701 701;779;881;772;257;199;268;168;188;197;1190 35.732 0 3561100 3305600 3583100 0 2995900 3394900 2974900 2444000 4547900 6961400 4395700 2431900 2620000 5437300 5369000 0 0 0 0 0 0 0 0 4225700 2869400 2950000 2294900

Q96JB5 CDK5 regulatory subunit-associated protein 3CDK5RAP3 >sp|Q96JB5|CK5P3_HUMAN CDK5 regulatory subunit-associated protein 3 OS=Homo sapiens GN=CDK5RAP3 PE=1 SV=2;>sp|Q96JB5-4|CK5P3_HUMAN Isoform 4 of CDK5 regulatory subunit-associated protein 3 OS=Homo sapiens GN=CDK5RAP3;>tr|J3QQY1|J3QQY1_HUMAN CDK5 regulatory12 8 8 8 56.92 506 506;531;281;419;123;272;281;105;118;124;196;1030 39.958 3416100 3864700 3262300 3684900 2894200 2365100 2467300 2526500 3589000 4546300 10300000 3894100 5863700 4323200 4539200 4782100 2627000 2987200 4368600 4796500 5711000 0 4165800 7520900 4602000 3411900 2412000 4162400

O75533 Splicing factor 3B subunit 1SF3B1 >sp|O75533|SF3B1_HUMAN Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=35 21 21 21 145.83 1304 1304;154;144;241;370 122.08 5022100 4735100 6074600 5720800 5237500 6012100 8906600 9427400 7412500 4543300 8373100 4952400 6268200 5893400 4205400 2559600 4303600 4178000 4634000 5996400 3929100 5767500 0 8317100 6040800 7199100 6582700 4556100

P49589 "Cysteine--tRNA ligase, cytoplasmic"CARS >tr|B4DKY1|B4DKY1_HUMAN Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS PE=1 SV=1;>sp|P49589-2|SYCC_HUMAN Isoform 2 of Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS;>sp|P49589|SYCC_HUMAN Cysteine--tRNA ligase, cytoplasmic OS=Homo sa4 9 9 9 84.277 739 739;726;748;831 0 64.598 2641900 2662200 4106700 2918300 1607800 3996900 4078700 6122400 1895900 4519900 4682400 5349900 3203700 3392700 2751300 4544400 2597400 3324600 1896400 2578300 0 0 4639500 0 4384900 5156100 5359200 3517500

P61160 Actin-related protein 2ACTR2 >sp|P61160|ARP2_HUMAN Actin-related protein 2 OS=Homo sapiens GN=ACTR2 PE=1 SV=1;>sp|P61160-2|ARP2_HUMAN Isoform 2 of Actin-related protein 2 OS=Homo sapiens GN=ACTR2;>tr|F5H6T1|F5H6T1_HUMAN ARP2 actin-related protein 2 homolog (Yeast), isoform CRA_d OS=Ho3 11 11 11 44.76 394 394;399;339 0 96.551 6657600 8166500 6334100 6407700 10443000 9776100 10434000 9716600 5434600 4504100 5714400 7213800 5195700 6580600 5138200 4466500 7093900 8137600 5439400 5269500 0 0 0 7463300 7609200 6566600 8413200 7656700

Q15293 Reticulocalbin-1RCN1 >sp|Q15293|RCN1_HUMAN Reticulocalbin-1 OS=Homo sapiens GN=RCN1 PE=1 SV=1;>sp|Q15293-2|RCN1_HUMAN Isoform 2 of Reticulocalbin-1 OS=Homo sapiens GN=RCN12 6 6 6 38.89 331 331;280 0 84.235 9277600 8565400 6979400 6956900 5734300 4925000 7404000 6483300 3282200 4489300 6308900 4350700 5267600 6985200 3513500 3998100 9051800 9887600 8928800 9347400 10813000 7382200 8113500 8998200 10722000 8691000 5464600 3854000

Q5JTV8 Torsin-1A-interacting protein 1TOR1AIP1 >tr|A0A0A0MSK5|A0A0A0MSK5_HUMAN Torsin-1A-interacting protein 1 OS=Homo sapiens GN=TOR1AIP1 PE=4 SV=1;>sp|Q5JTV8|TOIP1_HUMAN Torsin-1A-interacting protein 1 OS=Homo sapiens GN=TOR1AIP1 PE=1 SV=2;>tr|J3KN66|J3KN66_HUMAN Torsin-1A-interacting protein 1 OS=Ho8 8 8 8 52.406 462 462;583;599;584;379;193;198;2960 79.621 0 2285000 1992800 0 1973100 3743000 1500300 1520000 1595000 4488900 5933200 7900600 2578500 1815200 8626900 6006300 0 0 0 0 0 0 0 0 2611600 3442800 4645400 5884300

Q14914 Prostaglandin reductase 1PTGR1 >sp|Q14914-2|PTGR1_HUMAN Isoform 2 of Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1;>sp|Q14914|PTGR1_HUMAN Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 PE=1 SV=2;>tr|F2Z3J9|F2Z3J9_HUMAN Prostaglandin reductase 1 (Fragment) OS=Homo sapiens GN=PTG5 7 7 7 32.895 301 301;329;118;73;1190 84.883 3280300 3425200 5639900 7151900 0 0 0 857700 2706500 4484000 0 0 6563200 3116100 1260400 0 4738600 2894200 2495300 2443000 0 0 0 0 0 0 0 0

O14737 Programmed cell death protein 5PDCD5 >sp|O14737|PDCD5_HUMAN Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 SV=3;>tr|K7EQA1|K7EQA1_HUMAN Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 SV=1;>sp|O14737-2|PDCD5_HUMAN Isoform 2 of Programmed cell death protein 5 OS=Ho6 6 6 6 14.285 125 125;87;129;65;40;550 45.32 2637200 3489800 4124200 4922000 6774000 4843000 6631700 6728800 9353100 4469600 9325500 12626000 8812100 7844200 3775100 1959000 6382300 4225600 3145400 2647700 3554300 5150600 4803900 3436000 8666900 8619500 13679000 12600000

P61970 Nuclear transport factor 2NUTF2 >sp|P61970|NTF2_HUMAN Nuclear transport factor 2 OS=Homo sapiens GN=NUTF2 PE=1 SV=1;>tr|H3BRV9|H3BRV9_HUMAN Nuclear transport factor 2 (Fragment) OS=Homo sapiens GN=NUTF2 PE=1 SV=12 3 3 3 14.478 127 127;107 0 53.933 7259800 5725500 8383600 5810800 4258300 4899500 737660 0 4441100 4462300 0 0 17471000 5591700 3683600 2294600 6563200 8341300 5071300 4298400 0 0 0 0 0 0 0 0

P01009 Alpha-1-antitrypsin;Short peptide from AATSERPINA1 >sp|P01009-2|A1AT_HUMAN Isoform 2 of Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1;>sp|P01009|A1AT_HUMAN Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3;>sp|P01009-3|A1AT_HUMAN Isoform 3 of Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA17 11 11 11 40.262 359 359;418;306;105;92;117;1560 33.994 5925100 6892500 2554400 6272700 7332300 7645800 8444100 8146400 5297100 4461800 12136000 12806000 5489800 5486600 7135000 7756900 6272800 7300600 8683800 4530500 7578000 8163700 11827000 9526200 7355200 6619400 11163000 12771000

P09429 High mobility group protein B1HMGB1 >tr|Q5T7C4|Q5T7C4_HUMAN High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=1;>sp|P09429|HMGB1_HUMAN High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=3;>tr|Q5T7C6|Q5T7C6_HUMAN High mobility group protein B1 (Fragment) OS=Homo sap4 13 13 12 18.311 158 158;215;162;211 0 87.758 8336300 9900800 9135500 9342500 14720000 14562000 12338000 14513000 4639300 4442000 9323400 13285000 7678900 9002400 6054300 6832000 7103500 8207600 11176000 10359000 25941000 18872000 5676600 5006700 11748000 12120000 10219000 10270000

P51649 "Succinate-semialdehyde dehydrogenase, mitochondrial"ALDH5A1 >tr|C9J8Q5|C9J8Q5_HUMAN Succinate-semialdehyde dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH5A1 PE=1 SV=1;>sp|P51649|SSDH_HUMAN Succinate-semialdehyde dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH5A1 PE=1 SV=2;>sp|P51649-2|SSDH_HUMAN Isoform 3 5 5 5 53.867 507 507;535;548 0 37.191 3089200 3091700 2187900 2529400 1578300 2506600 3631700 2300500 5073800 4435200 5540100 5218000 2163900 2469200 4897400 2871900 0 2110700 1583200 0 0 0 0 0 5264700 2505400 2735400 5002400

P14678 Small nuclear ribonucleoprotein-associated proteins B and B;Small nuclear ribonucleoprotein-associated protein NSNRPN >tr|J3QLE5|J3QLE5_HUMAN Small nuclear ribonucleoprotein-associated protein N (Fragment) OS=Homo sapiens GN=SNRPN PE=4 SV=1;>tr|A8MT02|A8MT02_HUMAN Small nuclear ribonucleoprotein-associated proteins B and B OS=Homo sapiens GN=SNRPB PE=1 SV=3;>sp|P14678-2|9 6 6 6 17.546 169 169;288;231;240;240;244;289;59;700 13.733 5050900 5638000 7838100 6245000 5086600 5326900 8462600 6688700 28982000 4433600 5975600 7438400 11759000 22432000 2782200 4033400 7663200 6770400 6156400 6003800 0 0 0 0 15556000 3648300 1707900 2148100

Q9Y6C9 Mitochondrial carrier homolog 2MTCH2 >sp|Q9Y6C9|MTCH2_HUMAN Mitochondrial carrier homolog 2 OS=Homo sapiens GN=MTCH2 PE=1 SV=1;>tr|E9PIE4|E9PIE4_HUMAN Mitochondrial carrier homolog 2 (Fragment) OS=Homo sapiens GN=MTCH2 PE=1 SV=32 11 11 11 33.331 303 303;263 0 98.767 9230200 9007700 8422400 8670700 4564200 4375200 4282100 4674800 3744300 4414300 6233200 7336500 6882000 9485700 8167300 9949300 11682000 9763800 8502000 10223000 10924000 8754500 16531000 17205000 6655200 12168000 6317600 5429800

O15144 Actin-related protein 2/3 complex subunit 2ARPC2 >sp|O15144|ARPC2_HUMAN Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens GN=ARPC2 PE=1 SV=15 13 13 13 34.333 300 300;90;91;38;165 0 64.327 6552600 7622000 7185800 8781500 8672800 9293400 9964600 9601600 5434300 4409500 5411500 7954200 5548500 6357000 5652000 4677300 6484600 7477800 6614400 6290800 16019000 15047000 0 1976800 7756600 7545500 5618500 6372100

Q07666 "KH domain-containing, RNA-binding, signal transduction-associated protein 1"KHDRBS1 >sp|Q07666-2|KHDR1_HUMAN Isoform 2 of KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Homo sapiens GN=KHDRBS1;>sp|Q07666|KHDR1_HUMAN KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Homo sapiens 3 5 5 5 45.86 418 418;443;404 0 53.076 3758100 3620200 2872000 3175900 3495100 2812500 4058900 4866700 0 4404900 5042300 6524000 2502300 0 0 0 0 0 0 0 0 0 3835800 2345500 0 0 2832600 2886600

Q9P1F3 Costars family protein ABRACLABRACL >sp|Q9P1F3|ABRAL_HUMAN Costars family protein ABRACL OS=Homo sapiens GN=ABRACL PE=1 SV=1;>tr|Q5SZC9|Q5SZC9_HUMAN Costars family protein ABRACL OS=Homo sapiens GN=ABRACL PE=1 SV=12 2 2 2 9.0564 81 81;67 0 49.501 4771300 6244100 3949100 1806800 0 0 0 0 3811800 4403100 0 0 3296600 712510 0 0 0 0 4509900 5518500 0 0 0 718520 0 18679000 0 6166400

P21283 V-type proton ATPase subunit C 1ATP6V1C1 >sp|P21283|VATC1_HUMAN V-type proton ATPase subunit C 1 OS=Homo sapiens GN=ATP6V1C1 PE=1 SV=44 8 8 8 43.941 382 382;307;381;427 0 47.456 5245000 4444200 4055700 4360700 3209200 3056900 4876300 7304500 4330300 4402600 12921000 5186000 4080600 5213800 4455100 2856500 5267600 6027200 4232600 4185500 5039400 5204800 5054400 6000700 4334000 6892200 5745000 5314900

P09467 "Fructose-1,6-bisphosphatase 1"FBP1 >sp|P09467|F16P1_HUMAN Fructose-1,6-bisphosphatase 1 OS=Homo sapiens GN=FBP1 PE=1 SV=52 7 7 7 36.842 338 338;151 0 127.22 3729400 3429100 3914500 1480300 10078000 8969400 8141100 12156000 1076400 4398300 18341000 19879000 1248500 0 9840000 9243300 0 0 3204100 4508400 0 0 0 0 3381800 3202700 11490000 17419000

Q5VV89 Microsomal glutathione S-transferase 3MGST3 >tr|Q5VV89|Q5VV89_HUMAN Microsomal glutathione S-transferase 3 OS=Homo sapiens GN=MGST3 PE=1 SV=1;>sp|O14880|MGST3_HUMAN Microsomal glutathione S-transferase 3 OS=Homo sapiens GN=MGST3 PE=1 SV=1;>tr|Q5VV87|Q5VV87_HUMAN Microsomal glutathione S-transferase 3 5 5 5 18.416 166 166;152;129 0 110.33 1999100 1712700 1634200 3032500 4479900 3285400 2339100 2094800 3684500 4388900 4021700 5014400 2864800 1679300 5977600 5973400 0 0 0 0 0 0 0 0 0 0 4378400 5046700

Q8N398 von Willebrand factor A domain-containing protein 5B2VWA5B2 >sp|Q8N398-2|VW5B2_HUMAN Isoform 2 of von Willebrand factor A domain-containing protein 5B2 OS=Homo sapiens GN=VWA5B2;>sp|Q8N398|VW5B2_HUMAN von Willebrand factor A domain-containing protein 5B2 OS=Homo sapiens GN=VWA5B2 PE=2 SV=22 13 13 4 131.67 1242 1242;1253 0 97.036 8753900 9260100 10369000 8455800 4669700 4761800 7200400 4834600 9674900 4381500 6856100 6676700 6225200 4724100 7632000 5515500 7703900 6034500 9469000 8190100 5258500 5537500 8114800 2545700 8853200 9349900 7297400 5323200

P21953 "2-oxoisovalerate dehydrogenase subunit beta, mitochondrial"BCKDHB >sp|P21953|ODBB_HUMAN 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Homo sapiens GN=BCKDHB PE=1 SV=22 7 7 7 43.122 392 392;218 0 12.911 0 0 0 0 0 3069800 1844000 0 3979200 4357300 9224000 7160000 3206900 5504500 13187000 2969700 0 0 3064000 0 0 0 0 0 2039600 0 0 3147800

Q8TCT9 Minor histocompatibility antigen H13HM13 >sp|Q8TCT9-5|HM13_HUMAN Isoform 5 of Minor histocompatibility antigen H13 OS=Homo sapiens GN=HM13;>sp|Q8TCT9|HM13_HUMAN Minor histocompatibility antigen H13 OS=Homo sapiens GN=HM13 PE=1 SV=1;>tr|A0A075B6F6|A0A075B6F6_HUMAN Minor histocompatibility antigen 5 5 5 5 36.813 335 335;377;272;394;4260 22.79 5585500 5876200 4503500 5595800 0 0 0 0 4504100 4343700 1758500 0 6858400 8921500 2030800 0 3425000 2385900 5757800 4317500 0 2138600 0 2005200 0 0 3654900 0

Q5T760 Serine/arginine-rich splicing factor 11SRSF11 >tr|Q5T760|Q5T760_HUMAN Serine/arginine-rich-splicing factor 11 (Fragment) OS=Homo sapiens GN=SRSF11 PE=1 SV=1;>sp|Q05519-2|SRS11_HUMAN Isoform 2 of Serine/arginine-rich splicing factor 11 OS=Homo sapiens GN=SRSF11;>sp|Q05519|SRS11_HUMAN Serine/arginine-ri6 4 4 4 42.316 389 389;483;484;128;80;4240 11.838 1119500 1343800 2410200 3008200 2868000 3890200 3475800 3159400 3256900 4340200 10115000 4416000 4466300 2323300 1820700 2991100 0 0 2333900 1854000 0 0 0 0 2698700 3357100 8199400 2698000

Q9Y2Q3 Glutathione S-transferase kappa 1GSTK1 >sp|Q9Y2Q3|GSTK1_HUMAN Glutathione S-transferase kappa 1 OS=Homo sapiens GN=GSTK1 PE=1 SV=3;>tr|E9PFN5|E9PFN5_HUMAN Glutathione S-transferase kappa 1 OS=Homo sapiens GN=GSTK1 PE=1 SV=1;>sp|Q9Y2Q3-3|GSTK1_HUMAN Isoform 3 of Glutathione S-transferase kappa 16 5 5 5 25.497 226 226;190;214;282;118;1830 47.121 3175800 3401300 2670200 4453000 0 2823700 2667900 2548900 3291400 4332500 0 3035000 2835400 11344000 3610200 4863600 2730600 2754900 3226200 3140700 5882500 5044100 10546000 9970800 0 0 2933300 6722700

P02774 Vitamin D-binding proteinGC >sp|P02774|VTDB_HUMAN Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1;>sp|P02774-3|VTDB_HUMAN Isoform 3 of Vitamin D-binding protein OS=Homo sapiens GN=GC;>tr|D6RF35|D6RF35_HUMAN Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1;>sp|P02778 18 18 18 52.963 474 474;493;476;352;348;145;474;4750 323.31 6234200 6378300 5292900 6578600 29408000 29885000 27084000 27064000 5579200 4331500 25283000 34860000 5081100 5180300 26126000 37263000 3598200 6036400 7830500 5574200 31783000 21899000 38533000 35590000 7568800 7437400 28339000 29906000

Q92542 Nicastrin NCSTN >sp|Q92542-2|NICA_HUMAN Isoform 2 of Nicastrin OS=Homo sapiens GN=NCSTN;>sp|Q92542|NICA_HUMAN Nicastrin OS=Homo sapiens GN=NCSTN PE=1 SV=2;>tr|H0Y6T7|H0Y6T7_HUMAN Nicastrin (Fragment) OS=Homo sapiens GN=NCSTN PE=1 SV=1;>tr|Q5T205|Q5T205_HUMAN Nicastrin (Fr8 6 6 6 76.743 689 689;709;275;219;320;255;134;2320 22.397 1534200 1387200 2081000 1409200 1134400 5708800 2177300 1934800 0 4324800 13314000 4625800 0 1018700 4884400 2641100 0 0 0 0 0 0 0 0 2582900 1087900 1121600 3690200

Q9GZS3 "WD repeat-containing protein 61;WD repeat-containing protein 61, N-terminally processed"WDR61 >sp|Q9GZS3|WDR61_HUMAN WD repeat-containing protein 61 OS=Homo sapiens GN=WDR61 PE=1 SV=1;>tr|H0YN81|H0YN81_HUMAN WD repeat-containing protein 61 (Fragment) OS=Homo sapiens GN=WDR61 PE=1 SV=1;>tr|H0YL19|H0YL19_HUMAN WD repeat-containing protein 61 OS=Homo 7 8 8 8 33.58 305 305;294;212;189;163;48;720 43.714 2782100 3638400 6377600 6181700 4834900 3282600 3793600 5152400 13336000 4314700 24086000 20104000 3037500 4879000 4387500 4111800 0 0 0 0 0 3988800 0 0 4825500 2758700 6149300 7094600

Q2TAY7 "WD40 repeat-containing protein SMU1;WD40 repeat-containing protein SMU1, N-terminally processed"SMU1 >sp|Q2TAY7|SMU1_HUMAN WD40 repeat-containing protein SMU1 OS=Homo sapiens GN=SMU1 PE=1 SV=22 3 3 3 57.543 513 513;352 0 12.807 1311500 1413100 1124100 1128100 1443600 1166800 2355100 1767500 1023000 4313200 2093400 2835500 1641900 2194500 1800000 2417500 0 0 0 0 0 0 0 0 0 1779300 4048600 3993600

Q02790 "Peptidyl-prolyl cis-trans isomerase FKBP4;Peptidyl-prolyl cis-trans isomerase FKBP4, N-terminally processed"FKBP4 >sp|Q02790|FKBP4_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP4 PE=1 SV=34 9 9 9 51.804 459 459;86;51;84 0 72.612 2621000 2731400 3246300 3134800 3098800 2967900 3720400 3627200 3700900 4282400 1686300 1600500 3600700 4522400 2471300 1650200 0 1512200 3404200 4320700 0 4265400 3562600 3531500 4714500 4942200 2824900 2532800

Q9UL25 Ras-related protein Rab-21RAB21 >sp|Q9UL25|RAB21_HUMAN Ras-related protein Rab-21 OS=Homo sapiens GN=RAB21 PE=1 SV=31 7 7 7 24.347 225 225 0 57.241 3934500 2480200 2966400 3674600 1447800 2395700 2280900 1753100 15612000 4266200 3352500 4702900 3026100 4759700 7999300 5527100 6117700 4997400 5820300 4162400 3295500 0 0 3380900 3202200 3154700 2986800 3288700

P63220 40S ribosomal protein S21RPS21 >tr|Q8WVC2|Q8WVC2_HUMAN 40S ribosomal protein S21 OS=Homo sapiens GN=RPS21 PE=1 SV=1;>sp|P63220|RS21_HUMAN 40S ribosomal protein S21 OS=Homo sapiens GN=RPS21 PE=1 SV=1;>tr|Q9BYK1|Q9BYK1_HUMAN 40S ribosomal protein S21 OS=Homo sapiens GN=RPS21 PE=1 SV=14 5 5 5 8.85 81 81;83;90;66 0 123.52 8162600 7975200 9683400 10093000 5931100 5977700 3594100 2736100 5924700 4253600 868100 970410 6711600 7449800 3885800 3059900 8206000 7676400 8955800 12512000 0 0 0 1278400 1013800 1718600 1096700 957490

P40429 60S ribosomal protein L13a;Putative 60S ribosomal protein L13a protein RPL13AP3RPL13A >sp|P40429|RL13A_HUMAN 60S ribosomal protein L13a OS=Homo sapiens GN=RPL13A PE=1 SV=2;>tr|M0QYS1|M0QYS1_HUMAN 60S ribosomal protein L13a (Fragment) OS=Homo sapiens GN=RPL13A PE=1 SV=2;>tr|Q8J015|Q8J015_HUMAN 60S ribosomal protein L13a OS=Homo sapiens GN=RP6 7 7 7 23.577 203 203;210;142;102;46;480 99.214 9248900 9700300 8003800 8382100 12410000 12014000 14262000 12769000 4281700 4240400 6980100 7624600 6365400 7052400 5948500 6526400 9820200 8386000 7516900 6986900 18899000 13639000 17710000 19975000 8144700 7348100 8783000 6970600

P08559 "Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial"PDHA1 >sp|P08559-3|ODPA_HUMAN Isoform 3 of Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Homo sapiens GN=PDHA1;>sp|P08559|ODPA_HUMAN Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Homo sapien9 6 6 6 40.188 359 359;390;397;428;180;204;205;121;3880 38.049 6332000 5694900 3693900 3613200 2829400 2845300 2172400 2261200 6537500 4230800 5835500 2592200 5725100 4471000 4836900 5100100 4268800 5180200 4988500 4303800 0 0 0 0 5703400 5101400 4779100 3607800

O95340 Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 2;Sulfate adenylyltransferase;Adenylyl-sulfate kinasePAPSS2 >sp|O95340|PAPS2_HUMAN Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 2 OS=Homo sapiens GN=PAPSS2 PE=1 SV=2;>sp|O95340-2|PAPS2_HUMAN Isoform B of Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 2 OS=Homo sapiens GN=PAPSS22 19 19 18 69.5 614 614;619 0 132.1 11547000 12364000 10787000 11308000 13256000 12201000 17377000 13966000 4477000 4217100 7959400 8079700 7777700 8784500 6923900 8047100 10812000 9916600 8234700 9696900 27611000 28247000 18567000 19201000 12623000 13271000 9358800 9145600

Q9Y6E2 Basic leucine zipper and W2 domain-containing protein 2BZW2 >tr|E7ETZ4|E7ETZ4_HUMAN Basic leucine zipper and W2 domain-containing protein 2 (Fragment) OS=Homo sapiens GN=BZW2 PE=1 SV=1;>sp|Q9Y6E2|BZW2_HUMAN Basic leucine zipper and W2 domain-containing protein 2 OS=Homo sapiens GN=BZW2 PE=1 SV=1;>tr|E9PFD4|E9PFD4_H11 4 4 3 46.913 408 408;419;189;274;343;208;225;161;163;170;2010 9.6858 0 1199500 1030300 1303200 1264800 5572100 3005500 2048400 0 4214200 5025300 2647000 2081400 0 1308300 1331600 0 0 0 0 0 0 0 0 1086000 885450 0 0

P62191 26S protease regulatory subunit 4PSMC1 >sp|P62191|PRS4_HUMAN 26S protease regulatory subunit 4 OS=Homo sapiens GN=PSMC1 PE=1 SV=1;>sp|P62191-2|PRS4_HUMAN Isoform 2 of 26S protease regulatory subunit 4 OS=Homo sapiens GN=PSMC13 10 10 10 49.184 440 440;367;84 0 189.02 12523000 13734000 10253000 11288000 9805200 9449400 12818000 13238000 6772300 4209200 8315200 6918400 13590000 10214000 6265700 5433300 9626600 13183000 10246000 9328400 5563000 5140200 6511500 8265100 11158000 9940800 7827300 6841100

P61289 Proteasome activator complex subunit 3PSME3 >tr|K7ENH2|K7ENH2_HUMAN Proteasome activator complex subunit 3 (Fragment) OS=Homo sapiens GN=PSME3 PE=1 SV=1;>tr|K9J957|K9J957_HUMAN Proteasome activator complex subunit 3 OS=Homo sapiens GN=PSME3 PE=1 SV=1;>sp|P61289|PSME3_HUMAN Proteasome activator compl12 4 4 4 20.593 179 179;231;254;265;267;170;130;193;198;96;111;1190 85.999 1476100 3839700 3791200 7339400 3005200 3600800 3423500 4142000 8156000 4207200 9511200 21824000 9746800 0 8520200 3341600 0 0 0 0 0 0 0 0 4669900 3597100 3388100 6277800

Q7L775 EPM2A-interacting protein 1EPM2AIP1 >sp|Q7L775|EPMIP_HUMAN EPM2A-interacting protein 1 OS=Homo sapiens GN=EPM2AIP1 PE=1 SV=12 8 8 8 70.369 607 607;139 0 70.017 0 0 2064600 0 2224300 2040100 3345800 2187300 2594100 4184800 4042500 0 1682900 4470300 2520300 2543400 1757200 0 0 0 0 0 0 3468900 3968000 3176300 2504300 4315900

Q9Y3F4 Serine-threonine kinase receptor-associated proteinSTRAP >sp|Q9Y3F4|STRAP_HUMAN Serine-threonine kinase receptor-associated protein OS=Homo sapiens GN=STRAP PE=1 SV=1;>sp|Q9Y3F4-2|STRAP_HUMAN Isoform 2 of Serine-threonine kinase receptor-associated protein OS=Homo sapiens GN=STRAP3 11 11 11 38.438 350 350;363;95 0 114.05 6182400 6282200 6627800 6425500 7958600 8449800 8319400 8528100 5719500 4174300 4742200 6120700 5601200 6639000 4359400 3844100 8467000 7518300 5938500 5261300 17197000 12246000 7118000 6328500 8244800 9049100 4531300 5379000

Q92552 "28S ribosomal protein S27, mitochondrial"MRPS27 >tr|D6RH20|D6RH20_HUMAN 28S ribosomal protein S27, mitochondrial (Fragment) OS=Homo sapiens GN=MRPS27 PE=1 SV=1;>tr|G5EA06|G5EA06_HUMAN 28S ribosomal protein S27, mitochondrial OS=Homo sapiens GN=MRPS27 PE=1 SV=1;>sp|Q92552|RT27_HUMAN 28S ribosomal protein5 2 2 2 34.458 299 299;358;414;428;1970 4.9241 0 0 2014400 0 1142600 1215600 1233100 1096500 2986500 4130400 2238500 8100100 3352100 0 0 1333100 0 0 0 0 0 0 0 0 0 0 2034600 0

Q15008 26S proteasome non-ATPase regulatory subunit 6PSMD6 >sp|Q15008|PSMD6_HUMAN 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6 PE=1 SV=1;>sp|Q15008-4|PSMD6_HUMAN Isoform 4 of 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6;>sp|Q15008-3|PSMD6_HUMAN Isoform 3 of 26S7 13 13 13 45.531 389 389;442;350;351;226;138;1440 158.94 5030700 4345800 3307900 5554000 6380600 5168000 5834800 7005400 1819800 4126100 5040900 5117800 3674800 4272400 3045900 3016400 0 0 0 5244000 6811400 7603500 5668500 6134000 6648400 7259300 4836900 3797200

Q9UMX0 Ubiquilin-1UBQLN1 >sp|Q9UMX0|UBQL1_HUMAN Ubiquilin-1 OS=Homo sapiens GN=UBQLN1 PE=1 SV=2;>sp|Q9UMX0-2|UBQL1_HUMAN Isoform 2 of Ubiquilin-1 OS=Homo sapiens GN=UBQLN15 7 7 5 62.518 589 589;561;601;157;1580 109.81 4214700 2326300 3465300 1759400 2162700 2029200 2060100 1918900 0 4113500 5437100 5530000 0 3144900 0 2268000 0 0 0 2508800 0 0 1475100 4556800 6147200 2383500 3670100 4136700

Q00341 Vigilin HDLBP >tr|A0A024R4E5|A0A024R4E5_HUMAN High density lipoprotein binding protein (Vigilin), isoform CRA_a OS=Homo sapiens GN=HDLBP PE=4 SV=1;>sp|Q00341|VIGLN_HUMAN Vigilin OS=Homo sapiens GN=HDLBP PE=1 SV=2;>sp|Q00341-2|VIGLN_HUMAN Isoform 2 of Vigilin OS=Homo sap23 22 22 22 141.44 1268 1268;1268;1235;973;333;224;308;221;164;96;126;128;141;147;267;47;54;69;79;81;82;17;190 161.23 8732400 9362100 9044600 6815500 11661000 13416000 12258000 13642000 7153900 4093500 9473200 11257000 6591400 7305700 10711000 9061800 7414200 6901300 10059000 6880800 9229400 8163500 3342400 3835000 8787500 9379600 11052000 10341000

P31153 S-adenosylmethionine synthase isoform type-2MAT2A >sp|P31153|METK2_HUMAN S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=MAT2A PE=1 SV=1;>sp|P31153-2|METK2_HUMAN Isoform 2 of S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=MAT2A2 6 6 5 43.66 395 395;299 0 60.552 2812700 4509900 2654800 3033400 4052900 5388600 4596200 4959500 6033400 4066800 5979300 3562600 2903500 5884200 5547100 5613500 0 0 3982000 3653600 4731700 0 0 0 0 0 3357500 4158900

Q3ZCQ8 Mitochondrial import inner membrane translocase subunit TIM50TIMM50 >sp|Q3ZCQ8|TIM50_HUMAN Mitochondrial import inner membrane translocase subunit TIM50 OS=Homo sapiens GN=TIMM50 PE=1 SV=2;>sp|Q3ZCQ8-2|TIM50_HUMAN Isoform 2 of Mitochondrial import inner membrane translocase subunit TIM50 OS=Homo sapiens GN=TIMM50;>tr|M0R0C7 4 4 4 39.646 353 353;456;104;157;240;227;2570 18.497 0 11426000 3949600 0 0 2535900 1509000 0 5177000 4061700 0 0 4140600 0 1144700 2967800 0 0 0 0 0 0 0 0 2231700 4824400 6512400 2441000

Q8N0W3 L-fucose kinaseFUK >sp|Q8N0W3|FUK_HUMAN L-fucose kinase OS=Homo sapiens GN=FUK PE=2 SV=2;>sp|Q8N0W3-2|FUK_HUMAN Isoform 2 of L-fucose kinase OS=Homo sapiens GN=FUK;>tr|J3KSP6|J3KSP6_HUMAN Fucokinase, isoform CRA_d OS=Homo sapiens GN=FUK PE=3 SV=17 4 4 4 117.62 1084 1084;1090;575;109;120;146;1560 56.497 0 0 0 0 0 0 313600 237750 0 4040000 0 0 1978500 0 0 3855500 0 0 0 0 0 0 0 0 0 0 0 1414000

Q13586 Stromal interaction molecule 1STIM1 >tr|G0XQ39|G0XQ39_HUMAN STIM1L OS=Homo sapiens GN=STIM1 PE=1 SV=1;>sp|Q13586|STIM1_HUMAN Stromal interaction molecule 1 OS=Homo sapiens GN=STIM1 PE=1 SV=3;>tr|E9PNJ4|E9PNJ4_HUMAN Stromal interaction molecule 1 OS=Homo sapiens GN=STIM1 PE=1 SV=1;>tr|H0YDB2|6 4 4 4 88.645 791 791;685;512;405;540;1390 27.441 0 0 618890 609080 0 625480 0 0 1478000 4031000 0 0 738990 785030 4854400 3061200 0 0 0 0 0 0 0 0 843340 0 1916100 1780400

P22234 Multifunctional protein ADE2;Phosphoribosylaminoimidazole-succinocarboxamide synthase;Phosphoribosylaminoimidazole carboxylasePAICS >sp|P22234|PUR6_HUMAN Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3;>tr|E9PBS1|E9PBS1_HUMAN Phosphoribosylaminoimidazole carboxylase (Fragment) OS=Homo sapiens GN=PAICS PE=1 SV=1;>sp|P22234-2|PUR6_HUMAN Isoform 2 of Multifunctional protei4 10 10 10 47.079 425 425;413;432;333 0 61.445 2736500 3574200 2543600 2961400 6121100 5167500 5805700 6821300 8624100 4029100 7555900 3921700 3276700 3642500 2754300 2709200 1733000 0 7193100 2890900 6414000 11203000 0 0 5104000 6511700 3852800 3895100

Q93009 Ubiquitin carboxyl-terminal hydrolase;Ubiquitin carboxyl-terminal hydrolase 7USP7 >tr|H3BND8|H3BND8_HUMAN Ubiquitin carboxyl-terminal hydrolase (Fragment) OS=Homo sapiens GN=USP7 PE=1 SV=1;>sp|Q93009-3|UBP7_HUMAN Isoform 3 of Ubiquitin carboxyl-terminal hydrolase 7 OS=Homo sapiens GN=USP7;>sp|Q93009|UBP7_HUMAN Ubiquitin carboxyl-termina5 9 9 9 105.55 909 909;1086;1102;509;680 116.22 1886300 2138000 0 0 3477600 9880600 5741600 4346200 14683000 4023700 6322900 6551800 6849300 0 6654700 5487800 0 0 5858800 0 0 0 0 0 4702200 5453200 3275500 13756000

Q16623 Syntaxin-1ASTX1A >sp|Q16623|STX1A_HUMAN Syntaxin-1A OS=Homo sapiens GN=STX1A PE=1 SV=1;>tr|A8MZ54|A8MZ54_HUMAN Syntaxin-1A OS=Homo sapiens GN=STX1A PE=1 SV=1;>sp|Q16623-3|STX1A_HUMAN Isoform 3 of Syntaxin-1A OS=Homo sapiens GN=STX1A;>sp|Q16623-2|STX1A_HUMAN Isoform 2 of Sy10 7 7 7 33.023 288 288;280;251;260;204;277;277;287;288;2880 104.37 5044700 4967700 5078200 4410100 5603100 5621400 4964100 3876200 5054600 4013200 5593900 8173200 4321900 4902100 4688900 6097100 3928200 4126200 5145800 5598500 0 0 0 0 7108000 8163200 5661700 4990800

Q13501 Sequestosome-1SQSTM1 >sp|Q13501|SQSTM_HUMAN Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1;>tr|E7EMC7|E7EMC7_HUMAN Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1;>sp|Q13501-2|SQSTM_HUMAN Isoform 2 of Sequestosome-1 OS=Homo sapiens GN=SQSTM1;>tr|E3W990|E3W990_HUMAN Sequ7 10 10 6 47.687 440 440;378;356;190;69;73;1400 150.82 6889200 6801800 5792600 8823700 10043000 11035000 11040000 11612000 5452000 4002300 9662000 8237900 5273700 5718600 8572100 9894900 4391800 5046700 4548100 5687500 5488700 6749400 2808900 4548400 7989900 8267300 8935400 8590700

P34897 "Serine hydroxymethyltransferase, mitochondrial;Serine hydroxymethyltransferase"SHMT2 >sp|P34897-3|GLYM_HUMAN Isoform 3 of Serine hydroxymethyltransferase, mitochondrial OS=Homo sapiens GN=SHMT2;>sp|P34897|GLYM_HUMAN Serine hydroxymethyltransferase, mitochondrial OS=Homo sapiens GN=SHMT2 PE=1 SV=3;>sp|P34897-2|GLYM_HUMAN Isoform 2 of Serine19 9 9 9 53.454 483 483;504;494;234;264;215;192;237;142;147;149;159;160;171;52;345;403;444;4830 75.802 3816000 3245700 4174800 2835800 4034400 4469400 6558600 4423900 5631500 3976500 11111000 7524500 4169500 3069300 6650800 7220600 3274400 4978400 4561100 4977400 0 5644100 6546200 5356500 0 0 8660600 5778700

Q8IV08 Phospholipase D3PLD3 >sp|Q8IV08|PLD3_HUMAN Phospholipase D3 OS=Homo sapiens GN=PLD3 PE=1 SV=1;>tr|M0QZI4|M0QZI4_HUMAN Phospholipase D3 (Fragment) OS=Homo sapiens GN=PLD3 PE=1 SV=14 8 8 8 54.705 490 490;201;71;214 0 131.15 7830600 9576800 6974000 7026100 7534600 5536200 6578800 6457600 5634500 3974900 3670600 4525900 6939700 6233700 3518500 2911400 8537800 9349700 9927700 8163900 2772700 0 0 0 12838000 13148000 4535400 3788800

P14923 Junction plakoglobinJUP >sp|P14923|PLAK_HUMAN Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=37 13 10 10 81.744 745 745;235;277;296;298;86;1040 219.66 5398800 5410200 4009100 3504200 4051300 4144100 4431900 6287500 3357200 3959900 8885300 5649900 3993600 5336800 10826000 11745000 4635000 5285400 7342300 7386700 4373300 5018800 7528300 6881400 5066300 4315100 7579200 5661100

P07919 "Cytochrome b-c1 complex subunit 6, mitochondrial"UQCRH >sp|P07919|QCR6_HUMAN Cytochrome b-c1 complex subunit 6, mitochondrial OS=Homo sapiens GN=UQCRH PE=1 SV=21 2 2 2 10.739 91 91 0 128.13 2022700 2589300 3102800 2126800 3020600 9899000 2515200 1677000 8505300 3958100 2409000 1872300 34424000 0 8081400 2492600 5770400 5630600 6854300 6963100 0 0 0 0 3428000 3611100 1016800 0

O75351 Vacuolar protein sorting-associated protein 4BVPS4B >sp|O75351|VPS4B_HUMAN Vacuolar protein sorting-associated protein 4B OS=Homo sapiens GN=VPS4B PE=1 SV=23 4 4 3 49.301 444 444;563;674 0 10.818 1057800 1326400 1023900 2249900 0 0 0 0 837440 3954300 0 0 1560800 1119000 1554700 0 0 0 0 1283400 0 0 771120 836600 0 1466200 0 0

P13861 cAMP-dependent protein kinase type II-alpha regulatory subunitPRKAR2A >sp|P13861-2|KAP2_HUMAN Isoform 2 of cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Homo sapiens GN=PRKAR2A;>sp|P13861|KAP2_HUMAN cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Homo sapiens GN=PRKAR2A PE=1 SV=26 13 13 11 43.066 382 382;404;200;92;99;1140 210.41 7102400 6158000 5408900 4312400 7343400 6487700 7162200 7684600 1924800 3945100 6283600 5882000 4142100 5068500 5085600 4823600 5165300 4565000 4072900 4254000 8895700 11220000 13360000 8850200 5172600 5113900 4431300 5576400

P62304 Small nuclear ribonucleoprotein ESNRPE >sp|P62304|RUXE_HUMAN Small nuclear ribonucleoprotein E OS=Homo sapiens GN=SNRPE PE=1 SV=1;>tr|A6NHK2|A6NHK2_HUMAN Small nuclear ribonucleoprotein E OS=Homo sapiens GN=SNRPE PE=1 SV=12 3 3 3 10.803 92 92;52 0 25.586 2372900 2183700 4851400 4435000 2232200 2506800 0 0 9279400 3939100 0 0 0 0 3109400 2920500 2951100 0 1965800 2702900 0 0 0 0 0 0 698270 0

Q96A72 Protein mago nashi homolog 2MAGOHB >sp|Q96A72|MGN2_HUMAN Protein mago nashi homolog 2 OS=Homo sapiens GN=MAGOHB PE=1 SV=1;>tr|F5H6P7|F5H6P7_HUMAN Protein mago nashi homolog 2 OS=Homo sapiens GN=MAGOHB PE=4 SV=1;>tr|F5H6N1|F5H6N1_HUMAN Protein mago nashi homolog 2 OS=Homo sapiens GN=MAGOHB P5 6 6 1 17.276 148 148;102;90;44;81 0 36.545 3691400 4030700 3353300 3417600 5366500 4903700 6582100 5798500 4947800 3926500 4000500 3074000 6200200 5968600 2466200 3765300 4288200 4287000 3582700 2739000 0 0 0 0 6982800 5991300 5572000 6402700

P10619 Carboxypeptidase;Lysosomal protective protein;Lysosomal protective protein 32 kDa chain;Lysosomal protective protein 20 kDa chainCTSA >tr|X6R5C5|X6R5C5_HUMAN Carboxypeptidase OS=Homo sapiens GN=CTSA PE=1 SV=1;>tr|X6R8A1|X6R8A1_HUMAN Carboxypeptidase OS=Homo sapiens GN=CTSA PE=1 SV=1;>sp|P10619-2|PPGB_HUMAN Isoform 2 of Lysosomal protective protein OS=Homo sapiens GN=CTSA;>sp|P10619|PPGB_6 3 3 3 54.255 481 481;498;463;480;202;2890 37.248 3185500 0 0 0 0 0 0 0 0 3908100 0 0 3767100 4289100 0 2406900 0 0 0 0 0 0 0 0 6616800 0 5051200 7538300

P17655 Calpain-2 catalytic subunitCAPN2 >sp|P17655|CAN2_HUMAN Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN2 PE=1 SV=6;>sp|P17655-2|CAN2_HUMAN Isoform 2 of Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN22 16 16 16 79.994 700 700;622 0 194.86 4177600 5339400 5069100 4825200 6952900 8142900 7547200 6454100 2946200 3889500 13538000 16001000 2511000 5579600 6488500 13245000 7407700 5662800 8145500 8261000 0 4816200 0 0 2921900 3527700 11849000 4389000

Q9Y2J2 "Band 4.1-like protein 3;Band 4.1-like protein 3, N-terminally processed"EPB41L3 >tr|A0A0A0MRA8|A0A0A0MRA8_HUMAN Band 4.1-like protein 3 OS=Homo sapiens GN=EPB41L3 PE=4 SV=1;>sp|Q9Y2J2-2|E41L3_HUMAN Isoform 2 of Band 4.1-like protein 3 OS=Homo sapiens GN=EPB41L3;>sp|Q9Y2J2-4|E41L3_HUMAN Isoform 4 of Band 4.1-like protein 3 OS=Homo sapi16 15 15 15 102.29 918 918;865;883;1087;612;503;162;147;79;91;96;111;113;117;125;1270 125.04 6486500 6821000 5760000 6631700 3506800 3383400 3974600 3591200 4118400 3881600 2725100 2666600 4815400 6284300 3004000 3071000 6768000 6235800 6628500 6775900 4809400 6622700 8746300 11399000 5774200 5817300 2738600 2392100

P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoformPPP2R2A >sp|P63151|2ABA_HUMAN Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Homo sapiens GN=PPP2R2A PE=1 SV=1;>sp|P63151-2|2ABA_HUMAN Isoform 2 of Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isof18 5 5 5 51.691 447 447;457;132;197;432;443;446;449;453;501;509;549;135;150;430;440;447;4470 73.997 2196300 2061600 2031600 1095000 1258800 1238300 2080100 1614500 922150 3853600 0 0 880750 1064500 0 1590000 3094200 1265100 1049700 1227200 0 0 1719900 1735900 1498900 1080400 629390 797700

Q9NSE4 "Isoleucine--tRNA ligase, mitochondrial"IARS2 >sp|Q9NSE4|SYIM_HUMAN Isoleucine--tRNA ligase, mitochondrial OS=Homo sapiens GN=IARS2 PE=1 SV=21 13 13 13 113.79 1012 1012 0 89.305 4136100 4463600 3922700 3862900 2484600 2701700 3664100 2802300 2628600 3850000 2883800 2948800 3792800 3944200 3539900 4142800 4849700 3790400 5435400 4774100 0 0 4660400 2837500 3438800 3459900 3287700 3718800

Q14651 Plastin-1 PLS1 >sp|Q14651|PLSI_HUMAN Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2;>tr|C9JAM8|C9JAM8_HUMAN Plastin-1 (Fragment) OS=Homo sapiens GN=PLS1 PE=1 SV=12 7 4 4 70.253 629 629;266 0 29.267 2106000 2648300 1936400 2175300 3022200 2209100 3450600 2425900 4167000 3840100 2822300 3512100 1952300 2265500 965040 544480 1769500 2318600 1752000 1533800 0 0 0 0 2444100 2628300 2708500 2845900

O75348 V-type proton ATPase subunit G 1ATP6V1G1 >sp|O75348|VATG1_HUMAN V-type proton ATPase subunit G 1 OS=Homo sapiens GN=ATP6V1G1 PE=1 SV=34 7 7 7 13.757 118 118;99;78;118 0 185.25 9327300 4846800 8251600 7717000 7578700 7934000 10055000 9991300 9887000 3828800 14491000 18193000 6012500 6946400 6821800 4423500 6527600 8475100 5243300 5026400 3795900 3767200 7387400 4370000 11034000 14376000 11442000 15123000

Q9BRA2 Thioredoxin domain-containing protein 17TXNDC17 >sp|Q9BRA2|TXD17_HUMAN Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXNDC17 PE=1 SV=1;>tr|I3L0K2|I3L0K2_HUMAN Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXNDC17 PE=1 SV=1;>tr|I3L3M7|I3L3M7_HUMAN Thioredoxin domain-containing4 4 4 4 13.941 123 123;75;80;98 0 60.975 6337000 6307200 5802800 4799000 6403600 5840600 6879800 5459600 6802900 3828400 2286600 5098200 4424700 7745200 3775500 3861100 5936300 5511700 5841100 3932300 7084400 1957300 0 0 4321000 3964200 3380500 4431900

Q9H223 EH domain-containing protein 4EHD4 >tr|A0A087WUA5|A0A087WUA5_HUMAN EH domain-containing protein 4 OS=Homo sapiens GN=EHD4 PE=1 SV=1;>sp|Q9H223|EHD4_HUMAN EH domain-containing protein 4 OS=Homo sapiens GN=EHD4 PE=1 SV=12 13 13 12 61.113 540 540;541 0 121.38 6651900 7408600 5150900 4971400 6230000 9375200 10398000 9080300 5891600 3827500 16118000 12633000 7805400 7073100 9131100 8965200 6950400 5301100 5796100 6141900 3848600 0 6156700 8100700 9336100 8756900 9426100 11804000

Q9NVH1 DnaJ homolog subfamily C member 11DNAJC11 >sp|Q9NVH1-3|DJC11_HUMAN Isoform 3 of DnaJ homolog subfamily C member 11 OS=Homo sapiens GN=DNAJC11;>sp|Q9NVH1|DJC11_HUMAN DnaJ homolog subfamily C member 11 OS=Homo sapiens GN=DNAJC11 PE=1 SV=2;>sp|Q9NVH1-2|DJC11_HUMAN Isoform 2 of DnaJ homolog subfamily 5 7 7 7 57.196 507 507;559;521;324;3320 80.218 0 0 0 2190400 1841700 1647200 1564500 1627000 1943200 3800000 1955600 1855900 1792600 2552400 2625500 1508900 0 0 0 0 0 0 0 0 1887300 2673200 3256600 2387900

O75146 Huntingtin-interacting protein 1-related proteinHIP1R >sp|O75146|HIP1R_HUMAN Huntingtin-interacting protein 1-related protein OS=Homo sapiens GN=HIP1R PE=1 SV=2;>sp|O75146-2|HIP1R_HUMAN Isoform 2 of Huntingtin-interacting protein 1-related protein OS=Homo sapiens GN=HIP1R2 6 6 6 119.39 1068 1068;615 0 12.966 0 0 0 0 0 0 0 0 0 3796500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q16706 Alpha-mannosidase 2MAN2A1 >sp|Q16706|MA2A1_HUMAN Alpha-mannosidase 2 OS=Homo sapiens GN=MAN2A1 PE=1 SV=21 4 4 4 131.14 1144 1144 0 52.895 1388800 1796700 1548800 0 1651700 1183400 1381500 1161700 1292700 3772400 8318300 2480000 5620700 629470 4641000 2455200 0 0 0 0 587230 0 0 0 4705700 2160100 0 1229300

P11586 "C-1-tetrahydrofolate synthase, cytoplasmic;Methylenetetrahydrofolate dehydrogenase;Methenyltetrahydrofolate cyclohydrolase;Formyltetrahydrofolate synthetase;C-1-tetrahydrofolate synthase, cytoplasmic, N-terminally processed"MTHFD1 >tr|F5H2F4|F5H2F4_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=1;>sp|P11586|C1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=33 11 11 11 110.61 1020 1020;935;107 0 50.902 1724300 2496600 0 2292900 5493400 6112600 8020600 5608800 3318300 3770200 8552300 8204900 1266400 2383600 4635400 3566800 3682000 3547100 1163700 2003200 3481200 5574100 6401900 6939500 2707700 4173200 8475800 6687100

Q15102 Platelet-activating factor acetylhydrolase IB subunit gammaPAFAH1B3 >sp|Q15102|PA1B3_HUMAN Platelet-activating factor acetylhydrolase IB subunit gamma OS=Homo sapiens GN=PAFAH1B3 PE=1 SV=1;>tr|M0R389|M0R389_HUMAN Platelet-activating factor acetylhydrolase IB subunit gamma (Fragment) OS=Homo sapiens GN=PAFAH1B3 PE=1 SV=3;>t6 6 6 6 25.734 231 231;165;202;95;96;1400 36.352 4299300 3088900 0 0 5834000 5039900 6044600 5101600 4247800 3754900 2935200 5858600 4667200 3457300 3793600 3956100 0 0 0 0 12652000 0 0 0 5826900 6004700 7085200 6339300



P16519 Neuroendocrine convertase 2PCSK2 >sp|P16519-2|NEC2_HUMAN Isoform 2 of Neuroendocrine convertase 2 OS=Homo sapiens GN=PCSK2;>sp|P16519-3|NEC2_HUMAN Isoform 3 of Neuroendocrine convertase 2 OS=Homo sapiens GN=PCSK2;>sp|P16519|NEC2_HUMAN Neuroendocrine convertase 2 OS=Homo sapiens GN=PCSK2 P3 11 11 11 66.312 603 603;619;638 0 202.13 6798300 6304900 7913500 9424500 20895000 19487000 18228000 20299000 4631000 3753900 12747000 14695000 5940900 6911800 12866000 8985900 4052000 6446100 15268000 9083400 19652000 21500000 13630000 14725000 7206100 10778000 15393000 16348000

O15027 Protein transport protein Sec16ASEC16A >tr|F1T0I1|F1T0I1_HUMAN Protein transport protein Sec16A OS=Homo sapiens GN=SEC16A PE=2 SV=1;>tr|J3KNL6|J3KNL6_HUMAN Protein transport protein Sec16A OS=Homo sapiens GN=SEC16A PE=1 SV=1;>sp|O15027-2|SC16A_HUMAN Isoform 2 of Protein transport protein Sec16A8 3 3 3 249.48 2334 2334;2357;2134;2154;2159;2179;2201;10590 20.761 0 0 0 0 0 0 0 0 0 3751100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75306 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial"NDUFS2 >sp|O75306|NDUS2_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Homo sapiens GN=NDUFS2 PE=1 SV=2;>sp|O75306-2|NDUS2_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Homo sapiens GN=ND2 9 9 9 52.545 463 463;457 0 46.205 4500600 4772300 4627800 0 2795400 3935800 4057300 3104800 7359300 3741600 4250500 5311200 3799300 2153600 5309000 8749300 5873800 0 5180800 4549100 0 0 0 0 4427500 3459700 7505800 4010000

Q14980 Nuclear mitotic apparatus protein 1NUMA1 >tr|A0A087WY61|A0A087WY61_HUMAN Nuclear mitotic apparatus protein 1 OS=Homo sapiens GN=NUMA1 PE=1 SV=1;>sp|Q14980-2|NUMA1_HUMAN Isoform 2 of Nuclear mitotic apparatus protein 1 OS=Homo sapiens GN=NUMA1;>sp|Q14980|NUMA1_HUMAN Nuclear mitotic apparatus prote20 30 30 30 236.16 2099 2099;2101;2115;1763;1776;852;964;979;691;353;201;220;159;174;109;146;72;75;83;910 148.01 7754300 8268700 6769900 5364300 8417000 7170700 9882500 8055800 5406000 3741600 10406000 9498600 5402100 6167800 10811000 10365000 3824700 6676500 8656400 6768100 5336100 4339500 10839000 7456100 9842000 9267200 12770000 11591000

P31040 "Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial"SDHA >sp|P31040-2|SDHA_HUMAN Isoform 2 of Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Homo sapiens GN=SDHA;>sp|P31040|SDHA_HUMAN Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Homo sapiens GN=SDHA PE=6 17 17 17 67.299 616 616;664;583;519;519;1260 172 8529700 7293200 6862400 7404600 5530400 5656600 6134300 4684100 9572100 3727000 5990900 6082100 16052000 9132700 9274900 9633300 8615100 6997300 9027400 7846600 9815000 13689000 18046000 16616000 8223300 7960800 7657700 6361000

P54687 "Branched-chain-amino-acid aminotransferase, cytosolic"BCAT1 >sp|P54687-4|BCAT1_HUMAN Isoform 4 of Branched-chain-amino-acid aminotransferase, cytosolic OS=Homo sapiens GN=BCAT1;>sp|P54687|BCAT1_HUMAN Branched-chain-amino-acid aminotransferase, cytosolic OS=Homo sapiens GN=BCAT1 PE=1 SV=3;>sp|P54687-5|BCAT1_HUMAN Is7 4 4 4 42.837 385 385;386;398;325;349;144;2250 40.037 2424900 1443500 2056500 1159300 2101700 1230800 1783100 834320 4821300 3724100 0 1240800 1745600 1259800 4155300 2378200 0 0 0 0 0 0 2740300 2325700 0 0 0 0

P33778 Histone H2B type 2-E;Histone H2B type 1-B;Histone H2B type 1-O;Histone H2B type 1-J;Histone H2B type 3-BHIST2H2BE>sp|Q16778|H2B2E_HUMAN Histone H2B type 2-E OS=Homo sapiens GN=HIST2H2BE PE=1 SV=3;>sp|P33778|H2B1B_HUMAN Histone H2B type 1-B OS=Homo sapiens GN=HIST1H2BB PE=1 SV=2;>sp|P23527|H2B1O_HUMAN Histone H2B type 1-O OS=Homo sapiens GN=HIST1H2BO PE=1 SV=3;>sp|P067 18 4 4 13.92 126 126;126;126;126;126;164;1930 7.5229 0 0 0 0 8927000 13706000 7830000 7893300 2584300 3721800 18055000 20776000 0 0 56825000 64046000 0 0 0 0 0 0 0 3090700 0 0 11629000 9486700

P0CW22 40S ribosomal protein S17-like;40S ribosomal protein S17RPS17L >sp|P0CW22|RS17L_HUMAN 40S ribosomal protein S17-like OS=Homo sapiens GN=RPS17L PE=1 SV=1;>sp|P08708|RS17_HUMAN 40S ribosomal protein S17 OS=Homo sapiens GN=RPS17 PE=1 SV=2;>tr|H0YN88|H0YN88_HUMAN 40S ribosomal protein S17 OS=Homo sapiens GN=RPS17 PE=1 SV=5 8 8 8 15.55 135 135;135;136;191;590 128.36 8151500 10424000 9170500 5385500 12918000 11937000 11736000 10631000 8105600 3721100 13915000 13733000 10749000 9813800 7552400 6778100 5501000 8028200 6115400 6599200 21811000 13311000 14430000 12643000 7254200 16824000 7898300 8103800

P60866 40S ribosomal protein S20RPS20 >sp|P60866|RS20_HUMAN 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1;>sp|P60866-2|RS20_HUMAN Isoform 2 of 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20;>tr|E5RJX2|E5RJX2_HUMAN 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1;5 6 6 6 13.373 119 119;142;61;46;64 0 65.005 12840000 13549000 12056000 11957000 18492000 17795000 19430000 21900000 4066000 3712300 8349400 9309600 8150100 8502300 7171200 7706200 14871000 14486000 11255000 11469000 20277000 22366000 5279700 7440600 11672000 12067000 9560100 9604100

P13073 "Cytochrome c oxidase subunit 4 isoform 1, mitochondrial"COX4I1 >sp|P13073|COX41_HUMAN Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Homo sapiens GN=COX4I1 PE=1 SV=1;>tr|H3BN72|H3BN72_HUMAN Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Homo sapiens GN=COX4I1 PE=1 SV=1;>tr|H3BNV9|H3BNV9_HUMAN C6 9 9 9 19.576 169 169;126;139;83;108;430 31.858 8645600 10446000 8519500 8423200 3805100 3886900 2924900 1512200 7415300 3706500 1359000 1891500 5777400 7466000 4176600 4275300 10768000 8843200 9123900 9376100 11234000 8662900 4535000 4160200 3771900 4629300 2758200 1150600

P35659 Protein DEKDEK >tr|B4DFG0|B4DFG0_HUMAN Protein DEK OS=Homo sapiens GN=DEK PE=1 SV=1;>sp|P35659-2|DEK_HUMAN Isoform 2 of Protein DEK OS=Homo sapiens GN=DEK;>sp|P35659|DEK_HUMAN Protein DEK OS=Homo sapiens GN=DEK PE=1 SV=1;>tr|D6RDA2|D6RDA2_HUMAN Protein DEK (Fragment) OS=7 6 6 6 39.5 347 347;341;375;122;156;151;1610 28.29 2818600 3003700 4033500 2828400 2421400 2616900 2734300 3502100 2737700 3701100 2803100 5336400 2605300 2964700 4939900 4449600 0 3700900 3534000 2630100 0 0 0 7718500 4697200 3869800 5574400 3349200

P16435 NADPH--cytochrome P450 reductasePOR >sp|P16435|NCPR_HUMAN NADPH--cytochrome P450 reductase OS=Homo sapiens GN=POR PE=1 SV=2;>tr|H0Y4R2|H0Y4R2_HUMAN NADPH--cytochrome P450 reductase (Fragment) OS=Homo sapiens GN=POR PE=1 SV=1;>tr|E7EMD0|E7EMD0_HUMAN NADPH--cytochrome P450 reductase OS=Homo sa3 11 11 11 76.689 677 677;725;418 0 89.946 3672000 3981100 2617000 2551900 0 0 0 0 3764300 3698200 0 4012700 1788200 1524800 2160200 3776600 3181200 4547400 5024800 3843200 0 0 0 0 1863600 6429000 1013600 2454700

P16070 CD44 antigenCD44 >sp|P16070-16|CD44_HUMAN Isoform 16 of CD44 antigen OS=Homo sapiens GN=CD44;>sp|P16070-8|CD44_HUMAN Isoform 8 of CD44 antigen OS=Homo sapiens GN=CD44;>sp|P16070-17|CD44_HUMAN Isoform 17 of CD44 antigen OS=Homo sapiens GN=CD44;>sp|P16070-6|CD44_HUMAN Isofor33 7 7 7 73.149 668 668;674;691;699;711;713;734;742;340;361;396;425;429;493;699;206;287;675;240;249;294;294;181;230;78;82;243;80;187;195;232;249;1390 49.735 6445800 5584500 6377800 6236700 11132000 11393000 9192100 11984000 5677400 3695100 3682900 2725200 5456400 7529200 12672000 9007100 4976700 5354200 8955500 5937400 13046000 12331000 34731000 35492000 4492100 6109200 5207600 6385100

P15924 DesmoplakinDSP >sp|P15924|DESP_HUMAN Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3;>sp|P15924-3|DESP_HUMAN Isoform DSPIa of Desmoplakin OS=Homo sapiens GN=DSP;>sp|P15924-2|DESP_HUMAN Isoform DPII of Desmoplakin OS=Homo sapiens GN=DSP3 32 32 32 331.77 2871 2871;2428;2272 0 187.72 6251100 6336100 4357000 2669100 7055800 9585300 10040000 10085000 6625100 3687400 28809000 17265000 4061000 5796300 5589400 10194000 2205500 8311400 7900700 7360500 3451700 3571100 5161500 6161200 6625300 4956600 17405000 11872000

Q969H8 UPF0556 protein C19orf10C19orf10 >tr|M0QXF7|M0QXF7_HUMAN UPF0556 protein C19orf10 (Fragment) OS=Homo sapiens GN=C19orf10 PE=1 SV=1;>tr|M0QYN0|M0QYN0_HUMAN UPF0556 protein C19orf10 OS=Homo sapiens GN=C19orf10 PE=1 SV=1;>sp|Q969H8|CS010_HUMAN UPF0556 protein C19orf10 OS=Homo sapiens GN=C19o3 3 3 3 9.5594 84 84;189;173 0 39.111 6184800 6960400 4833700 0 10470000 11263000 11835000 10195000 5003400 3673100 9207300 13210000 6067500 6601600 5752500 5933900 6631600 5945200 4456100 5659400 7602500 7925900 0 3263200 7047100 8319000 8460900 4532800

Q9NRX4 14 kDa phosphohistidine phosphatasePHPT1 >sp|Q9NRX4|PHP14_HUMAN 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT1 PE=1 SV=1;>sp|Q9NRX4-2|PHP14_HUMAN Isoform 2 of 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT13 4 4 4 13.832 125 125;124;188 0 9.0375 5780500 4682400 5848900 7612300 0 0 0 0 2103900 3642500 0 0 6599900 0 0 0 0 0 9441500 11395000 0 0 0 0 0 0 0 0

P46777 60S ribosomal protein L5RPL5 >sp|P46777|RL5_HUMAN 60S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=32 11 11 11 34.362 297 297;130 0 59.594 12977000 15212000 15248000 14202000 12369000 11230000 9259800 9060600 3555000 3640600 4455600 6500500 11085000 12836000 5762200 6494400 7816000 3065800 6867300 11902000 0 2533600 1153300 4270300 10476000 9753700 5308100 3877100

Q9HB07 "UPF0160 protein MYG1, mitochondrial"C12orf10 >sp|Q9HB07|MYG1_HUMAN UPF0160 protein MYG1, mitochondrial OS=Homo sapiens GN=C12orf10 PE=1 SV=2;>tr|F8VR84|F8VR84_HUMAN UPF0160 protein MYG1, mitochondrial OS=Homo sapiens GN=C12orf10 PE=1 SV=1;>tr|F8VQQ3|F8VQQ3_HUMAN UPF0160 protein MYG1, mitochondrial OS4 6 6 6 42.449 376 376;213;301;130 0 17.45 1779700 1694400 1373700 1452300 3833000 3779000 3439600 3797300 1938900 3627000 3350500 5960500 1841500 2216800 1710200 1708900 0 0 0 1808700 0 619860 0 0 1663200 2417000 2187800 1866500

O00534 von Willebrand factor A domain-containing protein 5AVWA5A >sp|O00534|VMA5A_HUMAN von Willebrand factor A domain-containing protein 5A OS=Homo sapiens GN=VWA5A PE=2 SV=2;>tr|B4DHS6|B4DHS6_HUMAN cDNA FLJ55206, highly similar to Loss of heterozygosity 11 chromosomal region 2 gene A protein OS=Homo sapiens GN=VWA5A P5 13 13 13 86.488 786 786;431;415;426;2660 36.996 2967200 3610400 3057300 3268400 3366000 8322300 3987000 3739000 4168200 3626800 6136200 4970600 2786500 2904500 2611400 4521200 2241400 6388600 3456600 2386000 0 3521700 0 4848700 2651500 3498000 2343600 4570500

P18859 "ATP synthase-coupling factor 6, mitochondrial"ATP5J >sp|P18859|ATP5J_HUMAN ATP synthase-coupling factor 6, mitochondrial OS=Homo sapiens GN=ATP5J PE=1 SV=1;>sp|P18859-2|ATP5J_HUMAN Isoform 2 of ATP synthase-coupling factor 6, mitochondrial OS=Homo sapiens GN=ATP5J;>tr|A8MUH2|A8MUH2_HUMAN ATP synthase-coupli3 5 5 5 12.587 108 108;116;119 0 165.63 9457300 8846600 8754100 8776800 6297100 6721600 6917200 6899700 3957600 3609200 9800200 10264000 6563700 8071600 8359600 8862400 9357200 4248800 8930600 9304600 11363000 13664000 27044000 27299000 16231000 12991000 11054000 10239000

Q93008 Probable ubiquitin carboxyl-terminal hydrolase FAF-X;Probable ubiquitin carboxyl-terminal hydrolase FAF-YUSP9X >sp|Q93008-1|USP9X_HUMAN Isoform 2 of Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Homo sapiens GN=USP9X;>sp|Q93008|USP9X_HUMAN Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Homo sapiens GN=USP9X PE=1 SV=3;>sp|O00507|USP9Y_HUMAN Probab4 10 10 10 290.46 2554 2554;2570;2555;20700 71.312 1491500 0 1703400 2021900 3603400 2401600 3348100 2769900 0 3607900 2523400 2308800 1709400 2357400 2973200 1811700 0 0 0 0 0 0 0 0 3061300 2629800 4002800 3045200

Q9UJW0 Dynactin subunit 4DCTN4 >sp|Q9UJW0-2|DCTN4_HUMAN Isoform 2 of Dynactin subunit 4 OS=Homo sapiens GN=DCTN4;>sp|Q9UJW0|DCTN4_HUMAN Dynactin subunit 4 OS=Homo sapiens GN=DCTN4 PE=1 SV=1;>sp|Q9UJW0-3|DCTN4_HUMAN Isoform 3 of Dynactin subunit 4 OS=Homo sapiens GN=DCTN46 6 6 6 45.756 403 403;460;467;91;114;1340 20.621 2586200 3150400 1929700 0 3089800 3580200 4429200 3540100 0 3601500 2296900 4384200 2875100 2834300 2604100 2049800 0 0 0 0 0 0 2715700 0 0 3475300 4085900 2522200

Q13217 DnaJ homolog subfamily C member 3DNAJC3 >sp|Q13217|DNJC3_HUMAN DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 PE=1 SV=1;>tr|X6R9L0|X6R9L0_HUMAN DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 PE=1 SV=12 11 11 11 57.579 504 504;453 0 38.623 2558200 5683800 5197900 4816500 4796900 5106000 5500900 6011100 5120400 3572300 4083600 5804800 5138200 2182300 4325700 3800600 6580600 6373400 7318700 9623500 3863800 0 0 2537900 5415800 5981600 3766600 3642600

Q9P2R7 "Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial"SUCLA2 >sp|Q9P2R7-2|SUCB1_HUMAN Isoform 2 of Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Homo sapiens GN=SUCLA2;>sp|Q9P2R7|SUCB1_HUMAN Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Homo sapiens GN=SUCLA2 PE=1 SV=3;>tr|Q5T9Q4 9 9 9 48.039 441 441;463;298;154 0 118.46 10989000 10987000 9460400 10901000 6668100 6867100 8092000 9002100 3429300 3571500 5407000 5689000 7131800 8060300 5202600 7989100 11705000 10608000 10475000 12424000 16728000 14012000 16905000 11310000 10363000 9873400 5641700 4494300

Q9UIJ7 "GTP:AMP phosphotransferase AK3, mitochondrial"AK3 >sp|Q9UIJ7|KAD3_HUMAN GTP:AMP phosphotransferase AK3, mitochondrial OS=Homo sapiens GN=AK3 PE=1 SV=4;>sp|Q9UIJ7-2|KAD3_HUMAN Isoform 2 of GTP:AMP phosphotransferase AK3, mitochondrial OS=Homo sapiens GN=AK3;>sp|Q9UIJ7-3|KAD3_HUMAN Isoform 3 of GTP:AMP phos3 9 9 9 25.565 227 227;157;187 0 103.48 6203100 6554000 5627500 6875000 5251800 4392300 6641600 6571900 3036300 3563400 5391400 4732000 4000600 2589700 4555300 5559000 6451000 4861700 5556400 5681700 8189000 5281100 11405000 11486000 6811300 7511900 4324500 6388100

Q5VYK3 Proteasome-associated protein ECM29 homologECM29 >sp|Q5VYK3|ECM29_HUMAN Proteasome-associated protein ECM29 homolog OS=Homo sapiens GN=ECM29 PE=1 SV=2;>tr|J3KN16|J3KN16_HUMAN Proteasome-associated protein ECM29 homolog OS=Homo sapiens GN=KIAA0368 PE=1 SV=15 16 16 16 204.29 1845 1845;2017;890;142;1280 116.66 2554100 4143600 5989700 5192700 4665100 4610900 4327300 4338300 3700900 3532000 14769000 4593300 4678900 4817400 4584700 4841200 0 0 0 0 0 0 0 0 8527200 5843000 8966200 5816000

Q14789 Golgin subfamily B member 1GOLGB1 >tr|F1T0J2|F1T0J2_HUMAN Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=1;>sp|Q14789|GOGB1_HUMAN Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2;>sp|Q14789-2|GOGB1_HUMAN Isoform 2 of Golgin subfamily B member 1 OS=Homo sapiens5 19 19 19 367.42 3184 3184;3259;3269;1640;10310 158.05 3974700 6001400 5454500 5022500 4185000 4395100 5177000 3702700 4506700 3528800 8810200 8514600 4496800 7088000 5859000 5359900 5134700 3021100 3724600 4481200 0 6265100 6652000 6229900 7648700 9168100 9487600 6796000

Q9H173 Nucleotide exchange factor SIL1SIL1 >tr|D6REA1|D6REA1_HUMAN Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1;>sp|Q9H173|SIL1_HUMAN Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=14 4 4 4 52.748 468 468;461;83;163 0 20.596 2013900 1768000 1411600 1478200 1633300 1753500 1507300 1157200 3114400 3518700 1257100 1331600 1025400 1424400 1467600 1441700 0 0 0 1730200 0 0 0 0 2005000 2431700 0 1515900

Q8TB96 T-cell immunomodulatory proteinITFG1 >tr|F5GXC5|F5GXC5_HUMAN T-cell immunomodulatory protein OS=Homo sapiens GN=ITFG1 PE=4 SV=1;>sp|Q8TB96|TIP_HUMAN T-cell immunomodulatory protein OS=Homo sapiens GN=ITFG1 PE=1 SV=1;>tr|H3BUJ1|H3BUJ1_HUMAN T-cell immunomodulatory protein (Fragment) OS=Homo sa3 6 6 6 52.106 464 464;612;178 0 15.554 0 1810800 2516000 2885000 1371700 1386000 1625600 1463500 3320000 3517800 3765300 2108600 2966000 0 3117900 3600500 2235000 1964900 4409200 2304800 0 0 5336300 3703300 3130800 4201900 3397900 2249600

O15371 Eukaryotic translation initiation factor 3 subunit DEIF3D >sp|O15371-2|EIF3D_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit D OS=Homo sapiens GN=EIF3D;>sp|O15371-3|EIF3D_HUMAN Isoform 3 of Eukaryotic translation initiation factor 3 subunit D OS=Homo sapiens GN=EIF3D;>sp|O15371|EIF3D_HUMAN E8 8 8 8 58.14 499 499;533;548;269;105;123;173;1860 173 3673800 3191100 4395200 3789100 4546500 4192200 5414400 4576700 4013300 3497400 3311600 4768700 4216900 3643100 2523200 2183700 0 3041000 3373800 3145500 1896200 0 2834800 0 3374800 2975600 3116000 3015100

Q9ULC4 Malignant T-cell-amplified sequence 1MCTS1 >sp|Q9ULC4|MCTS1_HUMAN Malignant T-cell-amplified sequence 1 OS=Homo sapiens GN=MCTS1 PE=1 SV=1;>sp|Q9ULC4-2|MCTS1_HUMAN Isoform 2 of Malignant T-cell-amplified sequence 1 OS=Homo sapiens GN=MCTS1;>sp|Q9ULC4-3|MCTS1_HUMAN Isoform 3 of Malignant T-cell-ampl3 5 5 5 20.555 181 181;169;182 0 18.002 3141700 4030900 2444200 2126400 3067300 3613400 3130700 0 2112000 3491500 1907500 2386200 2130400 3099400 1927700 2159300 2304700 3287000 2694900 2584100 0 2515700 0 0 3866700 2858100 2867600 2561300

Q01081 Splicing factor U2AF 35 kDa subunit;Splicing factor U2AF 26 kDa subunitU2AF1 >sp|Q01081-2|U2AF1_HUMAN Isoform 2 of Splicing factor U2AF 35 kDa subunit OS=Homo sapiens GN=U2AF1;>sp|Q01081|U2AF1_HUMAN Splicing factor U2AF 35 kDa subunit OS=Homo sapiens GN=U2AF1 PE=1 SV=3;>tr|K7EJH3|K7EJH3_HUMAN Splicing factor U2AF 26 kDa subunit OS=11 3 3 3 27.882 240 240;240;39;51;66;97;75;181;202;220;1670 34.415 1358800 882390 1179500 0 0 0 0 0 3143700 3488800 0 0 796530 1474400 0 0 0 0 0 0 0 0 0 1109900 1462000 0 2550000 10047000

Q9UHV9 Prefoldin subunit 2PFDN2 >sp|Q9UHV9|PFD2_HUMAN Prefoldin subunit 2 OS=Homo sapiens GN=PFDN2 PE=1 SV=11 3 3 3 16.648 154 154 0 46.155 2290400 2762200 2721500 2278900 4172100 3737800 3932800 4369700 6830800 3482700 6943600 4717700 2252500 2079800 1695100 1908300 2159400 0 2226700 0 0 0 0 0 3307400 3141400 2007600 3526600

Q9Y5M8 Signal recognition particle receptor subunit betaSRPRB >sp|Q9Y5M8|SRPRB_HUMAN Signal recognition particle receptor subunit beta OS=Homo sapiens GN=SRPRB PE=1 SV=3;>tr|H7C4H2|H7C4H2_HUMAN Signal recognition particle receptor subunit beta (Fragment) OS=Homo sapiens GN=SRPRB PE=1 SV=13 14 14 14 29.702 271 271;160;92 0 124.04 8812900 8973900 5936100 6458300 7139500 8018100 8563200 8264300 3890700 3481400 10853000 10768000 5613200 7285000 8400000 10858000 10405000 6107400 6508700 7719600 8168600 8168800 23769000 14120000 10256000 9822500 7710000 6427300

P58546 MyotrophinMTPN >tr|C9JL85|C9JL85_HUMAN Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=1;>sp|P58546|MTPN_HUMAN Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=22 4 4 4 5.7044 52 52;118 0 41.548 0 1700700 2023500 4249900 4481600 4766200 3807400 4044400 3222800 3476800 0 5381200 3198500 3172100 4146700 1763800 0 0 0 0 0 0 0 0 4866600 4787200 3217500 3415200

P54727 UV excision repair protein RAD23 homolog BRAD23B >sp|P54727|RD23B_HUMAN UV excision repair protein RAD23 homolog B OS=Homo sapiens GN=RAD23B PE=1 SV=1;>sp|P54727-2|RD23B_HUMAN Isoform 2 of UV excision repair protein RAD23 homolog B OS=Homo sapiens GN=RAD23B5 11 11 10 43.171 409 409;337;146;80;1140 101.14 4588000 4191000 4432200 6689800 6213400 5394100 6983900 7361900 4592900 3461100 2704900 2765000 5768900 3472800 2883200 5402600 4460600 4150300 2997900 2639500 5919400 4579900 4279600 2108400 4769600 3077300 3557200 3160200

Q13363 C-terminal-binding protein 1CTBP1 >sp|Q13363-2|CTBP1_HUMAN Isoform 2 of C-terminal-binding protein 1 OS=Homo sapiens GN=CTBP1;>sp|Q13363|CTBP1_HUMAN C-terminal-binding protein 1 OS=Homo sapiens GN=CTBP1 PE=1 SV=2;>tr|D6RAX2|D6RAX2_HUMAN C-terminal-binding protein 1 (Fragment) OS=Homo sapie10 8 8 7 46.404 429 429;440;187;145;171;202;287;168;145;1840 78.371 3386500 4906600 4455900 3145400 4021700 4412000 4298000 4733200 3329200 3456900 3072400 3323900 3041000 5163500 6688200 3661500 3904700 0 3570500 3751700 2620000 1695300 4519100 4912000 5154700 4197300 3834200 4233100

P53004 Biliverdin reductase ABLVRA >sp|P53004|BIEA_HUMAN Biliverdin reductase A OS=Homo sapiens GN=BLVRA PE=1 SV=22 5 5 5 33.428 296 296;102 0 16.476 2038400 1920900 1967000 1856700 2190600 2480700 2014500 2040200 2525200 3451000 1814000 932190 2274200 3413100 0 2229000 0 0 0 0 0 1161200 0 0 3269500 3182400 2481200 3739500

P54819 "Adenylate kinase 2, mitochondrial;Adenylate kinase 2, mitochondrial;Adenylate kinase 2, mitochondrial, N-terminally processed"AK2 >tr|F8W1A4|F8W1A4_HUMAN Adenylate kinase 2, mitochondrial OS=Homo sapiens GN=AK2 PE=1 SV=1;>sp|P54819-2|KAD2_HUMAN Isoform 2 of Adenylate kinase 2, mitochondrial OS=Homo sapiens GN=AK2;>sp|P54819|KAD2_HUMAN Adenylate kinase 2, mitochondrial OS=Homo sapiens11 10 10 10 25.63 232 232;232;239;224;190;202;162;191;133;130;420 80.172 4430600 5603400 5890200 7448400 6161900 5165100 7860400 9609000 6629900 3450000 4670000 5690800 3679500 4467800 5467900 3634600 4876900 3871000 4411700 4334000 18637000 9864800 5435200 5614600 4919700 4245400 4980600 4192400

P50570 Dynamin-2DNM2 >sp|P50570-3|DYN2_HUMAN Isoform 3 of Dynamin-2 OS=Homo sapiens GN=DNM2;>sp|P50570-2|DYN2_HUMAN Isoform 2 of Dynamin-2 OS=Homo sapiens GN=DNM2;>sp|P50570-5|DYN2_HUMAN Isoform 5 of Dynamin-2 OS=Homo sapiens GN=DNM2;>sp|P50570-4|DYN2_HUMAN Isoform 4 of Dynami13 12 12 7 97.553 866 866;866;869;870;870;639;555;859;863;869;873;289;4450 35.175 3601100 3551000 2665100 2638900 4020800 4206200 5144000 4008100 3241100 3447300 4190100 5127200 1989500 2906800 4339700 3425200 3789200 3424000 0 3374100 0 0 0 0 4328800 4173300 4652200 4761100

P09210 Glutathione S-transferase A2GSTA2 >sp|P09210|GSTA2_HUMAN Glutathione S-transferase A2 OS=Homo sapiens GN=GSTA2 PE=1 SV=41 11 11 2 25.664 222 222 0 33.942 9282300 8994200 9015400 9738100 29843000 24115000 28275000 30529000 2750500 3439900 5873200 7440700 6357100 6333300 8802100 9960700 11135000 8841200 6573300 6584000 68223000 63279000 25207000 28305000 9655800 9039700 15447000 14594000

Q9H3Z4 DnaJ homolog subfamily C member 5DNAJC5 >sp|Q9H3Z4|DNJC5_HUMAN DnaJ homolog subfamily C member 5 OS=Homo sapiens GN=DNAJC5 PE=1 SV=1;>sp|Q9H3Z4-2|DNJC5_HUMAN Isoform 2 of DnaJ homolog subfamily C member 5 OS=Homo sapiens GN=DNAJC52 5 5 5 22.149 198 198;167 0 62.842 3638800 2968500 2558000 2514300 3120300 3216700 3197800 3429300 3099000 3437100 5469800 3546100 2720200 2657800 2884200 3480000 4996500 4864700 3784200 4395400 0 0 7819500 5455400 3786400 5673900 2683700 4487800

P08574 "Cytochrome c1, heme protein, mitochondrial"CYC1 >sp|P08574|CY1_HUMAN Cytochrome c1, heme protein, mitochondrial OS=Homo sapiens GN=CYC1 PE=1 SV=31 6 6 6 35.422 325 325 0 119.96 5277800 3664300 4188100 5252700 4716700 5179400 5059500 4702100 5521200 3429300 3475100 3984500 5640400 6785400 6320600 6460600 0 0 7230900 4222500 4720100 0 0 0 7424900 6550000 7425100 8232100

P38159 "RNA-binding motif protein, X chromosome;RNA-binding motif protein, X chromosome, N-terminally processed"RBMX >tr|H0Y6E7|H0Y6E7_HUMAN RNA-binding motif protein, X chromosome, N-terminally processed (Fragment) OS=Homo sapiens GN=RBMX PE=1 SV=2;>tr|H3BT71|H3BT71_HUMAN RNA-binding motif protein, X chromosome, N-terminally processed OS=Homo sapiens GN=RBMX PE=1 SV=1;>10 8 8 4 31.745 292 292;296;391;378;78;196;37;392;263;10670 45.351 6543800 7580600 7351500 7288700 11406000 9450700 9888300 10866000 4664900 3428500 3948900 4571600 5165300 7463300 3974100 5240500 9243800 7382000 6911500 6863600 14871000 16121000 8177400 5618300 6246100 8389300 5056300 4096400

Q9HD33 "39S ribosomal protein L47, mitochondrial"MRPL47 >sp|Q9HD33-3|RM47_HUMAN Isoform 3 of 39S ribosomal protein L47, mitochondrial OS=Homo sapiens GN=MRPL47;>sp|Q9HD33-2|RM47_HUMAN Isoform 2 of 39S ribosomal protein L47, mitochondrial OS=Homo sapiens GN=MRPL47;>sp|Q9HD33|RM47_HUMAN 39S ribosomal protein L47,3 1 1 1 16.991 140 140;230;250 0 5.7247 0 0 0 0 0 0 0 0 0 3426300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H553 "Alpha-1,3/1,6-mannosyltransferase ALG2"ALG2 >sp|Q9H553|ALG2_HUMAN Alpha-1,3/1,6-mannosyltransferase ALG2 OS=Homo sapiens GN=ALG2 PE=1 SV=1;>sp|Q9H553-2|ALG2_HUMAN Isoform 2 of Alpha-1,3/1,6-mannosyltransferase ALG2 OS=Homo sapiens GN=ALG23 9 9 9 47.091 416 416;323;138 0 27.863 2261000 2310200 2587700 2578700 2172100 2357300 2265300 1890800 4122200 3424000 3415000 3634200 4005600 3306900 3819000 3912100 3114700 2687000 4101300 0 0 0 5374900 5238200 3846700 2835100 1727400 0

O95373 Importin-7 IPO7 >sp|O95373|IPO7_HUMAN Importin-7 OS=Homo sapiens GN=IPO7 PE=1 SV=13 10 10 10 119.52 1038 1038;64;131 0 19.705 2011000 2305500 1979500 2770800 3503500 4017700 2265700 4265900 2396500 3401300 1228400 1580000 2661300 2744600 2267800 1727900 0 0 0 3366200 2032800 0 0 0 4720000 1432900 0 695550

P61956 Small ubiquitin-related modifier 2;Small ubiquitin-related modifier 4;Small ubiquitin-related modifier 3SUMO2 >sp|P61956-2|SUMO2_HUMAN Isoform 2 of Small ubiquitin-related modifier 2 OS=Homo sapiens GN=SUMO2;>sp|P61956|SUMO2_HUMAN Small ubiquitin-related modifier 2 OS=Homo sapiens GN=SUMO2 PE=1 SV=3;>tr|A8MUA9|A8MUA9_HUMAN SMT3 suppressor of mif two 3 homolog 3 (Y7 2 2 2 8.1111 71 71;95;135;147;95;103;1410 14.367 0 0 0 1290000 2216800 0 0 1509900 859680 3400400 0 0 0 0 729720 0 0 0 1218600 0 0 0 0 0 3517300 1499500 0 0

O60784 Target of Myb protein 1TOM1 >sp|O60784|TOM1_HUMAN Target of Myb protein 1 OS=Homo sapiens GN=TOM1 PE=1 SV=2;>sp|O60784-3|TOM1_HUMAN Isoform 3 of Target of Myb protein 1 OS=Homo sapiens GN=TOM1;>sp|O60784-2|TOM1_HUMAN Isoform 2 of Target of Myb protein 1 OS=Homo sapiens GN=TOM1;>sp|O614 7 7 7 53.818 492 492;447;493;460;335;209;25;69;83;97;125;133;134;1510 136.38 2789600 3793400 4547100 3429900 4168400 3461400 3961300 3156300 7053300 3391700 3022100 3872200 2523900 3014500 2179800 2514100 3168700 2908500 1813800 2106000 2495300 2744100 2421300 2470000 3569000 3635800 3339700 4012900

Q9H9B4 Sideroflexin-1SFXN1 >sp|Q9H9B4|SFXN1_HUMAN Sideroflexin-1 OS=Homo sapiens GN=SFXN1 PE=1 SV=4;>tr|D6RDG7|D6RDG7_HUMAN Sideroflexin-1 (Fragment) OS=Homo sapiens GN=SFXN1 PE=1 SV=1;>tr|S4R2X2|S4R2X2_HUMAN Sideroflexin-1 OS=Homo sapiens GN=SFXN1 PE=1 SV=1;>tr|D6RFI0|D6RFI0_HUMAN 5 6 6 6 35.619 322 322;144;177;194;560 63.22 9765300 10473000 7155400 8765800 3790000 2891100 3523200 2932600 4526300 3380700 2625800 2992300 6965800 7949300 5280200 5518000 9936100 9031300 10013000 9892100 0 3979500 0 17707000 9473000 10050000 4644200 3479400

Q07157 Tight junction protein ZO-1TJP1 >tr|A0A087X0K9|A0A087X0K9_HUMAN Tight junction protein ZO-1 OS=Homo sapiens GN=TJP1 PE=1 SV=1;>tr|G5E9E7|G5E9E7_HUMAN Tight junction protein 1 (Zona occludens 1), isoform CRA_e OS=Homo sapiens GN=TJP1 PE=1 SV=1;>tr|G3V1L9|G3V1L9_HUMAN Tight junction protei6 6 6 6 187.85 1676 1676;1692;1768;1668;1748;2270 40.869 0 0 0 0 0 0 0 0 3172900 3377600 0 2375300 0 1323600 786390 1138200 0 0 0 0 0 0 0 0 1805100 2446100 1562700 983450

Q5SSJ5 Heterochromatin protein 1-binding protein 3HP1BP3 >tr|X6RGJ2|X6RGJ2_HUMAN Heterochromatin protein 1-binding protein 3 (Fragment) OS=Homo sapiens GN=HP1BP3 PE=1 SV=1;>sp|Q5SSJ5-2|HP1B3_HUMAN Isoform 2 of Heterochromatin protein 1-binding protein 3 OS=Homo sapiens GN=HP1BP3;>sp|Q5SSJ5|HP1B3_HUMAN Heterochro6 11 11 11 36.514 327 327;515;553;253;278;4010 56.185 6565500 6500300 5469500 4423300 4001900 4858300 2336200 3927200 2409200 3374200 2441400 2609500 3901700 5598000 6785100 7032800 2375900 5396500 7748100 6830800 0 7679900 10652000 14163000 3368900 7158100 2962800 3941000

Q9NP79 Vacuolar protein sorting-associated protein VTA1 homologVTA1 >tr|A0A087WY55|A0A087WY55_HUMAN Chromosome 6 open reading frame 55, isoform CRA_b OS=Homo sapiens GN=VTA1 PE=1 SV=1;>sp|Q9NP79|VTA1_HUMAN Vacuolar protein sorting-associated protein VTA1 homolog OS=Homo sapiens GN=VTA1 PE=1 SV=1;>tr|Q5TGM0|Q5TGM0_HUMAN Vac4 2 2 2 31.102 280 280;307;249;222 0 35.713 0 0 0 0 1548600 0 0 0 0 3356700 0 0 0 0 5712700 1245700 0 0 0 0 0 0 0 0 0 0 1176400 1855100

Q5JRX3 "Presequence protease, mitochondrial"PITRM1 >sp|Q5JRX3|PREP_HUMAN Presequence protease, mitochondrial OS=Homo sapiens GN=PITRM1 PE=1 SV=3;>sp|Q5JRX3-2|PREP_HUMAN Isoform 2 of Presequence protease, mitochondrial OS=Homo sapiens GN=PITRM1;>sp|Q5JRX3-3|PREP_HUMAN Isoform 3 of Presequence protease, mito6 11 11 11 117.41 1037 1037;1038;939;595;184;2590 29.19 2743500 1871200 1823300 2130700 4004100 3612000 3711400 3197500 1410700 3354900 5232700 7220200 2135600 2645900 3498800 3799600 0 2329100 5529100 4173200 1609600 2355300 4627000 6990800 2544200 3732700 3383100 2671300

O15382 "Branched-chain-amino-acid aminotransferase;Branched-chain-amino-acid aminotransferase, mitochondrial"BCAT2 >tr|B3KSI3|B3KSI3_HUMAN Branched-chain-amino-acid aminotransferase OS=Homo sapiens GN=BCAT2 PE=1 SV=1;>tr|M0QXF9|M0QXF9_HUMAN Branched-chain-amino-acid aminotransferase (Fragment) OS=Homo sapiens GN=BCAT2 PE=1 SV=1;>sp|O15382|BCAT2_HUMAN Branched-chain-ami7 10 10 10 39.915 352 352;445;392;405;300;313;1090 104.2 7152300 5806200 5586700 5864800 5794800 5372600 8419900 5509700 4805500 3354200 4831000 5072500 5270700 6711900 4855500 4316400 6289400 6293500 7235300 9447600 717670 0 0 0 7670400 8110600 5417900 4777800

P60983 Glia maturation factor betaGMFB >tr|G3V4P8|G3V4P8_HUMAN Glia maturation factor beta (Fragment) OS=Homo sapiens GN=GMFB PE=1 SV=1;>sp|P60983|GMFB_HUMAN Glia maturation factor beta OS=Homo sapiens GN=GMFB PE=1 SV=26 3 3 2 17.512 150 150;142;38;93;101;1090 30.464 1716400 2024400 2350600 2573500 1074600 0 0 2732000 3394500 3340900 5383100 0 3808000 6242800 3230200 1744100 0 2653100 0 0 0 0 0 0 5033000 332130 2126300 2538200

Q9UK22 F-box only protein 2FBXO2 >sp|Q9UK22|FBX2_HUMAN F-box only protein 2 OS=Homo sapiens GN=FBXO2 PE=1 SV=22 5 5 5 33.327 296 296;120 0 44.275 1239400 1494900 1638300 1834300 5507600 5979000 5910300 4924100 2771600 3314300 11407000 4818200 2046400 1186000 6405200 5297000 0 1815200 1977500 1255100 7155000 0 0 0 3165300 2904200 6039500 4975900

Q86UY8 5-nucleotidase domain-containing protein 3NT5DC3 >sp|Q86UY8|NT5D3_HUMAN 5-nucleotidase domain-containing protein 3 OS=Homo sapiens GN=NT5DC3 PE=2 SV=1;>tr|H7C3S8|H7C3S8_HUMAN 5-nucleotidase domain-containing protein 3 (Fragment) OS=Homo sapiens GN=NT5DC3 PE=4 SV=1;>sp|Q86UY8-2|NT5D3_HUMAN Isoform 2 of 3 2 2 2 63.419 548 548;122;464 0 34.111 0 0 0 0 0 0 0 0 0 3301500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P49753 "Acyl-coenzyme A thioesterase 1;Acyl-coenzyme A thioesterase 2, mitochondrial"ACOT1 >sp|Q86TX2|ACOT1_HUMAN Acyl-coenzyme A thioesterase 1 OS=Homo sapiens GN=ACOT1 PE=1 SV=1;>tr|G3V4F2|G3V4F2_HUMAN Acyl-coenzyme A thioesterase 1 OS=Homo sapiens GN=ACOT1 PE=4 SV=1;>tr|A0A087X0W7|A0A087X0W7_HUMAN Acyl-coenzyme A thioesterase 2, mitochondrial6 7 7 7 46.277 421 421;395;421;463;483;3010 98.131 3832800 3544500 2703900 2527000 3366000 2136500 2045600 3674200 2426700 3298800 5521000 4558600 3074100 2907000 5148300 5058600 2670600 2740500 2487500 3596800 3582500 0 3843000 0 3672200 3612800 7196200 3058700

Q9NP72 Ras-related protein Rab-18RAB18 >sp|Q9NP72|RAB18_HUMAN Ras-related protein Rab-18 OS=Homo sapiens GN=RAB18 PE=1 SV=1;>sp|Q9NP72-2|RAB18_HUMAN Isoform 2 of Ras-related protein Rab-18 OS=Homo sapiens GN=RAB18;>tr|Q5W0J0|Q5W0J0_HUMAN Ras-related protein Rab-18 OS=Homo sapiens GN=RAB18 PE=1 6 8 8 8 22.977 206 206;235;161;182;142;2910 80.028 4891400 2769000 5302900 4955500 2341600 2905500 2558400 3299700 5684700 3289700 6881300 5075300 8322100 2949600 5733100 3938100 3287900 1578100 3614300 3232300 4421200 4409900 7960900 8825200 4208200 3994600 16056000 4617300

Q13595 Transformer-2 protein homolog alphaTRA2A >tr|B4DQI6|B4DQI6_HUMAN Transformer-2 protein homolog alpha OS=Homo sapiens GN=TRA2A PE=1 SV=1;>sp|Q13595-3|TRA2A_HUMAN Isoform 3 of Transformer-2 protein homolog alpha OS=Homo sapiens GN=TRA2A;>sp|Q13595|TRA2A_HUMAN Transformer-2 protein homolog alpha OS=4 3 3 3 20.589 180 180;181;282;113 0 28.178 1046400 1240000 0 0 1504300 1846000 1362200 1255400 3873800 3282300 0 0 1887300 2745200 1286100 1123100 2066500 0 1622900 0 0 0 0 0 2414700 2537800 988620 1489400

Q6NZI2 Polymerase I and transcript release factorPTRF >sp|Q6NZI2|PTRF_HUMAN Polymerase I and transcript release factor OS=Homo sapiens GN=PTRF PE=1 SV=1;>sp|Q6NZI2-2|PTRF_HUMAN Isoform 2 of Polymerase I and transcript release factor OS=Homo sapiens GN=PTRF3 5 5 5 43.476 390 390;300;198 0 323.31 5266600 5858000 4718900 6222000 5667000 4364600 4557800 4039900 5492900 3279200 10393000 6342300 12618000 3926300 21283000 20505000 2807200 6792300 12599000 12957000 1964200 2219600 12863000 7080800 14146000 2482800 12231000 19190000

P59768 Guanine nucleotide-binding protein subunit gamma;Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-2GNG2 >tr|G3V3J9|G3V3J9_HUMAN Guanine nucleotide-binding protein subunit gamma OS=Homo sapiens GN=GNG2 PE=1 SV=1;>tr|G3V2N0|G3V2N0_HUMAN Guanine nucleotide-binding protein subunit gamma OS=Homo sapiens GN=GNG2 PE=1 SV=1;>sp|P59768|GBG2_HUMAN Guanine nucleotide-b3 3 3 3 11.232 102 102;110;71 0 61.105 3012500 4511000 4793800 3372500 0 1450800 1982100 1538800 5918100 3278000 2482500 1181400 4643800 4001300 2240300 2087000 2274700 2913200 3550000 3456700 0 0 0 0 5424600 4878800 3330600 6834200

Q5BJF2 Transmembrane protein 97TMEM97 >tr|J3KT68|J3KT68_HUMAN Transmembrane protein 97 OS=Homo sapiens GN=TMEM97 PE=1 SV=1;>sp|Q5BJF2|TMM97_HUMAN Transmembrane protein 97 OS=Homo sapiens GN=TMEM97 PE=1 SV=12 2 2 2 10.976 92 92;176 0 10.307 2031600 1878700 2536400 2863300 4027600 2950200 2783000 3234200 4114100 3270000 0 0 3242600 0 8198800 9181700 0 0 0 0 0 0 0 0 2092400 2871500 0 0

Q9NPJ3 "Acyl-coenzyme A thioesterase 13;Acyl-coenzyme A thioesterase 13, N-terminally processed"ACOT13 >sp|Q9NPJ3-2|ACO13_HUMAN Isoform 2 of Acyl-coenzyme A thioesterase 13 OS=Homo sapiens GN=ACOT13;>sp|Q9NPJ3|ACO13_HUMAN Acyl-coenzyme A thioesterase 13 OS=Homo sapiens GN=ACOT13 PE=1 SV=12 3 3 3 12.366 117 117;140 0 16.64 4183600 0 4748900 3310000 0 2371700 2698500 2559900 1708600 3262000 3696800 4756400 2595900 3276800 1741700 1596400 0 0 4295500 2799900 5772300 6590200 0 6007500 3723500 3516700 0 2913600

Q15233 Non-POU domain-containing octamer-binding proteinNONO >sp|Q15233|NONO_HUMAN Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4;>sp|Q15233-2|NONO_HUMAN Isoform 2 of Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO;>tr|C9IZL7|C9IZL7_HUMAN Non-POU domain-6 13 12 12 54.231 471 471;382;207;235;248;1240 66.457 2786800 3205600 5224100 3194700 5428800 4689600 6241200 7039300 3080500 3259700 2107700 2256700 4280100 4933800 2543100 2676500 1671500 3502800 3794300 3862400 3936000 3991600 0 0 2237300 6321200 2201300 2112900

P26440 "Isovaleryl-CoA dehydrogenase, mitochondrial"IVD >tr|A0A0A0MT83|A0A0A0MT83_HUMAN Isovaleryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=IVD PE=4 SV=1;>sp|P26440-2|IVD_HUMAN Isoform 2 of Isovaleryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=IVD;>sp|P26440|IVD_HUMAN Isovaleryl-CoA dehydrog8 8 8 8 46.65 426 426;393;423;307;243;145;212;2140 37.368 5839200 4047700 3517200 2764000 4830700 4972400 6066400 5805000 3162000 3233400 3448300 4337100 3659500 4564600 6014600 7182300 3807600 7585800 3066900 0 1744000 0 2569600 3249000 5426300 5300100 3106400 5518400

Q15424 Scaffold attachment factor B1SAFB >sp|Q15424-2|SAFB1_HUMAN Isoform 2 of Scaffold attachment factor B1 OS=Homo sapiens GN=SAFB;>sp|Q15424|SAFB1_HUMAN Scaffold attachment factor B1 OS=Homo sapiens GN=SAFB PE=1 SV=4;>sp|Q15424-4|SAFB1_HUMAN Isoform 4 of Scaffold attachment factor B1 OS=Homo s5 10 10 4 95.18 848 848;915;916;917;1060 323.31 6676600 6929400 6139000 6214000 8508600 7649800 9581300 8343100 3510300 3229600 6536700 6276200 4676900 5769000 3211000 3686100 5365300 5399500 3275600 5103600 10436000 8473200 4315400 5290400 8378600 7088300 5557700 5143900

P35241 Radixin RDX >sp|P35241|RADI_HUMAN Radixin OS=Homo sapiens GN=RDX PE=1 SV=1;>sp|P35241-5|RADI_HUMAN Isoform 5 of Radixin OS=Homo sapiens GN=RDX;>sp|P35241-4|RADI_HUMAN Isoform 4 of Radixin OS=Homo sapiens GN=RDX8 14 7 7 68.563 583 583;604;447;253;257;148;116;2000 81.502 2348700 2191700 2747700 2422700 4485600 4646900 5662200 3749300 1499600 3219400 9656900 6909500 0 4218800 8115500 6356300 1799600 2200900 1502700 1895200 0 0 0 0 3349900 3350200 9916200 3571700

Q9NY12 H/ACA ribonucleoprotein complex subunit 1GAR1 >sp|Q9NY12-2|GAR1_HUMAN Isoform 2 of H/ACA ribonucleoprotein complex subunit 1 OS=Homo sapiens GN=GAR1;>sp|Q9NY12|GAR1_HUMAN H/ACA ribonucleoprotein complex subunit 1 OS=Homo sapiens GN=GAR1 PE=1 SV=12 6 6 6 20.834 199 199;217 0 13.562 3319800 0 0 3143100 3326700 0 3613800 3373500 9687300 3215800 1768000 2725700 0 0 8086400 4542000 0 0 3017300 4706300 1752100 0 0 0 2909400 0 7726800 0

Q13451 Peptidyl-prolyl cis-trans isomerase FKBP5FKBP5 >sp|Q13451|FKBP5_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP5 OS=Homo sapiens GN=FKBP5 PE=1 SV=2;>sp|Q13451-2|FKBP5_HUMAN Isoform 2 of Peptidyl-prolyl cis-trans isomerase FKBP5 OS=Homo sapiens GN=FKBP52 7 7 7 51.212 457 457;268 0 15.251 1311000 8715500 1963900 1979300 1367300 1397800 2248700 1220700 3461300 3211200 3002400 2103600 1620700 3209100 0 1440000 0 0 0 0 0 0 0 0 2374300 1082300 0 842980

O94903 Proline synthase co-transcribed bacterial homolog proteinPROSC >sp|O94903|PROSC_HUMAN Proline synthase co-transcribed bacterial homolog protein OS=Homo sapiens GN=PROSC PE=1 SV=1;>tr|E5RFX7|E5RFX7_HUMAN Proline synthase co-transcribed bacterial homolog protein (Fragment) OS=Homo sapiens GN=PROSC PE=1 SV=1;>tr|E5RG77|E5 6 6 6 30.344 275 275;137;152;128;740 17.904 2214500 4085900 2795300 3120700 4135400 5274400 5020500 4548200 5104800 3203000 4219700 4551000 4100000 3457400 3442500 3618300 2798800 2853200 2666400 0 7199900 5852300 3667000 3899000 8472000 4542400 4840000 4098600

P27338 Amine oxidase [flavin-containing] BMAOB >sp|P27338|AOFB_HUMAN Amine oxidase [flavin-containing] B OS=Homo sapiens GN=MAOB PE=1 SV=3;>sp|P27338-2|AOFB_HUMAN Isoform 2 of Amine oxidase [flavin-containing] B OS=Homo sapiens GN=MAOB2 10 8 8 58.762 520 520;411 0 89.634 6114200 7525900 4307400 7351900 2554300 3554500 5194700 3854400 3607900 3198700 5043500 5098200 3877200 3934200 7775800 7672000 8097100 5124800 4284400 6885600 0 0 8960400 8129000 4956900 5781800 5258700 6779000

P22059 Oxysterol-binding protein 1OSBP >sp|P22059|OSBP1_HUMAN Oxysterol-binding protein 1 OS=Homo sapiens GN=OSBP PE=1 SV=12 7 7 7 89.42 807 807;171 0 72.656 1495300 0 1530300 0 3439300 5135300 7610100 4403900 2055300 3195800 14698000 11840000 1777100 3079900 1674100 1834000 0 1959100 2108700 1588800 0 0 0 2195500 2760500 1742200 1379900 1479500

Q9NQR4 Omega-amidase NIT2NIT2 >sp|Q9NQR4|NIT2_HUMAN Omega-amidase NIT2 OS=Homo sapiens GN=NIT2 PE=1 SV=1;>tr|H7C579|H7C579_HUMAN Omega-amidase NIT2 (Fragment) OS=Homo sapiens GN=NIT2 PE=1 SV=33 7 7 7 30.608 276 276;266;92 0 102.25 1827500 2036900 1659500 1556300 6200200 11179000 7502300 7003600 0 3181100 9956500 9802200 2105000 2780600 4097400 3541300 1751500 1508100 0 1232900 0 2541000 0 0 3380500 3280800 4876000 5921300

P09471 Guanine nucleotide-binding protein G(o) subunit alphaGNAO1 >sp|P09471-2|GNAO_HUMAN Isoform Alpha-2 of Guanine nucleotide-binding protein G(o) subunit alpha OS=Homo sapiens GN=GNAO1;>sp|P09471|GNAO_HUMAN Guanine nucleotide-binding protein G(o) subunit alpha OS=Homo sapiens GN=GNAO1 PE=1 SV=4;>tr|H3BN82|H3BN82_HUMAN5 10 7 7 40.086 354 354;354;129;110;830 65.224 5722700 5866600 4209500 4029500 3406000 3058100 3224400 3541300 4601000 3174600 3424100 2820700 4136900 4654700 4727200 5443500 5974700 5862900 6539800 5365400 9616200 7894200 8940500 10961000 8845700 9300800 5345200 4926200

P84090 Enhancer of rudimentary homologERH >sp|P84090|ERH_HUMAN Enhancer of rudimentary homolog OS=Homo sapiens GN=ERH PE=1 SV=1;>tr|G3V279|G3V279_HUMAN Enhancer of rudimentary homolog OS=Homo sapiens GN=ERH PE=1 SV=12 4 4 4 12.259 104 104;71 0 57.299 3664400 4046600 5067800 3726100 5574500 4604100 0 0 3981800 3170900 2252400 4093900 3992100 4249600 3214100 3947900 0 0 0 0 0 0 0 0 0 0 2700500 0

Q92905 COP9 signalosome complex subunit 5COPS5 >sp|Q92905|CSN5_HUMAN COP9 signalosome complex subunit 5 OS=Homo sapiens GN=COPS5 PE=1 SV=43 5 5 5 37.578 334 334;151;197 0 11.616 1854000 2108800 2624700 2042800 3034000 3567400 4149800 3870800 4092700 3166900 6167200 5934500 1692900 3043400 1705100 2138000 1269500 1165300 1066300 0 2015400 0 0 0 3340400 2857000 3169500 3161100

P50895 Basal cell adhesion moleculeBCAM >tr|A0A087WXM8|A0A087WXM8_HUMAN Basal cell adhesion molecule OS=Homo sapiens GN=BCAM PE=1 SV=1;>sp|P50895|BCAM_HUMAN Basal cell adhesion molecule OS=Homo sapiens GN=BCAM PE=1 SV=23 6 6 6 63.693 588 588;628;291 0 13.238 1237000 1565300 1400300 2385200 0 912150 0 0 0 3163600 1953900 2177600 2570100 0 1150400 1166100 0 0 2128700 0 1383600 0 2054600 2199600 1718000 2028000 0 0

O43396 Thioredoxin-like protein 1TXNL1 >sp|O43396|TXNL1_HUMAN Thioredoxin-like protein 1 OS=Homo sapiens GN=TXNL1 PE=1 SV=3;>tr|K7ER96|K7ER96_HUMAN Thioredoxin-like protein 1 (Fragment) OS=Homo sapiens GN=TXNL1 PE=1 SV=1;>tr|K7EML9|K7EML9_HUMAN Thioredoxin-like protein 1 (Fragment) OS=Homo sapi5 8 8 8 32.251 289 289;281;138;27;69 0 167.33 8037600 8680400 7737800 8100400 12728000 11388000 13717000 13384000 3450400 3161600 8390100 8865400 5695600 6462400 5137100 4998700 6926200 7680200 5619200 5786800 18077000 15155000 10283000 11454000 9822800 11925000 6909800 7462800

O43491 Band 4.1-like protein 2EPB41L2 >tr|E9PK52|E9PK52_HUMAN Band 4.1-like protein 2 OS=Homo sapiens GN=EPB41L2 PE=1 SV=1;>tr|E9PHY5|E9PHY5_HUMAN Band 4.1-like protein 2 OS=Homo sapiens GN=EPB41L2 PE=1 SV=1;>sp|O43491-4|E41L2_HUMAN Isoform 4 of Band 4.1-like protein 2 OS=Homo sapiens GN=EPB4113 6 6 6 90.996 811 811;935;852;1005;706;673;747;633;380;383;126;201;2680 103.42 1227400 2202800 2356300 0 980090 1120300 843780 1655600 0 3138400 8603600 9011800 1570000 936960 3081000 4339200 0 0 792800 0 0 0 6062500 3632400 1727600 0 0 0

Q9NXG2 THUMP domain-containing protein 1THUMPD1 >sp|Q9NXG2|THUM1_HUMAN THUMP domain-containing protein 1 OS=Homo sapiens GN=THUMPD1 PE=1 SV=22 4 4 4 39.315 353 353;145 0 64.728 1330800 1143400 2773500 2483400 2930200 4359000 2713400 0 2286300 3137300 2989700 2372100 3915400 2593400 2076900 2042000 1916800 1886600 0 0 0 0 0 0 2777000 1655400 1734500 1225800

O60218 Aldo-keto reductase family 1 member B10AKR1B10 >sp|O60218|AK1BA_HUMAN Aldo-keto reductase family 1 member B10 OS=Homo sapiens GN=AKR1B10 PE=1 SV=21 7 7 4 36.019 316 316 0 11.368 2072800 3629500 4141500 4013500 0 0 0 0 4959200 3127200 0 0 3022600 3884600 0 0 0 0 0 0 0 0 0 0 0 4853900 0 0

Q14165 Malectin MLEC >sp|Q14165|MLEC_HUMAN Malectin OS=Homo sapiens GN=MLEC PE=1 SV=1;>tr|F5H1S8|F5H1S8_HUMAN Malectin (Fragment) OS=Homo sapiens GN=MLEC PE=1 SV=14 9 9 9 32.233 292 292;146;173;217 0 49.213 5252900 3618300 3033900 2220400 5222200 5935700 4948300 5095100 5466800 3125300 8316300 7240900 2792300 3992400 11031000 8970800 2906400 2739600 4748600 3432300 5781300 4455200 19152000 22991000 4766400 4314800 6751400 6633600

Q9NX40 OCIA domain-containing protein 1OCIAD1 >sp|Q9NX40|OCAD1_HUMAN OCIA domain-containing protein 1 OS=Homo sapiens GN=OCIAD1 PE=1 SV=1;>tr|D6RG39|D6RG39_HUMAN OCIA domain-containing protein 1 (Fragment) OS=Homo sapiens GN=OCIAD1 PE=1 SV=1;>tr|D6RIT9|D6RIT9_HUMAN OCIA domain-containing protein 1 (Fr18 5 5 5 27.626 245 245;171;172;179;218;187;187;194;73;80;97;110;112;46;103;120;140;1680 27.347 2082200 2823600 2062600 1280900 556940 0 1126800 0 2700200 3119400 0 2067900 4499600 3640500 1591400 3201000 1377900 2839900 5048400 4703700 0 0 0 0 2167900 2325800 601900 618010

O60832 H/ACA ribonucleoprotein complex subunit 4DKC1 >sp|O60832-2|DKC1_HUMAN Isoform 3 of H/ACA ribonucleoprotein complex subunit 4 OS=Homo sapiens GN=DKC1;>sp|O60832|DKC1_HUMAN H/ACA ribonucleoprotein complex subunit 4 OS=Homo sapiens GN=DKC1 PE=1 SV=3;>tr|C9IYT0|C9IYT0_HUMAN H/ACA ribonucleoprotein complex7 8 8 8 47.602 420 420;514;259;229;169;207;760 44.094 2436400 2227800 1817200 1114800 3483500 3090200 3449900 3264900 4062000 3117500 3349700 3026200 2636800 1396700 1163900 1296900 0 0 2218500 3084500 2379600 2059600 0 0 923840 1081400 2160200 2384200

P26196 Probable ATP-dependent RNA helicase DDX6DDX6 >sp|P26196|DDX6_HUMAN Probable ATP-dependent RNA helicase DDX6 OS=Homo sapiens GN=DDX6 PE=1 SV=22 6 6 6 54.416 483 483;187 0 51.71 0 4065800 4173000 3317100 6102000 3450400 5043200 5296100 3423100 3115800 2600800 2598100 5179600 3928400 6092000 7474700 3884500 2707300 3096000 4665600 0 0 7498100 0 4824400 4391800 3856800 4343900

P46108 Adapter molecule crkCRK >sp|P46108-2|CRK_HUMAN Isoform Crk-I of Adapter molecule crk OS=Homo sapiens GN=CRK;>sp|P46108|CRK_HUMAN Adapter molecule crk OS=Homo sapiens GN=CRK PE=1 SV=2;>tr|I3L297|I3L297_HUMAN Adapter molecule crk OS=Homo sapiens GN=CRK PE=1 SV=13 5 5 5 22.905 204 204;304;223 0 21.325 953430 971480 1209700 1149500 1492500 1638900 1456900 0 0 3112600 5702100 1481100 0 0 2752800 3194400 0 0 0 0 0 0 0 0 1168000 944890 0 889150

Q9NQP4 Prefoldin subunit 4PFDN4 >tr|E9PQY2|E9PQY2_HUMAN Prefoldin subunit 4 OS=Homo sapiens GN=PFDN4 PE=1 SV=1;>sp|Q9NQP4|PFD4_HUMAN Prefoldin subunit 4 OS=Homo sapiens GN=PFDN4 PE=1 SV=12 2 2 2 15.598 136 136;134 0 22.282 0 0 0 2292800 0 0 2572600 1923500 3707300 3112200 2363200 3377600 2130300 0 0 0 0 0 0 2055300 0 0 0 0 1698100 1828300 3927900 5065800

P84098 Ribosomal protein L19;60S ribosomal protein L19RPL19 >tr|J3QR09|J3QR09_HUMAN Ribosomal protein L19 OS=Homo sapiens GN=RPL19 PE=1 SV=1;>tr|J3KTE4|J3KTE4_HUMAN Ribosomal protein L19 OS=Homo sapiens GN=RPL19 PE=1 SV=1;>sp|P84098|RL19_HUMAN 60S ribosomal protein L19 OS=Homo sapiens GN=RPL19 PE=1 SV=1;>tr|J3QL15|4 3 3 3 23.134 193 193;194;196;128 0 75.402 3946200 3151200 2943300 3346100 6609000 5923600 7338200 7054300 4155700 3092800 4437500 5165900 3684200 4530400 8189400 6433200 3998600 2478400 4787700 4935900 0 5181000 0 0 5429800 4496600 7366200 6288800

Q9H8Y8 Golgi reassembly-stacking protein 2GORASP2 >sp|Q9H8Y8-2|GORS2_HUMAN Isoform 2 of Golgi reassembly-stacking protein 2 OS=Homo sapiens GN=GORASP2;>sp|Q9H8Y8|GORS2_HUMAN Golgi reassembly-stacking protein 2 OS=Homo sapiens GN=GORASP2 PE=1 SV=3;>sp|Q9H8Y8-3|GORS2_HUMAN Isoform 3 of Golgi reassembly-stac3 5 5 5 39.768 384 384;452;464 0 134.47 5134500 5258600 4419000 5490100 4882400 4372100 9386900 4458500 2819500 3090900 4159500 3898300 4565800 4346600 3039100 3989300 4837000 4911400 3012900 3649600 0 0 0 0 4973100 5333900 5295500 3251000

Q9BQ69 O-acetyl-ADP-ribose deacetylase MACROD1MACROD1 >sp|Q9BQ69|MACD1_HUMAN O-acetyl-ADP-ribose deacetylase MACROD1 OS=Homo sapiens GN=MACROD1 PE=1 SV=21 3 3 3 35.505 325 325 0 60.584 1197300 0 2068600 2115900 2558600 1455200 753290 2500400 0 3086800 2116300 0 3128200 3738300 4570300 3278800 2326000 1911500 2922000 1968000 0 0 0 0 1910400 0 1879300 2141200

Q9Y263 Phospholipase A-2-activating proteinPLAA >sp|Q9Y263|PLAP_HUMAN Phospholipase A-2-activating protein OS=Homo sapiens GN=PLAA PE=1 SV=23 3 3 3 87.156 795 795;290;609 0 37.77 2188700 2437200 1272600 1272000 0 0 0 0 1144700 3075500 0 0 771940 0 1278700 1704700 0 0 0 0 0 0 0 0 0 0 1528700 0

O95197 Reticulon-3;ReticulonRTN3 >sp|O95197-3|RTN3_HUMAN Isoform 3 of Reticulon-3 OS=Homo sapiens GN=RTN3;>sp|O95197-4|RTN3_HUMAN Isoform 4 of Reticulon-3 OS=Homo sapiens GN=RTN3;>sp|O95197-7|RTN3_HUMAN Isoform 7 of Reticulon-3 OS=Homo sapiens GN=RTN3;>sp|O95197-2|RTN3_HUMAN Isoform 2 of 11 4 4 4 25.609 236 236;255;920;1013;1032;123;214;241;130;136;1850 84.845 6320600 5467800 6595400 7028200 5636400 6517700 5229700 7543300 8339000 3071600 2223900 3359900 5161800 6431300 5910100 5992900 6871100 7675100 10360000 9344800 0 0 0 0 6249700 5354800 3766800 3996300

P00167 Cytochrome b5CYB5A >sp|P00167-2|CYB5_HUMAN Isoform 2 of Cytochrome b5 OS=Homo sapiens GN=CYB5A;>sp|P00167|CYB5_HUMAN Cytochrome b5 OS=Homo sapiens GN=CYB5A PE=1 SV=2;>sp|P00167-3|CYB5_HUMAN Isoform 3 of Cytochrome b5 OS=Homo sapiens GN=CYB5A4 5 5 5 11.268 98 98;134;124;60 0 61.113 6732700 5928900 5897600 5612900 9655500 9099800 10110000 9965700 4154900 3060100 5714800 6566000 5029100 6367200 10048000 11479000 6638300 7544000 5760900 8229200 13012000 11324000 20534000 19489000 7575400 7562100 9689200 8818100

Q1KMD3 Heterogeneous nuclear ribonucleoprotein U-like protein 2HNRNPUL2>tr|H3BQZ7|H3BQZ7_HUMAN HCG2044799 OS=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 SV=1;>sp|Q1KMD3|HNRL2_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 2 OS=Homo sapiens GN=HNRNPUL2 PE=1 SV=12 9 9 9 84.69 746 746;747 0 73.015 4877400 3439800 3393900 3070500 3450300 4995200 3821200 4183400 8224100 3057900 4132700 2623500 3017500 3457400 4748500 3382800 3358200 0 3969200 3308800 3887000 8070500 1871500 1589400 2363200 2105400 3831500 3932400

Q9Y4E1 WASH complex subunit FAM21C;WASH complex subunit FAM21B;WASH complex subunit FAM21A;Putative WASH complex subunit FAM21FAM21B >tr|F5GY39|F5GY39_HUMAN WASH complex subunit FAM21B OS=Homo sapiens GN=FAM21B PE=4 SV=1;>tr|A0A087WYF6|A0A087WYF6_HUMAN WASH complex subunit FAM21A OS=Homo sapiens GN=FAM21A PE=4 SV=1;>tr|J3KP36|J3KP36_HUMAN WASH complex subunit FAM21C OS=Homo sapiens GN=F18 2 2 2 55.457 510 510;1245;1253;1253;1279;1341;1341;1245;1253;1263;1279;1310;1318;1320;1320;1341;156;3080 3.0209 0 0 0 0 0 0 0 0 0 3054400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P15289 Arylsulfatase A;Arylsulfatase A component B;Arylsulfatase A component CARSA >sp|P15289-2|ARSA_HUMAN Isoform 2 of Arylsulfatase A OS=Homo sapiens GN=ARSA;>sp|P15289|ARSA_HUMAN Arylsulfatase A OS=Homo sapiens GN=ARSA PE=1 SV=32 7 7 7 44.881 423 423;507 0 145.6 3398300 3013600 2244200 2307100 12085000 4811900 3862900 2810700 4622700 3046400 3439500 4010900 3330400 3591400 6339500 5600500 3323300 3335300 0 2538700 0 0 0 0 3504000 3769000 3635700 4416100

P35998 26S protease regulatory subunit 7PSMC2 >sp|P35998|PRS7_HUMAN 26S protease regulatory subunit 7 OS=Homo sapiens GN=PSMC2 PE=1 SV=3;>sp|P35998-2|PRS7_HUMAN Isoform 2 of 26S protease regulatory subunit 7 OS=Homo sapiens GN=PSMC23 15 15 15 48.633 433 433;296;130 0 113.09 8659900 7182800 5935100 5240100 6067400 6349400 8726100 5939600 8060300 3036400 6447400 9119700 8209200 9925100 7544200 2534500 6372900 7432200 4891000 4771200 20805000 12004000 7900800 9113000 6929300 8418900 5217100 3191600

P55036 26S proteasome non-ATPase regulatory subunit 4PSMD4 >sp|P55036|PSMD4_HUMAN 26S proteasome non-ATPase regulatory subunit 4 OS=Homo sapiens GN=PSMD4 PE=1 SV=1;>tr|Q5VWC4|Q5VWC4_HUMAN 26S proteasome non-ATPase regulatory subunit 4 OS=Homo sapiens GN=PSMD4 PE=1 SV=1;>tr|A6PVX3|A6PVX3_HUMAN 26S proteasome non-AT6 7 7 7 40.736 377 377;380;203;268;193;840 142.53 6934900 5731400 4351900 4264900 6679500 7881600 8076100 7100700 2744000 3034900 6532100 6552900 4006000 5138500 6991000 4243500 3382700 4487100 4114000 3422500 6083900 6264600 0 0 5042000 5923500 4186500 3993000

P33908 "Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA"MAN1A1 >sp|P33908|MA1A1_HUMAN Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens GN=MAN1A1 PE=1 SV=3;>sp|P33908-2|MA1A1_HUMAN Isoform 2 of Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens GN=MAN1A12 8 8 8 72.968 653 653;367 0 91.891 2324400 2910700 1604000 1811900 2613500 3010300 3655000 3455200 1659900 3022100 3690400 2954200 1527300 1835900 2178600 3318800 1935100 1798200 1860100 1679000 1596800 0 0 0 1361800 1527000 2863000 2602500

P25788 Proteasome subunit alpha type-3PSMA3 >sp|P25788-2|PSA3_HUMAN Isoform 2 of Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3;>sp|P25788|PSA3_HUMAN Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3 PE=1 SV=2;>tr|G3V4X5|G3V4X5_HUMAN Proteasome subunit alpha type-3 OS=Homo sapiens G5 8 8 8 27.647 248 248;255;180;36;54 0 125.2 4919300 4748900 4964700 4928800 7178600 6401700 6317500 8366400 3283400 3013700 2987800 3149300 5018500 5289300 2521900 2953000 0 6789900 3321400 3642900 13026000 12745000 3771800 3641700 4797300 4988200 3896300 4191500

Q6NVY1 "3-hydroxyisobutyryl-CoA hydrolase, mitochondrial"HIBCH >sp|Q6NVY1|HIBCH_HUMAN 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Homo sapiens GN=HIBCH PE=1 SV=2;>tr|A0A087WXI1|A0A087WXI1_HUMAN 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Homo sapiens GN=HIBCH PE=1 SV=1;>sp|Q6NVY1-2|HIBCH_HUMAN Isoform 10 10 10 10 43.482 386 386;380;338;163;128;273;52;38;69;1190 45.788 5157700 5124200 4148200 4452800 5096300 5265400 5320200 6023000 3114800 3010700 2515600 2846600 3849300 3761300 3250200 3224500 5129600 5567400 3321600 4709500 7880400 9776000 6676100 9367600 5394300 5140100 3722200 2651100

P43034 Platelet-activating factor acetylhydrolase IB subunit alphaPAFAH1B1 >sp|P43034|LIS1_HUMAN Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sapiens GN=PAFAH1B1 PE=1 SV=24 10 10 10 46.637 410 410;208;147;82 0 93.929 5106300 5794300 5331600 5391700 6440400 6359900 6588700 6086600 3592600 3007000 4015500 4950800 4258400 5251800 2850700 2661300 5913700 4704800 4455900 4522400 12006000 10468000 6684200 5922800 6202300 6782800 3951800 3099700

P49406 "39S ribosomal protein L19, mitochondrial"MRPL19 >sp|P49406|RM19_HUMAN 39S ribosomal protein L19, mitochondrial OS=Homo sapiens GN=MRPL19 PE=1 SV=2;>tr|S4R455|S4R455_HUMAN 39S ribosomal protein L19, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL19 PE=1 SV=1;>tr|S4R3W9|S4R3W9_HUMAN 39S ribosomal protein4 2 2 2 33.535 292 292;58;143;173 0 5.9784 0 0 0 0 0 0 0 0 0 2998600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2583400

O95202 "LETM1 and EF-hand domain-containing protein 1, mitochondrial"LETM1 >sp|O95202|LETM1_HUMAN LETM1 and EF-hand domain-containing protein 1, mitochondrial OS=Homo sapiens GN=LETM1 PE=1 SV=11 4 4 4 83.353 739 739 0 46.929 0 1082400 1106400 1148200 1671900 811170 871070 1351000 0 2998500 2535700 3061700 1356800 1369300 2136100 1309800 0 0 0 0 0 0 0 0 1694000 0 2742200 2524000

Q96DH6 RNA-binding protein Musashi homolog 2IGSF9B >tr|B4DHE8|B4DHE8_HUMAN RNA-binding protein Musashi homolog 2 OS=Homo sapiens GN=MSI2 PE=1 SV=1;>sp|Q96DH6-2|MSI2H_HUMAN Isoform 2 of RNA-binding protein Musashi homolog 2 OS=Homo sapiens GN=MSI2;>sp|Q96DH6|MSI2H_HUMAN RNA-binding protein Musashi homolog 27 4 4 4 34.812 324 324;251;328;141;99;267;1510 52.754 2090700 2496400 2253800 3586500 1981700 2355300 0 0 6903900 2982500 6666900 3693400 3485900 1542100 0 2295100 0 2692800 2011300 0 0 0 0 0 3197000 2507400 2250900 3569100

Q9UI30 Multifunctional methyltransferase subunit TRM112-like proteinTRMT112 >tr|F5GX77|F5GX77_HUMAN Multifunctional methyltransferase subunit TRM112-like protein OS=Homo sapiens GN=TRMT112 PE=1 SV=1;>sp|Q9UI30|TR112_HUMAN Multifunctional methyltransferase subunit TRM112-like protein OS=Homo sapiens GN=TRMT112 PE=1 SV=1;>sp|Q9UI30-4 4 4 4 11.972 106 106;125;120;81 0 56.076 1038300 0 1281600 1230000 1712300 1830000 1116300 929030 7149100 2980400 1803700 2697000 4739100 3371200 2520200 2163300 0 0 2792100 1774700 0 0 0 0 2007300 1688200 3267000 1008700

P46776 60S ribosomal protein L27aRPL27A >tr|E9PLL6|E9PLL6_HUMAN 60S ribosomal protein L27a OS=Homo sapiens GN=RPL27A PE=1 SV=1;>sp|P46776|RL27A_HUMAN 60S ribosomal protein L27a OS=Homo sapiens GN=RPL27A PE=1 SV=2;>tr|E9PJD9|E9PJD9_HUMAN 60S ribosomal protein L27a OS=Homo sapiens GN=RPL27A PE=1 S4 6 6 6 12.201 108 108;148;91;113 0 36.539 5017900 4805000 4460300 5470400 7960000 8675100 5415400 5023000 1628300 2978100 6803600 10209000 3753300 3992000 3817600 5277200 12698000 8197200 7188700 5284100 4649700 4380500 13103000 14833000 4552700 7272900 6585900 6724800

Q8NFW8 N-acylneuraminate cytidylyltransferaseCMAS >sp|Q8NFW8|NEUA_HUMAN N-acylneuraminate cytidylyltransferase OS=Homo sapiens GN=CMAS PE=1 SV=24 8 8 8 48.379 434 434;263;88;97 0 61.024 5476000 6665700 5549800 5439100 3184600 3076000 3528000 2425900 4081900 2973500 4412400 6220600 2844900 4051000 4474300 3835500 4227200 3671200 5392900 5589200 0 0 3979200 0 5305800 5932100 6906600 2986000

Q92900 Regulator of nonsense transcripts 1UPF1 >sp|Q92900-2|RENT1_HUMAN Isoform 2 of Regulator of nonsense transcripts 1 OS=Homo sapiens GN=UPF1;>sp|Q92900|RENT1_HUMAN Regulator of nonsense transcripts 1 OS=Homo sapiens GN=UPF1 PE=1 SV=22 10 10 10 123.03 1118 1118;1129 0 51.972 2451600 3315500 3919400 2723400 2238300 2056000 3767700 3393600 3872900 2959200 3187300 3373100 2120800 2626600 2005500 4211900 0 0 0 0 0 0 0 0 1734600 3994000 2019000 4185700

Q9Y5K6 CD2-associated proteinCD2AP >sp|Q9Y5K6|CD2AP_HUMAN CD2-associated protein OS=Homo sapiens GN=CD2AP PE=1 SV=11 7 7 7 71.45 639 639 0 13.486 1586500 1754300 2306500 1527100 3600800 3300700 3269300 3768600 0 2958300 4259600 3756000 3050500 1006500 2197600 1619000 0 0 0 1643300 0 0 0 0 0 1790300 2701300 0

Q9Y4P1 Cysteine protease ATG4BATG4B >tr|C9JIK8|C9JIK8_HUMAN Cysteine protease ATG4B (Fragment) OS=Homo sapiens GN=ATG4B PE=1 SV=1;>sp|Q9Y4P1-6|ATG4B_HUMAN Isoform 6 of Cysteine protease ATG4B OS=Homo sapiens GN=ATG4B;>sp|Q9Y4P1|ATG4B_HUMAN Cysteine protease ATG4B OS=Homo sapiens GN=ATG4B PE=10 2 2 2 24.833 219 219;380;393;468;76;88;193;266;280;3310 5.5737 0 0 0 0 0 0 0 0 0 2948400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P07305 "Histone H1.0;Histone H1.0, N-terminally processed"H1F0 >sp|P07305|H10_HUMAN Histone H1.0 OS=Homo sapiens GN=H1F0 PE=1 SV=3;>sp|P07305-2|H10_HUMAN Isoform 2 of Histone H1.0 OS=Homo sapiens GN=H1F02 9 9 9 20.863 194 194;177 0 39.543 9610000 6501800 5680800 4783100 2756000 2737200 1851500 2460100 3975500 2929900 1119100 1296000 4669100 4080700 3710100 6850900 10656000 9347300 13945000 21991000 0 0 0 10142000 2758600 3407100 2636200 2348800

P04632 Calpain small subunit 1CAPNS1 >sp|P04632|CPNS1_HUMAN Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1;>tr|K7ELJ7|K7ELJ7_HUMAN Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1;>tr|K7EIV0|K7EIV0_HUMAN Calpain small subunit 1 (Fragment) OS=Homo sapiens GN=CAPNS1 PE=111 9 9 9 28.315 268 268;278;196;197;161;163;238;100;94;248;720 98.965 6489700 7316800 4035500 6425100 9063100 8197100 7167300 9150300 1773300 2927400 3681900 4979100 3715400 5358000 5979000 5735500 5685400 7374900 4256800 5314900 12961000 13652000 4404200 4162000 6817400 4593800 4415100 3800900

P82970 High mobility group nucleosome-binding domain-containing protein 5HMGN5 >tr|Q5JSL0|Q5JSL0_HUMAN High mobility group nucleosome-binding domain-containing protein 5 (Fragment) OS=Homo sapiens GN=HMGN5 PE=1 SV=1;>tr|Q5JSK6|Q5JSK6_HUMAN High mobility group nucleosome-binding domain-containing protein 5 (Fragment) OS=Homo sapiens G6 4 4 4 16.496 148 148;161;282;201;89;1020 38.506 4550100 4827400 4252000 3734100 0 2495900 2608700 0 2728600 2913500 0 1011800 4075900 4955000 1288800 769950 1895200 1918400 1946800 2053500 0 0 999750 1255600 0 0 0 0

P62316 Small nuclear ribonucleoprotein Sm D2SNRPD2 >sp|P62316-2|SMD2_HUMAN Isoform 2 of Small nuclear ribonucleoprotein Sm D2 OS=Homo sapiens GN=SNRPD2;>sp|P62316|SMD2_HUMAN Small nuclear ribonucleoprotein Sm D2 OS=Homo sapiens GN=SNRPD2 PE=1 SV=1;>tr|K7ERG4|K7ERG4_HUMAN Small nuclear ribonucleoprotein Sm 4 4 4 4 12.398 108 108;118;78;54 0 119.23 2783000 2066200 2038300 1751400 0 0 0 2812600 7979500 2912500 0 5352900 0 4642700 0 0 1708700 0 0 1307600 0 0 0 0 0 0 1023800 0

Q8WWY3 U4/U6 small nuclear ribonucleoprotein Prp31PRPF31 >tr|E7ESA8|E7ESA8_HUMAN U4/U6 small nuclear ribonucleoprotein Prp31 OS=Homo sapiens GN=PRPF31 PE=1 SV=2;>sp|Q8WWY3-3|PRP31_HUMAN Isoform 3 of U4/U6 small nuclear ribonucleoprotein Prp31 OS=Homo sapiens GN=PRPF31;>sp|Q8WWY3-2|PRP31_HUMAN Isoform 2 of U4/U6 8 3 3 3 54.909 491 491;278;364;499;261;276;284;4930 18.361 0 0 0 0 0 0 0 0 1986400 2896200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BTV4 Transmembrane protein 43TMEM43 >sp|Q9BTV4|TMM43_HUMAN Transmembrane protein 43 OS=Homo sapiens GN=TMEM43 PE=1 SV=12 6 6 6 44.875 400 400;133 0 58.092 0 0 1237200 0 0 1219900 0 0 4429800 2878100 4161200 4526300 5636900 0 4722800 4582200 0 0 0 0 0 0 0 0 0 0 0 0

Q13822 Ectonucleotide pyrophosphatase/phosphodiesterase family member 2ENPP2 >tr|E7EUF1|E7EUF1_HUMAN Ectonucleotide pyrophosphatase/phosphodiesterase family member 2 OS=Homo sapiens GN=ENPP2 PE=4 SV=1;>sp|Q13822|ENPP2_HUMAN Ectonucleotide pyrophosphatase/phosphodiesterase family member 2 OS=Homo sapiens GN=ENPP2 PE=1 SV=3;>sp|Q13827 12 12 12 101.55 884 884;863;888;915;498;162;2450 32.828 3656000 2833900 2613000 4783900 2800900 3035600 3480300 2677100 2520500 2875800 2229200 2535900 2806400 3483300 1673500 1567900 0 0 3470500 2948500 0 0 0 0 5137200 5353900 3225300 2492300

Q05682 CaldesmonCALD1 >tr|E9PGZ1|E9PGZ1_HUMAN Caldesmon OS=Homo sapiens GN=CALD1 PE=1 SV=1;>tr|E7EX44|E7EX44_HUMAN Caldesmon OS=Homo sapiens GN=CALD1 PE=1 SV=1;>sp|Q05682-5|CALD1_HUMAN Isoform 5 of Caldesmon OS=Homo sapiens GN=CALD1;>sp|Q05682-4|CALD1_HUMAN Isoform 4 of Caldesm23 17 17 17 61.705 536 536;557;532;538;558;563;564;793;459;132;284;387;583;1104;1152;1156;1185;1202;1232;1236;1247;1251;12570 234.33 5705600 5502100 5286100 5349400 13664000 13383000 15625000 17825000 3777400 2860900 9883100 10965000 5117400 4799400 8954800 8354900 3545700 5071900 4843100 5006200 17314000 15220000 12079000 15370000 6732500 6851800 8870000 11047000

Q6P996 Pyridoxal-dependent decarboxylase domain-containing protein 1PDXDC1 >tr|H3BND4|H3BND4_HUMAN Pyridoxal-dependent decarboxylase domain-containing protein 1 OS=Homo sapiens GN=PDXDC1 PE=1 SV=1;>sp|Q6P996-3|PDXD1_HUMAN Isoform 3 of Pyridoxal-dependent decarboxylase domain-containing protein 1 OS=Homo sapiens GN=PDXDC1;>sp|Q6P99 13 13 13 88.761 806 806;697;760;761;788;498;429;469;3700 102.46 3208900 3038700 3441500 4107800 3555400 4864400 5083600 4003400 4170600 2859900 9011900 7261500 5104500 6319600 3316600 3791900 0 0 0 4116500 4585100 0 0 0 5515600 6288600 6165200 5337000

O15511 Actin-related protein 2/3 complex subunit 5ARPC5 >sp|O15511|ARPC5_HUMAN Actin-related protein 2/3 complex subunit 5 OS=Homo sapiens GN=ARPC5 PE=1 SV=3;>tr|B1ALC0|B1ALC0_HUMAN Actin-related protein 2/3 complex subunit 5 OS=Homo sapiens GN=ARPC5 PE=1 SV=1;>sp|O15511-2|ARPC5_HUMAN Isoform 2 of Actin-related3 4 4 4 16.32 151 151;135;154 0 119.21 8940900 7257100 7012300 6625300 4732200 10106000 11490000 3700800 3139600 2849500 8152000 7079200 5938600 6767900 4468100 4989200 5760600 4879300 4724200 4753900 0 0 0 0 9957100 9131000 7124000 6152600

O94875 Sorbin and SH3 domain-containing protein 2SORBS2 >sp|O94875|SRBS2_HUMAN Sorbin and SH3 domain-containing protein 2 OS=Homo sapiens GN=SORBS2 PE=1 SV=3;>sp|O94875-11|SRBS2_HUMAN Isoform 11 of Sorbin and SH3 domain-containing protein 2 OS=Homo sapiens GN=SORBS2;>sp|O94875-9|SRBS2_HUMAN Isoform 9 of Sorbin 5 9 9 2 124.11 1100 1100;1200;644;1004;2910 62.998 3782000 3838400 3403100 4151600 10076000 8001700 8963500 7418100 3016900 2846800 12384000 13655000 3132200 3371800 10969000 10800000 1546200 0 0 0 1806800 4925200 7804800 6852300 2085100 4090600 11415000 11798000

P18085 ADP-ribosylation factor 4ARF4 >sp|P18085|ARF4_HUMAN ADP-ribosylation factor 4 OS=Homo sapiens GN=ARF4 PE=1 SV=3;>tr|C9JPM4|C9JPM4_HUMAN ADP-ribosylation factor 4 (Fragment) OS=Homo sapiens GN=ARF4 PE=1 SV=1;>tr|C9JAK5|C9JAK5_HUMAN ADP-ribosylation factor 4 OS=Homo sapiens GN=ARF4 PE=1 4 9 5 5 20.511 180 180;127;153;71 0 44.32 6881000 6438100 3205500 6077400 4421400 6353200 3215400 3994800 3088700 2824800 1971700 2569900 3726700 3499700 5238000 3631100 5211900 3076700 5644500 6315500 6653700 5178800 3320300 1779300 2907400 3047600 1817100 2049700

Q9Y2Z0 Suppressor of G2 allele of SKP1 homologSUGT1 >sp|Q9Y2Z0-2|SUGT1_HUMAN Isoform 2 of Suppressor of G2 allele of SKP1 homolog OS=Homo sapiens GN=SUGT1;>sp|Q9Y2Z0|SUGT1_HUMAN Suppressor of G2 allele of SKP1 homolog OS=Homo sapiens GN=SUGT1 PE=1 SV=32 6 6 6 37.804 333 333;365 0 70.301 2508500 2375900 4989600 2526500 3329100 3527300 2985400 2647500 3196300 2821700 1950100 2123500 1663700 2816100 2291500 1755600 0 0 0 0 0 0 0 0 3993600 5123900 3453800 2302400

Q86UE4 Protein LYRICMTDH >sp|Q86UE4|LYRIC_HUMAN Protein LYRIC OS=Homo sapiens GN=MTDH PE=1 SV=2;>tr|E5RJU9|E5RJU9_HUMAN Protein LYRIC OS=Homo sapiens GN=MTDH PE=1 SV=14 9 9 9 63.836 582 582;526;188;224 0 104.88 4433200 3712400 3295600 3739000 3165200 3528100 3674500 2959600 3047600 2818700 8026200 7148500 3570100 4097400 7046700 7566200 3057200 0 3709900 3543100 0 2837700 3528100 3276100 4585800 3410500 5985500 5481900

Q96GD0 Pyridoxal phosphate phosphatasePDXP >sp|Q96GD0|PLPP_HUMAN Pyridoxal phosphate phosphatase OS=Homo sapiens GN=PDXP PE=1 SV=21 3 3 3 31.698 296 296 0 11.806 1961600 0 1482700 1758200 1994900 2256100 2932800 3092300 2318500 2817600 2504700 0 2215000 2933300 0 0 0 0 0 0 0 4658200 3027700 3833200 0 2283300 2237100 2010400

P62861 40S ribosomal protein S30FAU >tr|E9PR30|E9PR30_HUMAN 40S ribosomal protein S30 OS=Homo sapiens GN=FAU PE=1 SV=1;>sp|P62861|RS30_HUMAN 40S ribosomal protein S30 OS=Homo sapiens GN=FAU PE=1 SV=12 3 3 3 10.905 98 98;59 0 15.41 6177400 5330000 4556800 4841100 6656100 7149100 7491600 7464000 2549500 2816900 2840600 2596500 3589500 5709500 3349700 5186500 5282900 4413600 3834800 4124200 10969000 8711300 2438400 1959700 4212000 4335300 3670300 3432300

P15121 Aldose reductaseAKR1B1 >sp|P15121|ALDR_HUMAN Aldose reductase OS=Homo sapiens GN=AKR1B1 PE=1 SV=3;>tr|E9PCX2|E9PCX2_HUMAN Aldose reductase OS=Homo sapiens GN=AKR1B1 PE=1 SV=13 10 10 9 35.853 316 316;263;102 0 24.351 3124600 2663800 3038500 3767500 5808700 6123200 5681900 5265800 3369500 2811300 3311300 2888000 3347000 3891700 2633900 2975200 10341000 10389000 3178500 4892400 0 3702100 0 0 5223400 5768400 3714300 3718800

P32322 "Pyrroline-5-carboxylate reductase;Pyrroline-5-carboxylate reductase 1, mitochondrial"PYCR1 >tr|J3QKT4|J3QKT4_HUMAN Pyrroline-5-carboxylate reductase (Fragment) OS=Homo sapiens GN=PYCR1 PE=1 SV=1;>tr|E2QRB3|E2QRB3_HUMAN Pyrroline-5-carboxylate reductase 1, isoform CRA_c OS=Homo sapiens GN=PYCR1 PE=1 SV=2;>sp|P32322-2|P5CR1_HUMAN Isoform 2 of Pyrr11 2 2 1 25.626 242 242;288;316;319;346;132;165;173;217;225;2530 12.309 0 0 0 0 0 0 0 0 0 2797800 4196900 0 0 0 3208200 4163500 0 0 0 0 0 0 0 0 0 0 0 0

O43809 Cleavage and polyadenylation specificity factor subunit 5NUDT21 >sp|O43809|CPSF5_HUMAN Cleavage and polyadenylation specificity factor subunit 5 OS=Homo sapiens GN=NUDT21 PE=1 SV=1;>tr|H3BND3|H3BND3_HUMAN Cleavage and polyadenylation-specificity factor subunit 5 (Fragment) OS=Homo sapiens GN=NUDT21 PE=1 SV=33 9 9 9 26.227 227 227;150;71 0 53.349 2121200 2463300 2973400 3127500 3221500 4567500 3320500 2535900 5273300 2797700 4170800 4098000 3187200 3156900 1833500 2271000 3008300 2447800 2582800 2439900 1640100 0 1356600 3543700 3877500 4101000 2937400 3666900

Q03135 Caveolin-1;CaveolinCAV1 >sp|Q03135|CAV1_HUMAN Caveolin-1 OS=Homo sapiens GN=CAV1 PE=1 SV=4;>tr|C9JKI3|C9JKI3_HUMAN Caveolin (Fragment) OS=Homo sapiens GN=CAV1 PE=1 SV=1;>tr|E9PCT5|E9PCT5_HUMAN Caveolin OS=Homo sapiens GN=CAV1 PE=1 SV=1;>sp|Q03135-2|CAV1_HUMAN Isoform 2 of Caveoli4 3 3 3 20.471 178 178;138;167;147 0 9.2244 0 0 0 0 0 0 0 0 2108000 2795400 0 0 0 0 2417100 7176500 0 0 0 0 0 0 0 0 0 0 0 0

P61009 Signal peptidase complex subunit 3SPCS3 >sp|P61009|SPCS3_HUMAN Signal peptidase complex subunit 3 OS=Homo sapiens GN=SPCS3 PE=1 SV=11 3 3 3 20.313 180 180 0 26.833 1902600 2149100 2242300 2032700 3068200 2527200 3031800 3066900 3722800 2776300 2789700 1872400 2284600 2039100 3333000 3960600 3338400 3190300 2958200 3329000 4597600 3383100 9612300 10493000 2264100 2533700 3275100 2640900

Q8NHU6 Tudor domain-containing protein 7TDRD7 >sp|Q8NHU6-2|TDRD7_HUMAN Isoform 2 of Tudor domain-containing protein 7 OS=Homo sapiens GN=TDRD7;>sp|Q8NHU6|TDRD7_HUMAN Tudor domain-containing protein 7 OS=Homo sapiens GN=TDRD7 PE=1 SV=22 2 2 2 115.34 1024 1024;1098 0.007417 1.63 0 0 2862000 2743400 1783900 2197300 1843300 0 3813900 2773900 0 0 2754900 5494400 1591000 1710700 0 0 0 0 0 0 0 0 2185400 1910100 1418600 1288500

O14744 "Protein arginine N-methyltransferase 5;Protein arginine N-methyltransferase 5, N-terminally processed"PRMT5 >sp|O14744-5|ANM5_HUMAN Isoform 5 of Protein arginine N-methyltransferase 5 OS=Homo sapiens GN=PRMT5;>sp|O14744|ANM5_HUMAN Protein arginine N-methyltransferase 5 OS=Homo sapiens GN=PRMT5 PE=1 SV=4;>tr|G3V580|G3V580_HUMAN Protein arginine N-methyltransferas12 4 4 4 67.673 593 593;637;180;185;279;576;620;170;186;42;86;1830 25.988 1970400 1483800 1715900 1413900 2201100 2353100 3037700 1879700 2462800 2752100 8419100 2646400 1680000 1497000 1998300 4463600 0 0 0 0 0 1654200 0 2122500 1367700 1623600 4290200 11598000

Q8NC51 Plasminogen activator inhibitor 1 RNA-binding proteinSERBP1 >sp|Q8NC51-2|PAIRB_HUMAN Isoform 2 of Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapiens GN=SERBP1;>sp|Q8NC51|PAIRB_HUMAN Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapiens GN=SERBP1 PE=1 SV=2;>sp|Q8NC51-4|PAIRB_HUMAN 4 6 6 6 44.256 402 402;408;387;393 0 38.999 2322700 2685100 1584900 2252400 3412800 3641000 2584200 10345000 2910900 2750700 2445700 2612800 3366200 3464300 2963600 3597200 0 0 1543500 4413100 0 0 0 1398300 4571700 4508100 3248700 4704200

Q9Y6X5 Bis(5-adenosyl)-triphosphatase ENPP4ENPP4 >sp|Q9Y6X5|ENPP4_HUMAN Bis(5-adenosyl)-triphosphatase ENPP4 OS=Homo sapiens GN=ENPP4 PE=1 SV=32 4 4 4 51.641 453 453;458 0 38.586 0 0 0 0 0 0 0 0 1660700 2749800 4419100 4035900 0 1213500 3124200 1263600 0 0 0 0 0 0 0 0 4231200 3452500 2079300 14353000

P15309 Prostatic acid phosphatase;PAPf39ACPP >sp|P15309|PPAP_HUMAN Prostatic acid phosphatase OS=Homo sapiens GN=ACPP PE=1 SV=3;>sp|P15309-2|PPAP_HUMAN Isoform 2 of Prostatic acid phosphatase OS=Homo sapiens GN=ACPP;>sp|P15309-3|PPAP_HUMAN Isoform 3 of Prostatic acid phosphatase OS=Homo sapiens GN=AC4 6 6 6 44.566 386 386;418;353;165 0 24.608 1946500 2553900 0 2088500 2428300 2099300 1880700 1872700 1352200 2747700 1757900 3023000 1259100 1107200 1718800 5237100 0 0 0 0 3519200 3744800 0 2532500 2338800 1818800 1853900 2144800

Q9Y2H6 Fibronectin type-III domain-containing protein 3AFNDC3A >sp|Q9Y2H6-2|FND3A_HUMAN Isoform 2 of Fibronectin type-III domain-containing protein 3A OS=Homo sapiens GN=FNDC3A;>sp|Q9Y2H6|FND3A_HUMAN Fibronectin type-III domain-containing protein 3A OS=Homo sapiens GN=FNDC3A PE=1 SV=4;>tr|G5E9X3|G5E9X3_HUMAN Fibronect5 7 7 7 125.82 1142 1142;1198;684;326;1390 85.89 2284100 2598700 1627300 1650700 1537100 1546300 1806100 0 3886300 2744100 1646000 2078900 2064000 2424000 1809900 1926300 0 2067500 1486000 1100300 0 1805400 2284600 0 3457300 2111500 1771600 2495900

P01034 Cystatin-C CST3 >sp|P01034|CYTC_HUMAN Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=11 6 6 6 15.799 146 146 0 74.178 4435100 4538100 4273500 4553900 5620200 4647100 5637400 5596100 2939600 2727900 3895600 4731700 3619300 4575000 3121900 3022700 4735100 4332300 4679900 4819700 0 6005800 3262100 3348200 4042600 4970800 4006000 3394100

Q9H488 GDP-fucose protein O-fucosyltransferase 1POFUT1 >sp|Q9H488|OFUT1_HUMAN GDP-fucose protein O-fucosyltransferase 1 OS=Homo sapiens GN=POFUT1 PE=1 SV=1;>sp|Q9H488-2|OFUT1_HUMAN Isoform 2 of GDP-fucose protein O-fucosyltransferase 1 OS=Homo sapiens GN=POFUT12 4 4 4 43.955 388 388;194 0 18.291 0 2026200 3572500 0 1732800 1862400 1547800 0 6902400 2719100 1296400 1972200 0 1937900 6987900 1553000 0 0 0 0 0 0 0 0 0 1162000 1673500 1260600

Q5QPE4 Sorting nexin-5SNX5 >tr|Q5QPE4|Q5QPE4_HUMAN Sorting nexin-5 (Fragment) OS=Homo sapiens GN=SNX5 PE=1 SV=2;>sp|Q9Y5X3|SNX5_HUMAN Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1;>tr|U3KQL0|U3KQL0_HUMAN Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1;>tr|U3KQP5|U3KQP5_HUMAN S6 3 3 3 26.709 231 231;404;31;55;269;1260 47.648 0 0 0 0 1192900 1377600 2943400 0 1611900 2713900 9801000 3818900 0 0 3466700 1383400 0 0 0 0 0 0 0 0 1971500 0 2295100 2752600

P61916 Epididymal secretory protein E1NPC2 >tr|G3V2V8|G3V2V8_HUMAN Epididymal secretory protein E1 (Fragment) OS=Homo sapiens GN=NPC2 PE=1 SV=1;>tr|J3KMY5|J3KMY5_HUMAN Epididymal secretory protein E1 OS=Homo sapiens GN=NPC2 PE=1 SV=1;>tr|H0YIZ1|H0YIZ1_HUMAN Epididymal secretory protein E1 (Fragment8 2 2 2 13.078 122 122;148;173;174;201;221;125;1510 20.987 2322900 2218500 1777700 1887000 3330800 3471600 3545500 0 2397300 2709400 2203400 2053800 3951200 2708600 1179700 1439200 0 0 0 0 0 0 0 0 3483600 3104800 2068300 2049700

Q9NVS9 Pyridoxine-5-phosphate oxidasePNPO >sp|Q9NVS9-3|PNPO_HUMAN Isoform 3 of Pyridoxine-5-phosphate oxidase OS=Homo sapiens GN=PNPO;>sp|Q9NVS9|PNPO_HUMAN Pyridoxine-5-phosphate oxidase OS=Homo sapiens GN=PNPO PE=1 SV=1;>sp|Q9NVS9-2|PNPO_HUMAN Isoform 2 of Pyridoxine-5-phosphate oxidase OS=Hom5 8 8 8 27.822 243 243;261;166;218;1200 48.315 3510300 3604600 3670500 3327200 4357800 4619000 4634300 4764100 2339700 2706200 2756300 2870200 2898200 3788500 5288800 3143900 4737000 3184800 4141700 3457500 4921400 4782900 0 0 4649100 5498800 3362000 3178800

P51159 Ras-related protein Rab-27ARAB27A >sp|P51159|RB27A_HUMAN Ras-related protein Rab-27A OS=Homo sapiens GN=RAB27A PE=1 SV=3;>tr|H3BN55|H3BN55_HUMAN Ras-related protein Rab-27A (Fragment) OS=Homo sapiens GN=RAB27A PE=1 SV=1;>sp|P51159-2|RB27A_HUMAN Isoform Short of Ras-related protein Rab-27A 8 6 6 6 24.868 221 221;185;213;95;136;146;71;2180 17.052 3573700 3966500 2904000 3363000 2937800 2727100 4216100 2939500 2428100 2697900 4427000 3758600 2423800 2375400 3498000 4655600 3217600 3455200 5935900 4006600 6264400 5362600 10892000 12423000 3739600 3719400 3816500 2784900

O95292 Vesicle-associated membrane protein-associated protein B/CVAPB >sp|O95292|VAPB_HUMAN Vesicle-associated membrane protein-associated protein B/C OS=Homo sapiens GN=VAPB PE=1 SV=3;>tr|E5RK64|E5RK64_HUMAN Vesicle-associated membrane protein-associated protein B/C OS=Homo sapiens GN=VAPB PE=1 SV=1;>sp|O95292-2|VAPB_HUMAN 3 6 5 5 27.228 243 243;71;99 0 18.298 4399600 4026800 4220200 4240100 1805100 1681500 2144100 1410800 3380800 2697100 2158900 2530800 3536400 3928700 2779800 3516000 3367600 3535800 3805400 4010900 2762100 2158500 6955800 6066300 5375600 5339300 3401000 3478500

Q3YEC7 Rab-like protein 6RABL6 >sp|Q3YEC7|RABL6_HUMAN Rab-like protein 6 OS=Homo sapiens GN=RABL6 PE=1 SV=2;>tr|G3V154|G3V154_HUMAN Chromosome 9 open reading frame 86, isoform CRA_d OS=Homo sapiens GN=RABL6 PE=1 SV=1;>tr|F2Z2T0|F2Z2T0_HUMAN Rab-like protein 6 OS=Homo sapiens GN=RABL6 PE12 6 6 6 79.548 729 729;471;484;730;520;225;257;314;215;258;190;4480 71.586 2109300 2582500 2137200 3301800 2457900 2434500 2535700 2032200 2358000 2693000 2956500 1995900 1930500 2542800 2533500 1456500 2295200 1783500 0 1801600 0 0 939340 0 3843800 3281700 1650300 2007200

Q9H0B6 Kinesin light chain 2KLC2 >sp|Q9H0B6-2|KLC2_HUMAN Isoform 2 of Kinesin light chain 2 OS=Homo sapiens GN=KLC2;>sp|Q9H0B6|KLC2_HUMAN Kinesin light chain 2 OS=Homo sapiens GN=KLC2 PE=1 SV=1;>tr|E9PQ02|E9PQ02_HUMAN Kinesin light chain 2 (Fragment) OS=Homo sapiens GN=KLC2 PE=1 SV=1;>tr|9 5 5 3 60.046 545 545;622;189;333;521;105;145;166;1710 20.939 0 2583500 0 1759100 1537100 1851700 1717100 1334000 1715100 2689900 3544500 1944300 1567700 1664100 2305200 2327000 0 0 0 0 0 0 0 0 2374700 2309200 1365800 1632300

O43615 Mitochondrial import inner membrane translocase subunit TIM44TIMM44 >tr|M0QXU7|M0QXU7_HUMAN Mitochondrial import inner membrane translocase subunit TIM44 (Fragment) OS=Homo sapiens GN=TIMM44 PE=1 SV=1;>sp|O43615|TIM44_HUMAN Mitochondrial import inner membrane translocase subunit TIM44 OS=Homo sapiens GN=TIMM44 PE=1 SV=25 6 6 6 31.16 273 273;452;126;139;1330 38.602 2854700 2335400 1505100 0 0 0 0 0 3400900 2673000 0 2579700 2395400 2089400 3117500 3009400 0 0 2658400 2860400 0 0 0 1541300 3078000 2031000 2929200 2349100

P11279 Lysosome-associated membrane glycoprotein 1LAMP1 >sp|P11279|LAMP1_HUMAN Lysosome-associated membrane glycoprotein 1 OS=Homo sapiens GN=LAMP1 PE=1 SV=3;>sp|P11279-2|LAMP1_HUMAN Isoform 2 of Lysosome-associated membrane glycoprotein 1 OS=Homo sapiens GN=LAMP12 5 5 5 44.882 417 417;364 0 56.144 8749500 8877900 6636300 2762000 3832200 1672700 5368600 4625000 5344900 2672000 1678500 2405700 5557000 5371100 4213300 6291700 10988000 10964000 8555800 8835700 0 0 2244600 3365400 10462000 13833000 3092300 2427300

P06865 Beta-hexosaminidase;Beta-hexosaminidase subunit alphaHEXA >tr|H3BS10|H3BS10_HUMAN Beta-hexosaminidase OS=Homo sapiens GN=HEXA PE=1 SV=1;>tr|H3BP20|H3BP20_HUMAN Beta-hexosaminidase OS=Homo sapiens GN=HEXA PE=1 SV=1;>sp|P06865|HEXA_HUMAN Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 SV=2;>tr|H3BU857 9 9 9 58.44 509 509;540;529;318;373;168;2270 30.909 1563900 3745200 1737200 1857000 2031900 1747200 1873900 1822100 4793300 2662000 3782500 3017600 3072200 1750600 3568300 2107600 1079200 2196800 2798700 3712900 0 1926400 0 1906900 2583400 1891500 2517600 2886600

K7ER90 EIF3G >tr|K7ER90|K7ER90_HUMAN Eukaryotic translation initiation factor 3 subunit G (Fragment) OS=Homo sapiens GN=EIF3G PE=1 SV=1;>tr|K7EL20|K7EL20_HUMAN Eukaryotic translation initiation factor 3 subunit G (Fragment) OS=Homo sapiens GN=EIF3G PE=1 SV=34 5 5 1 25.441 227 227;263;52;149 0 59.187 3334200 4727200 3498200 1561500 8265400 3396200 3209600 2819500 2396200 2658900 3816000 4105100 4453400 4889200 1847900 1829500 0 0 0 1439400 0 0 0 0 4557900 5822900 2829800 1494200

P23141 Liver carboxylesterase 1CES1 >sp|P23141-3|EST1_HUMAN Isoform 3 of Liver carboxylesterase 1 OS=Homo sapiens GN=CES1;>sp|P23141|EST1_HUMAN Liver carboxylesterase 1 OS=Homo sapiens GN=CES1 PE=1 SV=2;>sp|P23141-2|EST1_HUMAN Isoform 2 of Liver carboxylesterase 1 OS=Homo sapiens GN=CES17 7 7 7 62.392 566 566;567;568;84;131;151;2870 22.799 3430200 3863200 3217400 2756800 2001100 1665000 2475500 1985600 2360500 2656800 1955400 2328200 2933200 3911500 1590700 4223200 0 0 0 0 0 0 0 1550500 3311000 3266300 2824300 1914100

Q9Y5P6 Mannose-1-phosphate guanyltransferase betaGMPPB >sp|Q9Y5P6|GMPPB_HUMAN Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=GMPPB PE=1 SV=2;>sp|Q9Y5P6-2|GMPPB_HUMAN Isoform 2 of Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=GMPPB2 8 8 8 39.834 360 360;387 0 55.895 4477700 3949400 3416500 2496900 5781800 4780400 5770800 6090500 2931100 2655200 3719700 3013300 2692300 3419000 2446700 3785300 3257900 3336000 2448900 2836100 6845200 22254000 7635600 0 3312500 2309600 3282800 3016200

P62837 Ubiquitin-conjugating enzyme E2 D2;Ubiquitin-conjugating enzyme E2 D3UBE2D2 >tr|D6RFM0|D6RFM0_HUMAN Ubiquitin-conjugating enzyme E2 D2 (Fragment) OS=Homo sapiens GN=UBE2D2 PE=3 SV=1;>tr|D6RAH7|D6RAH7_HUMAN Ubiquitin-conjugating enzyme E2 D3 OS=Homo sapiens GN=UBE2D3 PE=3 SV=1;>tr|H9KV45|H9KV45_HUMAN Ubiquitin-conjugating enzyme E211 2 2 2 11.065 98 98;118;141;147;148;118;147;147;148;149;720 17.094 5150900 0 0 5035100 0 5869600 0 0 2301200 2637700 0 0 0 979350 1017600 1070000 0 0 3892000 4619800 0 0 0 0 0 0 0 1037900

P20042 Eukaryotic translation initiation factor 2 subunit 2EIF2S2 >sp|P20042|IF2B_HUMAN Eukaryotic translation initiation factor 2 subunit 2 OS=Homo sapiens GN=EIF2S2 PE=1 SV=21 7 7 7 38.388 333 333 0 94.402 3512600 4157700 3714800 4424400 6757900 5896500 6601700 6340500 2754800 2636000 5873300 7665500 3905200 3422700 5135000 6230200 2570400 2790200 3649700 4392700 4416000 8500200 8199600 3611300 6404900 5753600 5037700 5605600

P62750 60S ribosomal protein L23aRPL23A >tr|H7BY10|H7BY10_HUMAN 60S ribosomal protein L23a (Fragment) OS=Homo sapiens GN=RPL23A PE=1 SV=1;>tr|K7EJV9|K7EJV9_HUMAN 60S ribosomal protein L23a (Fragment) OS=Homo sapiens GN=RPL23A PE=1 SV=1;>tr|K7ERT8|K7ERT8_HUMAN 60S ribosomal protein L23a (Fragment6 6 6 6 17.692 158 158;170;175;194;156;700 19.51 10454000 10943000 7595200 10665000 13340000 12508000 17381000 16566000 3389300 2624800 6045000 9122700 4719000 5569100 6615700 5567600 0 0 7290300 7644600 0 30176000 26160000 29818000 10110000 9587600 4487800 6126900

P43686 26S protease regulatory subunit 6BPSMC4 >sp|P43686|PRS6B_HUMAN 26S protease regulatory subunit 6B OS=Homo sapiens GN=PSMC4 PE=1 SV=2;>sp|P43686-2|PRS6B_HUMAN Isoform 2 of 26S protease regulatory subunit 6B OS=Homo sapiens GN=PSMC42 12 12 12 47.366 418 418;387 0 82.65 4867800 4826400 5242400 4655400 5262100 5308400 6161200 5682000 5866100 2622100 4117900 3032600 4365300 3798400 4477500 3006500 28046000 3385200 2534500 2647000 4153300 10026000 3481400 3240900 5920800 3578500 1863300 3833500

P05026 Sodium/potassium-transporting ATPase subunit beta-1ATP1B1 >sp|P05026-2|AT1B1_HUMAN Isoform 2 of Sodium/potassium-transporting ATPase subunit beta-1 OS=Homo sapiens GN=ATP1B1;>sp|P05026|AT1B1_HUMAN Sodium/potassium-transporting ATPase subunit beta-1 OS=Homo sapiens GN=ATP1B1 PE=1 SV=1;>tr|V9GYR2|V9GYR2_HUMAN Sodiu3 10 10 10 34.893 301 301;303;130 0 34.021 5767000 4761000 4028700 4016700 3870000 3515500 4315900 3735600 2565100 2606500 8984500 7389900 3231600 3919500 10219000 7473100 4232000 3649900 4127800 3703200 5464000 7613700 21402000 22835000 8280900 5684400 11550000 6692600

Q5TA58 Protein argonaute;Protein argonaute-1AGO1 >tr|Q5TA58|Q5TA58_HUMAN Protein argonaute OS=Homo sapiens GN=AGO1 PE=1 SV=1;>sp|Q9UL18|AGO1_HUMAN Protein argonaute-1 OS=Homo sapiens GN=AGO1 PE=1 SV=37 4 4 4 88.878 782 782;857;626;825;859;860;8610 10.53 0 0 0 0 0 0 0 0 0 2594500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1132000 2635000

O00330 "Pyruvate dehydrogenase protein X component, mitochondrial"PDHX >sp|O00330-3|ODPX_HUMAN Isoform 3 of Pyruvate dehydrogenase protein X component, mitochondrial OS=Homo sapiens GN=PDHX;>sp|O00330|ODPX_HUMAN Pyruvate dehydrogenase protein X component, mitochondrial OS=Homo sapiens GN=PDHX PE=1 SV=3;>tr|H0YD97|H0YD97_HUMAN6 5 5 5 51.459 486 486;501;189;274;151;1820 10.908 2477200 2059200 1486600 1486900 0 854170 0 0 1284500 2580400 6118100 1953000 1154500 0 2015000 1809000 0 0 0 1170700 1065200 1982500 0 2520500 2375000 2497800 1090600 1389500

Q9UM54 Unconventional myosin-VIMYO6 >tr|A0A0A0MRM8|A0A0A0MRM8_HUMAN Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=4 SV=1;>sp|Q9UM54-6|MYO6_HUMAN Isoform 6 of Unconventional myosin-VI OS=Homo sapiens GN=MYO6;>tr|E7EW20|E7EW20_HUMAN Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=1 S9 17 17 17 145.01 1253 1253;1285;1295;1253;1262;1285;1285;1294;1740 173.23 2673600 3578800 3565200 2546200 3167500 2910500 2789800 2587800 3508200 2572900 4720100 3998900 3971200 3930600 3397900 4599000 2724700 3286400 3567500 3345900 3048400 0 8000500 5655600 5046200 5120100 3263200 3820100

P78347 General transcription factor II-IGTF2I >sp|P78347-2|GTF2I_HUMAN Isoform 2 of General transcription factor II-I OS=Homo sapiens GN=GTF2I;>sp|P78347-4|GTF2I_HUMAN Isoform 4 of General transcription factor II-I OS=Homo sapiens GN=GTF2I;>sp|P78347-3|GTF2I_HUMAN Isoform 3 of General transcription fa5 9 9 9 107.97 957 957;977;978;998;2740 51.38 1340500 1507200 2705100 1975800 2688600 2603500 2128800 2229300 2042000 2572400 2650800 6015800 1851400 2590800 2996300 4126900 0 0 2532800 2530300 0 2414000 0 0 2543100 3454600 2683200 4322200

P16083 Ribosyldihydronicotinamide dehydrogenase [quinone]NQO2 >tr|Q5TD07|Q5TD07_HUMAN Ribosyldihydronicotinamide dehydrogenase [quinone] OS=Homo sapiens GN=NQO2 PE=1 SV=1;>sp|P16083|NQO2_HUMAN Ribosyldihydronicotinamide dehydrogenase [quinone] OS=Homo sapiens GN=NQO2 PE=1 SV=5;>tr|Q5TD05|Q5TD05_HUMAN Ribosyldihydroni4 4 4 4 21.537 193 193;231;139;63 0 86.101 0 0 0 0 2948900 4004700 3605600 3598500 4037900 2570500 9414500 9145200 0 0 2630100 2269600 0 0 0 0 0 0 0 0 0 3082400 8881500 3881600

Q8IXI2 Mitochondrial Rho GTPase 1;Mitochondrial Rho GTPaseRHOT1 >sp|Q8IXI2-4|MIRO1_HUMAN Isoform 4 of Mitochondrial Rho GTPase 1 OS=Homo sapiens GN=RHOT1;>sp|Q8IXI2|MIRO1_HUMAN Mitochondrial Rho GTPase 1 OS=Homo sapiens GN=RHOT1 PE=1 SV=2;>sp|Q8IXI2-5|MIRO1_HUMAN Isoform 5 of Mitochondrial Rho GTPase 1 OS=Homo sapiens 10 8 8 7 66.54 580 580;618;625;650;659;691;597;247;51;1900 13.886 0 0 0 0 0 0 1014000 0 2124200 2561800 7213600 1985500 1404000 1915200 1800200 1649400 0 0 2843000 0 0 0 0 0 2950800 1507400 715800 7037700

Q00688 Peptidyl-prolyl cis-trans isomerase FKBP3FKBP3 >sp|Q00688|FKBP3_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP3 OS=Homo sapiens GN=FKBP3 PE=1 SV=12 9 9 9 25.177 224 224;65 0 22.434 1595000 1769300 3073800 3131600 4833500 4720400 4472100 3733600 2046200 2557600 1897800 2102300 2535100 3634600 2372800 2387100 0 3521900 3158500 3912800 8218100 8756100 4698000 7886300 3569700 3970200 2376700 2304400

Q7Z4W1 L-xylulose reductaseDCXR >tr|J3KS22|J3KS22_HUMAN L-xylulose reductase (Fragment) OS=Homo sapiens GN=DCXR PE=1 SV=3;>sp|Q7Z4W1|DCXR_HUMAN L-xylulose reductase OS=Homo sapiens GN=DCXR PE=1 SV=2;>tr|J3QS36|J3QS36_HUMAN L-xylulose reductase (Fragment) OS=Homo sapiens GN=DCXR PE=1 SV=17 7 7 7 23.96 224 224;244;225;141;100;143;1760 23.737 4192300 4307700 2939100 4184400 2223900 2174900 1950100 2228100 3568800 2554400 1045100 1782700 2575500 2833500 1584300 1775400 3127200 4077800 1254300 2114700 0 0 0 0 4877500 2565300 1685700 1076500

Q9GZT8 Putative GTP cyclohydrolase 1 type 2 NIF3L1NIF3L1 >sp|Q9GZT8-2|GTPC1_HUMAN Isoform 2 of Putative GTP cyclohydrolase 1 type 2 NIF3L1 OS=Homo sapiens GN=NIF3L1;>sp|Q9GZT8|GTPC1_HUMAN Putative GTP cyclohydrolase 1 type 2 NIF3L1 OS=Homo sapiens GN=NIF3L1 PE=1 SV=2;>tr|E7EXA3|E7EXA3_HUMAN Putative GTP cyclohyd7 3 3 3 38.983 350 350;377;209;252;285;162;1630 16.574 0 0 0 1089100 2358000 0 0 0 1144900 2548500 0 0 0 967310 946230 0 0 0 0 0 0 0 0 0 0 0 0 0

O15320 cTAGE family member 5CTAGE5 >tr|G3V599|G3V599_HUMAN cTAGE family member 5 OS=Homo sapiens GN=CTAGE5 PE=4 SV=1;>sp|O15320-9|CTGE5_HUMAN Isoform 10 of cTAGE family member 5 OS=Homo sapiens GN=CTAGE5;>sp|O15320-7|CTGE5_HUMAN Isoform 8 of cTAGE family member 5 OS=Homo sapiens GN=CTAGE5;>18 6 6 6 151.72 1339 1339;672;732;761;771;775;792;804;809;724;729;151;777;138;777;777;777;7770 21.404 1163700 0 1300600 1520800 1206300 1191100 1029100 0 1880300 2547200 1752200 2875100 0 3518200 1782500 1694000 0 0 0 0 0 0 1469200 1197300 1523400 1903800 887210 4403600

Q9NS69 Mitochondrial import receptor subunit TOM22 homologTOMM22 >sp|Q9NS69|TOM22_HUMAN Mitochondrial import receptor subunit TOM22 homolog OS=Homo sapiens GN=TOMM22 PE=1 SV=31 3 3 3 15.521 142 142 0 178.37 5911500 3819800 5069600 2690300 1750800 2394300 3816900 3896700 4057200 2545000 9837200 7226000 4280300 9093900 3944500 8954700 4127300 5188500 7912700 7300500 0 0 7331900 5840800 6668100 7269700 5530000 5108400

P84103 Serine/arginine-rich splicing factor 3SRSF3 >tr|A0A087X2D0|A0A087X2D0_HUMAN Serine/arginine-rich-splicing factor 3 OS=Homo sapiens GN=SRSF3 PE=1 SV=1;>sp|P84103-2|SRSF3_HUMAN Isoform 2 of Serine/arginine-rich splicing factor 3 OS=Homo sapiens GN=SRSF3;>sp|P84103|SRSF3_HUMAN Serine/arginine-rich spli3 4 3 3 10.32 95 95;124;164 0 21.64 0 0 0 0 0 5236600 4120000 3913600 2714900 2542700 0 994450 2625300 2983100 6737200 4593600 0 0 2018100 1751300 0 0 0 0 1195100 2363000 0 2640200

Q9HCN8 Stromal cell-derived factor 2-like protein 1SDF2L1 >sp|Q9HCN8|SDF2L_HUMAN Stromal cell-derived factor 2-like protein 1 OS=Homo sapiens GN=SDF2L1 PE=1 SV=21 3 3 3 23.598 221 221 0 30.519 2216400 2587900 1982700 2895900 1502600 2022700 2775200 2596800 1961900 2539100 2628200 3598700 2086200 2931600 2373900 1837700 2706900 1911500 1817600 0 0 0 0 0 0 0 0 0

Q9Y6D6 Brefeldin A-inhibited guanine nucleotide-exchange protein 1ARFGEF1 >sp|Q9Y6D6|BIG1_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 1 OS=Homo sapiens GN=ARFGEF1 PE=1 SV=2;>tr|E5RIF2|E5RIF2_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 1 OS=Homo sapiens GN=ARFGEF1 PE=1 SV=13 5 5 2 208.76 1849 1849;1254;702 0 22.306 0 2466400 0 1909900 2016400 2669100 1964000 3431500 2958800 2538900 2806200 2056100 2596500 1732300 2761000 1557300 0 1892500 1888100 0 0 0 0 0 2307900 1883400 2159000 0

P49915 GMP synthase [glutamine-hydrolyzing]GMPS >sp|P49915|GUAA_HUMAN GMP synthase [glutamine-hydrolyzing] OS=Homo sapiens GN=GMPS PE=1 SV=1;>sp|P49915-2|GUAA_HUMAN Isoform 2 of GMP synthase [glutamine-hydrolyzing] OS=Homo sapiens GN=GMPS2 6 6 6 76.715 693 693;594 0 21.728 2320300 2377100 1961800 2316900 2461000 2799100 2926300 3199000 2120500 2522700 1867400 1168100 2215500 1271900 812380 1242200 0 0 4104000 0 0 0 0 0 3744200 2803900 4396300 2243200

P78540 "Arginase-2, mitochondrial"ARG2 >sp|P78540|ARGI2_HUMAN Arginase-2, mitochondrial OS=Homo sapiens GN=ARG2 PE=1 SV=11 3 3 3 38.577 354 354 0 5.7628 0 0 0 0 0 0 0 0 0 2515200 0 0 1431000 1222800 0 0 0 0 0 0 0 0 0 0 2061600 2037200 0 0

Q96AE4 Far upstream element-binding protein 1FUBP1 >tr|E9PEB5|E9PEB5_HUMAN Far upstream element-binding protein 1 OS=Homo sapiens GN=FUBP1 PE=1 SV=1;>sp|Q96AE4|FUBP1_HUMAN Far upstream element-binding protein 1 OS=Homo sapiens GN=FUBP1 PE=1 SV=3;>sp|Q96AE4-2|FUBP1_HUMAN Isoform 2 of Far upstream element-bi4 14 14 13 68.903 655 655;644;653;232 0 95.458 8235600 7586700 7667500 7441400 8635600 7968900 7690400 9330900 3089100 2507100 4721600 4404000 6027200 5764000 2600700 2559800 6935000 7048000 3804900 5894000 7911700 25738000 8989700 12734000 6497700 7060100 3996200 3795700

Q92945 Far upstream element-binding protein 2KHSRP >sp|Q92945|FUBP2_HUMAN Far upstream element-binding protein 2 OS=Homo sapiens GN=KHSRP PE=1 SV=4;>tr|A0A087WTP3|A0A087WTP3_HUMAN Far upstream element-binding protein 2 OS=Homo sapiens GN=KHSRP PE=1 SV=1;>tr|M0R0I5|M0R0I5_HUMAN Far upstream element-binding 10 13 13 13 73.114 711 711;711;279;169;116;176;269;79;114;1430 153.77 6559400 6810700 5859900 6438700 8652100 8841600 11149000 10046000 2770000 2504400 5438700 5485600 4663200 5580400 4357700 4199000 6066200 6086600 5690600 6436600 20280000 13523000 9806900 10547000 6944000 7307200 5515900 4939200

P36915 Guanine nucleotide-binding protein-like 1GNL1 >sp|P36915|GNL1_HUMAN Guanine nucleotide-binding protein-like 1 OS=Homo sapiens GN=GNL1 PE=1 SV=2;>tr|A2AB27|A2AB27_HUMAN Guanine nucleotide-binding protein-like 1 (Fragment) OS=Homo sapiens GN=GNL1 PE=1 SV=1;>sp|P36915-2|GNL1_HUMAN Isoform 2 of Guanine nu3 6 6 6 68.66 607 607;264;430 0 28.758 0 0 1769100 2079500 1610700 1780600 1610500 1828700 3070000 2465800 0 1155600 1695500 3118300 1153700 1275600 0 0 0 0 0 0 0 0 1026500 1635500 1258100 1522300

P15088 Mast cell carboxypeptidase ACPA3 >sp|P15088|CBPA3_HUMAN Mast cell carboxypeptidase A OS=Homo sapiens GN=CPA3 PE=1 SV=21 3 3 3 48.669 417 417 0 8.1558 0 2776400 2496000 2875100 321240 604660 461050 348370 5515700 2457200 604010 463690 3406700 2240100 1175100 742710 3841700 0 0 2683700 0 0 0 0 7052400 5228100 2036100 797600

O75976 Carboxypeptidase DCPD >sp|O75976|CBPD_HUMAN Carboxypeptidase D OS=Homo sapiens GN=CPD PE=1 SV=2;>sp|O75976-2|CBPD_HUMAN Isoform 2 of Carboxypeptidase D OS=Homo sapiens GN=CPD4 13 13 13 152.93 1380 1380;1133;82;184 0 34.853 3971900 3846100 3321800 3526300 797060 1234300 1566800 1659200 1351600 2457000 3199800 1799400 2272600 3011200 1577900 1462100 2597800 2488900 2941800 2188100 2626700 0 3976900 0 4146500 4832600 2054800 2624000

A6NHQ2 rRNA/tRNA 2-O-methyltransferase fibrillarin-like protein 1FBLL1 >tr|R4GMW7|R4GMW7_HUMAN rRNA/tRNA 2-O-methyltransferase fibrillarin-like protein 1 OS=Homo sapiens GN=FBLL1 PE=1 SV=1;>sp|A6NHQ2|FBLL1_HUMAN rRNA/tRNA 2-O-methyltransferase fibrillarin-like protein 1 OS=Homo sapiens GN=FBLL1 PE=3 SV=12 3 2 2 34.803 334 334;333 0 6.6113 0 2879000 1929000 0 0 0 0 0 0 2456300 5290000 3273300 0 0 0 2312200 0 0 0 0 0 0 0 0 3424700 2753500 8317600 1803200

Q13564 NEDD8-activating enzyme E1 regulatory subunitNAE1 >sp|Q13564-2|ULA1_HUMAN Isoform 2 of NEDD8-activating enzyme E1 regulatory subunit OS=Homo sapiens GN=NAE1;>sp|Q13564|ULA1_HUMAN NEDD8-activating enzyme E1 regulatory subunit OS=Homo sapiens GN=NAE1 PE=1 SV=1;>sp|Q13564-4|ULA1_HUMAN Isoform 4 of NEDD8-acti9 5 5 5 59.42 528 528;534;537;445;85;109;112;124;1620 57.087 2382300 2169700 2383200 1729700 2107300 3080700 3242600 2458600 0 2452600 2045600 2178800 3508200 7533100 2249000 1716400 0 0 0 0 0 0 0 2629200 2567100 5149800 3986500 4649900

P10606 "Cytochrome c oxidase subunit 5B, mitochondrial"COX5B >sp|P10606|COX5B_HUMAN Cytochrome c oxidase subunit 5B, mitochondrial OS=Homo sapiens GN=COX5B PE=1 SV=21 7 7 7 13.696 129 129 0 41.483 8737100 8962500 6559800 7478600 4514500 4980000 6482300 6198400 3077600 2441600 5424600 7570500 4941400 6714700 7633300 8433200 8574900 8421600 7810700 7581000 11755000 12507000 28010000 25580000 7179600 6904200 6730200 5435100

P53999 Activated RNA polymerase II transcriptional coactivator p15SUB1 >sp|P53999|TCP4_HUMAN Activated RNA polymerase II transcriptional coactivator p15 OS=Homo sapiens GN=SUB1 PE=1 SV=31 8 8 8 14.395 127 127 0 144.75 3867000 2843400 3932600 9188800 6164300 5055300 4526400 5599400 1825600 2441100 5205100 4582900 4590200 4212300 2064000 2682900 4480200 4238100 4657800 5753900 7540400 16415000 4439600 0 5656200 7000100 4708100 10734000

Q13283 Ras GTPase-activating protein-binding protein 1G3BP1 >sp|Q13283|G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 OS=Homo sapiens GN=G3BP1 PE=1 SV=18 6 6 6 52.164 466 466;37;105;106;117;148;153;1220 32.063 2920500 2955300 3017700 3981500 3090700 5273900 0 1301700 5800900 2435600 2534600 992030 3716100 4731500 3616900 2819900 0 0 2610200 3409400 0 0 0 0 3216600 2990700 2164800 2644800

P14324 Farnesyl pyrophosphate synthaseFDPS >sp|P14324-2|FPPS_HUMAN Isoform 2 of Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS;>sp|P14324|FPPS_HUMAN Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS PE=1 SV=4;>tr|A0A087X1D8|A0A087X1D8_HUMAN Farnesyl pyrophosphate synthase (Fragment) 6 6 6 6 40.532 353 353;419;174;274;80;2480 40.95 3692000 4185000 0 3837600 3991500 4329300 5636700 4461700 2060500 2424800 1775900 1809100 2830800 2400700 3330700 3137100 0 0 0 0 0 0 0 0 844450 1058000 4231100 2825000

O00217 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial"NDUFS8 >tr|E9PKH6|E9PKH6_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial (Fragment) OS=Homo sapiens GN=NDUFS8 PE=1 SV=1;>tr|E9PPW7|E9PPW7_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial (Fragment) OS=Homo sapi5 3 3 3 15.892 138 138;184;210;110;1240 53.293 1458000 0 0 0 0 0 0 0 3225000 2417100 2692900 2839200 3864000 3106600 5692100 9072500 0 0 2506800 4496400 0 0 0 0 3210900 2499800 3752100 1707800

P11137 Microtubule-associated protein 2MAP2 >sp|P11137-3|MTAP2_HUMAN Isoform 3 of Microtubule-associated protein 2 OS=Homo sapiens GN=MAP2;>sp|P11137|MTAP2_HUMAN Microtubule-associated protein 2 OS=Homo sapiens GN=MAP2 PE=1 SV=46 10 10 10 199.08 1823 1823;1827;567;471;559;1060 23.888 3812700 3306600 3356000 4130500 2288900 2332000 2456900 2217300 3298200 2413900 1265600 2285600 3058900 3448600 1374500 1425800 2931200 2880600 2055900 1996500 0 4128600 2364000 2547100 4624600 5421700 1879000 1705300

P09543 "2,3-cyclic-nucleotide 3-phosphodiesterase"CNP >sp|P09543-2|CN37_HUMAN Isoform CNPI of 2,3-cyclic-nucleotide 3-phosphodiesterase OS=Homo sapiens GN=CNP;>sp|P09543|CN37_HUMAN 2,3-cyclic-nucleotide 3-phosphodiesterase OS=Homo sapiens GN=CNP PE=1 SV=26 13 13 13 45.098 401 401;421;120;144;154;1650 127 4350900 3845400 3623500 3539000 3665900 3217900 4115200 3484600 1459300 2411200 3673200 3177700 3414400 3485600 3624600 2424400 4436100 4157200 4522300 5145600 8737200 5950200 7528600 7445800 4238000 3722800 2500100 4113900

Q12904 Aminoacyl tRNA synthase complex-interacting multifunctional protein 1;Endothelial monocyte-activating polypeptide 2AIMP1 >sp|Q12904|AIMP1_HUMAN Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Homo sapiens GN=AIMP1 PE=1 SV=2;>sp|Q12904-2|AIMP1_HUMAN Isoform 2 of Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Homo sapiens GN=A3 6 6 6 34.352 312 312;336;150 0 40.377 4394100 4177400 4877500 3644400 10126000 9791900 8791400 8035600 4610700 2410600 5771000 8276300 5813400 6206900 8877500 9477500 6312600 4436000 4885100 4631600 4344100 0 0 4728300 7213700 6976600 8205700 6082700

O00232 26S proteasome non-ATPase regulatory subunit 12PSMD12 >sp|O00232|PSD12_HUMAN 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens GN=PSMD12 PE=1 SV=3;>sp|O00232-2|PSD12_HUMAN Isoform 2 of 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens GN=PSMD122 10 10 10 52.904 456 456;436 0 108.29 2125600 3103600 2739300 3155100 3298400 3300800 3439300 3936200 1701100 2409500 3633600 3509900 2315800 2949600 3894500 3768000 0 3715700 0 0 0 0 0 0 3499700 3770400 3345400 3211200

Q6NUK1 Calcium-binding mitochondrial carrier protein SCaMC-1SLC25A24 >sp|Q6NUK1|SCMC1_HUMAN Calcium-binding mitochondrial carrier protein SCaMC-1 OS=Homo sapiens GN=SLC25A24 PE=1 SV=2;>sp|Q6NUK1-2|SCMC1_HUMAN Isoform 2 of Calcium-binding mitochondrial carrier protein SCaMC-1 OS=Homo sapiens GN=SLC25A243 9 9 9 53.354 477 477;458;110 0 46.999 2271800 2574300 5001900 5894900 1577100 992340 1534500 1870300 2735500 2407500 7281600 3999200 1621900 1911100 3044900 1167900 2812500 2541500 4947200 3742300 2550200 0 3356300 3989000 4508200 4652200 4427200 4348700

Q53FA7 Quinone oxidoreductase PIG3TP53I3 >sp|Q53FA7|QORX_HUMAN Quinone oxidoreductase PIG3 OS=Homo sapiens GN=TP53I3 PE=1 SV=2;>tr|H7BZH6|H7BZH6_HUMAN Quinone oxidoreductase PIG3 (Fragment) OS=Homo sapiens GN=TP53I3 PE=1 SV=1;>sp|Q53FA7-2|QORX_HUMAN Isoform 2 of Quinone oxidoreductase PIG3 OS=Hom3 3 3 3 35.536 332 332;216;248 0 4.0937 0 0 0 0 1220300 0 1753300 1636700 2155500 2397300 2714800 3399700 3454600 1225300 1582200 1885900 0 0 0 0 0 0 0 0 5630000 3028200 1413000 2820400

P14927 Cytochrome b-c1 complex subunit 7UQCRB >sp|P14927|QCR7_HUMAN Cytochrome b-c1 complex subunit 7 OS=Homo sapiens GN=UQCRB PE=1 SV=2;>tr|E5RHG9|E5RHG9_HUMAN Cytochrome b-c1 complex subunit 7 OS=Homo sapiens GN=UQCRB PE=1 SV=1;>tr|B7Z2R2|B7Z2R2_HUMAN Cytochrome b-c1 complex subunit 7 OS=Homo sapien4 4 4 4 13.53 111 111;76;161;140 0 43.355 3109300 3007400 3266400 2812500 3201700 2872500 0 2597200 7080300 2390600 3415900 2497500 3279500 4188300 2761300 3908900 3114400 2905600 3545000 3508900 0 0 0 0 3799100 3654100 3690900 2675600

Q9Y653 G-protein coupled receptor 56;GPR56 N-terminal fragment;GPR56 C-terminal fragmentGPR56 >tr|H3BRH0|H3BRH0_HUMAN G-protein-coupled receptor 56 (Fragment) OS=Homo sapiens GN=GPR56 PE=4 SV=1;>sp|Q9Y653-2|GPR56_HUMAN Isoform 2 of G-protein coupled receptor 56 OS=Homo sapiens GN=GPR56;>sp|Q9Y653-3|GPR56_HUMAN Isoform 3 of G-protein coupled recepto36 4 4 4 28.985 256 256;687;692;693;187;518;198;199;84;91;94;98;100;103;107;110;111;113;114;116;118;119;122;125;131;141;145;146;153;154;160;162;164;167;168;5230 15.344 1180400 720960 497920 0 858050 397820 404740 691230 1827700 2389500 749980 675030 764100 722920 1907300 3001700 0 0 0 0 0 0 0 0 966730 0 942460 962720

Q13185 Chromobox protein homolog 3CBX3 >sp|Q13185|CBX3_HUMAN Chromobox protein homolog 3 OS=Homo sapiens GN=CBX3 PE=1 SV=4;>tr|S4R2Y4|S4R2Y4_HUMAN Chromobox protein homolog 3 (Fragment) OS=Homo sapiens GN=CBX3 PE=1 SV=14 4 4 3 20.811 183 183;107;62;101 0 13.396 0 3279100 2804300 3946200 2773200 2700300 2142600 0 2247200 2387800 0 0 1936900 2839500 1240600 0 0 0 0 0 0 0 0 0 0 0 0 0

Q86XR7 Transmembrane emp24 domain-containing protein 7TMED7 >sp|Q86XR7-2|TCAM2_HUMAN Isoform 2 of TIR domain-containing adapter molecule 2 OS=Homo sapiens GN=TICAM2;>sp|Q9Y3B3-2|TMED7_HUMAN Isoform 2 of Transmembrane emp24 domain-containing protein 7 OS=Homo sapiens GN=TMED7;>sp|Q9Y3B3|TMED7_HUMAN Transmembrane emp4 6 6 6 46.172 404 404;188;224;82 0 49.622 8271000 8308500 10453000 8581500 5124900 5981100 6524400 5132000 2476400 2387200 3679600 4245700 5455800 5869500 5480700 5484000 6842000 7829100 6864400 7380500 9630800 0 0 0 8937100 8819200 5898200 5140200

Q5T013 Hydroxypyruvate isomerase;Putative hydroxypyruvate isomeraseHYI >tr|H0YB18|H0YB18_HUMAN Putative hydroxypyruvate isomerase (Fragment) OS=Homo sapiens GN=HYI PE=4 SV=1;>tr|H0YB70|H0YB70_HUMAN Putative hydroxypyruvate isomerase (Fragment) OS=Homo sapiens GN=HYI PE=4 SV=1;>tr|F6UJY9|F6UJY9_HUMAN Putative hydroxypyruvate i11 2 2 2 17.588 161 161;186;213;238;272;276;302;174;204;247;2770 7.5285 0 2618300 0 0 1744400 0 0 0 0 2384300 0 2571400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3972700

Q96FJ2 "Dynein light chain 2, cytoplasmic"DYNLL2 >sp|Q96FJ2|DYL2_HUMAN Dynein light chain 2, cytoplasmic OS=Homo sapiens GN=DYNLL2 PE=1 SV=11 5 5 2 10.35 89 89 0 100.65 5498100 5918900 5290700 5640300 6772400 6797400 6516200 5939200 2557000 2382300 2063100 2478700 5004800 5550400 3282500 4037100 8484400 6587100 7830000 8927600 12857000 4950900 3491800 2894500 5487500 5779500 3259100 3018000

P33121 Long-chain-fatty-acid--CoA ligase 1ACSL1 >tr|B7Z3Z9|B7Z3Z9_HUMAN Long-chain-fatty-acid--CoA ligase 1 OS=Homo sapiens GN=ACSL1 PE=1 SV=1;>tr|E7EPM6|E7EPM6_HUMAN Long-chain-fatty-acid--CoA ligase 1 OS=Homo sapiens GN=ACSL1 PE=1 SV=1;>sp|P33121-2|ACSL1_HUMAN Isoform 2 of Long-chain-fatty-acid--CoA l8 9 9 9 58.586 527 527;664;688;698;698;294;388;940 32.161 5292300 4280500 3517800 4255000 1927400 2398100 2094100 2112400 6538100 2376300 3417800 3197500 3931100 3790500 3739800 4156100 4437500 5075800 3495100 4337300 3727500 3097700 4600700 5606100 4994500 5463100 3566000 3498000

O00116 "Alkyldihydroxyacetonephosphate synthase, peroxisomal"AGPS >sp|O00116|ADAS_HUMAN Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Homo sapiens GN=AGPS PE=1 SV=1;>tr|B8ZZ81|B8ZZ81_HUMAN Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Homo sapiens GN=AGPS PE=1 SV=12 4 4 4 72.911 658 658;189 0 16.389 1639800 1554300 0 0 876650 1571900 1035200 1351500 2145800 2373800 3909100 1995700 2557100 0 5354600 2561900 1795100 1461800 1518100 1612700 0 0 3732900 3569300 2085000 2005200 2306900 3166300

Q13144 Translation initiation factor eIF-2B subunit epsilonEIF2B5 >tr|E9PC74|E9PC74_HUMAN Translation initiation factor eIF-2B subunit epsilon OS=Homo sapiens GN=EIF2B5 PE=1 SV=1;>sp|Q13144|EI2BE_HUMAN Translation initiation factor eIF-2B subunit epsilon OS=Homo sapiens GN=EIF2B5 PE=1 SV=33 4 4 4 78.346 705 705;721;107 0 13.015 1428700 1297800 1147000 1330400 2320200 2261700 1866100 4038100 902100 2371900 1190000 1589000 1352400 808840 1594100 1242100 0 0 0 0 0 0 0 0 1354800 1243600 2530700 1380200

O15355 Protein phosphatase 1GPPM1G >sp|O15355|PPM1G_HUMAN Protein phosphatase 1G OS=Homo sapiens GN=PPM1G PE=1 SV=11 4 4 4 59.271 546 546 0 57.29 1550000 1818400 3126700 1600600 0 1843600 2802500 1530600 2038200 2371000 2641600 3306200 2120700 1659800 1517400 1323500 0 0 0 1847100 0 0 1668600 0 2761300 1846200 3517300 1435400

Q8NBQ5 Estradiol 17-beta-dehydrogenase 11HSD17B11 >tr|D6RCD0|D6RCD0_HUMAN Estradiol 17-beta-dehydrogenase 11 OS=Homo sapiens GN=HSD17B11 PE=1 SV=2;>sp|Q8NBQ5|DHB11_HUMAN Estradiol 17-beta-dehydrogenase 11 OS=Homo sapiens GN=HSD17B11 PE=1 SV=32 4 4 4 28.102 256 256;300 0 81.56 1530200 1479400 2360900 2443200 1078200 1023000 1569600 1019500 2177600 2360000 5705700 15248000 0 1810600 8144000 3163600 0 0 0 0 0 0 0 0 6692000 3880500 2710200 3277400

Q9Y3B4 Splicing factor 3B subunit 6SF3B6 >sp|Q9Y3B4|SF3B6_HUMAN Splicing factor 3B subunit 6 OS=Homo sapiens GN=SF3B6 PE=1 SV=11 3 3 3 14.585 125 125 0 7.6928 0 0 0 0 1642100 1547200 1685300 1373600 1459700 2355400 1631000 2882300 1665500 0 899020 1090400 0 1604900 0 0 0 1096700 1693100 0 1090600 1183700 1870400 2354400

O15173 Membrane-associated progesterone receptor component 2PGRMC2 >sp|O15173|PGRC2_HUMAN Membrane-associated progesterone receptor component 2 OS=Homo sapiens GN=PGRMC2 PE=1 SV=1;>sp|O15173-2|PGRC2_HUMAN Isoform 2 of Membrane-associated progesterone receptor component 2 OS=Homo sapiens GN=PGRMC23 6 5 5 23.818 223 223;247;91 0 79.361 6218300 6015700 4953700 4766900 4117400 3941000 3935100 3956100 2318300 2352800 5536900 5834400 3828500 5051600 3759600 4467700 5222900 5418100 5085700 5009500 9327300 5752900 19586000 17519000 6497900 6519200 4673800 4686400

Q9H444 Charged multivesicular body protein 4bCHMP4B >sp|Q9H444|CHM4B_HUMAN Charged multivesicular body protein 4b OS=Homo sapiens GN=CHMP4B PE=1 SV=11 3 3 3 24.95 224 224 0 31.093 0 3316100 3137600 6884900 5200100 3623700 4778700 4552200 1613400 2351100 3136900 2730100 3965800 1674900 2866100 3266900 1625300 1709600 0 0 0 0 0 0 2322500 3702400 2228000 4410500

P41250 Glycine--tRNA ligaseGARS >sp|P41250|SYG_HUMAN Glycine--tRNA ligase OS=Homo sapiens GN=GARS PE=1 SV=31 12 12 12 83.165 739 739 0 77.509 2817000 1280500 3137400 1918300 4756600 3446000 3909900 5507900 2568500 2348000 1205200 1749600 2953700 2329500 2690700 2489200 0 4033200 2189300 4919400 8792600 6529800 0 1744600 2189300 1792100 1468800 2439600

P49458 Signal recognition particle 9 kDa proteinSRP9 >sp|P49458|SRP09_HUMAN Signal recognition particle 9 kDa protein OS=Homo sapiens GN=SRP9 PE=1 SV=2;>tr|E9PE20|E9PE20_HUMAN Signal recognition particle 9 kDa protein OS=Homo sapiens GN=SRP9 PE=1 SV=1;>sp|P49458-2|SRP09_HUMAN Isoform 2 of Signal recognition 3 5 5 5 10.112 86 86;66;82 0 17.682 5953400 0 6261800 6331600 0 0 1650800 1656400 3507500 2345700 0 0 6524300 5537400 5294300 0 0 0 2825000 3833100 0 0 0 0 0 2896600 3692800 4210500

Q8TC12 Retinol dehydrogenase 11RDH11 >sp|Q8TC12|RDH11_HUMAN Retinol dehydrogenase 11 OS=Homo sapiens GN=RDH11 PE=1 SV=2;>sp|Q8TC12-2|RDH11_HUMAN Isoform 2 of Retinol dehydrogenase 11 OS=Homo sapiens GN=RDH11;>tr|G3V2G6|G3V2G6_HUMAN Retinol dehydrogenase 11 (Fragment) OS=Homo sapiens GN=RDH11 8 7 7 7 35.386 318 318;305;178;118;187;204;91;2480 28.893 3325800 5230800 3491700 0 3830300 0 3086500 3881900 0 2345200 2725700 3004900 2861000 0 4186400 3885300 3512800 0 0 0 0 0 0 0 3417000 3371000 3643600 2894500

P22694 cAMP-dependent protein kinase catalytic subunit betaPRKACB >tr|A0A0A0MS54|A0A0A0MS54_HUMAN cAMP-dependent protein kinase catalytic subunit beta OS=Homo sapiens GN=PRKACB PE=4 SV=1;>sp|P22694-4|KAPCB_HUMAN Isoform 4 of cAMP-dependent protein kinase catalytic subunit beta OS=Homo sapiens GN=PRKACB;>sp|P22694-3|KAPCB20 5 5 2 41.308 357 357;338;339;351;354;355;357;358;398;338;321;175;186;197;206;209;214;245;264;2570 24.228 3285600 1783800 1377100 1308700 1125100 1247200 3148400 1008600 3620500 2342400 1821500 0 9408000 6801100 5813400 2661800 3403600 0 3598300 0 0 0 0 0 2662700 3964700 4166900 2570700

Q86X76 Nitrilase homolog 1NIT1 >sp|Q86X76-2|NIT1_HUMAN Isoform 1 of Nitrilase homolog 1 OS=Homo sapiens GN=NIT1;>sp|Q86X76-4|NIT1_HUMAN Isoform 5 of Nitrilase homolog 1 OS=Homo sapiens GN=NIT1;>sp|Q86X76|NIT1_HUMAN Nitrilase homolog 1 OS=Homo sapiens GN=NIT1 PE=1 SV=2;>sp|Q86X76-3|NIT1_5 8 8 8 31.858 291 291;312;327;367;2430 36.502 1910300 2100000 3365400 1603500 3362400 3238900 3618100 3565300 1102700 2335500 1608900 4785100 1701600 2615000 2311700 1719300 3009800 0 0 0 0 0 0 0 2894700 3547300 3241300 1969300

Q9HC35 Echinoderm microtubule-associated protein-like 4EML4 >sp|Q9HC35|EMAL4_HUMAN Echinoderm microtubule-associated protein-like 4 OS=Homo sapiens GN=EML4 PE=1 SV=3;>tr|B5MBZ0|B5MBZ0_HUMAN Echinoderm microtubule-associated protein-like 4 OS=Homo sapiens GN=EML4 PE=1 SV=3;>sp|Q9HC35-2|EMAL4_HUMAN Isoform 2 of Echin3 12 12 12 108.91 981 981;992;923 0 64.519 1235000 1360500 1041800 1368700 2912500 2782300 3536000 3464900 1339900 2334800 2945000 2522200 1294300 1176100 2993400 2321500 0 0 0 0 0 0 0 0 1280500 1889200 2509600 2973500

P11047 Laminin subunit gamma-1LAMC1 >sp|P11047|LAMC1_HUMAN Laminin subunit gamma-1 OS=Homo sapiens GN=LAMC1 PE=1 SV=31 16 16 16 177.6 1609 1609 0 244.23 813320 1106800 0 0 2037600 1475700 2034700 957490 1751300 2333800 13267000 10751000 0 507470 7524100 8035000 0 0 611290 1210500 2620600 2480200 2752200 3445900 2144900 2569100 6336600 6749000

Q15717 ELAV-like protein 1ELAVL1 >sp|Q15717|ELAV1_HUMAN ELAV-like protein 1 OS=Homo sapiens GN=ELAVL1 PE=1 SV=2;>sp|Q15717-2|ELAV1_HUMAN Isoform 2 of ELAV-like protein 1 OS=Homo sapiens GN=ELAVL1;>tr|M0QZR9|M0QZR9_HUMAN ELAV-like protein 1 OS=Homo sapiens GN=ELAVL1 PE=1 SV=14 7 7 7 36.091 326 326;353;153;133 0 37.113 5993200 6750400 4596900 5450000 6435500 6038200 3728500 7926000 1824100 2322300 3097000 3888300 3797500 4412100 4456600 3281700 6542700 5988300 5325400 0 0 4803700 0 2387500 8149200 6474100 3612800 5699800

Q9UBX3 Mitochondrial dicarboxylate carrierMRPL12 >tr|B4DLN1|B4DLN1_HUMAN Mitochondrial dicarboxylate carrier OS=Homo sapiens GN=SLC25A10 PE=2 SV=1;>sp|Q9UBX3|DIC_HUMAN Mitochondrial dicarboxylate carrier OS=Homo sapiens GN=SLC25A10 PE=1 SV=2;>sp|Q9UBX3-2|DIC_HUMAN Isoform 2 of Mitochondrial dicarboxylate6 9 9 5 48.099 442 442;287;296;406;113;1780 123.88 5198200 5588500 3470800 3480200 3311400 3579100 4593900 3531800 1928200 2307600 4779200 4793400 2983200 4379800 4452700 5445200 4300700 3639200 3294500 3932400 6727400 6225900 9139100 9543700 6267800 5510500 4193600 4082400

P30039 Phenazine biosynthesis-like domain-containing proteinPBLD >sp|P30039|PBLD_HUMAN Phenazine biosynthesis-like domain-containing protein OS=Homo sapiens GN=PBLD PE=1 SV=2;>sp|P30039-2|PBLD_HUMAN Isoform 2 of Phenazine biosynthesis-like domain-containing protein OS=Homo sapiens GN=PBLD3 8 8 8 31.785 288 288;280;90 0 95.841 2475600 2350900 1968900 0 5058300 4605800 5509600 7249800 1213600 2292700 5366500 4850300 0 3514900 4550700 2972700 0 0 1368800 0 4129200 5222000 4695500 4395300 2118000 2260600 4873700 7100200

Q6PI48 "Aspartate--tRNA ligase, mitochondrial"DARS2 >sp|Q6PI48|SYDM_HUMAN Aspartate--tRNA ligase, mitochondrial OS=Homo sapiens GN=DARS2 PE=1 SV=11 6 6 6 73.562 645 645 0 21.576 978020 1230800 1593500 1481800 0 0 926100 909360 1884400 2291300 1662900 3958400 13488000 0 3616100 3404900 0 0 0 0 0 0 0 0 2080000 1049100 4350900 6147800

Q9Y295 Developmentally-regulated GTP-binding protein 1DRG1 >sp|Q9Y295|DRG1_HUMAN Developmentally-regulated GTP-binding protein 1 OS=Homo sapiens GN=DRG1 PE=1 SV=11 3 3 3 40.542 367 367 0 38.23 0 0 0 0 0 2098900 2360800 1394700 0 2276400 0 0 0 2099000 2467200 0 0 0 0 0 0 0 0 0 1856500 2786700 3676600 4367300

P05408 Neuroendocrine protein 7B2;N-terminal peptide;C-terminal peptideSCG5 >sp|P05408|7B2_HUMAN Neuroendocrine protein 7B2 OS=Homo sapiens GN=SCG5 PE=1 SV=2;>tr|C9JNY7|C9JNY7_HUMAN N-terminal peptide OS=Homo sapiens GN=SCG5 PE=4 SV=1;>tr|H7C4X7|H7C4X7_HUMAN N-terminal peptide (Fragment) OS=Homo sapiens GN=SCG5 PE=4 SV=13 8 1 1 23.729 212 212;194;216 0 64.134 0 3951300 3237000 3068400 9746400 12441000 13677000 17013000 2458800 2275800 0 11316000 2684300 3159000 7464700 9876800 0 0 0 0 0 0 0 0 7923900 1683300 8009900 8367900

Q13232 Nucleoside diphosphate kinase 3;Nucleoside diphosphate kinaseNME3 >sp|Q13232|NDK3_HUMAN Nucleoside diphosphate kinase 3 OS=Homo sapiens GN=NME3 PE=1 SV=2;>tr|H3BPR2|H3BPR2_HUMAN Nucleoside diphosphate kinase OS=Homo sapiens GN=NME3 PE=1 SV=14 6 6 5 19.015 169 169;85;57;123 0 52.687 3681800 4179400 3256300 3142000 1834000 1946900 1929000 2241800 2167800 2272600 1810300 2622500 2907700 2867400 2274000 2060800 3737800 3612600 3503000 3696100 2704800 0 1828600 3033900 4356600 4502900 2275400 2101200

Q13347 Eukaryotic translation initiation factor 3 subunit IEIF3I >sp|Q13347|EIF3I_HUMAN Eukaryotic translation initiation factor 3 subunit I OS=Homo sapiens GN=EIF3I PE=1 SV=11 7 7 7 36.501 325 325 0 63.354 3083700 3477100 4010100 5358600 5372900 3386600 5770800 6148200 2529600 2257300 0 1674000 3202700 3723700 2624100 1877700 0 2676700 2920400 2833800 0 2281300 0 0 6015500 4466100 2390800 1817500

Q9NR30 Nucleolar RNA helicase 2DDX21 >sp|Q9NR30-2|DDX21_HUMAN Isoform 2 of Nucleolar RNA helicase 2 OS=Homo sapiens GN=DDX21;>sp|Q9NR30|DDX21_HUMAN Nucleolar RNA helicase 2 OS=Homo sapiens GN=DDX21 PE=1 SV=55 8 8 8 79.656 715 715;783;730;736;7370 36.253 2339800 1907100 2070800 1811700 5387900 7904400 3908900 1620300 3109200 2248300 5300000 5506500 8622000 1553500 9281100 3963000 0 0 0 0 0 0 0 0 0 2443000 4785200 2017600

Q99627 COP9 signalosome complex subunit 8COPS8 >tr|H7C3S9|H7C3S9_HUMAN COP9 signalosome complex subunit 8 (Fragment) OS=Homo sapiens GN=COPS8 PE=1 SV=1;>tr|E9PGT6|E9PGT6_HUMAN COP9 signalosome complex subunit 8 OS=Homo sapiens GN=COPS8 PE=1 SV=1;>sp|Q99627-2|CSN8_HUMAN Isoform 2 of COP9 signalosome com4 2 2 2 8.9341 83 83;173;160;209 0 10.267 0 0 1536700 0 0 0 1964100 0 1520300 2246200 0 0 2141900 2262900 2446600 2070000 1562300 1595300 0 1690600 0 0 0 0 0 0 0 0

P55010 Eukaryotic translation initiation factor 5EIF5 >sp|P55010|IF5_HUMAN Eukaryotic translation initiation factor 5 OS=Homo sapiens GN=EIF5 PE=1 SV=23 5 5 5 49.222 431 431;146;200 0 15.251 2126900 1908200 2145700 1796100 4118500 2495800 2934100 2880200 4220200 2243700 3208100 4669200 2612500 2704800 1599200 2136300 0 0 2501700 3380600 3637300 1631900 2090700 3676100 3063900 2302700 2424900 2790100

P29218 Inositol monophosphatase 1IMPA1 >sp|P29218|IMPA1_HUMAN Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1 PE=1 SV=1;>sp|P29218-3|IMPA1_HUMAN Isoform 3 of Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1;>tr|H0YBL1|H0YBL1_HUMAN Inositol monophosphatase 1 (Fragment) OS=Homo sapiens GN=11 8 8 8 30.188 277 277;336;265;181;101;126;174;211;198;109;1530 60.63 3923000 3865400 2553300 2539900 3506300 3945800 3704600 4229500 2442400 2242300 2130200 3123700 2739700 3374900 2765200 2052200 3460300 3735600 2677700 0 4949600 0 0 2818100 3595200 4491900 2988100 2443900

P08217 Chymotrypsin-like elastase family member 2ACELA2A >sp|P08217|CEL2A_HUMAN Chymotrypsin-like elastase family member 2A OS=Homo sapiens GN=CELA2A PE=1 SV=12 7 7 7 28.887 269 269;269 0 29.283 5624000 6543200 5551600 5920300 6243200 5166700 6348900 3469500 2593100 2233200 1186000 1326600 2847100 3924400 1996000 2970100 4347800 3672900 3931300 4521900 3617800 2861800 2694200 2730400 4477600 4582800 1548500 1319600

P27708 CAD protein;Glutamine-dependent carbamoyl-phosphate synthase;Aspartate carbamoyltransferase;DihydroorotaseCAD >tr|F8VPD4|F8VPD4_HUMAN CAD protein OS=Homo sapiens GN=CAD PE=1 SV=1;>sp|P27708|PYR1_HUMAN CAD protein OS=Homo sapiens GN=CAD PE=1 SV=33 4 4 4 236.02 2162 2162;2225;280 0 27.599 2737900 1146100 1167800 0 1030100 1052300 1765800 2263000 2571000 2225300 3838400 3834100 1385900 1215400 1375500 2752000 0 0 0 0 0 0 0 0 2388100 0 4742200 965190

Q7Z2W4 Zinc finger CCCH-type antiviral protein 1ZC3HAV1 >sp|Q7Z2W4-2|ZCCHV_HUMAN Isoform 2 of Zinc finger CCCH-type antiviral protein 1 OS=Homo sapiens GN=ZC3HAV1;>sp|Q7Z2W4|ZCCHV_HUMAN Zinc finger CCCH-type antiviral protein 1 OS=Homo sapiens GN=ZC3HAV1 PE=1 SV=3;>tr|C9J6P4|C9J6P4_HUMAN Zinc finger CCCH-type a4 5 5 5 77.902 699 699;902;1024;624 0 31.119 0 0 983080 2146000 1828600 3257100 3853900 3387200 1551600 2223600 3192800 7822300 0 1233200 1080100 1474200 2171000 1580600 0 0 0 2652800 1826900 0 1719600 2816500 0 1347500

P67812 Signal peptidase complex catalytic subunit SEC11ASEC11A >tr|H0YNG3|H0YNG3_HUMAN Signal peptidase complex catalytic subunit SEC11A OS=Homo sapiens GN=SEC11A PE=1 SV=1;>sp|P67812-4|SC11A_HUMAN Isoform 4 of Signal peptidase complex catalytic subunit SEC11A OS=Homo sapiens GN=SEC11A;>sp|P67812|SC11A_HUMAN Signal pe8 4 4 4 18.651 163 163;164;179;185;106;129;135;1530 33.922 1031200 1176700 1292400 1245800 1874100 863500 1353800 1284200 2487500 2221900 1461000 0 1013000 1095000 3753700 1622900 0 559240 0 0 0 0 0 0 1079800 1277200 1575900 939050

P50897 Palmitoyl-protein thioesterase 1PPT1 >sp|P50897|PPT1_HUMAN Palmitoyl-protein thioesterase 1 OS=Homo sapiens GN=PPT1 PE=1 SV=1;>tr|E9PIA8|E9PIA8_HUMAN Palmitoyl-protein thioesterase 1 (Fragment) OS=Homo sapiens GN=PPT1 PE=1 SV=4;>tr|E9PMG2|E9PMG2_HUMAN Palmitoyl-protein thioesterase 1 (Fragmen8 4 4 4 34.193 306 306;205;271;203;177;87;98;1480 44.876 1745800 2046100 3549000 4178400 3637800 2770800 4424400 4031300 2296000 2221700 1394000 3265000 2366500 1430400 3474100 4961400 0 3696700 0 4140500 0 0 0 0 4681700 4509100 3929500 4585900

P61201 COP9 signalosome complex subunit 2COPS2 >sp|P61201|CSN2_HUMAN COP9 signalosome complex subunit 2 OS=Homo sapiens GN=COPS2 PE=1 SV=1;>sp|P61201-2|CSN2_HUMAN Isoform 2 of COP9 signalosome complex subunit 2 OS=Homo sapiens GN=COPS2;>tr|B4DIH5|B4DIH5_HUMAN COP9 signalosome complex subunit 2 OS=Homo 5 8 8 8 51.596 443 443;450;379;263;1830 39.294 2523200 3457900 2935200 3819400 3178800 3893400 3817900 3663000 2419500 2214800 1815900 1267000 2383000 3508200 1519200 2290500 0 0 0 2964400 0 7503700 4477900 4522800 4570000 3219500 2026300 1558700

O75368 SH3 domain-binding glutamic acid-rich-like proteinSH3BGRL >sp|O75368|SH3L1_HUMAN SH3 domain-binding glutamic acid-rich-like protein OS=Homo sapiens GN=SH3BGRL PE=1 SV=11 8 8 8 12.774 114 114 0 63.253 4757900 6240500 5214000 5734700 7524700 6865300 6758700 8410500 2433700 2212800 4035700 4355100 4742700 4375200 3949000 3432100 6102600 5188200 3807400 4256500 13757000 14722000 6676800 6867200 6627000 6626000 6005700 4831800

P42167 "Lamina-associated polypeptide 2, isoforms beta/gamma;Thymopoietin;Thymopentin"TMPO >sp|P42167|LAP2B_HUMAN Lamina-associated polypeptide 2, isoforms beta/gamma OS=Homo sapiens GN=TMPO PE=1 SV=2;>tr|G5E972|G5E972_HUMAN Thymopentin OS=Homo sapiens GN=TMPO PE=1 SV=1;>sp|P42167-2|LAP2B_HUMAN Isoform Gamma of Lamina-associated polypeptide 2, i4 13 13 5 50.67 454 454;414;345;237 0 175.73 4726900 5494600 4101700 4269100 5509600 7142200 6538100 5382600 2306400 2212600 5529500 6621000 3730700 4020100 11621000 11330000 3725900 4598500 4631200 3998200 0 2572900 0 2116700 5054200 5373800 6634900 6050100

P22102 Trifunctional purine biosynthetic protein adenosine-3;Phosphoribosylamine--glycine ligase;Phosphoribosylformylglycinamidine cyclo-ligase;Phosphoribosylglycinamide formyltransferaseGART >sp|P22102|PUR2_HUMAN Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART PE=1 SV=1;>sp|P22102-2|PUR2_HUMAN Isoform Short of Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART7 12 12 12 107.77 1010 1010;433;136;138;232;241;3060 84.453 4759800 4890200 3885600 4060900 5498500 6059100 6621500 6726700 3232800 2212000 3765400 3320200 2712500 3007500 4286900 3259600 5071100 3771500 2732400 4097800 5652400 3921600 3232000 4776300 5768000 5951100 4064500 6015800

Q01844 RNA-binding protein EWSEWSR1 >tr|B0QYK0|B0QYK0_HUMAN RNA-binding protein EWS OS=Homo sapiens GN=EWSR1 PE=1 SV=1;>sp|Q01844-6|EWS_HUMAN Isoform 6 of RNA-binding protein EWS OS=Homo sapiens GN=EWSR1;>sp|Q01844-3|EWS_HUMAN Isoform 3 of RNA-binding protein EWS OS=Homo sapiens GN=EWSR1;>sp10 6 6 6 64.929 618 618;600;655;656;661;620;583;308;293;3540 80.805 3007500 2933900 3206700 4073800 5353900 5390000 2981300 0 2651400 2209900 1249500 1475300 3547600 4304800 2293600 2195800 0 0 4729000 4638700 0 0 0 4006900 0 3986500 2226400 2509700

Q13868 Exosome complex component RRP4EXOSC2 >tr|A3KFL4|A3KFL4_HUMAN Exosome complex component RRP4 OS=Homo sapiens GN=EXOSC2 PE=1 SV=1;>tr|A3KFL2|A3KFL2_HUMAN Exosome complex component RRP4 OS=Homo sapiens GN=EXOSC2 PE=1 SV=1;>sp|Q13868-2|EXOS2_HUMAN Isoform 2 of Exosome complex component RRP4 OS=Ho6 3 3 3 29.408 263 263;285;267;293;237;2000.001947 2.104 0 0 2143800 0 2605800 3173800 0 0 1026300 2207500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2813300 3365400 0

Q96HC4 PDZ and LIM domain protein 5PDLIM5 >sp|Q96HC4|PDLI5_HUMAN PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=5;>tr|F5H7Y0|F5H7Y0_HUMAN PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=1;>tr|H0Y8Y3|H0Y8Y3_HUMAN PDZ and LIM domain protein 5 (Fragment) OS=Homo sapiens6 13 13 2 63.944 596 596;474;231;271;214;850 74.576 3440100 3168800 3084400 3283700 5363200 4889000 5094300 5516300 2722700 2197200 2639700 3466600 3143200 3208500 2673900 2664500 3364900 3608300 2654800 2658800 6431200 3774900 0 3974400 4000800 4136100 3433100 2964500

Q9Y2S2 Lambda-crystallin homologCRYL1 >sp|Q9Y2S2|CRYL1_HUMAN Lambda-crystallin homolog OS=Homo sapiens GN=CRYL1 PE=1 SV=3;>sp|Q9Y2S2-2|CRYL1_HUMAN Isoform 2 of Lambda-crystallin homolog OS=Homo sapiens GN=CRYL13 8 8 8 35.419 319 319;297;148 0 39.767 2179300 2407100 1650500 1643300 2169500 2672200 1858900 2687800 2525800 2184100 1296400 1604500 1248300 2099400 828790 896480 1970000 2144600 2151900 0 1164000 3452400 2597800 2754900 1806700 1676600 1411700 1367700

P42766 60S ribosomal protein L35RPL35 >tr|F2Z388|F2Z388_HUMAN 60S ribosomal protein L35 OS=Homo sapiens GN=RPL35 PE=1 SV=1;>sp|P42766|RL35_HUMAN 60S ribosomal protein L35 OS=Homo sapiens GN=RPL35 PE=1 SV=22 4 4 4 10.645 96 96;123 0 43.831 8608400 8858400 5397800 6624900 9148700 6448600 11546000 20447000 2934300 2183200 7408900 5245900 5107100 0 4283600 6637700 7405700 7718300 5888000 7211800 0 0 0 0 5605400 9769100 3158200 10434000

Q5TDH0 Protein DDI1 homolog 2DDI2 >sp|Q5TDH0|DDI2_HUMAN Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI2 PE=1 SV=1;>sp|Q5TDH0-3|DDI2_HUMAN Isoform 3 of Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI2;>sp|Q5TDH0-2|DDI2_HUMAN Isoform 2 of Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI25 3 3 3 44.522 399 399;419;211;99;1030 21.108 0 0 0 0 0 2463500 2180200 1393900 0 2174300 4410200 3946800 2059000 0 0 1962800 0 0 0 0 0 0 0 0 1711400 3070400 1870900 2952800

Q12888 Tumor suppressor p53-binding protein 1TP53BP1 >sp|Q12888|TP53B_HUMAN Tumor suppressor p53-binding protein 1 OS=Homo sapiens GN=TP53BP1 PE=1 SV=2;>sp|Q12888-3|TP53B_HUMAN Isoform 3 of Tumor suppressor p53-binding protein 1 OS=Homo sapiens GN=TP53BP1;>sp|Q12888-2|TP53B_HUMAN Isoform 2 of Tumor suppresso7 15 15 15 213.57 1972 1972;1975;1977;1927;1033;192;1440 83.274 6283400 6408900 5214600 6311400 3548700 2883900 4710800 3362600 1927800 2172800 4126300 5285000 4672100 4637100 4835200 4895900 5255500 5129000 3392700 6616000 4534300 4591800 10462000 13446000 7675700 7229700 4020400 3828400

Q6IBS0 Twinfilin-2 TWF2 >tr|D6RG15|D6RG15_HUMAN Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=1;>sp|Q6IBS0|TWF2_HUMAN Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=22 6 6 4 28.882 254 254;349 0 43.944 2720600 2891100 0 0 1323200 1640200 1561500 2471000 1087900 2170800 1536600 3374900 1741100 1922400 2161200 2412500 0 0 0 0 0 0 0 0 2329600 2039300 1940400 2204600



P51452 Dual specificity protein phosphatase 3DUSP3 >sp|P51452|DUS3_HUMAN Dual specificity protein phosphatase 3 OS=Homo sapiens GN=DUSP3 PE=1 SV=1;>sp|P51452-2|DUS3_HUMAN Isoform 2 of Dual specificity protein phosphatase 3 OS=Homo sapiens GN=DUSP3;>tr|K7ES89|K7ES89_HUMAN Dual-specificity protein phosphatas4 6 6 6 20.478 185 185;144;132;112 0 37.025 1517800 1775900 2266200 3067100 2395000 3242900 2677500 2560900 2382400 2169200 2253900 2426500 2387100 2872900 1448300 1579800 0 0 0 2557300 3508700 2074700 0 1618600 2417900 2727400 2630100 2475400

O75439 Mitochondrial-processing peptidase subunit betaPMPCB >tr|G3V0E4|G3V0E4_HUMAN Mitochondrial-processing peptidase subunit beta OS=Homo sapiens GN=PMPCB PE=1 SV=1;>sp|O75439|MPPB_HUMAN Mitochondrial-processing peptidase subunit beta OS=Homo sapiens GN=PMPCB PE=1 SV=23 3 3 3 54.191 490 490;489;202 0 5.5922 0 0 0 0 0 0 0 0 0 2158300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BSH5 Haloacid dehalogenase-like hydrolase domain-containing protein 3HDHD3 >sp|Q9BSH5|HDHD3_HUMAN Haloacid dehalogenase-like hydrolase domain-containing protein 3 OS=Homo sapiens GN=HDHD3 PE=1 SV=11 5 5 5 28 251 251 0 39.844 1543100 1743400 0 0 2654400 2869200 2861400 3155700 2157500 2153200 3201100 2614000 1508700 1634800 3374900 2271300 0 0 0 0 0 0 0 0 1868300 4173100 3353600 4465700

Q13576 Ras GTPase-activating-like protein IQGAP2IQGAP2 >tr|F5H7S7|F5H7S7_HUMAN Ras GTPase-activating-like protein IQGAP2 OS=Homo sapiens GN=IQGAP2 PE=1 SV=2;>sp|Q13576|IQGA2_HUMAN Ras GTPase-activating-like protein IQGAP2 OS=Homo sapiens GN=IQGAP2 PE=1 SV=4;>tr|E7EWC2|E7EWC2_HUMAN Ras GTPase-activating-like pr8 22 21 21 174.45 1525 1525;1575;1402;1071;1071;825;509;1670 233.44 2188400 2229200 2450600 2124600 12402000 13603000 13111000 7253900 1893600 2148800 22408000 35285000 1949700 1907700 19693000 19544000 2189600 1043500 1662800 747780 3588200 4410200 3566400 4069400 2390600 2311100 20836000 14932000

Q15043 Zinc transporter ZIP14SLC39A14 >tr|E5RIP4|E5RIP4_HUMAN Zinc transporter ZIP14 (Fragment) OS=Homo sapiens GN=SLC39A14 PE=1 SV=2;>sp|Q15043-2|S39AE_HUMAN Isoform 2 of Zinc transporter ZIP14 OS=Homo sapiens GN=SLC39A14;>sp|Q15043-3|S39AE_HUMAN Isoform 3 of Zinc transporter ZIP14 OS=Homo sa8 3 3 3 17 155 155;481;492;492;89;90;122;1270 73.607 0 0 0 0 0 0 0 0 2229800 2144000 2940000 4101900 0 2965700 5128000 5242000 0 0 0 0 0 0 0 0 3121700 2617300 5944100 1294400

O95870 Abhydrolase domain-containing protein 16AABHD16A >sp|O95870|ABHGA_HUMAN Abhydrolase domain-containing protein 16A OS=Homo sapiens GN=ABHD16A PE=1 SV=3;>sp|O95870-2|ABHGA_HUMAN Isoform 2 of Abhydrolase domain-containing protein 16A OS=Homo sapiens GN=ABHD16A4 7 7 7 63.243 558 558;525;65;46 0 34.637 2094700 3890100 1510400 1395600 800310 844430 670950 860580 1217000 2139200 1169300 1984800 2179000 1883700 1526900 1298000 1313800 2000400 1896000 2861300 0 0 0 0 2458000 3195100 1168200 1468600

Q7L9L4 MOB kinase activator 1B;MOB kinase activator 1AMOB1B >sp|Q7L9L4|MOB1B_HUMAN MOB kinase activator 1B OS=Homo sapiens GN=MOB1B PE=1 SV=3;>sp|Q9H8S9|MOB1A_HUMAN MOB kinase activator 1A OS=Homo sapiens GN=MOB1A PE=1 SV=4;>sp|Q7L9L4-2|MOB1B_HUMAN Isoform 2 of MOB kinase activator 1B OS=Homo sapiens GN=MOB1B5 3 3 3 25.091 216 216;216;221;130;1480 11.474 1800000 2389900 1571600 3811900 2105300 1961000 1944900 2107100 0 2136600 1070200 0 2036800 0 0 1756800 2391600 2579600 3050100 2533600 0 0 0 1474900 2675700 2815500 0 0

P50583 Bis(5-nucleosyl)-tetraphosphatase [asymmetrical]NUDT2 >sp|P50583|AP4A_HUMAN Bis(5-nucleosyl)-tetraphosphatase [asymmetrical] OS=Homo sapiens GN=NUDT2 PE=1 SV=31 2 2 2 16.829 147 147 0 6.1627 1583000 1755000 1202200 1593300 0 0 0 0 0 2135400 2961000 1467600 5750600 1648200 1005700 0 0 1506300 1437900 0 0 0 0 0 2789600 4507300 0 0

P24666 Low molecular weight phosphotyrosine protein phosphataseACP1 >sp|P24666|PPAC_HUMAN Low molecular weight phosphotyrosine protein phosphatase OS=Homo sapiens GN=ACP1 PE=1 SV=3;>tr|G5E9R5|G5E9R5_HUMAN Acid phosphatase 1, soluble, isoform CRA_d OS=Homo sapiens GN=ACP1 PE=1 SV=1;>sp|P24666-4|PPAC_HUMAN Isoform 4 of Low m7 7 7 7 18.042 158 158;80;112;124;158;70;850 61.621 2886500 3956600 3702900 3799300 4440600 5931700 6524000 5310200 1988200 2134200 3881000 4821900 3131300 2851900 5570800 4567500 0 0 3998500 0 0 0 1588200 4051600 3871400 4116300 4336100 3304700

Q9UQE7 Structural maintenance of chromosomes protein 3SMC3 >sp|Q9UQE7|SMC3_HUMAN Structural maintenance of chromosomes protein 3 OS=Homo sapiens GN=SMC3 PE=1 SV=21 10 10 10 141.54 1217 1217 0 119.04 3355300 2053600 2274400 1983100 2468500 2047700 1866600 1426300 0 2133200 2589400 4398300 1485400 4475100 2889600 8652800 0 0 2053400 2303500 0 0 0 3260100 4123600 3903600 3488500 2691900

Q9BY44 "Eukaryotic translation initiation factor 2A;Eukaryotic translation initiation factor 2A, N-terminally processed"EIF2A >tr|F8WAE5|F8WAE5_HUMAN Eukaryotic translation initiation factor 2A OS=Homo sapiens GN=EIF2A PE=1 SV=1;>sp|Q9BY44-3|EIF2A_HUMAN Isoform 3 of Eukaryotic translation initiation factor 2A OS=Homo sapiens GN=EIF2A;>sp|Q9BY44|EIF2A_HUMAN Eukaryotic translation 8 6 6 6 64.449 580 580;560;585;524;371;237;316;1580 9.8656 0 0 0 4976500 5277700 6968200 5048700 3020400 0 2130400 10490000 7041500 3578400 3361800 3704800 3121800 0 0 0 0 0 0 0 0 3010100 3745400 6410100 4107900

P54578 Ubiquitin carboxyl-terminal hydrolase;Ubiquitin carboxyl-terminal hydrolase 14USP14 >tr|A6NJA2|A6NJA2_HUMAN Ubiquitin carboxyl-terminal hydrolase OS=Homo sapiens GN=USP14 PE=1 SV=2;>sp|P54578-2|UBP14_HUMAN Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 14 OS=Homo sapiens GN=USP14;>sp|P54578-3|UBP14_HUMAN Isoform 3 of Ubiquitin carboxy6 7 7 7 51.086 448 448;459;483;494;20;280 66.636 2683900 2874400 2393500 2395000 3369300 3660800 3612500 4145100 1473900 2128200 2280600 3250700 2131800 1743700 1701900 1452700 0 0 3062900 2036300 0 5994800 2940400 0 2979600 3320000 1989800 2277800

P06756 Integrin alpha-V;Integrin alpha-V heavy chain;Integrin alpha-V light chainITGAV >sp|P06756-3|ITAV_HUMAN Isoform 3 of Integrin alpha-V OS=Homo sapiens GN=ITGAV;>sp|P06756-2|ITAV_HUMAN Isoform 2 of Integrin alpha-V OS=Homo sapiens GN=ITGAV;>sp|P06756|ITAV_HUMAN Integrin alpha-V OS=Homo sapiens GN=ITGAV PE=1 SV=24 9 9 9 111.13 1002 1002;1012;1048;1360 57.329 2691500 2934600 3134600 2024700 1898400 1795300 1596400 711490 1356300 2120200 2109100 2747700 1999900 2397200 2689900 3950500 0 2485700 3472300 0 0 3408400 5483600 5112000 2620200 3798400 2387600 2078100

Q9UHQ9 NADH-cytochrome b5 reductase 1CYB5R1 >sp|Q9UHQ9|NB5R1_HUMAN NADH-cytochrome b5 reductase 1 OS=Homo sapiens GN=CYB5R1 PE=1 SV=1;>tr|H7C0R7|H7C0R7_HUMAN NADH-cytochrome b5 reductase 1 (Fragment) OS=Homo sapiens GN=CYB5R1 PE=1 SV=12 8 8 8 34.094 305 305;226 0 24.218 4617900 4995700 4121000 4317000 1943700 1315800 1589600 1335500 9216600 2119800 2745300 2158000 2493300 3705700 4695900 4575700 4833300 3846900 3578100 5499500 0 0 0 0 3133700 3647700 3749000 2859000

Q13310 Polyadenylate-binding protein 4PABPC4 >tr|B1ANR0|B1ANR0_HUMAN Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e OS=Homo sapiens GN=PABPC4 PE=1 SV=1;>sp|Q13310-2|PABP4_HUMAN Isoform 2 of Polyadenylate-binding protein 4 OS=Homo sapiens GN=PABPC4;>sp|Q13310|PABP4_HUMAN Polyad12 17 8 8 67.97 615 615;631;644;660;550;249;129;197;112;68;195;3700 43.885 2276800 0 3105200 3392200 8269300 6949700 7251000 7401400 2771100 2117100 6556200 5241800 3748500 4804700 6964100 7062200 2315000 2116600 6368300 2065100 3127800 0 0 1741400 3520300 3822300 6910300 6607300

Q8WWC4 "Uncharacterized protein C2orf47, mitochondrial"C2orf47 >sp|Q8WWC4|CB047_HUMAN Uncharacterized protein C2orf47, mitochondrial OS=Homo sapiens GN=C2orf47 PE=1 SV=1;>tr|H7C0V0|H7C0V0_HUMAN Uncharacterized protein C2orf47, mitochondrial (Fragment) OS=Homo sapiens GN=C2orf47 PE=1 SV=12 2 2 2 32.544 291 291;225 0 3.2919 1292700 0 0 0 0 0 0 0 1176800 2081700 1156900 0 0 0 1392300 2349900 0 0 0 0 0 0 0 0 0 1528500 0 0

P25786 Proteasome subunit alpha type-1PSMA1 >sp|P25786|PSA1_HUMAN Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 SV=1;>sp|P25786-2|PSA1_HUMAN Isoform Long of Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1;>tr|F5GX11|F5GX11_HUMAN Proteasome subunit alpha type-1 OS=Homo sapien4 7 7 7 29.555 263 263;269;238;164 0 151.61 6314300 6357700 5103600 6534500 6655300 6587100 7529700 7291800 2072800 2068900 2264300 2819100 3678600 4204900 2258600 2892900 6482500 5307400 4406800 4011600 0 14428000 6347400 0 6262500 6076300 3030400 2631700

P55196 Afadin MLLT4 >tr|Q5TIG5|Q5TIG5_HUMAN Afadin OS=Homo sapiens GN=MLLT4 PE=1 SV=1;>tr|A8MQ02|A8MQ02_HUMAN Afadin OS=Homo sapiens GN=MLLT4 PE=1 SV=2;>tr|J3KN01|J3KN01_HUMAN Afadin OS=Homo sapiens GN=MLLT4 PE=1 SV=1;>sp|P55196-2|AFAD_HUMAN Isoform 1 of Afadin OS=Homo sapien12 5 5 5 189.15 1665 1665;1781;1831;1612;1651;1743;1816;1824;1834;389;247;2500 15.966 932490 1371400 0 0 1789100 1544000 1882100 1947800 3000200 2065900 2675900 0 1016700 1098200 0 2122000 0 0 0 0 0 1757300 1671100 1938400 2244700 1370400 2684400 2953100

P63096 Guanine nucleotide-binding protein G(i) subunit alpha-1GNAI1 >sp|P63096|GNAI1_HUMAN Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Homo sapiens GN=GNAI1 PE=1 SV=2;>sp|P63096-2|GNAI1_HUMAN Isoform 2 of Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Homo sapiens GN=GNAI1;>tr|C9JPP4|C9JPP4_HUMAN4 8 3 3 40.361 354 354;302;144;41 0 65.478 0 0 0 0 0 936320 0 0 3624400 2055100 1855400 1978800 0 0 3414600 1917600 0 0 0 0 0 0 0 0 0 0 4243200 0

Q8IYT4 Katanin p60 ATPase-containing subunit A-like 2KATNAL2 >sp|Q8IYT4-2|KATL2_HUMAN Isoform 2 of Katanin p60 ATPase-containing subunit A-like 2 OS=Homo sapiens GN=KATNAL2;>sp|Q8IYT4|KATL2_HUMAN Katanin p60 ATPase-containing subunit A-like 2 OS=Homo sapiens GN=KATNAL2 PE=2 SV=3;>tr|K7EM02|K7EM02_HUMAN Katanin p60 A4 2 2 2 52.781 466 466;538;128;341 0 3.5913 0 0 4735500 0 3860200 0 0 4327000 0 2052900 1884000 0 3253900 3632100 0 0 0 0 0 0 0 0 0 0 4738300 0 0 0

Q9Y3D6 Mitochondrial fission 1 proteinFIS1 >sp|Q9Y3D6|FIS1_HUMAN Mitochondrial fission 1 protein OS=Homo sapiens GN=FIS1 PE=1 SV=21 3 3 3 16.937 152 152 0 2.9792 2782000 0 0 0 0 0 0 0 2261800 2045400 0 0 0 2026000 0 2397200 0 0 0 0 0 0 0 0 0 2758700 0 0

Q9Y6G9 Cytoplasmic dynein 1 light intermediate chain 1DYNC1LI1 >sp|Q9Y6G9|DC1L1_HUMAN Cytoplasmic dynein 1 light intermediate chain 1 OS=Homo sapiens GN=DYNC1LI1 PE=1 SV=34 5 5 4 56.578 523 523;190;192;407 0 17.494 1943100 1758500 1123100 1747400 1382400 1495700 2047500 1351700 2377500 2043800 2390500 3067700 1529000 1881500 1437100 1340800 0 0 0 0 4264600 0 0 0 1911100 2033300 1567300 1700300

Q9UKV3 Apoptotic chromatin condensation inducer in the nucleusACIN1 >tr|S4R3H4|S4R3H4_HUMAN Apoptotic chromatin condensation inducer in the nucleus OS=Homo sapiens GN=ACIN1 PE=1 SV=1;>tr|E7EQT4|E7EQT4_HUMAN Apoptotic chromatin condensation inducer in the nucleus OS=Homo sapiens GN=ACIN1 PE=1 SV=2;>sp|Q9UKV3-5|ACINU_HUMAN I8 8 8 8 145.44 1283 1283;1301;1328;1341;582;583;614;820 115.19 1951300 1803000 2433900 2426600 2967200 3513100 3621100 3507700 1338800 2029100 2307100 2954700 1868200 1838300 2255000 3382100 0 2932700 2950500 2496500 0 0 0 0 3096200 2767100 2276700 3394000

Q66K74 Microtubule-associated protein 1S;MAP1S heavy chain;MAP1S light chainMAP1S >sp|Q66K74-2|MAP1S_HUMAN Isoform 2 of Microtubule-associated protein 1S OS=Homo sapiens GN=MAP1S;>sp|Q66K74|MAP1S_HUMAN Microtubule-associated protein 1S OS=Homo sapiens GN=MAP1S PE=1 SV=26 3 3 3 109.79 1033 1033;1059;93;120;186;1900 8.0306 0 0 0 0 0 0 848310 856620 0 2029100 6889100 2469400 0 0 1763200 0 0 0 0 0 1708300 0 1502200 0 0 1636600 1500400 757400

Q9Y6E0 Serine/threonine-protein kinase 24;Serine/threonine-protein kinase 24 36 kDa subunit;Serine/threonine-protein kinase 24 12 kDa subunitSTK24 >tr|H0Y630|H0Y630_HUMAN Serine/threonine-protein kinase 24 12 kDa subunit (Fragment) OS=Homo sapiens GN=STK24 PE=1 SV=1;>tr|B4DR80|B4DR80_HUMAN Serine/threonine-protein kinase 24 OS=Homo sapiens GN=STK24 PE=2 SV=1;>sp|Q9Y6E0-2|STK24_HUMAN Isoform A of Seri6 8 8 3 40.781 369 369;412;431;443;209;1420 54.795 2406100 2459600 2435900 2479100 3375300 3375400 3363400 4036500 1241300 2012900 2509800 3311600 2548000 2137100 1517000 3107000 0 0 0 0 0 1895100 0 3477100 5791000 2480900 2603000 2879000

Q9H3K6 BolA-like protein 2BOLA2 >sp|Q9H3K6-2|BOLA2_HUMAN Isoform 2 of BolA-like protein 2 OS=Homo sapiens GN=BOLA2;>sp|Q9H3K6|BOLA2_HUMAN BolA-like protein 2 OS=Homo sapiens GN=BOLA2 PE=1 SV=1;>tr|H3BV85|H3BV85_HUMAN BolA-like protein 2 (Fragment) OS=Homo sapiens GN=BOLA2B PE=3 SV=1;>tr|5 2 2 2 6.8417 58 58;86;88;89;249 0 36.411 2698000 0 0 0 0 0 0 0 2068900 2010600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9GZT3 "SRA stem-loop-interacting RNA-binding protein, mitochondrial"SLIRP >tr|H0YJW7|H0YJW7_HUMAN SRA stem-loop-interacting RNA-binding protein, mitochondrial (Fragment) OS=Homo sapiens GN=SLIRP PE=1 SV=1;>tr|A0A087WUN7|A0A087WUN7_HUMAN SRA stem-loop-interacting RNA-binding protein, mitochondrial OS=Homo sapiens GN=SLIRP PE=1 SV7 3 3 3 8.6918 76 76;92;96;98;124;107;1090 37.015 2236000 1732100 1847600 1657900 1849200 1736500 1866500 2377500 1683600 1999800 905680 894110 1666500 1918000 1759800 2839100 0 0 2440000 2137600 0 0 0 0 2059600 2390700 0 1867200

P12955 Xaa-Pro dipeptidasePEPD >sp|P12955-3|PEPD_HUMAN Isoform 3 of Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD;>sp|P12955|PEPD_HUMAN Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3;>sp|P12955-2|PEPD_HUMAN Isoform 2 of Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD3 5 5 5 47.261 429 429;493;452 0 63.568 0 1323900 2439100 1508000 3198400 3199000 4005100 5154100 2855800 1989800 2384700 2032300 2626700 2274600 1951100 2365000 3091800 0 0 2109300 0 0 0 0 0 1809600 1997400 1878700

Q96A26 Protein FAM162AFAM162A >tr|F8W7Q4|F8W7Q4_HUMAN Protein FAM162A OS=Homo sapiens GN=FAM162A PE=1 SV=1;>sp|Q96A26|F162A_HUMAN Protein FAM162A OS=Homo sapiens GN=FAM162A PE=1 SV=2;>tr|E9PH05|E9PH05_HUMAN Protein FAM162A OS=Homo sapiens GN=FAM162A PE=1 SV=13 5 5 5 16.515 144 144;154;141 0 24.574 3966300 2392900 1157900 1523800 1132300 927290 1040700 1344800 1719600 1989100 1280000 1298300 3619500 3250200 1834600 2080400 0 0 1733800 0 0 0 4829800 0 0 1042100 1271800 1413100

P05166 "Propionyl-CoA carboxylase beta chain, mitochondrial"PCCB >tr|E7EUY3|E7EUY3_HUMAN Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=PCCB PE=1 SV=1;>tr|E7ETT1|E7ETT1_HUMAN Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=PCCB PE=1 SV=1;>tr|E9PDR0|E9PDR0_HUMAN Propionyl-Co14 11 11 11 55.708 516 516;520;550;570;539;559;423;482;559;405;303;163;134;1920 125.64 3152800 4186700 3696800 2826100 5244600 4756500 5600600 6300400 9660300 1985000 5063000 4796000 2384800 4759800 3299000 3267700 2212200 2086100 3972100 2559800 19538000 14190000 11313000 13949000 5110600 4819700 7895900 14119000

P35749 Myosin-11 MYH11 >tr|B1PS43|B1PS43_HUMAN Myosin heavy chain 11 smooth muscle isoform OS=Homo sapiens GN=MYH11 PE=1 SV=1;>sp|P35749-4|MYH11_HUMAN Isoform 4 of Myosin-11 OS=Homo sapiens GN=MYH11;>sp|P35749-3|MYH11_HUMAN Isoform 3 of Myosin-11 OS=Homo sapiens GN=MYH11;>sp|P355 31 21 21 234.23 2029 2029;1938;1945;1972;19790 297.04 1744600 1590500 0 3079200 2444200 2586200 3552500 5967100 956090 1983700 7824100 12587000 1700100 642630 52767000 30336000 0 0 0 2757000 3760400 3732300 20369000 6627300 4234300 2703700 15673000 30383000

Q96QG7 Myotubularin-related protein 9MTMR9 >tr|E9PR67|E9PR67_HUMAN Myotubularin-related protein 9 OS=Homo sapiens GN=MTMR9 PE=1 SV=1;>sp|Q96QG7|MTMR9_HUMAN Myotubularin-related protein 9 OS=Homo sapiens GN=MTMR9 PE=1 SV=12 2 2 2 11.405 101 101;549 0.001951 2.1222 0 0 0 0 0 0 0 0 0 1978900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BUJ2 Heterogeneous nuclear ribonucleoprotein U-like protein 1HNRNPUL1>tr|A0A0A0MRA5|A0A0A0MRA5_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Homo sapiens GN=HNRNPUL1 PE=4 SV=1;>tr|B7Z4B8|B7Z4B8_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Homo sapiens GN=HNRNPUL1 PE=1 SV=1;>sp|Q9BUJ213 13 13 13 85.939 766 766;767;756;804;856;641;752;371;172;81;118;158;900 98.359 3347100 3315400 3292100 3412900 5647900 5343200 6380100 5590800 2685000 1974500 4602500 5093400 2875100 3522700 4266400 4868600 3317200 3263300 1842100 2376100 6427500 8600900 6811800 5590900 3583100 3618700 4064100 4057600

Q13867 Bleomycin hydrolaseBLMH >tr|K7ES02|K7ES02_HUMAN Bleomycin hydrolase (Fragment) OS=Homo sapiens GN=BLMH PE=1 SV=1;>sp|Q13867|BLMH_HUMAN Bleomycin hydrolase OS=Homo sapiens GN=BLMH PE=1 SV=1;>tr|K7ESE8|K7ESE8_HUMAN Bleomycin hydrolase (Fragment) OS=Homo sapiens GN=BLMH PE=1 SV=1;>t6 5 5 5 37.198 318 318;455;231;263;71;930 27.217 1799100 2428900 2565800 2770300 2651100 3170300 5755300 5872000 8480800 1963800 2942400 1269500 2004100 2117700 0 1099100 1758800 1819800 1758300 2007300 0 0 0 0 3776200 3443600 5050700 2289200

Q8TB36 Ganglioside-induced differentiation-associated protein 1GDAP1 >sp|Q8TB36-2|GDAP1_HUMAN Isoform 2 of Ganglioside-induced differentiation-associated protein 1 OS=Homo sapiens GN=GDAP1;>sp|Q8TB36|GDAP1_HUMAN Ganglioside-induced differentiation-associated protein 1 OS=Homo sapiens GN=GDAP1 PE=1 SV=32 7 7 7 33.479 290 290;358 0 77.417 3489800 3332600 3278700 3048700 1502100 1663900 1731900 1484300 1961400 1957900 2657200 1400600 2270000 2864600 2650900 3377900 2628300 3327200 3402100 2725800 2319600 1589800 4281300 3684500 6313200 6077400 2866800 2440300

P28070 Proteasome subunit beta type-4PSMB4 >sp|P28070|PSB4_HUMAN Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 SV=41 6 6 6 29.204 264 264 0 19.723 2841600 3318900 1847000 3896900 2556000 1885000 2935100 3769400 1880700 1950400 0 0 1756300 3278300 1603800 1250800 0 0 0 1708800 4346100 4827000 0 0 0 0 0 834690

P15586 N-acetylglucosamine-6-sulfataseGNS >tr|H7C3P4|H7C3P4_HUMAN Glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID), isoform CRA_b OS=Homo sapiens GN=GNS PE=1 SV=1;>tr|F6S8M0|F6S8M0_HUMAN N-acetylglucosamine-6-sulfatase OS=Homo sapiens GN=GNS PE=1 SV=1;>sp|P15586-2|GNS_HUMAN Isoform 2 o6 6 6 6 56.374 496 496;584;532;552;303;2480 21.272 4413300 3820500 3475900 3930300 3771500 3646600 5148400 4221000 0 1945400 2073300 2868000 3158600 3827500 2543400 2136900 2016300 3667800 3764800 4944700 5214300 13878000 0 0 3902400 3875100 4525000 2763600

Q9UJU6 Drebrin-like proteinDBNL >sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein OS=Homo sapiens GN=DBNL PE=1 SV=1;>sp|Q9UJU6-2|DBNL_HUMAN Isoform 2 of Drebrin-like protein OS=Homo sapiens GN=DBNL;>sp|Q9UJU6-3|DBNL_HUMAN Isoform 3 of Drebrin-like protein OS=Homo sapiens GN=DBNL;>tr|B4DDD6|B4DD12 7 7 7 48.207 430 430;431;439;406;382;359;327;336;128;50;62;870 19.792 0 4284300 2532900 2493100 3486200 2845000 3111900 2508700 1866200 1941200 2868700 2653600 0 1999900 4025500 4543100 0 0 0 0 0 0 0 0 1790200 0 2920100 3192200

Q9UNF0 Protein kinase C and casein kinase substrate in neurons protein 2PACSIN2 >sp|Q9UNF0-2|PACN2_HUMAN Isoform 2 of Protein kinase C and casein kinase substrate in neurons protein 2 OS=Homo sapiens GN=PACSIN2;>sp|Q9UNF0|PACN2_HUMAN Protein kinase C and casein kinase substrate in neurons protein 2 OS=Homo sapiens GN=PACSIN2 PE=1 SV=25 6 6 6 51.353 445 445;486;152;155;590 33.213 3094400 3555100 3719500 4325500 4136400 4479300 6771100 5839800 2147500 1940400 2645500 3909000 2845100 3370300 3874300 4362400 2712700 1885300 3241400 2932500 0 2753600 2696600 0 3277600 3964800 3666300 4398900

Q9UPY8 Microtubule-associated protein RP/EB family member 3MAPRE3 >tr|C9JB30|C9JB30_HUMAN Microtubule-associated protein RP/EB family member 3 (Fragment) OS=Homo sapiens GN=MAPRE3 PE=1 SV=1;>sp|Q9UPY8-2|MARE3_HUMAN Isoform 2 of Microtubule-associated protein RP/EB family member 3 OS=Homo sapiens GN=MAPRE3;>sp|Q9UPY8|MARE3 5 4 4 24.582 218 218;266;281 0 43.658 0 0 932750 749180 0 0 0 0 0 1939800 0 0 826140 0 0 0 0 0 0 0 0 0 0 0 1771300 1789200 0 0

Q9GZM5 "Protein YIPF3;Protein YIPF3, 36 kDa form III"YIPF3 >tr|D6RFI3|D6RFI3_HUMAN Protein YIPF3 (Fragment) OS=Homo sapiens GN=YIPF3 PE=1 SV=1;>tr|E7EQR8|E7EQR8_HUMAN Protein YIPF3 OS=Homo sapiens GN=YIPF3 PE=1 SV=1;>sp|Q9GZM5|YIPF3_HUMAN Protein YIPF3 OS=Homo sapiens GN=YIPF3 PE=1 SV=1;>tr|D6RGY8|D6RGY8_HUMAN Pro5 3 3 3 28.797 262 262;356;350;109;1360 25.979 1551200 1583600 1154900 1420100 0 0 0 0 2648300 1934800 0 0 1711800 983080 1383200 600660 0 1249100 930840 1044200 0 0 0 0 0 0 0 0

Q96E17 Ras-related protein Rab-3CRAB3C >sp|Q96E17|RAB3C_HUMAN Ras-related protein Rab-3C OS=Homo sapiens GN=RAB3C PE=2 SV=11 7 6 6 25.952 227 227 0 16.648 7346900 6646300 5857500 5915100 718920 519290 764080 944850 796760 1922500 294280 230880 5220700 789210 548450 700000 0 5130100 9405100 8519200 0 0 932040 832160 498020 1437700 343160 355760

Q9UHG3 Prenylcysteine oxidase 1PCYOX1 >sp|Q9UHG3|PCYOX_HUMAN Prenylcysteine oxidase 1 OS=Homo sapiens GN=PCYOX1 PE=1 SV=3;>sp|Q9UHG3-2|PCYOX_HUMAN Isoform 2 of Prenylcysteine oxidase 1 OS=Homo sapiens GN=PCYOX1;>tr|F8W8W4|F8W8W4_HUMAN Prenylcysteine oxidase 1 OS=Homo sapiens GN=PCYOX1 PE=1 SV=6 12 12 12 56.639 505 505;428;293;209;154;1300 68.998 7286700 6987200 6118500 6590500 3606300 3242100 5501200 3394400 1852800 1918700 3115900 3711600 4064800 4908600 3599200 3854700 7284100 6278700 7036700 6202600 7830200 6846300 11419000 11370000 6987800 6868700 3472300 2821300

P11413 Glucose-6-phosphate 1-dehydrogenaseG6PD >sp|P11413|G6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD PE=1 SV=4;>sp|P11413-3|G6PD_HUMAN Isoform 3 of Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD;>sp|P11413-2|G6PD_HUMAN Isoform Long of Glucose-6-phosphate 1-dehyd6 7 7 7 59.256 515 515;545;561;339;320;2560 23.38 0 0 1152900 0 2387700 2639900 2364000 2502700 2638800 1913700 1325700 1468300 0 0 1281500 976940 0 0 0 0 0 0 0 0 1645200 2514400 1227700 1372200

Q13435 Splicing factor 3B subunit 2SF3B2 >tr|A0A087WZZ5|A0A087WZZ5_HUMAN Splicing factor 3B subunit 2 OS=Homo sapiens GN=SF3B2 PE=1 SV=1;>sp|Q13435|SF3B2_HUMAN Splicing factor 3B subunit 2 OS=Homo sapiens GN=SF3B2 PE=1 SV=2;>tr|E9PPJ0|E9PPJ0_HUMAN Splicing factor 3B subunit 2 OS=Homo sapiens GN=S8 12 12 12 97.584 871 871;895;878;354;387;273;81;3150 85.445 4018800 3689700 3999100 4834900 4307900 4800900 5153100 4731500 1910100 1913100 3036600 3233300 2499400 2604100 3563400 3070900 3752500 3433500 2958100 2974900 4976200 7702100 5814000 4960400 3586200 4376000 3361000 3508500

P02786 "Transferrin receptor protein 1;Transferrin receptor protein 1, serum form"TFRC >sp|P02786|TFR1_HUMAN Transferrin receptor protein 1 OS=Homo sapiens GN=TFRC PE=1 SV=2;>tr|G3V0E5|G3V0E5_HUMAN Transferrin receptor (P90, CD71), isoform CRA_c OS=Homo sapiens GN=TFRC PE=1 SV=13 8 8 8 84.87 760 760;679;81 0 24.474 2638600 1601700 1867500 2321100 1314500 1317200 1476000 1231400 2626400 1897600 1686700 4127500 3073900 2805000 2353100 2873900 0 0 2482500 1835700 0 0 0 1410700 3738400 3530500 5790600 4775500

Q8NFU3 Thiosulfate sulfurtransferase/rhodanese-like domain-containing protein 1TSTD1 >sp|Q8NFU3-3|TSTD1_HUMAN Isoform 3 of Thiosulfate sulfurtransferase/rhodanese-like domain-containing protein 1 OS=Homo sapiens GN=TSTD1;>sp|Q8NFU3|TSTD1_HUMAN Thiosulfate sulfurtransferase/rhodanese-like domain-containing protein 1 OS=Homo sapiens GN=TSTD15 2 2 2 11.75 109 109;115;62;74;122 0 15.445 4249500 4322400 3194400 4069400 4823600 3974800 4688700 4627700 3640000 1891300 0 0 5062700 3721800 4113200 4500200 4757100 5077600 0 0 0 0 0 0 0 8481900 3912400 5117900

Q9UNL2 Translocon-associated protein subunit gammaSSR3 >tr|C9JA28|C9JA28_HUMAN Translocon-associated protein subunit gamma OS=Homo sapiens GN=SSR3 PE=1 SV=1;>sp|Q9UNL2|SSRG_HUMAN Translocon-associated protein subunit gamma OS=Homo sapiens GN=SSR3 PE=1 SV=1;>sp|Q9UNL2-2|SSRG_HUMAN Isoform 2 of Translocon-associ3 1 1 1 20.161 174 174;185;198 0 26.884 7323700 0 5962800 5501600 5164400 7230600 6017300 5664500 2363300 1890200 24890000 31809000 13594000 2783200 29422000 0 0 0 7348900 9956700 0 0 0 0 0 0 18599000 12881000

Q15459 Splicing factor 3A subunit 1SF3A1 >sp|Q15459|SF3A1_HUMAN Splicing factor 3A subunit 1 OS=Homo sapiens GN=SF3A1 PE=1 SV=1;>sp|Q15459-2|SF3A1_HUMAN Isoform 2 of Splicing factor 3A subunit 1 OS=Homo sapiens GN=SF3A12 5 5 5 88.885 793 793;728 0 13.309 1437400 1608700 1335000 0 1574100 2185500 1266900 0 1374500 1883000 949840 0 0 2231300 1120300 1237500 0 1812800 1123300 1501700 1825400 0 0 2016900 1390400 1359600 1073100 0

P48539 Purkinje cell protein 4PCP4 >sp|P48539|PCP4_HUMAN Purkinje cell protein 4 OS=Homo sapiens GN=PCP4 PE=1 SV=31 2 2 2 6.7913 62 62 0 18.075 3230500 3369600 3246900 3799600 0 1726800 858850 749260 1838700 1878300 524900 0 2726000 3448900 677140 665430 3683800 4140300 1865300 3033700 0 0 0 0 0 0 652350 0

Q86XP3 ATP-dependent RNA helicase DDX42DDX42 >tr|A0A0A0MSJ0|A0A0A0MSJ0_HUMAN ATP-dependent RNA helicase DDX42 OS=Homo sapiens GN=DDX42 PE=4 SV=1;>sp|Q86XP3-2|DDX42_HUMAN Isoform 2 of ATP-dependent RNA helicase DDX42 OS=Homo sapiens GN=DDX42;>sp|Q86XP3|DDX42_HUMAN ATP-dependent RNA helicase DDX42 OS=H3 3 3 3 77.813 708 708;819;938 0 18.86 0 0 0 0 0 0 0 0 0 1873600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NZ45 CDGSH iron-sulfur domain-containing protein 1CISD1 >sp|Q9NZ45|CISD1_HUMAN CDGSH iron-sulfur domain-containing protein 1 OS=Homo sapiens GN=CISD1 PE=1 SV=11 3 3 3 12.199 108 108 0 35.742 5085900 5456900 4490700 4391000 1409500 1582200 3062500 0 1130200 1867900 2298900 2974000 2828600 4197500 2014100 2495400 0 0 4450700 4103200 0 4471500 10440000 10314000 3407600 5583100 1777500 0

Q9NYB0 Telomeric repeat-binding factor 2-interacting protein 1TERF2IP >sp|Q9NYB0|TE2IP_HUMAN Telomeric repeat-binding factor 2-interacting protein 1 OS=Homo sapiens GN=TERF2IP PE=1 SV=12 4 4 4 44.259 399 399;99 0 27.999 0 0 633030 467710 486540 0 0 0 2678500 1861000 0 0 0 673630 941800 683740 0 0 0 0 0 0 0 0 823980 0 1013100 1142000

P61457 Pterin-4-alpha-carbinolamine dehydratasePCBD1 >sp|P61457|PHS_HUMAN Pterin-4-alpha-carbinolamine dehydratase OS=Homo sapiens GN=PCBD1 PE=1 SV=21 5 5 5 11.999 104 104 0 32.174 3671000 3970500 3577000 3310400 3065400 3209500 6967600 0 1910200 1852600 4078400 2616500 2969900 3537600 1781400 0 0 0 0 0 0 0 0 0 4362600 3783900 0 0

Q15363 Transmembrane emp24 domain-containing protein 2TMED2 >tr|E7EQ72|E7EQ72_HUMAN Transmembrane emp24 domain-containing protein 2 (Fragment) OS=Homo sapiens GN=TMED2 PE=1 SV=2;>sp|Q15363|TMED2_HUMAN Transmembrane emp24 domain-containing protein 2 OS=Homo sapiens GN=TMED2 PE=1 SV=1;>tr|F5GX39|F5GX39_HUMAN Transmem3 3 3 3 18.488 166 166;201;116 0 6.3769 3501500 4500000 4293500 3494600 1064100 687300 0 0 2123500 1847800 0 0 2088500 2922300 1292300 1563300 0 1711100 1258600 1261700 0 0 0 0 0 0 0 0

Q68CQ7 Glycosyltransferase 8 domain-containing protein 1GLT8D1 >tr|C9J880|C9J880_HUMAN Glycosyltransferase 8 domain-containing protein 1 (Fragment) OS=Homo sapiens GN=GLT8D1 PE=4 SV=1;>sp|Q68CQ7-2|GL8D1_HUMAN Isoform 2 of Glycosyltransferase 8 domain-containing protein 1 OS=Homo sapiens GN=GLT8D1;>sp|Q68CQ7|GL8D1_HUMA4 2 2 2 19.42 174 174;259;371;116 0 3.4765 0 0 0 0 0 0 0 0 0 1842200 0 0 0 380640 0 0 0 0 0 0 0 0 0 0 0 409050 0 454350

Q9HCC0 "Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial"MCCC2 >sp|Q9HCC0|MCCB_HUMAN Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=MCCC2 PE=1 SV=1;>sp|Q9HCC0-2|MCCB_HUMAN Isoform 2 of Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=MCCC2;>tr|D6RD67|D6RD67_HUM5 11 11 11 61.332 563 563;525;286;363;3290 65.282 5802200 5252900 2843600 3644900 3770100 3954600 5888900 6166600 2771900 1835800 4398700 5119900 3642800 3463900 5836600 4109000 0 3755700 0 4487200 0 0 0 4607400 6315800 5563500 4392100 4210200

Q6L8Q7 "2,5-phosphodiesterase 12"PDE12 >tr|F6T1Q0|F6T1Q0_HUMAN 2,5-phosphodiesterase 12 OS=Homo sapiens GN=PDE12 PE=1 SV=1;>sp|Q6L8Q7-2|PDE12_HUMAN Isoform 2 of 2,5-phosphodiesterase 12 OS=Homo sapiens GN=PDE12;>sp|Q6L8Q7|PDE12_HUMAN 2,5-phosphodiesterase 12 OS=Homo sapiens GN=PDE12 PE=1 3 8 8 8 52.175 472 472;535;609 0 69.322 1794300 3352200 1877100 1284400 2005600 1452000 2169300 1592100 1739900 1835100 1509700 1104900 1130800 1013200 2893700 2273400 0 0 0 0 0 0 0 0 1749100 1887000 4369700 2016900

Q9ULA0 Aspartyl aminopeptidaseDNPEP >tr|E7ETB3|E7ETB3_HUMAN Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=2;>sp|Q9ULA0|DNPEP_HUMAN Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=1;>tr|E7EMB6|E7EMB6_HUMAN Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=2;>tr|C9JB10 11 11 11 54.502 493 493;475;410;331;273;270;224;89;138;1170 120.75 4205000 4571600 3605300 3739600 5477500 5854600 6941200 6782300 2036100 1834000 3169800 4269100 3483300 3693900 3008500 2867400 4154100 5222800 3516600 3974400 6582600 0 0 3903800 5632200 5614300 3799200 3960800

Q02153 Guanylate cyclase soluble subunit beta-1GUCY1B3 >tr|B7Z685|B7Z685_HUMAN Guanylate cyclase 1, soluble, beta 3, isoform CRA_c OS=Homo sapiens GN=GUCY1B3 PE=2 SV=1;>tr|D6RC99|D6RC99_HUMAN Guanylate cyclase soluble subunit beta-1 OS=Homo sapiens GN=GUCY1B3 PE=3 SV=1;>tr|E9PCN2|E9PCN2_HUMAN Guanylate cyclase6 2 2 2 62.761 551 551;594;641;586;599;6190 13.308 0 0 0 0 0 0 0 0 2011200 1830200 0 0 0 1154400 0 0 0 0 0 0 0 0 0 0 948200 1495100 2513500 1890100

P15170 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A;Eukaryotic peptide chain release factor GTP-binding subunit ERF3BGSPT1 >sp|P15170-2|ERF3A_HUMAN Isoform 2 of Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens GN=GSPT1;>sp|P15170-3|ERF3A_HUMAN Isoform 3 of Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens GN=GSPT6 3 3 3 68.6 636 636;637;475;499;628;1990 91.824 0 0 2583900 1823900 2415200 2011100 1546200 0 2828200 1826000 0 0 2101100 853680 771430 1250600 0 0 0 0 0 0 0 0 0 0 1683100 0

Q13405 "39S ribosomal protein L49, mitochondrial"MRPL49 >sp|Q13405|RM49_HUMAN 39S ribosomal protein L49, mitochondrial OS=Homo sapiens GN=MRPL49 PE=1 SV=1;>tr|H0YDP7|H0YDP7_HUMAN 39S ribosomal protein L49, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL49 PE=1 SV=14 3 3 3 19.198 166 166;127;99;140 0 32.07 1681800 1591000 0 2779800 0 0 0 509270 760470 1825500 3372100 2061600 0 0 1007300 0 1751400 0 1146400 820250 0 0 0 0 1161200 1079100 1414200 1443900

O95674 Phosphatidate cytidylyltransferase 2CDS2 >sp|O95674|CDS2_HUMAN Phosphatidate cytidylyltransferase 2 OS=Homo sapiens GN=CDS2 PE=1 SV=11 2 2 2 51.417 445 445 0 51.638 2787600 3798900 1589800 2031000 1420600 991460 1321100 1363900 2239000 1822100 7518700 4482700 2040600 1942400 2519200 2469200 0 0 0 3601400 0 0 0 0 3839900 3781800 2121900 2153200

Q8NBF2 NHL repeat-containing protein 2NHLRC2 >sp|Q8NBF2|NHLC2_HUMAN NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC2 PE=1 SV=1;>sp|Q8NBF2-2|NHLC2_HUMAN Isoform 2 of NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC22 10 10 10 79.443 726 726;367 0 52.935 1283200 1554400 0 1452200 2389300 2430400 1808000 1932200 2906400 1815000 2202900 3171700 1072000 2757700 3061700 1399900 1122800 1031900 1363400 1352000 1399300 0 0 0 0 1311700 2384000 2111300

P46060 Ran GTPase-activating protein 1RANGAP1 >sp|P46060|RAGP1_HUMAN Ran GTPase-activating protein 1 OS=Homo sapiens GN=RANGAP1 PE=1 SV=1;>tr|H0Y4Q3|H0Y4Q3_HUMAN Ran GTPase-activating protein 1 (Fragment) OS=Homo sapiens GN=RANGAP1 PE=1 SV=14 4 4 4 63.541 587 587;253;100;133 0 25.104 1243900 1095100 0 1205100 1142400 2199500 1624100 1454600 1322000 1812700 0 0 955310 1066300 0 1398600 0 0 0 0 1860500 0 0 0 1419800 2380000 1616700 1028300

O75323 Protein NipSnap homolog 2GBAS >sp|O75323|NIPS2_HUMAN Protein NipSnap homolog 2 OS=Homo sapiens GN=GBAS PE=1 SV=1;>sp|O75323-2|NIPS2_HUMAN Isoform 2 of Protein NipSnap homolog 2 OS=Homo sapiens GN=GBAS6 5 5 5 33.742 286 286;247;81;114;145;650 20.598 2666200 3140000 2349600 1986000 2344700 1934200 4006300 1937300 1862900 1811100 2273400 2552900 1814100 2880500 2798600 2947100 2492600 3046400 2822700 2651900 0 0 0 0 2991200 3571900 2972600 3249000

O00203 AP-3 complex subunit beta-1AP3B1 >sp|O00203-3|AP3B1_HUMAN Isoform 2 of AP-3 complex subunit beta-1 OS=Homo sapiens GN=AP3B1;>sp|O00203|AP3B1_HUMAN AP-3 complex subunit beta-1 OS=Homo sapiens GN=AP3B1 PE=1 SV=33 11 11 11 116.19 1045 1045;1094;154 0 38.523 3407700 2701300 2874100 3262400 2967800 3401800 4224800 3919400 2086600 1810800 4763400 3575700 2351100 3257600 1924900 2116700 3623700 3457200 0 2621300 0 5093100 0 0 4304900 3153300 3139800 2725500

O15212 Prefoldin subunit 6PFDN6 >sp|O15212|PFD6_HUMAN Prefoldin subunit 6 OS=Homo sapiens GN=PFDN6 PE=1 SV=12 3 3 3 14.582 129 129;103 0 16.322 0 2864900 2270700 2332500 4501300 4321800 3692700 2649400 1433100 1809800 2905600 3958900 2499800 2741200 4206400 2018500 0 1079200 0 672040 0 0 0 0 2991100 3003300 3310000 4072400

Q5SZU1 D-3-phosphoglycerate dehydrogenasePHGDH >sp|O43175|SERA_HUMAN D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4;>tr|Q5SZU1|Q5SZU1_HUMAN D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=12 15 15 15 56.65 533 533;499 0 323.31 5377700 4876600 4322300 2537500 21306000 22581000 24565000 27400000 2480200 1808300 15367000 18324000 3441800 3481800 16218000 23525000 2673400 3571100 3215900 2904000 29996000 24438000 18706000 17473000 5087400 5317900 14733000 13441000

Q13442 28 kDa heat- and acid-stable phosphoproteinPDAP1 >sp|Q13442|HAP28_HUMAN 28 kDa heat- and acid-stable phosphoprotein OS=Homo sapiens GN=PDAP1 PE=1 SV=12 4 4 4 20.63 181 181;39 0 49.414 2201800 1935600 1782100 2871900 3155900 2721500 2741500 3486400 588730 1807900 2390100 3370200 1832300 2746900 2857600 2406100 2458400 2351900 0 0 0 6560300 2093500 2117600 3454000 2830100 3643500 2495200

Q9NZU5 LIM and cysteine-rich domains protein 1LMCD1 >tr|H7C3D2|H7C3D2_HUMAN LIM and cysteine-rich domains protein 1 (Fragment) OS=Homo sapiens GN=LMCD1 PE=4 SV=1;>tr|F5GX84|F5GX84_HUMAN LIM and cysteine-rich domains protein 1 OS=Homo sapiens GN=LMCD1 PE=4 SV=2;>tr|C9IYS1|C9IYS1_HUMAN LIM and cysteine-rich d6 5 5 5 22.897 204 204;233;234;365;292;2530 14.188 3189700 4045500 3882900 2510000 2987900 3876100 2394800 4268800 2052300 1807300 1510800 1619800 2541200 2394900 1954300 1696100 0 0 0 0 0 0 0 1603600 3793200 3352600 1988500 1298400

Q96C19 EF-hand domain-containing protein D2EFHD2 >sp|Q96C19|EFHD2_HUMAN EF-hand domain-containing protein D2 OS=Homo sapiens GN=EFHD2 PE=1 SV=1;>tr|H0Y4Y4|H0Y4Y4_HUMAN EF-hand domain-containing protein D2 (Fragment) OS=Homo sapiens GN=EFHD2 PE=1 SV=15 8 8 8 26.697 240 240;179;142;143;2390 31.163 1110700 1259200 1607800 1465800 4624400 4439800 3922000 4658300 886340 1804100 1827400 1636800 1667700 1492300 1667300 2351800 3423100 1085900 774830 0 5659600 6408800 3282800 3688000 684730 858590 1658500 850770

P54710 Sodium/potassium-transporting ATPase subunit gammaFXYD2 >sp|P54710-2|ATNG_HUMAN Isoform 2 of Sodium/potassium-transporting ATPase subunit gamma OS=Homo sapiens GN=FXYD2;>tr|A0A087WZ82|A0A087WZ82_HUMAN FXYD domain-containing ion transport regulator 6 OS=Homo sapiens GN=FXYD6 PE=4 SV=1;>sp|P54710|ATNG_HUMAN Sodiu3 2 2 2 7.3553 64 64;144;66 0 26.565 3412500 2600000 2289600 2419300 2163200 2272700 2259900 2430100 2523200 1801600 0 2259900 0 2838600 2375100 2102300 0 0 0 0 0 0 0 0 3436400 4791700 2591700 0

Q12907 Vesicular integral-membrane protein VIP36LMAN2 >sp|Q12907|LMAN2_HUMAN Vesicular integral-membrane protein VIP36 OS=Homo sapiens GN=LMAN2 PE=1 SV=1;>tr|D6RBV2|D6RBV2_HUMAN Vesicular integral-membrane protein VIP36 OS=Homo sapiens GN=LMAN2 PE=1 SV=1;>tr|D6RIU4|D6RIU4_HUMAN Vesicular integral-membrane pro5 9 9 9 40.228 356 356;325;192;288;2030 24.85 3454000 2652200 2086600 0 2006300 2098100 2803700 2158300 1558000 1800200 0 1854200 1819900 1765300 2469000 1762500 3279400 2990400 5028000 3172500 0 2166600 0 0 3394400 3412200 1286000 0

P62263 40S ribosomal protein S14RPS14 >sp|P62263|RS14_HUMAN 40S ribosomal protein S14 OS=Homo sapiens GN=RPS14 PE=1 SV=3;>tr|H0YB22|H0YB22_HUMAN 40S ribosomal protein S14 (Fragment) OS=Homo sapiens GN=RPS14 PE=1 SV=1;>tr|E5RH77|E5RH77_HUMAN 40S ribosomal protein S14 OS=Homo sapiens GN=RPS14 PE3 8 8 8 16.273 151 151;120;134 0 91.682 2819800 3615000 2919900 2818100 3267300 4394000 7066800 4463200 952880 1796900 2928000 3064300 2089000 2292800 3574300 6810100 2597400 3002700 2526800 2892400 0 0 0 0 1986500 2611300 2455700 2493600

P30837 "Aldehyde dehydrogenase X, mitochondrial"ALDH1B1 >sp|P30837|AL1B1_HUMAN Aldehyde dehydrogenase X, mitochondrial OS=Homo sapiens GN=ALDH1B1 PE=1 SV=31 11 9 9 57.206 517 517 0 100.48 1872800 2921000 1977400 1538000 2168200 1816200 2908800 1640600 2709700 1784700 4830400 4436900 2466800 2796300 8585700 4764200 0 2744400 0 0 0 0 0 0 0 2185200 4366300 3180900

Q14258 E3 ubiquitin/ISG15 ligase TRIM25TRIM25 >sp|Q14258|TRI25_HUMAN E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=21 8 8 8 70.973 630 630 0 143 514400 0 1832400 2007300 2538600 1591300 3602900 2011900 0 1779800 4959900 8436000 987510 1532400 1862100 0 0 0 0 0 0 0 0 0 1554300 0 5350500 3869200

Q8WXH0 Nesprin-2 SYNE2 >sp|Q8WXH0|SYNE2_HUMAN Nesprin-2 OS=Homo sapiens GN=SYNE2 PE=1 SV=3;>sp|Q8WXH0-2|SYNE2_HUMAN Isoform 2 of Nesprin-2 OS=Homo sapiens GN=SYNE2;>tr|G3V5X4|G3V5X4_HUMAN Nesprin-2 OS=Homo sapiens GN=SYNE2 PE=1 SV=1;>tr|A0A0A0MRE3|A0A0A0MRE3_HUMAN Nesprin-2 OS=H9 5 5 5 796.43 6885 6885;6907;6818;6824;3270;1113;162;570;8550 40.842 0 2201800 0 0 0 0 0 0 1997100 1767900 1041300 860390 1501000 0 1358300 1526200 0 0 0 0 0 0 0 0 0 0 1918700 2286500

Q9NUQ7 Ufm1-specific protease 2UFSP2 >sp|Q9NUQ7|UFSP2_HUMAN Ufm1-specific protease 2 OS=Homo sapiens GN=UFSP2 PE=1 SV=3;>tr|D6RGX2|D6RGX2_HUMAN Ufm1-specific protease 2 OS=Homo sapiens GN=UFSP2 PE=1 SV=1;>tr|D6RB53|D6RB53_HUMAN Ufm1-specific protease 2 OS=Homo sapiens GN=UFSP2 PE=1 SV=1;>tr|D6 4 4 4 53.261 469 469;387;112;124;197;3680 11.449 0 1494300 884330 1492600 0 0 1141400 1318800 1107800 1763800 1812600 1940000 833320 1538100 1466400 2008100 0 0 0 0 0 0 0 0 1680800 1092600 2204000 1608500

Q96RQ3 "Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial"MCCC1 >tr|E9PHF7|E9PHF7_HUMAN Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Homo sapiens GN=MCCC1 PE=1 SV=1;>sp|Q96RQ3|MCCA_HUMAN Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Homo sapiens GN=MCCC1 PE=1 SV=3;>tr|F5GYT8|F5GYT8_5 8 8 8 68.331 616 616;725;575;598;4340 48.818 2507300 2599700 2279200 2207600 1338600 1652000 2583300 2901400 1386800 1763300 2094700 1272900 2128200 2008900 2555800 2469200 0 2102200 1988800 0 0 0 0 0 2892900 2424800 2414700 2353500

Q8NBX0 Saccharopine dehydrogenase-like oxidoreductaseSCCPDH >sp|Q8NBX0|SCPDL_HUMAN Saccharopine dehydrogenase-like oxidoreductase OS=Homo sapiens GN=SCCPDH PE=1 SV=11 7 7 7 47.151 429 429 0 39.584 3009500 2436400 2793200 2688700 1847500 1070700 2033700 1953800 1516800 1763100 2502300 2737100 2160000 2425400 2779400 2929300 2118600 1784700 2899600 2584700 0 0 0 2081600 1999800 2987100 2512200 2360700

P42330 Aldo-keto reductase family 1 member C3AKR1C3 >tr|A0A0A0MSS8|A0A0A0MSS8_HUMAN Aldo-keto reductase family 1 member C3 OS=Homo sapiens GN=AKR1C3 PE=4 SV=1;>sp|P42330|AK1C3_HUMAN Aldo-keto reductase family 1 member C3 OS=Homo sapiens GN=AKR1C3 PE=1 SV=4;>tr|S4R3Z2|S4R3Z2_HUMAN Aldo-keto reductase family 7 9 9 4 36.867 323 323;323;300;204;205;155;3230 27.594 3467300 3213900 2333500 2165600 6006600 5898000 4060200 2913800 2180600 1754400 3498600 3336600 2596300 2774900 4291400 4370700 0 0 1969600 1479400 0 1027300 0 0 0 0 3392000 3166100

P47813 "Eukaryotic translation initiation factor 1A, X-chromosomal;Eukaryotic translation initiation factor 1A, Y-chromosomal"EIF1AX >sp|P47813|IF1AX_HUMAN Eukaryotic translation initiation factor 1A, X-chromosomal OS=Homo sapiens GN=EIF1AX PE=1 SV=2;>sp|O14602|IF1AY_HUMAN Eukaryotic translation initiation factor 1A, Y-chromosomal OS=Homo sapiens GN=EIF1AY PE=1 SV=4;>tr|X6RAC9|X6RAC9_HU4 3 3 3 16.46 144 144;144;116;127 0 12.992 0 0 2779000 3184400 4373000 4387700 0 1894800 0 1752400 1740300 1679900 2439800 1947000 0 2097200 1922400 2102000 2748200 2329000 0 0 0 0 2270900 2138300 0 1762000

Q92896 Golgi apparatus protein 1GLG1 >sp|Q92896|GSLG1_HUMAN Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2;>sp|Q92896-3|GSLG1_HUMAN Isoform 3 of Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1;>sp|Q92896-2|GSLG1_HUMAN Isoform 2 of Golgi apparatus protein 1 OS=Homo sapiens GN=GL6 13 13 13 134.55 1179 1179;1192;1203;698;74;3050 53.525 4240400 4874000 4114400 4230800 3334400 3602800 4618100 4342700 2133900 1744600 3348400 4824200 3036700 4975100 4311500 3466500 2972800 4628100 3946300 4129800 2210700 0 9516600 9666400 4791700 5221000 3632700 4426400

Q14683 Structural maintenance of chromosomes protein 1ASMC1A >sp|Q14683|SMC1A_HUMAN Structural maintenance of chromosomes protein 1A OS=Homo sapiens GN=SMC1A PE=1 SV=2;>tr|G8JLG1|G8JLG1_HUMAN Structural maintenance of chromosomes protein OS=Homo sapiens GN=SMC1A PE=1 SV=24 5 5 5 143.23 1233 1233;1211;54;262 0 29.308 0 0 0 1407600 946890 0 1578500 1203300 1661900 1739600 1936900 2395600 0 0 1714000 2457400 0 0 0 0 0 0 1645600 2004600 0 1964500 1298400 0

Q9NVJ2 ADP-ribosylation factor-like protein 8BARL8B >sp|Q9NVJ2|ARL8B_HUMAN ADP-ribosylation factor-like protein 8B OS=Homo sapiens GN=ARL8B PE=1 SV=12 3 3 2 21.539 186 186;163 0 7.6307 3853300 1353000 1796900 2301100 0 0 1120000 0 1119600 1738600 0 0 1668800 1973400 494480 998560 1725800 1019400 1633200 1443300 0 0 2062200 0 0 0 0 0

Q7L5N1 COP9 signalosome complex subunit 6COPS6 >tr|E7EM64|E7EM64_HUMAN COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE=1 SV=1;>sp|Q7L5N1|CSN6_HUMAN COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE=1 SV=13 6 6 6 36.064 326 326;327;123 0 16.843 3595200 3806600 2779600 3421700 4499700 4820600 4775600 4151600 3567400 1733100 2897000 3544100 2874900 3703300 2262800 3431000 2469300 3464200 2777300 2424400 6377800 5491500 0 0 3829100 3841100 2572200 4240400

Q8NDC0 MAPK-interacting and spindle-stabilizing protein-likeMAPK1IP1L>sp|Q8NDC0|MISSL_HUMAN MAPK-interacting and spindle-stabilizing protein-like OS=Homo sapiens GN=MAPK1IP1L PE=1 SV=41 1 1 1 24.269 245 245 0 55.827 0 1536800 1418700 0 1598600 2504900 1600900 1993400 1274600 1729600 1616400 3681300 0 1551400 0 1913000 0 0 0 0 0 0 0 0 6842900 4750100 5849700 10642000

P49721 Proteasome subunit beta type-2PSMB2 >sp|P49721|PSB2_HUMAN Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=1;>tr|A0A087WVV1|A0A087WVV1_HUMAN Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=12 6 6 6 22.836 201 201;84 0 21.37 7467900 6014600 4377100 4206900 3263400 4237700 4815900 7342300 2194300 1725100 0 0 7583200 10150000 3650400 3072800 4974500 0 3862200 1107800 0 0 0 0 4143900 7543600 2598200 4411900

P30043 Flavin reductase (NADPH)BLVRB >sp|P30043|BLVRB_HUMAN Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=3;>tr|M0R192|M0R192_HUMAN Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=1;>tr|M0QZL1|M0QZL1_HUMAN Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=13 5 5 5 22.119 206 206;163;154 0 18.782 2406000 1902200 2362500 3091500 3936300 4047400 3319900 5189400 1051600 1713700 1592500 1715100 2294500 2545500 1456600 2060500 3274500 2124400 2024900 2276200 0 0 0 0 1408000 2140800 1970100 1054200

Q15369 Transcription elongation factor B polypeptide 1TCEB1 >tr|E5RHG8|E5RHG8_HUMAN Transcription elongation factor B polypeptide 1 (Fragment) OS=Homo sapiens GN=TCEB1 PE=1 SV=1;>sp|Q15369|ELOC_HUMAN Transcription elongation factor B polypeptide 1 OS=Homo sapiens GN=TCEB1 PE=1 SV=1;>tr|R4GMY8|R4GMY8_HUMAN Transcrip4 5 5 5 9.9601 89 89;112;65;96 0 20.18 3287300 3177600 2998400 2378200 3599500 2162100 5782600 800040 2393400 1709500 1161300 835500 2193100 2821200 867090 1687500 1035400 0 771840 3610500 0 3085200 0 0 1374900 0 776850 2562800

Q96HN2 Putative adenosylhomocysteinase 2;Adenosylhomocysteinase;Putative adenosylhomocysteinase 3AHCYL1 >sp|O43865|SAHH2_HUMAN Putative adenosylhomocysteinase 2 OS=Homo sapiens GN=AHCYL1 PE=1 SV=2;>sp|O43865-2|SAHH2_HUMAN Isoform 2 of Putative adenosylhomocysteinase 2 OS=Homo sapiens GN=AHCYL1;>tr|H0Y8B3|H0Y8B3_HUMAN Adenosylhomocysteinase (Fragment) OS=Homo7 9 9 9 58.951 530 530;483;518;508;508;610;6110 44.579 2462300 2443100 2922500 2508600 3946200 3825000 5337500 4320000 1459600 1708100 1335900 1516400 2423100 3282700 1696100 1995400 2652000 2208100 1943500 2388800 0 0 0 0 2536600 2691500 2468100 2242600

P24310 "Cytochrome c oxidase subunit 7A1, mitochondrial"COX7A1 >sp|P24310|CX7A1_HUMAN Cytochrome c oxidase subunit 7A1, mitochondrial OS=Homo sapiens GN=COX7A1 PE=1 SV=2;>tr|K7ER11|K7ER11_HUMAN Cytochrome c oxidase subunit 7A1, mitochondrial (Fragment) OS=Homo sapiens GN=COX7A1 PE=4 SV=52 2 2 2 9.1174 79 79;61 0 9.2797 994660 1300100 1035000 0 1476000 1706600 0 1424500 0 1705500 1929100 2802600 0 0 1591900 1467300 0 0 1864700 0 0 0 0 0 1397600 0 1653600 4097700

Q9Y276 Mitochondrial chaperone BCS1BCS1L >sp|Q9Y276|BCS1_HUMAN Mitochondrial chaperone BCS1 OS=Homo sapiens GN=BCS1L PE=1 SV=1;>tr|H7C492|H7C492_HUMAN Mitochondrial chaperone BCS1 (Fragment) OS=Homo sapiens GN=BCS1L PE=1 SV=16 5 5 5 47.534 419 419;201;206;110;121;1500 65.915 0 0 939380 0 0 0 0 0 660210 1702400 0 0 0 770080 698990 649540 0 0 1343000 799290 0 0 0 0 1169700 564530 518420 244730

M0R026 Acetolactate synthase-like proteinILVBL >sp|A1L0T0|ILVBL_HUMAN Acetolactate synthase-like protein OS=Homo sapiens GN=ILVBL PE=1 SV=2;>tr|M0R026|M0R026_HUMAN Acetolactate synthase-like protein OS=Homo sapiens GN=ILVBL PE=1 SV=1;>tr|M0QZX5|M0QZX5_HUMAN Acetolactate synthase-like protein (Fragment)7 8 8 8 67.867 632 632;525;230;166;262;52;1660 36.154 0 1954400 1530900 1675900 1028400 0 1234300 1435600 0 1689500 0 0 0 0 9435800 8254800 0 0 0 2685000 0 0 0 0 0 0 2009100 3266300

Q15370 Transcription elongation factor B polypeptide 2TCEB2 >tr|B8ZZU8|B8ZZU8_HUMAN Transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B), isoform CRA_b OS=Homo sapiens GN=TCEB2 PE=1 SV=1;>sp|Q15370|ELOB_HUMAN Transcription elongation factor B polypeptide 2 OS=Homo sapiens GN=TCEB2 PE=1 SV=1;>s4 2 2 2 12.527 113 113;118;161;140 0 99.62 0 0 0 0 2682900 3120700 3030700 3662500 0 1688400 1736500 1383700 970720 1220400 1646500 1840800 0 0 0 0 0 0 0 0 1947300 1311900 2279200 1962200

Q9NPA0 ER membrane protein complex subunit 7EMC7 >tr|H0YDT8|H0YDT8_HUMAN ER membrane protein complex subunit 7 (Fragment) OS=Homo sapiens GN=EMC7 PE=1 SV=1;>sp|Q9NPA0|EMC7_HUMAN ER membrane protein complex subunit 7 OS=Homo sapiens GN=EMC7 PE=1 SV=12 2 2 2 20.885 192 192;242 0 7.7743 0 0 0 0 0 0 0 953830 1336500 1682600 2205500 1433600 1002900 1103900 6240500 5613600 0 0 0 0 0 0 0 0 0 0 1556200 0

Q16186 Proteasomal ubiquitin receptor ADRM1ADRM1 >sp|Q16186|ADRM1_HUMAN Proteasomal ubiquitin receptor ADRM1 OS=Homo sapiens GN=ADRM1 PE=1 SV=23 3 3 3 42.153 407 407;141;368 0 57.359 2576800 1529600 1955300 0 1524300 1409600 1581200 1711900 4947700 1682100 7290800 2048600 2519900 1391300 1472300 1011000 0 0 0 0 0 0 0 0 3088200 2378000 2068700 1579800

O95394 Phosphoacetylglucosamine mutasePGM3 >sp|O95394|AGM1_HUMAN Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3 PE=1 SV=1;>sp|O95394-3|AGM1_HUMAN Isoform 2 of Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3;>sp|O95394-4|AGM1_HUMAN Isoform 3 of Phosphoacetylglucosamine mutase OS=Hom12 7 7 7 59.851 542 542;566;570;441;461;113;147;197;71;157;114;1730 102.97 1714300 1693500 4003700 1855300 4030700 2615000 2945800 2086100 1402200 1681900 1786300 2021600 0 3799600 1451900 1774700 0 1476900 1643200 1351900 0 0 0 0 2270500 0 2598300 1851200

P24539 "ATP synthase F(0) complex subunit B1, mitochondrial"ATP5F1 >sp|P24539|AT5F1_HUMAN ATP synthase F(0) complex subunit B1, mitochondrial OS=Homo sapiens GN=ATP5F1 PE=1 SV=2;>tr|Q5QNZ2|Q5QNZ2_HUMAN ATP synthase F(0) complex subunit B1, mitochondrial OS=Homo sapiens GN=ATP5F1 PE=1 SV=12 10 10 10 28.908 256 256;195 0 29.129 3950200 5800000 5157500 5893800 2570000 2510600 4203400 5408700 3587600 1665300 3816200 3813900 4051400 3628100 4262100 5296500 4711500 8666700 9427400 15029000 0 0 15005000 15218000 7690600 8155100 5241300 4907900

P43155 Carnitine O-acetyltransferaseCRAT >sp|P43155-3|CACP_HUMAN Isoform 3 of Carnitine O-acetyltransferase OS=Homo sapiens GN=CRAT;>sp|P43155-2|CACP_HUMAN Isoform 2 of Carnitine O-acetyltransferase OS=Homo sapiens GN=CRAT;>sp|P43155|CACP_HUMAN Carnitine O-acetyltransferase OS=Homo sapiens GN=CRA6 7 7 7 61.87 544 544;605;626;98;161;2010 92.714 1996400 2062200 1723900 2201200 8097600 8349500 9448500 8912100 1102600 1658800 10199000 13157000 2491800 1926800 14627000 9121700 0 2740400 1761200 1785500 7101100 10181000 16703000 5150600 1919200 2306200 8331200 7065600

Q9BQE3 Tubulin alpha-1C chainTUBA1C >tr|F5H5D3|F5H5D3_HUMAN Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1;>sp|Q9BQE3|TBA1C_HUMAN Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1;>tr|F8VVB9|F8VVB9_HUMAN Tubulin alpha-1B chain (Fragment) OS=Homo sapiens GN=TUBA1B PE=4 SV12 23 2 2 57.73 519 519;449;247;112;130;75;81;47;49;26;231;2410 41.779 0 0 0 0 1224300 1349000 0 0 0 1656000 0 0 0 0 3448800 1312300 0 0 1248700 1057400 0 0 0 0 0 0 0 0

P14543 Nidogen-1 NID1 >sp|P14543-2|NID1_HUMAN Isoform 2 of Nidogen-1 OS=Homo sapiens GN=NID1;>sp|P14543|NID1_HUMAN Nidogen-1 OS=Homo sapiens GN=NID1 PE=1 SV=32 8 8 8 122.02 1114 1114;1247 0 34.77 0 0 0 0 1362400 0 0 0 1035400 1654100 1856700 1770300 0 0 3116700 4261300 0 0 0 0 0 0 0 0 0 0 2760200 2706100

Q02880 DNA topoisomerase 2;DNA topoisomerase 2-betaTOP2B >tr|E9PCY5|E9PCY5_HUMAN DNA topoisomerase 2 (Fragment) OS=Homo sapiens GN=TOP2B PE=1 SV=1;>sp|Q02880-2|TOP2B_HUMAN Isoform Beta-1 of DNA topoisomerase 2-beta OS=Homo sapiens GN=TOP2B;>sp|Q02880|TOP2B_HUMAN DNA topoisomerase 2-beta OS=Homo sapiens GN=TOP2B 3 5 5 5 130.48 1150 1150;1621;1626 0 25.327 2297900 1714000 1671700 0 676410 764980 724710 846540 3875800 1650800 1978200 3732000 1678800 2242000 7851400 1813900 0 1534200 1751500 1797500 0 0 0 0 2658900 1882900 2769300 3467100

Q9UFM8 NeuroplastinNPTN >tr|Q9UFM8|Q9UFM8_HUMAN Neuroplastin (Fragment) OS=Homo sapiens GN=DKFZp566H1924 PE=2 SV=2;>sp|Q9Y639-3|NPTN_HUMAN Isoform 3 of Neuroplastin OS=Homo sapiens GN=NPTN;>sp|Q9Y639-1|NPTN_HUMAN Isoform 1 of Neuroplastin OS=Homo sapiens GN=NPTN;>sp|Q9Y639-4|NPTN8 3 3 3 34.815 308 308;278;282;337;394;398;152;1840 13.795 0 0 0 0 404290 608690 589080 558790 1342400 1650600 743960 835330 917790 1049300 1832200 1800900 0 0 1632600 2437700 0 0 790530 809750 0 0 770240 736250

P20674 "Cytochrome c oxidase subunit 5A, mitochondrial"COX5A >sp|P20674|COX5A_HUMAN Cytochrome c oxidase subunit 5A, mitochondrial OS=Homo sapiens GN=COX5A PE=1 SV=2;>tr|H3BNX8|H3BNX8_HUMAN Cytochrome c oxidase subunit 5A, mitochondrial OS=Homo sapiens GN=COX5A PE=1 SV=15 7 7 7 16.762 150 150;153;69;111;84 0 23.3 3986000 5284700 3090800 3318200 3225600 3145600 2801600 3774400 7241500 1648300 1960200 4134800 4005100 3171700 2426700 2054500 3344300 2587600 2826600 3314000 0 0 1189100 1165300 4539000 4216800 2182300 0

Q9C0D9 Ethanolaminephosphotransferase 1EPT1 >tr|C9JAG1|C9JAG1_HUMAN Ethanolaminephosphotransferase 1 (Fragment) OS=Homo sapiens GN=EPT1 PE=1 SV=1;>tr|A0A087WW58|A0A087WW58_HUMAN Ethanolaminephosphotransferase 1 OS=Homo sapiens GN=EPT1 PE=1 SV=1;>sp|Q9C0D9|EPT1_HUMAN Ethanolaminephosphotransferase 1 3 2 2 2 20.557 180 180;396;397 0 15.036 0 1068800 0 0 570470 638530 626630 608330 0 1640600 2048900 2179300 2035200 0 2242700 1853500 0 0 0 0 0 0 0 1701800 2371500 1848400 2923200 0

Q8NE71 ATP-binding cassette sub-family F member 1ABCF1 >tr|H0YGW7|H0YGW7_HUMAN ATP-binding cassette sub-family F member 1 (Fragment) OS=Homo sapiens GN=ABCF1 PE=1 SV=1;>sp|Q8NE71-2|ABCF1_HUMAN Isoform 2 of ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=ABCF1;>sp|Q8NE71|ABCF1_HUMAN ATP-binding ca3 4 4 4 67.55 596 596;807;845 0 41.197 756710 660960 1496100 1952100 1824700 2015400 2351600 2465500 1015100 1638400 3444800 2360400 1044100 815650 801460 984520 0 0 0 0 0 0 0 0 1119500 1313200 2051700 1805500

P49841 Glycogen synthase kinase-3 betaGSK3B >sp|P49841|GSK3B_HUMAN Glycogen synthase kinase-3 beta OS=Homo sapiens GN=GSK3B PE=1 SV=2;>sp|P49841-2|GSK3B_HUMAN Isoform 2 of Glycogen synthase kinase-3 beta OS=Homo sapiens GN=GSK3B2 2 2 2 46.744 420 420;433 0 21.295 0 0 0 0 1340100 0 1435600 1389600 0 1636800 2289600 2391800 0 1568600 1100100 0 0 0 0 0 0 0 0 0 0 2064800 1835900 4212900

P01023 Alpha-2-macroglobulinA2M >sp|P01023|A2MG_HUMAN Alpha-2-macroglobulin OS=Homo sapiens GN=A2M PE=1 SV=33 12 12 11 163.29 1474 1474;1268;1482 0 65.365 1249100 1161600 1662100 1134900 2401400 2809800 4973500 3044000 6150000 1634900 3536700 2000200 3905900 2239300 7290200 5968400 798540 0 0 0 0 2863400 2489300 2212900 3042100 2812400 6188400 5709200

Q12874 Splicing factor 3A subunit 3SF3A3 >sp|Q12874|SF3A3_HUMAN Splicing factor 3A subunit 3 OS=Homo sapiens GN=SF3A3 PE=1 SV=11 7 7 7 58.848 501 501 0 44.435 3114500 2591200 1504600 1267100 3672800 3023300 3409200 3159400 2474000 1631800 3927300 4314800 2339200 3994400 2346800 1856500 0 0 1073600 1630300 1613100 0 868660 0 2979000 2705800 2076500 3883300

Q6DD88 Atlastin-3 ATL3 >sp|Q6DD88|ATLA3_HUMAN Atlastin-3 OS=Homo sapiens GN=ATL3 PE=1 SV=1;>tr|F5H6I7|F5H6I7_HUMAN Atlastin-3 OS=Homo sapiens GN=ATL3 PE=1 SV=13 7 7 7 60.541 541 541;523;169 0 38.947 3693400 2893500 2640800 2497200 2328800 2182700 2075400 2116200 4625400 1626200 5180100 2484300 2970700 2494500 7495500 4264100 0 3278400 3558700 3172000 3099200 0 3056200 0 4095100 4278000 3745000 3992900

Q9UBW8 COP9 signalosome complex subunit 7aCOPS7A >sp|Q9UBW8|CSN7A_HUMAN COP9 signalosome complex subunit 7a OS=Homo sapiens GN=COPS7A PE=1 SV=1;>tr|F5H7C6|F5H7C6_HUMAN COP9 signalosome complex subunit 7a (Fragment) OS=Homo sapiens GN=COPS7A PE=1 SV=1;>tr|F5GYF7|F5GYF7_HUMAN COP9 signalosome complex subun9 6 6 6 30.276 275 275;192;213;262;125;56;60;62;710 145.53 1791200 1911500 1492200 1409200 3241900 1932500 3467100 2386400 1222300 1626100 2295400 1858500 1616600 1695400 1137100 1544000 1897600 3563400 1421800 0 0 0 0 0 2361100 2063600 2398900 2170600

P12081 "Histidine--tRNA ligase, cytoplasmic"HARS >sp|P12081-4|SYHC_HUMAN Isoform 4 of Histidine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=HARS;>sp|P12081|SYHC_HUMAN Histidine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=HARS PE=1 SV=2;>tr|B4DDD8|B4DDD8_HUMAN Histidine--tRNA ligase, cytoplasmic OS=Homo13 10 10 10 54.846 489 489;509;435;440;449;469;395;288;481;506;334;60;1810 38.225 3707300 1954600 4344000 3912400 4714100 5006500 5150000 5555200 11574000 1624200 7627200 6007500 3391200 3221400 4231400 9193500 5958200 5044500 3085900 0 8171600 5532000 5952700 5181700 4655400 5238300 10459000 6821800

P22760 Arylacetamide deacetylaseAADAC >sp|P22760|AAAD_HUMAN Arylacetamide deacetylase OS=Homo sapiens GN=AADAC PE=1 SV=52 8 8 8 45.733 399 399;204 0 70.576 2653200 3014800 0 1848400 1021000 2503400 2363100 2835700 2068800 1623200 1607800 1742000 2579600 3055300 5039300 3907000 0 0 4176700 1899400 0 0 3957900 3591800 2662000 3187900 0 4589400

Q6PCB0 von Willebrand factor A domain-containing protein 1VWA1 >tr|J3QLP3|J3QLP3_HUMAN von Willebrand factor A domain-containing protein 1 (Fragment) OS=Homo sapiens GN=VWA1 PE=4 SV=1;>sp|Q6PCB0|VWA1_HUMAN von Willebrand factor A domain-containing protein 1 OS=Homo sapiens GN=VWA1 PE=2 SV=13 3 3 3 17.697 167 167;445;148 0 54.549 0 526010 0 0 735520 0 0 1357200 0 1621300 0 2980000 861390 651540 4475000 4692400 0 0 0 0 0 0 0 0 1037100 0 2632100 1307500

P08240 Signal recognition particle receptor subunit alphaSRPR >sp|P08240|SRPR_HUMAN Signal recognition particle receptor subunit alpha OS=Homo sapiens GN=SRPR PE=1 SV=2;>sp|P08240-2|SRPR_HUMAN Isoform 2 of Signal recognition particle receptor subunit alpha OS=Homo sapiens GN=SRPR2 8 8 8 69.81 638 638;610 0 91.052 2200800 2284600 1750100 1899100 4312100 1548200 1660500 1131200 1626800 1615400 2948200 1883000 3960300 4507200 2135900 2287800 2141800 1708000 1564400 1908000 2185500 1807900 3113100 1822100 1577700 3097900 1620400 0

P27694 "Replication protein A 70 kDa DNA-binding subunit;Replication protein A 70 kDa DNA-binding subunit, N-terminally processed"RPA1 >sp|P27694|RFA1_HUMAN Replication protein A 70 kDa DNA-binding subunit OS=Homo sapiens GN=RPA1 PE=1 SV=2;>tr|I3L4R8|I3L4R8_HUMAN Replication protein A 70 kDa DNA-binding subunit (Fragment) OS=Homo sapiens GN=RPA1 PE=1 SV=14 5 5 5 68.137 616 616;313;124;153 0 37.652 0 0 0 1292100 3474500 1607800 1594900 3551600 1577600 1614800 4296500 4779800 2561600 0 3369600 2079800 0 0 0 0 0 0 0 0 1038800 1035300 1796800 1486400

Q52LJ0 Protein FAM98BFAM98B >sp|Q52LJ0|FA98B_HUMAN Protein FAM98B OS=Homo sapiens GN=FAM98B PE=1 SV=1;>sp|Q52LJ0-2|FA98B_HUMAN Isoform 2 of Protein FAM98B OS=Homo sapiens GN=FAM98B2 5 5 5 37.19 330 330;433 0 48.881 5101100 4780000 4020100 4031500 3541200 2623300 2552000 2096400 1508900 1611100 5263100 2324000 2812000 4116700 1429400 1533500 4513100 5098800 0 4809300 0 0 0 0 0 0 0 0

P10636 Microtubule-associated protein tau;Microtubule-associated proteinMAPT >sp|P10636-4|TAU_HUMAN Isoform Tau-B of Microtubule-associated protein tau OS=Homo sapiens GN=MAPT;>tr|I3L170|I3L170_HUMAN Microtubule-associated protein OS=Homo sapiens GN=MAPT PE=1 SV=1;>sp|P10636-3|TAU_HUMAN Isoform Tau-A of Microtubule-associated prote10 3 3 3 39.72 381 381;341;316;352;410;412;383;441;758;7760 35.64 2544800 2294600 2210800 2388400 1958300 1936300 2026200 3813000 1442800 1609500 2139800 1829700 2064000 2086000 1464200 993990 2957800 2741900 0 0 0 0 0 0 3330400 3202000 1563200 1837400

Q9NVD7 Alpha-parvinPARVA >tr|J3KNQ4|J3KNQ4_HUMAN Alpha-parvin OS=Homo sapiens GN=PARVA PE=1 SV=1;>sp|Q9NVD7|PARVA_HUMAN Alpha-parvin OS=Homo sapiens GN=PARVA PE=1 SV=1;>tr|E9PS97|E9PS97_HUMAN Alpha-parvin (Fragment) OS=Homo sapiens GN=PARVA PE=1 SV=18 6 6 6 46.589 412 412;372;209;182;289;327;364;3970 82.049 2585400 2459400 2869800 3124300 6470000 6266100 6253700 4465800 1591300 1605900 14913000 24854000 0 2658400 9464900 12318000 0 0 0 0 0 0 1989900 1560000 1145300 6671300 10038000 12688000

Q9Y2X3 Nucleolar protein 58NOP58 >sp|Q9Y2X3|NOP58_HUMAN Nucleolar protein 58 OS=Homo sapiens GN=NOP58 PE=1 SV=12 13 13 13 59.578 529 529;187 0 58.882 3083900 3401800 3228600 3348800 4655100 4048800 5290100 5017200 1463000 1596200 2737200 2590400 1872200 2480000 2782500 3137700 0 0 1815800 3490900 5364400 8391200 5976200 5316500 2736400 3221800 2560900 2228800

Q9Y5B9 FACT complex subunit SPT16SUPT16H >sp|Q9Y5B9|SP16H_HUMAN FACT complex subunit SPT16 OS=Homo sapiens GN=SUPT16H PE=1 SV=14 4 4 4 119.91 1047 1047;66;81;83 0 54.895 2237500 941810 0 0 1296100 1495600 1645200 1566500 910780 1595000 2557900 12108000 2407800 1642600 5775600 7245600 0 1240100 1747300 1225700 0 0 0 0 2988100 3715700 3185100 3062800

O60613 15 kDa selenoproteinSEP-11 >tr|D6RGI3|D6RGI3_HUMAN Septin 11, isoform CRA_b OS=Homo sapiens GN=SEPT11 PE=1 SV=1;>tr|D6RER5|D6RER5_HUMAN Septin-11 OS=Homo sapiens GN=SEPT11 PE=1 SV=1;>sp|Q9NVA2|SEP11_HUMAN Septin-11 OS=Homo sapiens GN=SEPT11 PE=1 SV=3;>sp|Q9NVA2-2|SEP11_HUMAN Isoform9 11 11 7 49.005 425 425;432;429;439;372;160;126;136;820 92.991 3985800 3578100 2996500 3333000 5620100 5253800 6385300 7363500 997900 1594400 2987200 4230200 2711200 2874000 2002800 2073700 4028800 3423600 3145600 3060600 3005100 3099000 0 3095900 5034800 4704300 3121700 2835600

Q53EL6 Programmed cell death protein 4PDCD4 >sp|Q53EL6-2|PDCD4_HUMAN Isoform 2 of Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4;>sp|Q53EL6|PDCD4_HUMAN Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4 PE=1 SV=22 6 6 6 50.576 458 458;469 0 122.1 1751700 2242500 1898200 1798500 8305000 5890200 9415700 7180100 3952100 1589800 21377000 11933000 5388000 2001400 17028000 5312100 0 0 0 0 7428500 4680700 3522300 3349200 3993900 2265700 9623300 9188900

Q9NS86 LanC-like protein 2LANCL2 >sp|Q9NS86|LANC2_HUMAN LanC-like protein 2 OS=Homo sapiens GN=LANCL2 PE=1 SV=11 4 4 4 50.854 450 450 0 62.771 2437700 1474500 1676400 1270400 2033100 0 2252100 2583100 0 1581000 1710700 1661200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2890900 0

A6NMZ7 Erlin-2 ERLIN2 >tr|E5RHW4|E5RHW4_HUMAN Erlin-2 (Fragment) OS=Homo sapiens GN=ERLIN2 PE=1 SV=1;>sp|O94905|ERLN2_HUMAN Erlin-2 OS=Homo sapiens GN=ERLIN2 PE=1 SV=1;>tr|E5RJ09|E5RJ09_HUMAN Erlin-2 (Fragment) OS=Homo sapiens GN=ERLIN2 PE=1 SV=16 8 8 6 37.725 338 338;339;197;275;152;2060 37.157 5860100 4792500 4286600 4039200 5085300 4130400 3985000 4051400 1076500 1578600 3677500 5842500 2696000 3658700 5372000 7750400 3428000 3552100 3853700 4122200 6174500 6621700 14593000 14516000 5059200 4495900 5119500 4591400

Q9HAV7 "GrpE protein homolog 1, mitochondrial"GRPEL1 >sp|Q9HAV7|GRPE1_HUMAN GrpE protein homolog 1, mitochondrial OS=Homo sapiens GN=GRPEL1 PE=1 SV=21 4 4 4 24.279 217 217 0 13.205 0 2157500 2436800 2429900 1856000 1807200 1772400 1575700 1302200 1576200 7172300 4297700 1338500 746550 792060 1657700 0 0 0 0 0 0 1799600 2138100 2023900 1002000 845500 1718600

P04216 Thy-1 membrane glycoproteinTHY1 >tr|E9PIM6|E9PIM6_HUMAN Thy-1 membrane glycoprotein (Fragment) OS=Homo sapiens GN=THY1 PE=4 SV=3;>tr|E9PNQ8|E9PNQ8_HUMAN Thy-1 membrane glycoprotein (Fragment) OS=Homo sapiens GN=THY1 PE=4 SV=1;>sp|P04216|THY1_HUMAN Thy-1 membrane glycoprotein OS=Homo sapi4 2 2 2 17.041 153 153;165;161;144 0 29.638 1233000 947470 0 913280 0 636940 418400 589410 1891000 1573500 9968200 7169900 0 813030 15634000 3714500 0 0 1128700 1247800 0 0 0 0 1893000 1014000 2206900 3408700

Q9H3N1 Thioredoxin-related transmembrane protein 1TMX1 >sp|Q9H3N1|TMX1_HUMAN Thioredoxin-related transmembrane protein 1 OS=Homo sapiens GN=TMX1 PE=1 SV=12 5 5 5 31.791 280 280;105 0 23.937 3065900 3218700 3107200 2909000 1568100 1554300 987360 1126500 1993100 1572500 787680 404350 2363000 2055000 3918400 2700200 2492800 2706400 4439000 4206500 2053300 1090200 3033400 4771900 2852800 2125700 1449400 1022300

P62917 60S ribosomal protein L8RPL8 >tr|E9PKZ0|E9PKZ0_HUMAN 60S ribosomal protein L8 (Fragment) OS=Homo sapiens GN=RPL8 PE=1 SV=1;>sp|P62917|RL8_HUMAN 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2;>tr|G3V1A1|G3V1A1_HUMAN 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=15 6 6 6 22.389 205 205;257;167;235;1480 23.162 2307400 2870300 2590400 2405300 3520800 3044500 3086400 3793400 938760 1566700 1175200 1327400 1629900 1856400 1223400 1643300 3276600 3215400 2252400 2414100 7261200 8951400 4108900 5872800 2505000 0 1754500 1682700

Q9BX97 Plasmalemma vesicle-associated proteinPLVAP >sp|Q9BX97|PLVAP_HUMAN Plasmalemma vesicle-associated protein OS=Homo sapiens GN=PLVAP PE=2 SV=11 2 2 2 50.594 442 442 0 6.5294 0 0 0 0 0 0 0 0 0 1564000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q15020 Squamous cell carcinoma antigen recognized by T-cells 3SART3 >tr|F8VV04|F8VV04_HUMAN Squamous cell carcinoma antigen recognized by T-cells 3 (Fragment) OS=Homo sapiens GN=SART3 PE=1 SV=1;>sp|Q15020-4|SART3_HUMAN Isoform 4 of Squamous cell carcinoma antigen recognized by T-cells 3 OS=Homo sapiens GN=SART3;>sp|Q15020|8 9 9 9 89.04 771 771;927;963;364;305;111;156;1290 63.8 2248900 1800600 2104200 2365200 3400800 2955200 2732700 3134700 1779100 1552800 1985700 2897300 1857900 1479100 777120 1321600 0 0 0 0 0 0 3139100 2782500 2845400 2995000 2353200 2231900

Q00765 Receptor expression-enhancing protein 5REEP5 >sp|Q00765|REEP5_HUMAN Receptor expression-enhancing protein 5 OS=Homo sapiens GN=REEP5 PE=1 SV=35 5 5 5 21.493 189 189;99;122;145;1310 21.038 2923000 2828800 0 1662000 1422000 0 1180800 1188400 418150 1550600 0 1014000 1261700 915880 487930 758660 0 0 0 0 1848300 2577200 1806200 0 1195000 1505700 802840 600480

O95573 Long-chain-fatty-acid--CoA ligase 3ACSL3 >sp|O95573|ACSL3_HUMAN Long-chain-fatty-acid--CoA ligase 3 OS=Homo sapiens GN=ACSL3 PE=1 SV=33 5 5 3 80.419 720 720;95;213 0 15.158 1471500 1392700 1590700 1487700 1145100 1175300 1195200 955340 1727200 1549100 2032500 1120000 0 1288100 2424400 2406300 1649100 1787200 1525900 0 409960 813560 1349100 0 1857700 1376300 1186000 4124800

Q13509 Tubulin beta-3 chainTUBB3 >sp|Q13509|TBB3_HUMAN Tubulin beta-3 chain OS=Homo sapiens GN=TUBB3 PE=1 SV=2;>sp|Q13509-2|TBB3_HUMAN Isoform 2 of Tubulin beta-3 chain OS=Homo sapiens GN=TUBB39 17 4 3 50.432 450 450;378;189;97;118;148;164;55;870 12.817 0 2579100 2807000 2980500 2482900 2462900 2577300 2756300 1737600 1541000 498320 1036100 0 2154800 934920 1007000 1569800 1634300 2633900 2438600 0 0 0 0 4669700 3514900 1891600 842380

Q14696 LDLR chaperone MESDMESDC2 >sp|Q14696|MESD_HUMAN LDLR chaperone MESD OS=Homo sapiens GN=MESDC2 PE=1 SV=21 4 4 4 26.076 234 234 0 31.295 1401000 2511200 2238600 2488700 1737500 1727900 2336500 2196900 2084000 1536500 1875300 1986000 1831300 2648900 1537700 4998700 0 1999800 2093700 2153400 3554300 3263800 2895500 2803500 0 0 1519900 1265800

P0CG37 Cryptic protein;Cryptic family protein 1BCFC1 >sp|P0CG37|CFC1_HUMAN Cryptic protein OS=Homo sapiens GN=CFC1 PE=1 SV=1;>sp|P0CG36|CFC1B_HUMAN Cryptic family protein 1B OS=Homo sapiens GN=CFC1B PE=3 SV=1;>tr|A0A087WX98|A0A087WX98_HUMAN Cryptic protein OS=Homo sapiens GN=CFC1 PE=4 SV=1;>tr|A0A087WWE4|A0A4 3 3 3 24.612 223 223;223;148;148 0 44.104 1162000 396030 1826600 1926500 5055000 4210500 3497000 8891500 4798100 1534300 1460900 2020600 4386100 4425900 0 4078400 0 0 0 0 0 0 0 0 1258000 1741200 0 10912000

O43854 EGF-like repeat and discoidin I-like domain-containing protein 3EDIL3 >sp|O43854-2|EDIL3_HUMAN Isoform 2 of EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Homo sapiens GN=EDIL3;>sp|O43854|EDIL3_HUMAN EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Homo sapiens GN=EDIL3 PE=1 SV=12 4 4 4 52.747 470 470;480 0 16.021 1392500 1670900 1333400 1264700 989540 1142700 1101400 1076000 1875500 1524500 844570 704690 1480700 1481200 0 2097900 0 0 0 0 0 0 0 1711900 1614400 1752100 3884600 932200

Q9NZL9 Methionine adenosyltransferase 2 subunit betaMAT2B >sp|Q9NZL9|MAT2B_HUMAN Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B PE=1 SV=1;>sp|Q9NZL9-3|MAT2B_HUMAN Isoform 3 of Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B;>sp|Q9NZL9-2|MAT2B_HUMAN Isoform 2 of Methi7 5 5 5 37.551 334 334;259;323;306;117;198;830 70.201 1197000 1208000 1670100 1610000 3093900 3431700 4627400 3799200 1615600 1521500 7024100 3479500 1708500 2700800 2124000 1438100 0 0 886800 1035600 0 0 0 0 3132400 3178000 4535700 2804400

P16989 Y-box-binding protein 3YBX3 >sp|P16989-2|YBOX3_HUMAN Isoform 2 of Y-box-binding protein 3 OS=Homo sapiens GN=YBX3;>sp|P16989|YBOX3_HUMAN Y-box-binding protein 3 OS=Homo sapiens GN=YBX3 PE=1 SV=4;>sp|P16989-3|YBOX3_HUMAN Isoform 3 of Y-box-binding protein 3 OS=Homo sapiens GN=YBX35 9 9 6 31.947 303 303;372;342;364;1700 74.539 3981300 4375300 3667300 2907000 8880900 7598400 8269000 8933100 1746500 1513800 4866500 7267000 2433900 2481800 2512600 2808200 4324200 4229800 3203400 3668000 13411000 14013000 6113300 6308700 3990100 4001700 5887400 4358000

Q9NZB2 Constitutive coactivator of PPAR-gamma-like protein 1FAM120A >sp|Q9NZB2-4|F120A_HUMAN Isoform D of Constitutive coactivator of PPAR-gamma-like protein 1 OS=Homo sapiens GN=FAM120A;>sp|Q9NZB2|F120A_HUMAN Constitutive coactivator of PPAR-gamma-like protein 1 OS=Homo sapiens GN=FAM120A PE=1 SV=2;>sp|Q9NZB2-6|F120A_HUMA6 15 15 15 117.4 1072 1072;1118;1146;628;651;1960 79.579 3462800 3218700 3280400 3369600 4603700 5299000 4560700 5320400 895200 1512500 2676000 3488100 2308600 2935500 2206800 1898100 2949000 2941500 2362200 2272800 6315700 0 3892600 4402900 4586700 4574800 2447500 2704600

P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A;Peptidyl-prolyl cis-trans isomeraseFKBP1A >tr|A0A087WZM5|A0A087WZM5_HUMAN Peptidyl-prolyl cis-trans isomerase OS=Homo sapiens GN=FKBP1A PE=1 SV=1;>sp|P62942|FKB1A_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens GN=FKBP1A PE=1 SV=2;>tr|Q1JUQ3|Q1JUQ3_HUMAN FK506 binding protein12 OS6 2 2 2 14.926 129 129;108;37;97;103;1160 17.068 1541000 0 2290300 2532800 1430900 2421600 1149900 1373100 1563700 1500800 459660 1329100 1976800 2305400 1194400 1175900 2227200 2847300 0 0 0 0 0 0 0 0 396850 549420

Q9UBQ5 Eukaryotic translation initiation factor 3 subunit KEIF3K >sp|Q9UBQ5|EIF3K_HUMAN Eukaryotic translation initiation factor 3 subunit K OS=Homo sapiens GN=EIF3K PE=1 SV=1;>tr|K7ERF1|K7ERF1_HUMAN Eukaryotic translation initiation factor 3 subunit K OS=Homo sapiens GN=EIF3K PE=1 SV=1;>sp|Q9UBQ5-2|EIF3K_HUMAN Isoform 9 7 7 7 25.059 218 218;192;211;137;140;185;170;131;1240 27.076 2967600 2388400 3983100 2651700 3433100 3928900 5306400 5130700 2124500 1499200 3231600 4132500 2211700 3043000 2723000 3749200 0 0 5673800 0 2532400 2323800 0 0 4165600 4585300 3679700 4785000

P08962 CD63 antigenCD63 >tr|F8VV56|F8VV56_HUMAN CD63 antigen OS=Homo sapiens GN=CD63 PE=1 SV=1;>tr|F8W022|F8W022_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD63 PE=1 SV=1;>tr|F8VWK8|F8VWK8_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD63 PE=1 SV=1;>sp|P08962-3|CD63_HUMAN7 3 3 3 16.021 145 145;215;217;156;215;238;1330 27.939 4288700 548000 3234300 3306400 0 0 0 0 667230 1498700 0 0 2538200 3023900 0 762880 2990900 2672500 3688400 3886400 0 0 0 0 0 0 158440 0

Q13243 Serine/arginine-rich splicing factor 5SRSF5 >sp|Q13243-3|SRSF5_HUMAN Isoform SRP40-4 of Serine/arginine-rich splicing factor 5 OS=Homo sapiens GN=SRSF5;>sp|Q13243|SRSF5_HUMAN Serine/arginine-rich splicing factor 5 OS=Homo sapiens GN=SRSF5 PE=1 SV=1;>tr|B4DJK0|B4DJK0_HUMAN Serine/arginine-rich-splici7 4 3 3 30.858 269 269;272;124;138;99;107;4940 9.0077 1559700 0 0 0 0 1038900 2680300 3984700 0 1496200 2681200 2263100 1563400 1410400 2473900 1108100 0 0 0 0 0 0 0 0 1822500 1578100 1647400 0

P00995 Pancreatic secretory trypsin inhibitorSPINK1 >sp|P00995|ISK1_HUMAN Pancreatic secretory trypsin inhibitor OS=Homo sapiens GN=SPINK1 PE=1 SV=22 3 3 3 8.5067 79 79;65 0 128.7 2693200 2517900 3143500 3106300 26870000 21830000 34046000 25847000 3261200 1492800 30326000 9142800 1902800 2564300 3892200 18291000 0 0 0 0 15254000 0 0 0 3406100 5957500 10737000 78573000

Q6YP21 Kynurenine--oxoglutarate transaminase 3CCBL2 >sp|Q6YP21-3|KAT3_HUMAN Isoform 3 of Kynurenine--oxoglutarate transaminase 3 OS=Homo sapiens GN=CCBL2;>sp|Q6YP21|KAT3_HUMAN Kynurenine--oxoglutarate transaminase 3 OS=Homo sapiens GN=CCBL2 PE=1 SV=1;>tr|A0A0A0MRN7|A0A0A0MRN7_HUMAN Kynurenine--oxoglutarate 5 7 7 7 47.752 420 420;454;262;175;1670 29.581 0 0 1601400 0 0 0 0 0 0 1492300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1323100 0 0 0

Q9UKK9 ADP-sugar pyrophosphataseNUDT5 >tr|A6NFX8|A6NFX8_HUMAN ADP-sugar pyrophosphatase OS=Homo sapiens GN=NUDT5 PE=1 SV=1;>sp|Q9UKK9|NUDT5_HUMAN ADP-sugar pyrophosphatase OS=Homo sapiens GN=NUDT5 PE=1 SV=1;>tr|A6NCQ0|A6NCQ0_HUMAN ADP-sugar pyrophosphatase OS=Homo sapiens GN=NUDT5 PE=1 SV=1;>t6 5 5 5 25.895 232 232;219;180;186;137;980 13.117 2242500 3210900 3066900 2617000 4186700 4557400 4596700 6871400 2185100 1492100 7209600 4402700 2373200 2672300 2375900 3356700 4283900 3360700 0 2534700 0 5831900 0 0 3407500 2222600 2277300 2961100

P35611 Alpha-adducinADD1 >tr|E7EV99|E7EV99_HUMAN Alpha-adducin OS=Homo sapiens GN=ADD1 PE=1 SV=1;>tr|E7ENY0|E7ENY0_HUMAN Alpha-adducin OS=Homo sapiens GN=ADD1 PE=1 SV=1;>sp|P35611-2|ADDA_HUMAN Isoform 2 of Alpha-adducin OS=Homo sapiens GN=ADD1;>sp|P35611-6|ADDA_HUMAN Isoform 6 of 13 4 4 4 70.055 632 632;663;631;662;662;737;768;400;511;143;444;69;1370 59.519 1530900 979490 2245400 744040 3055300 2483500 1538900 1932500 2253300 1491600 11469000 5857000 1618700 1622100 1805700 0 0 0 0 0 0 0 795290 0 988240 2651700 2350100 3511400

Q8WUD1 Ras-related protein Rab-2BRAB2B >sp|Q8WUD1|RAB2B_HUMAN Ras-related protein Rab-2B OS=Homo sapiens GN=RAB2B PE=1 SV=1;>tr|Q5HYI5|Q5HYI5_HUMAN Putative uncharacterized protein DKFZp313C1541 OS=Homo sapiens GN=DKFZp313C1541 PE=1 SV=1;>sp|Q8WUD1-2|RAB2B_HUMAN Isoform 2 of Ras-related protein3 11 3 3 24.214 216 216;209;151 0 9.9278 0 922290 741330 778410 590440 637220 0 621930 0 1486700 685600 996170 699760 0 651950 963210 0 0 0 0 0 0 0 0 870320 1656600 0 0

Q04446 "1,4-alpha-glucan-branching enzyme"GBE1 >sp|Q04446|GLGB_HUMAN 1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=3;>tr|E9PGM4|E9PGM4_HUMAN 1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=12 8 8 8 80.473 702 702;661 0 46.527 2465900 3126700 1903200 2142300 4668200 4037500 5422200 5638800 1280800 1486400 1901600 2514800 2016100 1966300 1767700 2022400 0 0 0 0 0 2530700 3705800 3769300 3083700 3255400 2401000 2140000

P12270 Nucleoprotein TPRTPR;Tpr >sp|P12270|TPR_HUMAN Nucleoprotein TPR OS=Homo sapiens GN=TPR PE=1 SV=3;>tr|Q15624|Q15624_HUMAN Nucleoprotein TPR OS=Homo sapiens GN=Tpr PE=1 SV=13 14 14 14 267.29 2363 2363;726;150 0 62.374 4001600 3881900 3463800 3730600 3950800 4227300 5577200 5334300 1671800 1482600 4144700 3910500 2854600 5713800 2127800 3239300 3617700 2715800 3099100 4165600 3641200 3586000 2759500 3532300 4399500 4296700 3076100 3986800

Q9H936 Mitochondrial glutamate carrier 1SLC25A22 >sp|Q9H936|GHC1_HUMAN Mitochondrial glutamate carrier 1 OS=Homo sapiens GN=SLC25A22 PE=1 SV=1;>tr|E9PS95|E9PS95_HUMAN Mitochondrial glutamate carrier 1 (Fragment) OS=Homo sapiens GN=SLC25A22 PE=1 SV=1;>tr|E9PJH7|E9PJH7_HUMAN Mitochondrial glutamate carrier15 10 10 10 34.47 323 323;196;260;106;110;113;114;119;123;127;135;315;59;72;780 88.929 3800700 3323600 3413400 2821000 1561100 1848800 0 1995000 0 1481200 2551200 3154500 2444400 2430900 3643900 4517300 3476700 3462100 2700200 3189200 0 0 0 0 3018500 3328200 4366400 3327600

O75891 Cytosolic 10-formyltetrahydrofolate dehydrogenaseALDH1L1 >sp|O75891|AL1L1_HUMAN Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L1 PE=1 SV=2;>sp|O75891-3|AL1L1_HUMAN Isoform 3 of Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L1;>sp|O75891-2|AL1L1_HUMAN Isofor7 8 5 5 98.828 902 902;912;801;505;177;157;1680 55.229 0 0 0 0 3366100 0 0 0 0 1457800 2566300 3784600 0 0 2702000 0 0 0 0 0 0 0 0 0 0 0 3013100 2917900

Q96RP9 "Elongation factor G, mitochondrial"GFM1 >sp|Q96RP9|EFGM_HUMAN Elongation factor G, mitochondrial OS=Homo sapiens GN=GFM1 PE=1 SV=2;>sp|Q96RP9-2|EFGM_HUMAN Isoform 2 of Elongation factor G, mitochondrial OS=Homo sapiens GN=GFM1;>tr|C9IZ01|C9IZ01_HUMAN Elongation factor G, mitochondrial OS=Homo sa4 10 10 10 83.471 751 751;770;591;453 0 20.675 2257000 2277000 1992000 0 1437700 1993600 1618500 2515600 1413800 1455400 2186900 3091800 2833300 1464000 2352500 1441000 2079900 3195400 3019400 1765600 0 2026800 1059500 2320500 2671000 2718000 1342500 3118200

P56537 Eukaryotic translation initiation factor 6EIF6 >sp|P56537|IF6_HUMAN Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1;>tr|B7ZBH1|B7ZBH1_HUMAN Eukaryotic translation initiation factor 6 (Fragment) OS=Homo sapiens GN=EIF6 PE=1 SV=1;>sp|P56537-2|IF6_HUMAN Isoform 2 of Eukaryotic5 5 5 5 26.599 245 245;108;226;59;1860 110.52 3060600 3438600 0 0 3029100 2970900 3293300 3401600 0 1447600 2648800 2627500 0 2420800 1945800 1710100 2288400 2397700 0 1826100 0 1422600 0 0 2803100 2501000 2877500 3157700

Q9NUB1 "Acetyl-coenzyme A synthetase 2-like, mitochondrial"ACSS1 >sp|Q9NUB1-2|ACS2L_HUMAN Isoform 2 of Acetyl-coenzyme A synthetase 2-like, mitochondrial OS=Homo sapiens GN=ACSS1;>sp|Q9NUB1|ACS2L_HUMAN Acetyl-coenzyme A synthetase 2-like, mitochondrial OS=Homo sapiens GN=ACSS1 PE=1 SV=2;>sp|Q9NUB1-3|ACS2L_HUMAN Isoform 5 4 4 4 74.626 687 687;689;568;575;1530 9.1804 0 0 0 0 0 1352800 0 0 1225100 1435500 0 0 0 0 1583400 2261500 0 0 0 0 0 0 0 0 0 0 0 0

P61254 60S ribosomal protein L26-like 1;60S ribosomal protein L26RPL26 >tr|J3KTJ8|J3KTJ8_HUMAN 60S ribosomal protein L26 (Fragment) OS=Homo sapiens GN=RPL26 PE=4 SV=3;>tr|J3QRI7|J3QRI7_HUMAN 60S ribosomal protein L26 (Fragment) OS=Homo sapiens GN=RPL26 PE=4 SV=1;>tr|J3QQQ9|J3QQQ9_HUMAN KRAB-A domain-containing protein 2 OS=Ho11 3 3 3 11.597 97 97;107;107;110;128;135;145;145;39;63;630 11.693 4121800 4658800 4067000 3990000 5634900 6157300 5938100 5797800 1752600 1435400 1504300 1836800 4022000 0 0 0 5296600 0 0 4034700 13001000 13610000 8658300 8196600 3315100 3503200 2703700 2778800

P09661 U2 small nuclear ribonucleoprotein ASNRPA1 >sp|P09661|RU2A_HUMAN U2 small nuclear ribonucleoprotein A OS=Homo sapiens GN=SNRPA1 PE=1 SV=2;>tr|H0YMA0|H0YMA0_HUMAN U2 small nuclear ribonucleoprotein A (Fragment) OS=Homo sapiens GN=SNRPA1 PE=1 SV=1;>tr|H0YLR3|H0YLR3_HUMAN U2 small nuclear ribonucleo4 5 5 5 28.415 255 255;142;89;154 0 90.956 2981200 2964200 2219200 2366900 2686100 3292400 2775900 3433500 1543400 1435400 4148600 6586000 1588600 1092900 1356300 1215700 2299800 1569600 1772700 1994800 0 0 0 0 2607900 1669000 1768400 2451000

Q9Y6H1 "Coiled-coil-helix-coiled-coil-helix domain-containing protein 2, mitochondrial;Putative coiled-coil-helix-coiled-coil-helix domain-containing protein CHCHD2P9, mitochondrial"CHCHD2 >sp|Q9Y6H1|CHCH2_HUMAN Coiled-coil-helix-coiled-coil-helix domain-containing protein 2, mitochondrial OS=Homo sapiens GN=CHCHD2 PE=1 SV=1;>sp|Q5T1J5|CHCH9_HUMAN Putative coiled-coil-helix-coiled-coil-helix domain-containing protein CHCHD2P9, mitochondrial 2 4 4 4 15.512 151 151;151 0 73.794 3047600 3048300 3258300 3072000 3534100 3106400 3918900 4140300 1586800 1433100 2330700 2395700 1859500 2095400 2088000 2045500 2208800 0 0 1847400 0 5626100 4051300 4474300 2984700 3091900 2462500 2335000

Q13630 GDP-L-fucose synthaseTSTA3 >sp|Q13630|FCL_HUMAN GDP-L-fucose synthase OS=Homo sapiens GN=TSTA3 PE=1 SV=1;>tr|E9PLH9|E9PLH9_HUMAN GDP-L-fucose synthase (Fragment) OS=Homo sapiens GN=TSTA3 PE=1 SV=3;>tr|E9PP14|E9PP14_HUMAN GDP-L-fucose synthase (Fragment) OS=Homo sapiens GN=TSTA3 PE=17 4 4 4 35.892 321 321;119;198;268;115;34;640 7.9074 1997500 2178700 1521700 1845200 3708400 3490000 4328400 4660600 2222700 1432800 1402700 2098600 1841300 1335200 1413300 1817300 2205700 2086500 1729100 1780900 1799000 0 0 0 3302200 2893600 2033200 2214500

O60841 Eukaryotic translation initiation factor 5BEIF5B >tr|A0A087WUT6|A0A087WUT6_HUMAN Eukaryotic translation initiation factor 5B OS=Homo sapiens GN=EIF5B PE=1 SV=1;>sp|O60841|IF2P_HUMAN Eukaryotic translation initiation factor 5B OS=Homo sapiens GN=EIF5B PE=1 SV=42 13 13 13 138.68 1220 1220;1220 0 137.54 1681500 2356800 2436400 2700500 3608200 4970500 7305700 4590500 1730100 1432200 4347100 6757400 1782300 1947900 4770000 4860900 0 1948200 1482400 1594200 4056900 3708100 5694300 5022800 3155600 3046700 5429200 3796800

Q8TAT6 Nuclear protein localization protein 4 homologNPLOC4 >sp|Q8TAT6|NPL4_HUMAN Nuclear protein localization protein 4 homolog OS=Homo sapiens GN=NPLOC4 PE=1 SV=3;>sp|Q8TAT6-2|NPL4_HUMAN Isoform 2 of Nuclear protein localization protein 4 homolog OS=Homo sapiens GN=NPLOC43 6 6 6 68.119 608 608;617;135 0 26.821 1397900 1136700 0 0 0 703800 560510 813780 0 1430100 1331200 1363100 1305700 2352500 1026000 1770300 0 0 0 1564600 0 0 0 0 1985100 1691900 1140000 2010500

Q99805 Transmembrane 9 superfamily member 2TM9SF2 >sp|Q99805|TM9S2_HUMAN Transmembrane 9 superfamily member 2 OS=Homo sapiens GN=TM9SF2 PE=1 SV=11 5 5 5 75.775 663 663 0 56.737 3254000 3889200 3317600 3195100 3296900 3499700 3023500 3040800 1797300 1425800 2553900 1940800 2590100 2702700 2852000 3730500 0 0 3928100 3994600 4296200 4671600 4930200 5278000 4683000 4269600 3384700 2960000

Q13148 TAR DNA-binding protein 43TARDBP >sp|Q13148|TADBP_HUMAN TAR DNA-binding protein 43 OS=Homo sapiens GN=TARDBP PE=1 SV=1;>tr|A0A087WX29|A0A087WX29_HUMAN TAR DNA-binding protein 43 (Fragment) OS=Homo sapiens GN=TARDBP PE=1 SV=1;>tr|B1AKP7|B1AKP7_HUMAN TAR DNA-binding protein 43 OS=Homo sapie21 6 6 6 44.739 414 414;243;295;298;301;304;200;201;212;276;298;80;84;89;127;138;149;175;61;65;780 90.274 2863600 1980500 1867300 1659700 2491500 1519500 1736600 2704400 1955000 1423700 1031900 1866700 1781500 2201300 940250 2326200 3729400 2151100 2580200 2766300 2305600 1643600 1460900 2033000 1548400 2133500 1295900 4330100

Q99735 Microsomal glutathione S-transferase 2MGST2 >sp|Q99735-2|MGST2_HUMAN Isoform 2 of Microsomal glutathione S-transferase 2 OS=Homo sapiens GN=MGST2;>sp|Q99735|MGST2_HUMAN Microsomal glutathione S-transferase 2 OS=Homo sapiens GN=MGST2 PE=1 SV=12 2 2 2 8.3587 77 77;147 0 27.026 1229600 0 0 0 1835700 2105000 1827500 2077900 0 1416200 1396200 2348900 1546200 923550 1201800 2602400 1168600 0 1005000 0 2431400 0 6182300 7241300 1280500 1548300 1568400 0

Q13547 Histone deacetylase 1HDAC1 >sp|Q13547|HDAC1_HUMAN Histone deacetylase 1 OS=Homo sapiens GN=HDAC1 PE=1 SV=1;>tr|Q5TEE2|Q5TEE2_HUMAN Histone deacetylase 1 (Fragment) OS=Homo sapiens GN=HDAC1 PE=1 SV=110 5 5 3 55.102 482 482;211;60;65;71;86;100;103;109;1610 10.099 1799400 2398200 2292900 2253900 941310 1202200 0 0 1709600 1412200 869600 886020 2305800 2589200 1602500 1553900 0 0 2115100 1542900 0 0 0 0 0 0 933980 0

Q8NE62 "Choline dehydrogenase, mitochondrial"CHDH >sp|Q8NE62|CHDH_HUMAN Choline dehydrogenase, mitochondrial OS=Homo sapiens GN=CHDH PE=2 SV=23 6 6 6 65.358 594 594;126;155 0 43.427 1086000 1750000 1553300 1666100 1916700 1611700 1739100 1304800 0 1410800 2111200 1710200 1375000 1692600 5493800 4156800 0 0 0 0 0 0 0 0 1699800 1884400 3588900 3699800

Q6UWP7 Lysocardiolipin acyltransferase 1LCLAT1 >sp|Q6UWP7-3|LCLT1_HUMAN Isoform 3 of Lysocardiolipin acyltransferase 1 OS=Homo sapiens GN=LCLAT1;>sp|Q6UWP7|LCLT1_HUMAN Lysocardiolipin acyltransferase 1 OS=Homo sapiens GN=LCLAT1 PE=1 SV=1;>tr|C9K0C3|C9K0C3_HUMAN Lysocardiolipin acyltransferase 1 (Fragme10 3 3 3 44.561 376 376;414;157;308;105;123;136;137;140;1530 4.4807 0 0 0 0 0 0 0 0 0 1404300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60547 "GDP-mannose 4,6 dehydratase"GMDS >sp|O60547-2|GMDS_HUMAN Isoform 2 of GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS;>sp|O60547|GMDS_HUMAN GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS PE=1 SV=12 7 7 7 39.053 342 342;372 0 112.29 2115000 2647700 1674100 1988600 6076200 6328100 6529700 7352600 1443400 1399400 4341000 4337100 1579500 2127700 4038100 4743100 0 0 0 0 5803100 4901900 1731500 0 2321800 3054400 4741200 5401600

P25325 3-mercaptopyruvate sulfurtransferase;SulfurtransferaseMPST >sp|P25325|THTM_HUMAN 3-mercaptopyruvate sulfurtransferase OS=Homo sapiens GN=MPST PE=1 SV=3;>sp|P25325-2|THTM_HUMAN Isoform 2 of 3-mercaptopyruvate sulfurtransferase OS=Homo sapiens GN=MPST;>tr|B1AH49|B1AH49_HUMAN Sulfurtransferase OS=Homo sapiens GN=MPST3 7 7 7 33.178 297 297;317;224 0 42.042 1777100 0 0 1665500 3398600 3166300 1625900 3738900 2250500 1397400 2942300 2694000 1838600 1650400 2523600 2130800 0 0 0 0 0 0 0 0 1007300 2019100 3000800 2326800

P63000 Ras-related C3 botulinum toxin substrate 1;Ras-related C3 botulinum toxin substrate 3;Ras-related C3 botulinum toxin substrate 2RAC1 >sp|P63000|RAC1_HUMAN Ras-related C3 botulinum toxin substrate 1 OS=Homo sapiens GN=RAC1 PE=1 SV=1;>sp|P63000-2|RAC1_HUMAN Isoform B of Ras-related C3 botulinum toxin substrate 1 OS=Homo sapiens GN=RAC1;>sp|P60763|RAC3_HUMAN Ras-related C3 botulinum toxin 16 10 10 9 21.45 192 192;211;192;192;148;166;185;130;136;50;86;153;178;192;205;2140 32.46 2893800 3229600 2890000 2962700 4234700 3810800 4405300 4522800 1897600 1393900 2518800 2888000 2706000 3166000 1989500 2545300 3682000 3498400 3083300 2869600 5809200 5578400 4669000 5995400 3564200 3684500 2770100 1835200

Q9Y547 Intraflagellar transport protein 25 homologHSPB11 >tr|A6NIR2|A6NIR2_HUMAN Chromosome 1 open reading frame 41, isoform CRA_b OS=Homo sapiens GN=HSPB11 PE=1 SV=1;>tr|X6R7Y7|X6R7Y7_HUMAN Intraflagellar transport protein 25 homolog OS=Homo sapiens GN=HSPB11 PE=1 SV=1;>sp|Q9Y547|IFT25_HUMAN Intraflagellar tran3 2 2 2 13.028 112 112;214;144 0 3.0139 0 0 0 0 0 0 0 0 0 1391200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P19623 Spermidine synthaseSRM >sp|P19623|SPEE_HUMAN Spermidine synthase OS=Homo sapiens GN=SRM PE=1 SV=1;>tr|K7EL89|K7EL89_HUMAN Spermidine synthase (Fragment) OS=Homo sapiens GN=SRM PE=1 SV=14 4 4 4 33.824 302 302;83;93;119 0 21.291 0 2216500 910070 0 3099500 4652500 4962600 3989800 1112600 1390400 1677500 1412400 1158100 1386700 1702300 2014400 0 0 0 0 0 0 0 0 0 1545100 2278200 1449100

P17301 Integrin alpha-2ITGA2 >sp|P17301|ITA2_HUMAN Integrin alpha-2 OS=Homo sapiens GN=ITGA2 PE=1 SV=1;>tr|E7ESP4|E7ESP4_HUMAN Integrin alpha-2 OS=Homo sapiens GN=ITGA2 PE=1 SV=1;>tr|E7EMF1|E7EMF1_HUMAN Integrin alpha-2 OS=Homo sapiens GN=ITGA2 PE=1 SV=1;>tr|E9PB77|E9PB77_HUMAN Integr5 11 11 11 129.29 1181 1181;942;815;641;1750 55.85 3388100 3753100 3268000 3180200 3993600 4506500 3517900 3766700 1552000 1389300 5697400 4331000 2293700 0 4162900 5487100 1874200 1931200 1798600 2989900 3301800 3144100 0 9046300 3533800 3429800 3846600 5426500

P12694 "2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial"BCKDHA >tr|F5H5P2|F5H5P2_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>sp|P12694|ODBA_HUMAN 2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial OS=Homo sapiens GN=BCKDHA PE=1 SV=2;>sp|P12694-2|ODBA_HUMAN Isoform 2 of 2-oxoisovalerate dehydrogen6 3 3 3 54.202 479 479;445;448;211;328;4030 8.1594 835900 0 687540 0 644940 568190 437500 0 1296800 1387200 0 489550 755990 982450 680930 433270 0 0 0 0 0 0 0 0 1286900 1284200 524040 492340

Q9UKY7 Protein CDV3 homologCDV3 >sp|Q9UKY7-2|CDV3_HUMAN Isoform 2 of Protein CDV3 homolog OS=Homo sapiens GN=CDV3;>sp|Q9UKY7|CDV3_HUMAN Protein CDV3 homolog OS=Homo sapiens GN=CDV3 PE=1 SV=17 4 4 4 22.079 213 213;258;108;108;156;188;1100 43.509 3439900 2998900 3136500 2396000 4904000 4016500 4399100 4626800 1515900 1386500 3578900 4037900 2167800 2242400 2272000 2097800 4032500 2628900 2441100 2446400 4559900 5004300 1663100 1713300 4025100 3835700 3662700 2709300

Q5T4S7 E3 ubiquitin-protein ligase UBR4UBR4 >sp|Q5T4S7-3|UBR4_HUMAN Isoform 3 of E3 ubiquitin-protein ligase UBR4 OS=Homo sapiens GN=UBR4;>sp|Q5T4S7-4|UBR4_HUMAN Isoform 4 of E3 ubiquitin-protein ligase UBR4 OS=Homo sapiens GN=UBR4;>sp|Q5T4S7|UBR4_HUMAN E3 ubiquitin-protein ligase UBR4 OS=Homo sapie9 13 13 13 571.85 5159 5159;5176;5183;5204;2456;2058;984;890;2120 27.882 0 0 0 0 1708500 1672300 1786400 1701300 0 1385800 1291400 1774100 1162200 1265100 1182000 0 0 0 0 0 0 1690200 2711300 0 1642800 2182100 1771400 1379300

P54652 Heat shock-related 70 kDa protein 2HSPA2 >sp|P54652|HSP72_HUMAN Heat shock-related 70 kDa protein 2 OS=Homo sapiens GN=HSPA2 PE=1 SV=11 12 4 4 70.02 639 639 0 18.566 959120 1186100 997200 1020200 1625600 1703800 3401500 3467100 0 1376800 2421800 1996500 882780 847660 0 0 0 0 1620800 1781100 0 0 0 0 1689200 0 0 0

Q9Y2T2 AP-3 complex subunit mu-1AP3M1 >sp|Q9Y2T2|AP3M1_HUMAN AP-3 complex subunit mu-1 OS=Homo sapiens GN=AP3M1 PE=1 SV=14 4 4 4 46.939 418 418;48;287;418 0 9.6539 1862100 1727000 1598900 1619900 1689700 1529800 1351400 2467600 2838600 1375300 2329400 2617100 1128400 1691900 1027100 1288400 1311000 1492200 2191600 1444900 1980400 1671000 1379000 2224600 1784000 1701500 2045900 4546900

Q08AM6 Protein VAC14 homologVAC14 >sp|Q08AM6|VAC14_HUMAN Protein VAC14 homolog OS=Homo sapiens GN=VAC14 PE=1 SV=1;>tr|H3BUU8|H3BUU8_HUMAN Protein VAC14 homolog OS=Homo sapiens GN=VAC14 PE=1 SV=13 4 4 4 87.972 782 782;201;214 0 100.3 1319100 1349800 1658000 1891500 2052100 1728400 1867100 1717100 2422300 1374300 2292800 2853800 0 2916100 1911300 2252200 0 0 1663200 0 0 0 0 0 2174800 1939100 2826100 1458700

Q12792 Twinfilin-1 TWF1 >sp|Q12792-4|TWF1_HUMAN Isoform 4 of Twinfilin-1 OS=Homo sapiens GN=TWF1;>sp|Q12792|TWF1_HUMAN Twinfilin-1 OS=Homo sapiens GN=TWF1 PE=1 SV=3;>sp|Q12792-3|TWF1_HUMAN Isoform 3 of Twinfilin-1 OS=Homo sapiens GN=TWF1;>tr|F8VS81|F8VS81_HUMAN Twinfilin-1 (Fragm4 5 5 5 28.823 252 252;350;357;291 0 86.814 1945400 2321400 1997300 2596800 1848600 2418800 3235900 2776400 890520 1371400 1435500 1789600 1751600 2212000 1112800 1464400 1487700 1412800 1980100 1256800 0 3251800 2448100 2396300 2208900 2597600 1495700 1533800

Q5SYV1 "Sarcosine dehydrogenase, mitochondrial"SARDH >tr|Q5SYV1|Q5SYV1_HUMAN Sarcosine dehydrogenase, mitochondrial (Fragment) OS=Homo sapiens GN=SARDH PE=4 SV=2;>sp|Q9UL12|SARDH_HUMAN Sarcosine dehydrogenase, mitochondrial OS=Homo sapiens GN=SARDH PE=1 SV=1;>sp|Q9UL12-2|SARDH_HUMAN Isoform 2 of Sarcosine de8 6 6 6 67.113 608 608;918;750;602;474;283;396;3680 32.251 1920700 1558200 1311100 1834000 1197900 0 1803100 2170100 1912900 1369400 1268300 2332000 1832000 2561900 1050500 1472200 1658800 2642500 753930 1438900 989370 872170 0 0 3167100 3205300 1052600 1155100

Q8WW59 SPRY domain-containing protein 4SPRYD4 >sp|Q8WW59|SPRY4_HUMAN SPRY domain-containing protein 4 OS=Homo sapiens GN=SPRYD4 PE=1 SV=21 5 5 5 23.128 207 207 0 12.225 0 0 0 0 0 0 878740 0 0 1369100 0 1317500 0 0 1649800 0 1905800 1805300 2388400 2020100 0 0 0 0 0 0 0 0

Q9UBV2 Protein sel-1 homolog 1SEL1L >sp|Q9UBV2|SE1L1_HUMAN Protein sel-1 homolog 1 OS=Homo sapiens GN=SEL1L PE=1 SV=3;>sp|Q9UBV2-2|SE1L1_HUMAN Isoform 2 of Protein sel-1 homolog 1 OS=Homo sapiens GN=SEL1L;>tr|G3V3B3|G3V3B3_HUMAN Protein sel-1 homolog 1 (Fragment) OS=Homo sapiens GN=SEL1L PE=3 4 4 4 88.754 794 794;301;163 0 104.99 1226200 1342900 818490 634940 0 596970 0 1216500 1080700 1365600 581940 224620 847160 905370 3975700 1731500 1151800 1102800 1138200 1195200 0 0 0 0 695870 795190 470000 1446100

Q02338 "D-beta-hydroxybutyrate dehydrogenase, mitochondrial"BDH1 >sp|Q02338|BDH_HUMAN D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Homo sapiens GN=BDH1 PE=1 SV=3;>tr|E9PCG9|E9PCG9_HUMAN D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Homo sapiens GN=BDH1 PE=3 SV=1;>tr|H7C2W1|H7C2W1_HUMAN D-beta-hydroxyb7 4 4 4 38.157 343 343;256;129;166;169;186;890 9.729 1359800 1350300 0 0 1258700 0 780200 783180 0 1364800 1259500 5349200 0 0 1276900 2465800 0 0 0 0 0 0 0 0 1370800 2727700 1489900 879570

Q8WU90 Zinc finger CCCH domain-containing protein 15ZC3H15 >sp|Q8WU90|ZC3HF_HUMAN Zinc finger CCCH domain-containing protein 15 OS=Homo sapiens GN=ZC3H15 PE=1 SV=1;>sp|Q8WU90-2|ZC3HF_HUMAN Isoform 2 of Zinc finger CCCH domain-containing protein 15 OS=Homo sapiens GN=ZC3H153 3 3 3 48.602 426 426;162;71 0 26.341 737320 0 0 831090 2876900 0 2729800 3141200 1143900 1359000 3325800 3033500 1166700 0 1498700 1557300 1116900 0 0 0 0 0 0 0 2801200 2692600 2284700 2126000

Q9BUR5 Apolipoprotein OAPOO >tr|H7C1U8|H7C1U8_HUMAN Apolipoprotein O (Fragment) OS=Homo sapiens GN=APOO PE=1 SV=1;>sp|Q9BUR5-2|APOO_HUMAN Isoform 2 of Apolipoprotein O OS=Homo sapiens GN=APOO;>sp|Q9BUR5|APOO_HUMAN Apolipoprotein O OS=Homo sapiens GN=APOO PE=1 SV=1;>tr|G3V1B6|G3V1B6_H4 4 4 4 20.08 178 178;180;198;114 0 32.459 1284100 0 0 0 0 693400 1891700 0 1290800 1358300 2364800 0 1229200 0 1414100 1683000 0 0 3208800 1599600 0 0 0 0 1839100 0 1832200 0

O43813 LanC-like protein 1LANCL1 >sp|O43813|LANC1_HUMAN LanC-like protein 1 OS=Homo sapiens GN=LANCL1 PE=1 SV=1;>tr|E9PHS0|E9PHS0_HUMAN LanC-like protein 1 (Fragment) OS=Homo sapiens GN=LANCL1 PE=1 SV=14 7 7 7 45.283 399 399;196;82;148 0 26.473 1382000 1600500 1722300 1543800 1518200 2934400 2693200 2523800 1104500 1352200 2006700 2146400 1229900 1437400 2183000 1948400 0 0 1081000 987490 2965700 2854400 1327100 0 1453800 1982400 2996700 2894000

Q15746 "Myosin light chain kinase, smooth muscle;Myosin light chain kinase, smooth muscle, deglutamylated form"MYLK >sp|Q15746-9|MYLK_HUMAN Isoform 7 of Myosin light chain kinase, smooth muscle OS=Homo sapiens GN=MYLK;>sp|Q15746-11|MYLK_HUMAN Isoform 9 of Myosin light chain kinase, smooth muscle OS=Homo sapiens GN=MYLK;>sp|Q15746-7|MYLK_HUMAN Isoform 5 of Myosin light c10 4 4 4 80.409 714 714;991;992;1845;1913;1914;1794;1841;1863;2290 10.093 1742900 1745000 1240400 0 1373700 1516200 3548400 1487100 1768900 1352000 2802200 3426700 1134200 0 1019700 878830 0 0 0 0 0 0 0 1862900 1621100 0 3078900 1356400

P36969 "Glutathione peroxidase;Phospholipid hydroperoxide glutathione peroxidase, mitochondrial"GPX4 >tr|K7ERP4|K7ERP4_HUMAN Glutathione peroxidase (Fragment) OS=Homo sapiens GN=GPX4 PE=1 SV=1;>tr|A0A087X2I2|A0A087X2I2_HUMAN Glutathione peroxidase OS=Homo sapiens GN=GPX4 PE=1 SV=1;>tr|A0A087WT12|A0A087WT12_HUMAN Glutathione peroxidase OS=Homo sapiens GN=G11 5 5 5 17.629 155 155;196;233;170;197;180;180;195;260;166;1340 20.309 3528200 2845800 4052700 2959900 0 4446200 4496300 2371800 1515100 1350800 1942700 0 2139300 2810300 1879300 2064600 3941400 2282400 2544800 2848600 0 0 0 0 1958200 2709400 2433200 2904400

O15143 Actin-related protein 2/3 complex subunit 1BARPC1B >sp|O15143|ARC1B_HUMAN Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=ARPC1B PE=1 SV=312 8 8 7 40.949 372 372;102;108;128;130;130;133;133;133;83;21;320 26.141 2909500 3556400 2657100 2274000 4389400 5088400 4323100 4614700 2783300 1344500 1861000 1945800 2153400 2385800 2866700 5629900 0 0 2459900 2393500 3888700 9686200 0 2396900 2561900 2037600 1921500 1839800

Q14254 Flotillin-2 FLOT2 >tr|J3QLD9|J3QLD9_HUMAN Flotillin-2 OS=Homo sapiens GN=FLOT2 PE=1 SV=1;>tr|E7EMK3|E7EMK3_HUMAN Flotillin-2 OS=Homo sapiens GN=FLOT2 PE=1 SV=1;>sp|Q14254|FLOT2_HUMAN Flotillin-2 OS=Homo sapiens GN=FLOT2 PE=1 SV=24 7 7 7 47.142 428 428;483;428;249 0 27.589 0 0 0 0 1222500 1392000 820760 1296300 0 1343800 2015400 2121000 913390 826140 4458400 3176100 0 1315400 0 2310000 0 0 0 0 0 1350800 1633100 1277900

Q15075 Early endosome antigen 1EEA1 >sp|Q15075|EEA1_HUMAN Early endosome antigen 1 OS=Homo sapiens GN=EEA1 PE=1 SV=21 13 13 13 162.46 1411 1411 0 100.45 3519900 2743900 3086300 2486200 4948700 5746700 5937800 4393300 1115900 1338700 4777000 5728300 2681500 3745000 2432200 4197900 2549200 2661800 2437200 3363100 2887000 5359000 6883400 6756100 5391600 5780400 4344700 4339100

Q96TA1 Niban-like protein 1FAM129B >sp|Q96TA1-2|NIBL1_HUMAN Isoform 2 of Niban-like protein 1 OS=Homo sapiens GN=FAM129B;>sp|Q96TA1|NIBL1_HUMAN Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=32 9 9 9 82.682 733 733;746 0 43.776 4799200 5673500 7079200 4336300 4679200 4787500 1356500 2814100 6496800 1338300 1227300 1735500 2207000 1577500 2105400 3964600 2805200 2748100 5062200 6127800 0 0 0 0 2616500 2588600 3119200 3382300

Q6UXG2 UPF0577 protein KIAA1324KIAA1324 >sp|Q6UXG2|K1324_HUMAN UPF0577 protein KIAA1324 OS=Homo sapiens GN=KIAA1324 PE=2 SV=2;>sp|Q6UXG2-3|K1324_HUMAN Isoform 3 of UPF0577 protein KIAA1324 OS=Homo sapiens GN=KIAA1324;>sp|Q6UXG2-2|K1324_HUMAN Isoform 2 of UPF0577 protein KIAA1324 OS=Homo sapiens 10 12 12 12 111.38 1013 1013;926;995;1004;901;152;156;205;82;910 77.72 3565300 3558400 3631500 4158700 2382800 2316100 2802600 3123000 1127100 1321900 1907600 1913200 2293800 2498800 2550700 2620100 4908300 2634300 3838200 2882100 4453100 4807300 4515800 5175900 3457000 3234300 2574400 1835600

O43920 NADH dehydrogenase [ubiquinone] iron-sulfur protein 5NDUFS5 >sp|O43920|NDUS5_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 5 OS=Homo sapiens GN=NDUFS5 PE=1 SV=31 4 4 4 12.517 106 106 0 31.291 2156300 1305300 678220 1318500 0 0 780290 721760 979130 1321100 1076900 0 1830800 2320200 3873800 4346500 1604900 1452100 1392200 1818200 1263300 0 0 0 4024700 2877600 1420800 1923000

Q96S44 TP53-regulating kinaseTP53RK >sp|Q96S44|PRPK_HUMAN TP53-regulating kinase OS=Homo sapiens GN=TP53RK PE=1 SV=2;>tr|Q5JZ02|Q5JZ02_HUMAN TP53-regulating kinase OS=Homo sapiens GN=TP53RK PE=1 SV=12 3 3 3 28.16 253 253;121 0 8.9848 0 0 0 0 2068300 2034200 0 1254200 0 1318500 2476300 0 1197600 0 866400 1014100 0 0 0 0 0 0 0 0 2292600 2154200 2061400 1914900

Q16762 Thiosulfate sulfurtransferaseTST >sp|Q16762|THTR_HUMAN Thiosulfate sulfurtransferase OS=Homo sapiens GN=TST PE=1 SV=42 7 7 7 33.429 297 297;124 0 92.664 2235000 1513400 1733600 1746600 6205200 5795800 7451200 6769200 2579800 1317500 5874700 6262800 1910500 1726800 5492900 5864400 0 0 0 0 0 0 0 0 2144900 1967000 8219400 6086600

O14828 Secretory carrier-associated membrane protein 3SCAMP3 >sp|O14828|SCAM3_HUMAN Secretory carrier-associated membrane protein 3 OS=Homo sapiens GN=SCAMP3 PE=1 SV=3;>sp|O14828-2|SCAM3_HUMAN Isoform 2 of Secretory carrier-associated membrane protein 3 OS=Homo sapiens GN=SCAMP32 5 5 5 38.287 347 347;321 0 89.228 1814500 2207600 1654500 2547400 1650800 1526600 1835900 1838900 3020300 1316500 2363500 2964700 2368400 2053000 2326200 2148600 0 0 2607300 2315000 0 0 0 0 2638700 2890200 2549400 3981800

Q9NX62 Inositol monophosphatase 3IMPAD1 >sp|Q9NX62|IMPA3_HUMAN Inositol monophosphatase 3 OS=Homo sapiens GN=IMPAD1 PE=1 SV=1;>tr|H0YB38|H0YB38_HUMAN Inositol monophosphatase 3 (Fragment) OS=Homo sapiens GN=IMPAD1 PE=4 SV=12 4 4 4 38.681 359 359;82 0 44.86 2710600 2048800 974880 2619400 0 0 820250 0 1013800 1310700 0 2975400 0 0 3326200 3022600 0 0 2949700 2656300 0 0 0 0 0 1362800 4096000 2792700

P37235 Hippocalcin-like protein 1;Neuron-specific calcium-binding protein hippocalcinHPCAL1 >sp|P37235|HPCL1_HUMAN Hippocalcin-like protein 1 OS=Homo sapiens GN=HPCAL1 PE=1 SV=3;>tr|E9PC71|E9PC71_HUMAN Hippocalcin-like protein 1 OS=Homo sapiens GN=HPCAL1 PE=1 SV=1;>sp|P84074|HPCA_HUMAN Neuron-specific calcium-binding protein hippocalcin OS=Homo s4 3 3 2 22.313 193 193;175;193;30 0 6.8836 0 0 0 0 1449100 1114100 0 1695400 2841400 1310300 1690300 2157700 1546900 2142700 3062400 2393100 0 0 0 0 0 0 0 0 1794500 1468400 2518000 1704900

P19525 "Interferon-induced, double-stranded RNA-activated protein kinase"EIF2AK2 >sp|P19525-2|E2AK2_HUMAN Isoform 2 of Interferon-induced, double-stranded RNA-activated protein kinase OS=Homo sapiens GN=EIF2AK2;>sp|P19525|E2AK2_HUMAN Interferon-induced, double-stranded RNA-activated protein kinase OS=Homo sapiens GN=EIF2AK2 PE=1 SV=24 5 5 5 57.39 510 510;551;102;141 0 17.146 0 0 0 0 0 0 1156700 1669200 3063000 1303400 5028300 6262400 848610 781800 1649200 896420 0 0 0 0 0 0 0 0 1171400 865520 1010900 1351300

P12004 Proliferating cell nuclear antigenPCNA >sp|P12004|PCNA_HUMAN Proliferating cell nuclear antigen OS=Homo sapiens GN=PCNA PE=1 SV=11 4 4 4 28.768 261 261 0 62.001 2612900 2334700 2190600 1753100 2612400 3591700 3640700 3496600 2105100 1301600 2149900 2372700 1502500 2394900 1953700 1745700 0 2438100 2153000 0 0 0 1349700 1140000 2826600 4883900 2652600 4163500

P13987 CD59 glycoproteinCD59 >tr|E9PNW4|E9PNW4_HUMAN CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1;>tr|E9PR17|E9PR17_HUMAN CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1;>sp|P13987|CD59_HUMAN CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1;>tr|H0YET2|H0YET2_HUMAN CD59 g4 4 4 4 11.985 108 108;130;128;52 0 16.379 4450000 4461800 3484800 2907100 3733800 2840600 3477100 3955000 1214700 1296400 2326000 2506500 2757200 3054200 2749400 2978600 3124800 3340700 3070300 3302800 0 0 0 0 5008200 6015300 3334800 2852700

Q9UBR2 Cathepsin ZCTSZ >sp|Q9UBR2|CATZ_HUMAN Cathepsin Z OS=Homo sapiens GN=CTSZ PE=1 SV=11 5 5 5 33.868 303 303 0 19.264 1933300 2356600 1763100 1784100 1946600 1733100 4344200 1360800 2703800 1288400 1585500 0 1526800 1759100 1448800 1368200 0 0 0 4957700 2176400 1876700 0 0 1870900 2554400 1812800 1636800

Q8WY22 BRI3-binding proteinBRI3BP >sp|Q8WY22|BRI3B_HUMAN BRI3-binding protein OS=Homo sapiens GN=BRI3BP PE=1 SV=11 2 2 2 27.835 251 251 0 57.05 849230 0 900080 1106100 0 0 0 0 0 1287300 1512100 1629700 953540 0 1195100 1374900 0 0 0 0 0 0 0 0 932670 1124300 1892500 1314400

O43678 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2NDUFA2 >sp|O43678|NDUA2_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2 OS=Homo sapiens GN=NDUFA2 PE=1 SV=32 5 5 5 10.921 99 99;76 0 125.43 2854100 1830000 1055100 1702800 1293400 1299200 1448100 1746700 1652000 1286100 4959900 2821100 1434000 1746800 3482200 4978400 0 1618400 1040100 950540 1392500 1429800 1859800 9756800 3737600 2410600 3238600 3165800

Q15436 Protein transport protein Sec23ASEC23A >tr|F5H365|F5H365_HUMAN Protein transport protein Sec23A OS=Homo sapiens GN=SEC23A PE=1 SV=1;>sp|Q15436|SC23A_HUMAN Protein transport protein Sec23A OS=Homo sapiens GN=SEC23A PE=1 SV=2;>tr|G3V4V1|G3V4V1_HUMAN Protein transport protein Sec23A (Fragment) OS=10 5 2 2 82.968 736 736;765;94;108;140;169;40;85;86;5630 22.438 0 0 0 0 0 0 0 11463000 12365000 1284600 0 0 0 0 0 631770 0 0 0 0 0 0 0 0 1047700 2092200 0 0

P09669 Cytochrome c oxidase subunit 6CCOX6C >sp|P09669|COX6C_HUMAN Cytochrome c oxidase subunit 6C OS=Homo sapiens GN=COX6C PE=1 SV=21 4 4 4 8.7813 75 75 0 22.705 3743800 3059200 4916700 3850500 0 0 0 0 1425200 1280300 0 803210 2981000 3932100 984430 2164900 3375500 3947000 4491300 5684800 0 0 0 0 0 0 0 0

P38919 "Eukaryotic initiation factor 4A-III;Eukaryotic initiation factor 4A-III, N-terminally processed"EIF4A3 >sp|P38919|IF4A3_HUMAN Eukaryotic initiation factor 4A-III OS=Homo sapiens GN=EIF4A3 PE=1 SV=41 12 10 10 46.871 411 411 0 21.714 2388300 1485800 2992000 1808000 1884900 2247700 2911800 3761600 820510 1279500 818100 0 1518300 2315600 847110 912360 1935900 1384800 2014600 2344400 0 6028100 0 0 2198600 2325200 1524700 1727800

P45954 "Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial"ACADSB >sp|P45954-2|ACDSB_HUMAN Isoform 2 of Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADSB;>sp|P45954|ACDSB_HUMAN Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADSB PE=1 SV2 6 6 6 36.025 330 330;432 0 12.429 3205500 2701500 3088000 2338200 2092400 2244900 1371200 2144600 1870000 1274400 3253800 3044100 2034500 2750400 1563200 1757200 0 0 0 1630900 0 0 0 0 3672100 3337800 0 2889800

Q14118 Dystroglycan;Alpha-dystroglycan;Beta-dystroglycanDAG1 >sp|Q14118|DAG1_HUMAN Dystroglycan OS=Homo sapiens GN=DAG1 PE=1 SV=24 5 5 5 97.44 895 895;96;106;117 0 23.306 1341100 1331600 1157400 994170 1596500 1521900 1383900 1181900 1703100 1271700 1282600 2423000 1393300 2596800 1763300 1793900 979060 0 0 1076200 0 0 0 0 1711700 1798000 1672500 2987300

Q9BWF3 RNA-binding protein 4RBM4 >sp|Q9BWF3|RBM4_HUMAN RNA-binding protein 4 OS=Homo sapiens GN=RBM4 PE=1 SV=1;>tr|E9PB51|E9PB51_HUMAN RNA-binding protein 4 (Fragment) OS=Homo sapiens GN=RBM4 PE=1 SV=1;>tr|D6R9K7|D6R9K7_HUMAN RNA-binding protein 4 OS=Homo sapiens GN=RBM4 PE=1 SV=1;>tr|J3Q7 6 6 1 40.313 364 364;240;150;155;143;173;1770 60.758 1342100 1558000 1133000 727510 2118300 2718800 2988700 3029600 1229600 1265400 1468800 1734800 1161000 1256500 1381500 1193700 0 0 1027100 1094000 0 0 0 0 1570300 1909300 1972300 2124000

P61221 ATP-binding cassette sub-family E member 1ABCE1 >sp|P61221|ABCE1_HUMAN ATP-binding cassette sub-family E member 1 OS=Homo sapiens GN=ABCE1 PE=1 SV=1;>tr|D6R9I9|D6R9I9_HUMAN ATP-binding cassette sub-family E member 1 OS=Homo sapiens GN=ABCE1 PE=1 SV=14 7 7 7 67.314 599 599;421;210;147 0 29.298 2034400 2169400 2026500 2122900 2912300 3983500 3728600 3439400 1578100 1264700 3153500 3837300 1558100 1645800 2174200 2689200 0 0 0 2146100 2942800 3459600 2928500 2935000 1888400 1771000 3116800 2569600

P84157 Matrix-remodeling-associated protein 7MXRA7 >sp|P84157-2|MXRA7_HUMAN Isoform 2 of Matrix-remodeling-associated protein 7 OS=Homo sapiens GN=MXRA7;>tr|K7EQX8|K7EQX8_HUMAN Matrix-remodeling-associated protein 7 OS=Homo sapiens GN=MXRA7 PE=1 SV=1;>tr|Q6ZR64|Q6ZR64_HUMAN HBV PreS1-transactivated protein5 2 2 2 17.493 170 170;15;213;177;2040 116.63 1944800 2016500 1900800 2006300 0 1015300 0 0 1508200 1261400 0 0 1731500 1687400 1450700 2108700 0 0 1560800 0 0 0 0 0 0 0 0 0

O75832 26S proteasome non-ATPase regulatory subunit 10PSMD10 >tr|B1AJY5|B1AJY5_HUMAN 26S proteasome non-ATPase regulatory subunit 10 OS=Homo sapiens GN=PSMD10 PE=1 SV=1;>tr|B1AJY7|B1AJY7_HUMAN 26S proteasome non-ATPase regulatory subunit 10 OS=Homo sapiens GN=PSMD10 PE=1 SV=1;>sp|O75832|PSD10_HUMAN 26S proteasome no3 2 2 2 20.217 185 185;193;226 0 32.634 0 0 0 0 0 1847100 1870700 1889800 1381700 1257700 1839200 1837500 1421000 1718500 0 1918200 0 0 0 0 0 0 0 0 1926300 1755000 1906500 0

Q14444 Caprin-1 CAPRIN1 >sp|Q14444-2|CAPR1_HUMAN Isoform 2 of Caprin-1 OS=Homo sapiens GN=CAPRIN1;>sp|Q14444|CAPR1_HUMAN Caprin-1 OS=Homo sapiens GN=CAPRIN1 PE=1 SV=2;>tr|E9PLA9|E9PLA9_HUMAN Caprin-1 (Fragment) OS=Homo sapiens GN=CAPRIN1 PE=1 SV=1;>tr|G3V153|G3V153_HUMAN Caprin-16 6 6 6 76.861 694 694;709;186;628;649;1780 18.613 0 3116400 2050400 2751600 0 1558200 0 645430 823830 1251600 1181900 1424800 1378300 0 662970 2197000 0 0 0 945900 0 0 0 0 3687000 2711500 0 0

P40763 Signal transducer and activator of transcription 3;Signal transducer and activator of transcriptionSTAT3 >sp|P40763-3|STAT3_HUMAN Isoform 3 of Signal transducer and activator of transcription 3 OS=Homo sapiens GN=STAT3;>sp|P40763-2|STAT3_HUMAN Isoform Del-701 of Signal transducer and activator of transcription 3 OS=Homo sapiens GN=STAT3;>sp|P40763|STAT3_HUMAN4 7 7 7 83.125 722 722;769;770;672 0 57.647 2971800 2457200 2774900 2846900 2649700 3319400 3055600 3153000 1335300 1251200 6818400 4899400 2575200 2595000 2230000 2033700 4155600 0 3070900 3117100 2471200 4809100 3328600 2740600 3933600 4308400 2936100 3056600

P46976 Glycogenin-1GYG1 >tr|G5E9W8|G5E9W8_HUMAN Glycogenin 1, isoform CRA_e OS=Homo sapiens GN=GYG1 PE=1 SV=1;>tr|C9JQ42|C9JQ42_HUMAN Glycogenin-1 (Fragment) OS=Homo sapiens GN=GYG1 PE=1 SV=3;>sp|P46976-3|GLYG_HUMAN Isoform GN-1S of Glycogenin-1 OS=Homo sapiens GN=GYG1;>sp|P469767 5 5 5 21.51 193 193;266;279;333;350;60;1100 71.873 5062500 3688000 3199300 4969700 3075900 5313900 3461100 2819200 1780800 1246700 2643800 4737400 3332200 3141100 3601000 2092700 3694900 0 0 3018500 2979900 0 0 0 3918700 3612500 2186000 1436400

P51665 26S proteasome non-ATPase regulatory subunit 7PSMD7 >sp|P51665|PSMD7_HUMAN 26S proteasome non-ATPase regulatory subunit 7 OS=Homo sapiens GN=PSMD7 PE=1 SV=2;>tr|H3BNT7|H3BNT7_HUMAN 26S proteasome non-ATPase regulatory subunit 7 OS=Homo sapiens GN=PSMD7 PE=1 SV=1;>tr|H3BTM8|H3BTM8_HUMAN 26S proteasome non-AT3 5 5 5 37.025 324 324;177;198 0 18.112 1270600 1436600 1392400 1864200 1756700 1845100 2072300 2948800 1142800 1244300 1267000 1963200 1380400 1519200 1306000 1234600 0 0 0 0 0 0 0 0 1218600 1352900 1182800 1539400

Q8IWE2 Protein NOXP20FAM114A1>sp|Q8IWE2|NXP20_HUMAN Protein NOXP20 OS=Homo sapiens GN=FAM114A1 PE=1 SV=2;>sp|Q8IWE2-2|NXP20_HUMAN Isoform 2 of Protein NOXP20 OS=Homo sapiens GN=FAM114A12 4 4 4 60.741 563 563;356 0 69.622 1440300 0 2403800 1949000 1664700 3998800 1587300 2279600 0 1240400 1940600 2205800 1621300 0 1954100 2135000 0 0 0 0 0 0 0 2000600 0 0 2316900 2518600

Q9NYF8 Bcl-2-associated transcription factor 1BCLAF1 >tr|E9PJA7|E9PJA7_HUMAN Bcl-2-associated transcription factor 1 OS=Homo sapiens GN=BCLAF1 PE=1 SV=1;>tr|E9PK09|E9PK09_HUMAN Bcl-2-associated transcription factor 1 (Fragment) OS=Homo sapiens GN=BCLAF1 PE=1 SV=3;>tr|E9PQN2|E9PQN2_HUMAN Bcl-2-associated tran9 2 2 2 52.917 467 467;726;750;752;871;747;869;918;9200 8.1833 0 0 0 0 0 0 0 0 0 1239000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UPN3 "Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5"MACF1 >tr|H3BPE1|H3BPE1_HUMAN Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 OS=Homo sapiens GN=MACF1 PE=1 SV=1;>tr|H3BQK9|H3BQK9_HUMAN Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 OS=Homo sapiens GN=MACF1 PE=1 SV=1;>sp|Q9UPN3-3|MACF1_H18 25 25 23 856.87 7555 7555;7592;5374;5430;5300;7388;4434;5938;1375;2028;1062;455;543;362;368;113;159;2590 248.25 0 0 0 2723700 2584400 3235700 6862800 2182100 4871700 1231300 25165000 21665000 2052400 10339000 3239200 2099400 1688200 0 0 3565800 0 0 0 0 6405000 4054100 4072500 6497700

Q8TCJ2 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3BSTT3B >sp|Q8TCJ2|STT3B_HUMAN Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3B OS=Homo sapiens GN=STT3B PE=1 SV=11 5 5 5 93.673 826 826 0 28.407 1993700 1973500 1486400 1265100 1235100 1246900 1632700 1848400 1340300 1229900 2108700 3780000 1805100 1605400 2166100 3853400 0 1740600 2205400 2003100 0 0 0 0 2794800 3309700 2336800 2286800

Q5JRI1 Serine/arginine-rich splicing factor 10SRSF10 >tr|Q5JRI1|Q5JRI1_HUMAN Serine/arginine-rich-splicing factor 10 OS=Homo sapiens GN=SRSF10 PE=1 SV=1;>sp|O75494-5|SRS10_HUMAN Isoform 5 of Serine/arginine-rich splicing factor 10 OS=Homo sapiens GN=SRSF10;>sp|O75494-4|SRS10_HUMAN Isoform 4 of Serine/arginin10 7 7 7 20.913 172 172;165;173;182;183;261;262;69;261;400 17.702 0 0 505390 479960 617640 1089900 0 0 311650 1228800 0 0 823310 823620 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96CW1 AP-2 complex subunit muAP2M1 >tr|A0A087WY71|A0A087WY71_HUMAN AP-2 complex subunit mu OS=Homo sapiens GN=AP2M1 PE=1 SV=1;>tr|E9PFW3|E9PFW3_HUMAN AP-2 complex subunit mu OS=Homo sapiens GN=AP2M1 PE=1 SV=1;>sp|Q96CW1-2|AP2M1_HUMAN Isoform 2 of AP-2 complex subunit mu OS=Homo sapiens GN=A10 8 8 8 49.526 434 434;460;433;435;252;160;195;113;122;1360 21.095 2279300 3319000 2911700 2159200 3022000 2361500 2753500 2960000 3546000 1223200 1039200 1163700 1577200 1577400 940960 1386900 0 0 1925700 1517500 0 0 0 0 2157100 2305500 992910 0

P22307 Non-specific lipid-transfer proteinSCP2 >sp|P22307-6|NLTP_HUMAN Isoform 6 of Non-specific lipid-transfer protein OS=Homo sapiens GN=SCP2;>sp|P22307-2|NLTP_HUMAN Isoform SCP2 of Non-specific lipid-transfer protein OS=Homo sapiens GN=SCP2;>sp|P22307-4|NLTP_HUMAN Isoform 4 of Non-specific lipid-tra7 7 7 7 15.079 140 140;143;466;503;523;547;1400 12.389 1567500 996130 1452500 998710 0 0 2237600 2065700 1651600 1220300 2171900 1607900 1298400 1749400 2462000 2264800 0 0 2011900 2376600 4805800 0 0 0 3761500 2640500 2386200 1789100

Q9H4M9 EH domain-containing protein 1EHD1 >tr|C9JC03|C9JC03_HUMAN EH domain-containing protein 1 (Fragment) OS=Homo sapiens GN=EHD1 PE=1 SV=1;>tr|A0A024R571|A0A024R571_HUMAN EH domain-containing protein 1 OS=Homo sapiens GN=EHD1 PE=1 SV=1;>sp|Q9H4M9|EHD1_HUMAN EH domain-containing protein 1 OS=Hom7 7 7 6 42.737 374 374;548;534;306;145;148;1620 31.633 1838300 0 0 1798600 1555800 1577300 3352400 3424500 2818400 1218100 2427600 3783900 1395400 0 2724200 2111000 0 0 0 0 0 0 0 0 0 2155600 2990700 4822900

P51572 B-cell receptor-associated protein 31BCAP31 >sp|P51572|BAP31_HUMAN B-cell receptor-associated protein 31 OS=Homo sapiens GN=BCAP31 PE=1 SV=3;>sp|P51572-2|BAP31_HUMAN Isoform 2 of B-cell receptor-associated protein 31 OS=Homo sapiens GN=BCAP31;>tr|C9JSP1|C9JSP1_HUMAN B-cell receptor-associated protei7 5 5 5 27.991 246 246;313;182;187;188;138;1780 69.61 2967500 4310400 3871400 5736500 658100 949470 0 977450 905470 1218100 1327800 3141500 1737600 1383500 3888300 1663000 1953900 1893700 2835200 1661400 0 1030900 875910 2073900 1314400 265650 404420 1618300

O95571 "Persulfide dioxygenase ETHE1, mitochondrial"ETHE1 >tr|M0QXB5|M0QXB5_HUMAN Persulfide dioxygenase ETHE1, mitochondrial OS=Homo sapiens GN=ETHE1 PE=1 SV=1;>sp|O95571|ETHE1_HUMAN Persulfide dioxygenase ETHE1, mitochondrial OS=Homo sapiens GN=ETHE1 PE=1 SV=23 4 4 4 28.444 260 260;254;95 0 35.803 0 0 0 1361000 2405500 2355400 2960600 2912800 3216900 1203400 3601500 3728300 2971800 1705700 4068400 8703000 1688800 2204000 2166400 0 3165500 1581500 3759200 3792400 4788000 2621500 3605800 4129900

Q92688 Acidic leucine-rich nuclear phosphoprotein 32 family member BANP32B >sp|Q92688-2|AN32B_HUMAN Isoform 2 of Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Homo sapiens GN=ANP32B;>sp|Q92688|AN32B_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Homo sapiens GN=ANP32B PE=1 SV=1;>tr|Q5T6W3 7 5 5 22.276 195 195;251;156 0 9.4132 2255400 3069700 2576900 1815300 1510300 1431400 996970 837220 1196800 1200600 1202900 1873000 3077200 1987900 1160700 841690 0 2257500 1867500 1894500 0 0 0 0 3277600 2962600 2116700 1794300

Q99417 C-Myc-binding proteinMYCBP >tr|A0A087WV05|A0A087WV05_HUMAN Protein GJA9-MYCBP OS=Homo sapiens GN=GJA9-MYCBP PE=4 SV=1;>sp|Q99417|MYCBP_HUMAN C-Myc-binding protein OS=Homo sapiens GN=MYCBP PE=1 SV=32 1 1 1 12.755 110 110;103 0 8.3497 0 0 0 0 0 0 0 0 0 1196700 0 0 574770 0 0 0 0 0 0 0 0 0 0 0 1511900 0 1537600 1587200

Q15165 Serum paraoxonase/arylesterase 2PON2 >tr|J3QT77|J3QT77_HUMAN Serum paraoxonase/arylesterase 2 OS=Homo sapiens GN=PON2 PE=1 SV=1;>sp|Q15165-3|PON2_HUMAN Isoform 3 of Serum paraoxonase/arylesterase 2 OS=Homo sapiens GN=PON2;>sp|Q15165-1|PON2_HUMAN Isoform 1 of Serum paraoxonase/arylesterase 2 O5 2 2 2 37.98 342 342;342;354;354;2190 11.839 0 0 0 0 0 0 0 0 0 1194900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8TBQ9 Protein kish-ATMEM167A>sp|Q8TBQ9|KISHA_HUMAN Protein kish-A OS=Homo sapiens GN=TMEM167A PE=1 SV=11 2 2 2 8.0598 72 72 0 4.6305 1606300 1586700 1519700 0 0 0 0 0 0 1185900 0 0 0 0 0 844640 0 0 0 0 0 0 0 0 0 1886300 2030200 0

Q14749 Glycine N-methyltransferaseGNMT >sp|Q14749|GNMT_HUMAN Glycine N-methyltransferase OS=Homo sapiens GN=GNMT PE=1 SV=31 2 2 2 32.742 295 295 0 58.999 1910700 1555000 0 1342900 0 1418900 1530200 1656300 1064100 1183200 1802200 2236700 2125000 1420400 1171700 1680700 0 0 0 0 0 0 0 0 2980600 2586100 1945000 1613700

Q96HY6 DDRGK domain-containing protein 1DDRGK1 >sp|Q96HY6|DDRGK_HUMAN DDRGK domain-containing protein 1 OS=Homo sapiens GN=DDRGK1 PE=1 SV=2;>tr|A0A0A0MRX2|A0A0A0MRX2_HUMAN DDRGK domain-containing protein 1 OS=Homo sapiens GN=DDRGK1 PE=4 SV=1;>sp|Q96HY6-2|DDRGK_HUMAN Isoform 2 of DDRGK domain-containing3 7 7 7 35.61 314 314;298;313 0 185.11 4191200 4629800 2525800 3245600 3332000 3079100 2647100 3400700 1475100 1182600 3087800 3347900 2202500 2657300 3059900 2631600 4229100 3899900 3032500 0 0 9597100 13025000 12190000 4498800 5042400 2835000 2191600

P48059 LIM and senescent cell antigen-like-containing domain protein 1;LIM and senescent cell antigen-like-containing domain protein 3LIMS1 >sp|P48059-3|LIMS1_HUMAN Isoform 3 of LIM and senescent cell antigen-like-containing domain protein 1 OS=Homo sapiens GN=LIMS1;>sp|P0CW19-2|LIMS3_HUMAN Isoform 2 of LIM and senescent cell antigen-like-containing domain protein 3 OS=Homo sapiens GN=LIMS3;>s9 4 4 4 44.39 387 387;248;325;329;337;362;177;117;1170 11.532 0 835640 0 812170 2572800 1629500 2625800 2812200 633050 1182600 1593100 3241500 0 0 0 1941000 0 0 0 0 0 0 0 1072200 1014600 0 1413700 1748100

Q96S97 Myeloid-associated differentiation markerMYADM >tr|C9JJV6|C9JJV6_HUMAN Myeloid-associated differentiation marker (Fragment) OS=Homo sapiens GN=MYADM PE=1 SV=3;>tr|C9JZL8|C9JZL8_HUMAN Myeloid-associated differentiation marker (Fragment) OS=Homo sapiens GN=MYADM PE=1 SV=1;>tr|C9J5M0|C9J5M0_HUMAN Myeloid-5 2 2 2 15.935 147 147;188;242;259;3220 11.865 0 0 0 0 0 0 0 0 1961700 1166200 0 0 1164700 2542500 4473700 2910600 0 0 0 0 0 0 0 0 0 2146500 0 0

P30626 Sorcin SRI >tr|C9J0K6|C9J0K6_HUMAN Sorcin OS=Homo sapiens GN=SRI PE=1 SV=1;>sp|P30626-3|SORCN_HUMAN Isoform 3 of Sorcin OS=Homo sapiens GN=SRI;>sp|P30626-2|SORCN_HUMAN Isoform 2 of Sorcin OS=Homo sapiens GN=SRI;>sp|P30626|SORCN_HUMAN Sorcin OS=Homo sapiens GN=SRI PE=5 6 6 6 17.605 155 155;180;183;198;1580 38.786 4505200 4428800 4419700 5095900 5596500 5050300 5976600 6081500 1369100 1155600 1853800 2485000 3120500 3095100 1919900 2465000 3982200 5339500 4955400 4477500 12473000 13989000 6789100 6455300 4479900 4637700 2584600 2205700

P51808 Dynein light chain Tctex-type 3DYNLT3 >tr|A6NGJ0|A6NGJ0_HUMAN Dynein light chain Tctex-type 3 OS=Homo sapiens GN=DYNLT3 PE=4 SV=1;>sp|P51808|DYLT3_HUMAN Dynein light chain Tctex-type 3 OS=Homo sapiens GN=DYNLT3 PE=1 SV=1;>tr|F2Z328|F2Z328_HUMAN Dynein light chain Tctex-type 3 OS=Homo sapiens G3 2 2 2 16.979 152 152;116;122 0 59.654 1953300 1389200 1477300 1634900 1830500 727650 1930200 1559800 1277900 1142500 2114100 1979400 1553200 1535200 1145900 897330 0 0 1436500 1882700 0 0 1253300 0 2064300 2059200 2252800 1125700

Q8NBJ7 Sulfatase-modifying factor 2SUMF2 >tr|C9JL30|C9JL30_HUMAN Sulfatase-modifying factor 2 (Fragment) OS=Homo sapiens GN=SUMF2 PE=1 SV=4;>tr|J3KQJ1|J3KQJ1_HUMAN Sulfatase-modifying factor 2 OS=Homo sapiens GN=SUMF2 PE=1 SV=1;>tr|C9J660|C9J660_HUMAN Sulfatase-modifying factor 2 OS=Homo sapiens 17 6 6 6 33.395 294 294;320;352;301;304;305;358;213;339;232;165;183;236;217;102;150;3210 18.363 0 1246100 1286200 0 892020 451930 666300 0 1918300 1141300 0 0 1067300 1420600 2183500 1823200 0 0 0 0 0 0 0 0 906170 1117600 975390 522590

Q15006 ER membrane protein complex subunit 2EMC2 >sp|Q15006|EMC2_HUMAN ER membrane protein complex subunit 2 OS=Homo sapiens GN=EMC2 PE=1 SV=13 3 3 3 34.833 297 297;112;135 0 50.453 0 0 0 0 0 0 0 0 0 1139900 1134900 0 0 0 2551800 1227100 0 0 0 0 0 0 0 0 2649300 2020700 2736500 1175800



Q9UNZ2 NSFL1 cofactor p47NSFL1C >sp|Q9UNZ2|NSF1C_HUMAN NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C PE=1 SV=2;>sp|Q9UNZ2-5|NSF1C_HUMAN Isoform 3 of NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C;>sp|Q9UNZ2-6|NSF1C_HUMAN Isoform 4 of NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C;>sp|Q9UNZ2-46 9 9 9 40.572 370 370;372;259;339;274;1050 112.7 2067900 2486600 2215000 1773400 5511900 4405100 6329900 6171000 977570 1136100 3262800 2862600 1401200 2300900 1772800 2170100 2706700 1116400 1179400 1191500 3104000 5962900 2581400 5298000 4494100 3631900 3192700 3442400

Q8WWX9 Selenoprotein MSELM >tr|A0A087WWF1|A0A087WWF1_HUMAN Protein LOC102725415 OS=Homo sapiens GN=LOC102725415 PE=4 SV=1;>sp|Q8WWX9|SELM_HUMAN Selenoprotein M OS=Homo sapiens GN=SELM PE=1 SV=32 2 2 2 16.081 144 144;145 0 3.1306 0 0 0 0 0 0 0 0 0 1135400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P55769 "NHP2-like protein 1;NHP2-like protein 1, N-terminally processed"NHP2L1 >tr|B1AHD1|B1AHD1_HUMAN NHP2-like protein 1 OS=Homo sapiens GN=NHP2L1 PE=1 SV=1;>sp|P55769|NH2L1_HUMAN NHP2-like protein 1 OS=Homo sapiens GN=NHP2L1 PE=1 SV=32 5 5 5 14.627 132 132;128 0 42.131 3707700 3239800 2979500 2699200 4650500 4568000 4738700 5266100 772290 1132100 2544900 3285800 1951000 2432600 1471200 1645000 1886900 2649000 3027500 4052900 10273000 7677700 1879600 0 4135900 4513900 1962600 1999200

P17405 Sphingomyelin phosphodiesteraseSMPD1 >tr|H0YEP5|H0YEP5_HUMAN Sphingomyelin phosphodiesterase (Fragment) OS=Homo sapiens GN=SMPD1 PE=4 SV=1;>tr|G3V1E1|G3V1E1_HUMAN Sphingomyelin phosphodiesterase OS=Homo sapiens GN=SMPD1 PE=4 SV=1;>tr|E9PQT3|E9PQT3_HUMAN Sphingomyelin phosphodiesterase OS=Homo8 2 2 2 36.132 317 317;366;402;573;585;628;629;530 7.1823 0 0 0 0 0 0 0 0 2504200 1130700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 807540 0 0

Q14847 LIM and SH3 domain protein 1LASP1 >sp|Q14847|LASP1_HUMAN LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1 PE=1 SV=2;>sp|Q14847-2|LASP1_HUMAN Isoform 2 of LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1;>tr|C9J9W2|C9J9W2_HUMAN LIM and SH3 domain protein 1 (Fragment) OS=Homo sapie6 5 5 5 29.717 261 261;323;166;91;205;710 43.553 2303200 2346100 2351800 0 3015700 2989600 2598000 2426100 1634900 1129000 875610 820110 1595900 1850000 1871000 1836900 0 2326700 2624100 2283300 4421500 4125700 4108900 0 1628000 1061700 2005900 1567000

Q4J6C6 Prolyl endopeptidase-likePREPL >sp|Q4J6C6-4|PPCEL_HUMAN Isoform 4 of Prolyl endopeptidase-like OS=Homo sapiens GN=PREPL;>sp|Q4J6C6-2|PPCEL_HUMAN Isoform 2 of Prolyl endopeptidase-like OS=Homo sapiens GN=PREPL;>sp|Q4J6C6-3|PPCEL_HUMAN Isoform 3 of Prolyl endopeptidase-like OS=Homo sapien4 2 2 2 73.351 638 638;661;665;727 0 4.6526 0 0 0 0 0 0 0 0 1026900 1125100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NZ08 Endoplasmic reticulum aminopeptidase 1ERAP1 >sp|Q9NZ08|ERAP1_HUMAN Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP1 PE=1 SV=3;>sp|Q9NZ08-2|ERAP1_HUMAN Isoform 2 of Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP14 5 5 5 107.23 941 941;948;129;144 0 32.047 0 2564800 1506300 1726200 4231100 2425900 1672400 908100 921710 1124100 4397600 2279400 1755200 973720 1040800 1981200 0 0 0 0 0 0 0 0 1233800 2220700 1975000 1576100

P07942 Laminin subunit beta-1LAMB1 >tr|G3XAI2|G3XAI2_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=1;>sp|P07942|LAMB1_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2;>tr|E7EPA6|E7EPA6_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=13 17 17 17 200.48 1810 1810;1786;850 0 182.74 936580 497790 550370 366570 1066700 901480 1152500 1070200 771990 1106500 4412500 5277800 515090 451300 12165000 11504000 0 0 680460 660950 817320 757580 16113000 15077000 1004100 1089900 7195200 3958700

Q04837 "Single-stranded DNA-binding protein, mitochondrial"SSBP1 >sp|Q04837|SSBP_HUMAN Single-stranded DNA-binding protein, mitochondrial OS=Homo sapiens GN=SSBP1 PE=1 SV=1;>tr|E7EUY5|E7EUY5_HUMAN Single-stranded DNA-binding protein, mitochondrial (Fragment) OS=Homo sapiens GN=SSBP1 PE=1 SV=1;>tr|C9K0U8|C9K0U8_HUMAN Sin3 8 8 8 17.259 148 148;135;121 0 51.692 5506900 4645900 2941500 3857500 2755400 2001800 2048100 2643200 1163600 1102800 1416500 1772400 2911700 2959700 2142900 2582900 3238400 4126700 3272500 2395300 2091800 0 0 4780900 4169800 2130200 3299500 2427700

O43837 "Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial"IDH3B >tr|A0A087WZN1|A0A087WZN1_HUMAN Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Homo sapiens GN=IDH3B PE=1 SV=1;>sp|O43837|IDH3B_HUMAN Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Homo sapiens GN=IDH3B PE=1 SV=2;>tr|A0A087X2E5|A0A5 7 7 7 42.41 387 387;385;376;383;2330 32.473 2275100 2197300 3012400 2525100 1863000 1473200 1735700 2086000 2665900 1101800 0 824540 2406700 2045900 1361800 1686100 2834500 5177400 3706700 0 1773100 0 0 0 1961000 3180200 986720 851160

Q9UQ35 Serine/arginine repetitive matrix protein 2SRRM2 >sp|Q9UQ35|SRRM2_HUMAN Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM2 PE=1 SV=2;>sp|Q9UQ35-2|SRRM2_HUMAN Isoform 2 of Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM28 11 11 11 299.61 2752 2752;2334;94;251;297;895;1018;3110 51.591 2061500 1660100 1481400 1613800 3145700 2601700 3165400 3144800 712160 1100400 2507200 1999800 1260200 1547500 1052300 1021400 0 0 0 1749500 4270300 7001100 1759100 1394800 2508400 2362100 1541300 1414500

P28074 Proteasome subunit beta type-5PSMB5 >sp|P28074|PSB5_HUMAN Proteasome subunit beta type-5 OS=Homo sapiens GN=PSMB5 PE=1 SV=3;>sp|P28074-3|PSB5_HUMAN Isoform 3 of Proteasome subunit beta type-5 OS=Homo sapiens GN=PSMB54 8 8 8 28.48 263 263;160;118;203 0 21.239 0 0 1103800 1032600 2212600 2709600 1926400 2084800 526290 1099400 0 0 0 1821300 881230 593450 0 0 0 0 0 2627100 0 0 0 0 1203700 913860

P52701 DNA mismatch repair protein Msh6MSH6 >tr|A0A087WWJ1|A0A087WWJ1_HUMAN DNA mismatch repair protein Msh6 OS=Homo sapiens GN=MSH6 PE=1 SV=1;>sp|P52701-4|MSH6_HUMAN Isoform 4 of DNA mismatch repair protein Msh6 OS=Homo sapiens GN=MSH6;>sp|P52701-2|MSH6_HUMAN Isoform GTBP-alt of DNA mismatch repair5 2 2 2 121.12 1067 1067;1058;1068;1230;13600 4.7876 0 0 0 0 0 0 0 0 0 1099400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y5X1 Sorting nexin-9SNX9 >tr|A0A087WYU1|A0A087WYU1_HUMAN Sorting nexin OS=Homo sapiens GN=SNX9 PE=1 SV=1;>sp|Q9Y5X1|SNX9_HUMAN Sorting nexin-9 OS=Homo sapiens GN=SNX9 PE=1 SV=12 4 4 4 66.476 594 594;595 0 31.734 1166400 0 0 1691300 0 0 2239000 0 0 1095900 2799700 0 2326500 1387400 2199900 6898600 0 0 2901500 2498900 0 0 0 0 0 0 2630600 2110500

O75822 Eukaryotic translation initiation factor 3 subunit JEIF3J >sp|O75822-2|EIF3J_HUMAN Isoform 2 of Eukaryotic translation initiation factor 3 subunit J OS=Homo sapiens GN=EIF3J;>sp|O75822-3|EIF3J_HUMAN Isoform 3 of Eukaryotic translation initiation factor 3 subunit J OS=Homo sapiens GN=EIF3J;>sp|O75822|EIF3J_HUMAN E5 6 6 6 22.941 204 204;209;258;106;1170 51.102 1621800 1677800 1737600 2126300 2629600 2414300 2654100 3730800 955510 1088400 2515800 3421800 1354700 1511100 1435400 1795000 0 0 1270300 1198400 0 5988300 7182600 6542900 2222800 2648200 2694400 2427400

P56385 "ATP synthase subunit e, mitochondrial"ATP5I >sp|P56385|ATP5I_HUMAN ATP synthase subunit e, mitochondrial OS=Homo sapiens GN=ATP5I PE=1 SV=21 2 2 2 7.9331 69 69 0 5.2644 2738800 3395600 2470600 2566800 0 0 0 0 1096300 1084100 1557100 1759500 0 0 0 1999200 0 3239200 3113500 2456800 3170400 3248000 5647500 5531600 2849300 3435700 2138500 1555100

Q14195 Dihydropyrimidinase-related protein 3DPYSL3 >sp|Q14195-2|DPYL3_HUMAN Isoform LCRMP-4 of Dihydropyrimidinase-related protein 3 OS=Homo sapiens GN=DPYSL3;>sp|Q14195|DPYL3_HUMAN Dihydropyrimidinase-related protein 3 OS=Homo sapiens GN=DPYSL3 PE=1 SV=14 13 9 9 73.91 684 684;570;209;92 0 58.909 1333000 1409900 1266600 1448900 4201300 3309000 3913200 4267300 1057800 1082800 3414100 7712800 1598900 515210 2316100 2500800 0 2600700 0 0 0 0 0 0 2214600 2694300 2947400 3803100

P16949 Stathmin STMN1 >tr|A2A2D0|A2A2D0_HUMAN Stathmin (Fragment) OS=Homo sapiens GN=STMN1 PE=1 SV=3;>sp|P16949|STMN1_HUMAN Stathmin OS=Homo sapiens GN=STMN1 PE=1 SV=3;>sp|P16949-2|STMN1_HUMAN Isoform 2 of Stathmin OS=Homo sapiens GN=STMN16 3 3 3 9.8642 86 86;149;174;168;179;1870 5.5634 0 0 0 0 867500 1001400 0 1424300 1277600 1070500 0 0 836120 1041200 0 0 0 0 0 0 0 0 0 0 0 0 0 2205600

O95168 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4NDUFB4 >sp|O95168-2|NDUB4_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4 OS=Homo sapiens GN=NDUFB4;>sp|O95168|NDUB4_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4 OS=Homo sapiens GN=NDUFB4 PE=1 SV=3;>tr|F2Z3P9|F24 4 4 4 14.026 120 120;129;69;80 0 68.888 2517300 1727800 1118400 2159100 1016700 860340 1394000 953360 2037800 1068900 9364000 9123200 1337900 1977900 10664000 4326500 3403200 3306200 3196200 3975600 0 0 0 0 3303400 5048500 6278600 4657100

P41567 Eukaryotic translation initiation factor 1;Eukaryotic translation initiation factor 1bEIF1 >tr|K7EM18|K7EM18_HUMAN Eukaryotic translation initiation factor 1 OS=Homo sapiens GN=EIF1 PE=1 SV=1;>sp|P41567|EIF1_HUMAN Eukaryotic translation initiation factor 1 OS=Homo sapiens GN=EIF1 PE=1 SV=1;>sp|O60739|EIF1B_HUMAN Eukaryotic translation initiation4 6 6 6 13.607 121 121;113;113;53 0 21.406 2204100 2158000 2183100 2157500 3139100 3049200 2873500 2944100 1435200 1068800 2136400 2378500 1476600 1665000 1814700 1947600 0 0 2434400 2877300 0 3701400 0 4697800 2080100 2649500 1807300 2130000

Q8IYQ7 Threonine synthase-like 1THNSL1 >sp|Q8IYQ7|THNS1_HUMAN Threonine synthase-like 1 OS=Homo sapiens GN=THNSL1 PE=1 SV=21 7 7 7 83.069 743 743 0 18.019 0 0 0 0 0 1108600 0 0 0 1067100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2557400 0 0 0

P51531 Probable global transcription activator SNF2L2;Transcription activator BRG1SMARCA4 >tr|Q9HBD4|Q9HBD4_HUMAN SMARCA4 isoform 2 OS=Homo sapiens GN=SMARCA4 PE=4 SV=1;>tr|A0A0A0MT49|A0A0A0MT49_HUMAN Transcription activator BRG1 OS=Homo sapiens GN=SMARCA4 PE=4 SV=1;>sp|P51531-2|SMCA2_HUMAN Isoform Short of Probable global transcription activat17 3 3 3 188.15 1679 1679;1681;1572;1590;1613;1614;1616;1617;1647;153;171;177;236;248;254;271;2780 6.3595 0 0 0 0 1144100 1286700 1041000 0 685270 1064600 1143900 2691200 0 0 1217000 1328400 0 0 0 0 0 0 0 0 0 0 1059400 1150100

Q96PK6 RNA-binding protein 14RBM14 >sp|Q96PK6|RBM14_HUMAN RNA-binding protein 14 OS=Homo sapiens GN=RBM14 PE=1 SV=27 7 7 6 69.491 669 669;129;147;159;118;119;1560 83.729 1088100 0 899190 1737800 3566400 3264200 3556300 3528700 1440500 1056500 2663200 2720700 1073200 520600 2347200 2305900 1609100 1751100 0 1481500 0 0 0 0 1083300 1942800 2189300 2666000

P05165 "Propionyl-CoA carboxylase alpha chain, mitochondrial"PCCA >sp|P05165-3|PCCA_HUMAN Isoform 3 of Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Homo sapiens GN=PCCA;>sp|P05165-2|PCCA_HUMAN Isoform 2 of Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Homo sapiens GN=PCCA;>sp|P05165|PCCA_HUMAN Propio5 9 9 9 75.001 681 681;702;728;139;1490 20.117 1540200 2003600 1044200 1640000 2542000 2346000 2582100 2449900 927890 1051100 3862700 3151000 1133000 1693700 1987900 2036700 0 0 0 0 2351800 1039600 3373700 3967700 2559600 3137300 2858400 3616700

O14745 Na(+)/H(+) exchange regulatory cofactor NHE-RF1SLC9A3R1 >sp|O14745|NHRF1_HUMAN Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Homo sapiens GN=SLC9A3R1 PE=1 SV=4;>tr|J3QRP6|J3QRP6_HUMAN Na(+)/H(+) exchange regulatory cofactor NHE-RF1 (Fragment) OS=Homo sapiens GN=SLC9A3R1 PE=1 SV=13 5 5 5 38.868 358 358;215;202 0 32.682 3045400 2790600 2375400 3007500 3899300 3487800 4379100 4018600 1256600 1048000 2190100 2373900 1941500 2176500 1557500 1550500 2569100 2507400 2212100 1952200 6245900 5629600 3772900 3845600 3532000 3421200 2488100 2616300

Q9Y365 PCTP-like proteinSTARD10 >tr|F5H1Z6|F5H1Z6_HUMAN PCTP-like protein (Fragment) OS=Homo sapiens GN=STARD10 PE=1 SV=1;>tr|F5H8H3|F5H8H3_HUMAN PCTP-like protein OS=Homo sapiens GN=STARD10 PE=1 SV=1;>tr|A0A087WXR2|A0A087WXR2_HUMAN PCTP-like protein OS=Homo sapiens GN=STARD10 PE=1 SV=1;15 5 5 5 29.043 252 252;262;359;291;191;245;82;138;150;169;58;89;121;131;1420 73.639 2170500 2177400 1720400 1574900 3406500 3860700 4479200 3260600 944730 1045500 2672400 2627900 0 0 1924700 2082400 0 0 0 0 0 0 0 1910300 2628900 3367500 2085100 2514100

Q13404 Ubiquitin-conjugating enzyme E2 variant 1UBE2V1 >tr|I3L0A0|I3L0A0_HUMAN HCG2044781 OS=Homo sapiens GN=TMEM189-UBE2V1 PE=4 SV=1;>sp|Q13404|UB2V1_HUMAN Ubiquitin-conjugating enzyme E2 variant 1 OS=Homo sapiens GN=UBE2V1 PE=1 SV=2;>sp|Q13404-7|UB2V1_HUMAN Isoform 5 of Ubiquitin-conjugating enzyme E2 varian14 3 3 1 42.208 370 370;147;170;170;221;103;105;103;105;52;89;105;109;1540 12.364 4587300 4276700 3301700 3063200 2066600 3922000 4489800 4291000 0 1045300 1043800 1394000 1896200 2070100 500040 1500400 4173200 3475000 3109200 3337900 0 2005500 0 0 2840900 2827400 1738600 1394800

Q9Y5S9 RNA-binding protein 8ARBM8A >sp|Q9Y5S9-2|RBM8A_HUMAN Isoform 2 of RNA-binding protein 8A OS=Homo sapiens GN=RBM8A;>sp|Q9Y5S9|RBM8A_HUMAN RNA-binding protein 8A OS=Homo sapiens GN=RBM8A PE=1 SV=12 3 3 3 19.76 173 173;174 0 19.725 0 3711700 1205900 0 860390 835660 0 826930 1008100 1044900 0 777490 1474200 1537300 610000 713140 1726400 1607000 2145300 2130300 0 0 0 0 1098700 1506600 0 0

Q9BYD6 "39S ribosomal protein L1, mitochondrial"MRPL1 >sp|Q9BYD6|RM01_HUMAN 39S ribosomal protein L1, mitochondrial OS=Homo sapiens GN=MRPL1 PE=1 SV=2;>tr|H0Y8N7|H0Y8N7_HUMAN 39S ribosomal protein L1, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL1 PE=1 SV=13 3 3 3 36.908 325 325;231;119 0 4.2911 0 0 0 0 0 0 0 0 0 1041800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13247 Serine/arginine-rich splicing factor 6SRSF6 >sp|Q13247-3|SRSF6_HUMAN Isoform SRP55-3 of Serine/arginine-rich splicing factor 6 OS=Homo sapiens GN=SRSF6;>sp|Q13247|SRSF6_HUMAN Serine/arginine-rich splicing factor 6 OS=Homo sapiens GN=SRSF6 PE=1 SV=23 5 5 4 38.418 335 335;344;135 0 14.061 3456300 4345900 3512700 4346200 4840900 4350100 5270800 4996300 1145800 1035800 1560600 2312600 2445200 2916500 1229700 1389200 3795100 3243000 2646300 1886000 3492900 3561900 567340 0 3561400 3858500 1519100 1552100

P19838 Nuclear factor NF-kappa-B p105 subunit;Nuclear factor NF-kappa-B p50 subunitNFKB1 >sp|P19838|NFKB1_HUMAN Nuclear factor NF-kappa-B p105 subunit OS=Homo sapiens GN=NFKB1 PE=1 SV=2;>sp|P19838-2|NFKB1_HUMAN Isoform 2 of Nuclear factor NF-kappa-B p105 subunit OS=Homo sapiens GN=NFKB1;>sp|P19838-3|NFKB1_HUMAN Isoform 3 of Nuclear factor NF-k5 3 3 3 105.35 968 968;969;788;196;1980 11.123 0 0 847530 1029500 1312300 2239400 1554700 1691500 0 1035000 0 0 973250 0 1615700 902370 0 0 0 0 0 0 0 0 908740 751640 919550 1305700

O00273 DNA fragmentation factor subunit alphaDFFA >sp|O00273-2|DFFA_HUMAN Isoform DFF35 of DNA fragmentation factor subunit alpha OS=Homo sapiens GN=DFFA;>sp|O00273|DFFA_HUMAN DNA fragmentation factor subunit alpha OS=Homo sapiens GN=DFFA PE=1 SV=13 4 4 4 29.41 268 268;331;159 0 49.218 1486600 1220700 902330 0 1411200 1562000 1687700 1707800 1849100 1022200 2275100 2581600 1142700 1183500 897610 1001500 0 0 0 0 0 0 0 0 1356500 1496100 1648100 1615500

Q14126 Desmoglein-2DSG2 >sp|Q14126|DSG2_HUMAN Desmoglein-2 OS=Homo sapiens GN=DSG2 PE=1 SV=22 9 9 9 122.29 1118 1118;232 0 57.934 1236100 1800200 1712500 1149500 1301300 2290000 1458400 1710700 0 1020700 3419000 2815300 0 2101700 3217800 3632400 0 2216600 0 0 0 0 3730900 3538400 1632500 964360 2704000 2355400

Q9UHB6 LIM domain and actin-binding protein 1LIMA1 >sp|Q9UHB6|LIMA1_HUMAN LIM domain and actin-binding protein 1 OS=Homo sapiens GN=LIMA1 PE=1 SV=1;>sp|Q9UHB6-4|LIMA1_HUMAN Isoform 4 of LIM domain and actin-binding protein 1 OS=Homo sapiens GN=LIMA1;>tr|F8VQE1|F8VQE1_HUMAN LIM domain and actin-binding prot10 9 9 9 85.225 759 759;760;598;599;600;456;457;388;111;1300 39.303 0 1223000 1035800 0 1336300 1052800 1467100 1566800 0 1017100 683490 1451900 986450 1174100 1000100 1154000 0 0 0 0 0 669430 904110 0 1642600 1328800 1406000 1255900

Q9Y2B0 Protein canopy homolog 2CNPY2 >sp|Q9Y2B0|CNPY2_HUMAN Protein canopy homolog 2 OS=Homo sapiens GN=CNPY2 PE=1 SV=12 7 1 1 20.652 182 182;80 0 3.5473 0 0 0 0 0 0 0 0 825380 1016800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 596140 0 395410

Q13642 Four and a half LIM domains protein 1FHL1 >sp|Q13642-1|FHL1_HUMAN Isoform 1 of Four and a half LIM domains protein 1 OS=Homo sapiens GN=FHL1;>sp|Q13642-5|FHL1_HUMAN Isoform 5 of Four and a half LIM domains protein 1 OS=Homo sapiens GN=FHL1;>sp|Q13642-4|FHL1_HUMAN Isoform 4 of Four and a half LIM d12 6 6 6 31.895 280 280;296;309;257;323;204;205;207;210;194;155;1410 17.65 2090400 1906100 2119600 2411000 3389500 3324000 3782000 3929900 911440 1015700 849040 1141100 1844000 1925300 1586500 1543000 0 0 1630500 2127300 4842600 5472300 2007100 2342900 2653100 2628600 1498000 1442800

P31689 DnaJ homolog subfamily A member 1DNAJA1 >sp|P31689|DNJA1_HUMAN DnaJ homolog subfamily A member 1 OS=Homo sapiens GN=DNAJA1 PE=1 SV=2;>sp|P31689-2|DNJA1_HUMAN Isoform 2 of DnaJ homolog subfamily A member 1 OS=Homo sapiens GN=DNAJA12 6 6 6 44.868 397 397;331 0 22.684 1903800 1973000 1742500 1463400 1891000 0 3217800 3486500 854350 1010900 1944600 1755400 1467300 1918600 1514000 1678000 0 0 1722300 1119700 2496900 7593200 3338200 2709300 2191900 2139800 1682800 2055400

Q16181 Septin-7 SEP-9 >sp|Q9UHD8-3|SEPT9_HUMAN Isoform 3 of Septin-9 OS=Homo sapiens GN=SEPT9;>sp|Q9UHD8-7|SEPT9_HUMAN Isoform 7 of Septin-9 OS=Homo sapiens GN=SEPT9;>sp|Q9UHD8-2|SEPT9_HUMAN Isoform 2 of Septin-9 OS=Homo sapiens GN=SEPT9;>sp|Q9UHD8-5|SEPT9_HUMAN Isoform 5 of Se24 8 8 8 47.501 422 422;567;568;579;586;335;362;474;209;195;151;157;159;165;104;108;116;127;134;135;144;189;35;570 18.742 2656000 2549300 1582600 2515500 4457000 4504500 4088600 5536000 1174200 1003100 3231200 4273200 1909100 1717000 2850200 3594200 0 0 0 0 0 0 0 0 2220900 2633100 3557100 2900300

Q9NZN4 EH domain-containing protein 2EHD2 >sp|Q9NZN4|EHD2_HUMAN EH domain-containing protein 2 OS=Homo sapiens GN=EHD2 PE=1 SV=2;>sp|Q9NZN4-2|EHD2_HUMAN Isoform 2 of EH domain-containing protein 2 OS=Homo sapiens GN=EHD22 9 9 9 61.161 543 543;407 0 65.485 726590 0 749330 0 5078000 3540800 3825500 4306000 1495500 993710 4824600 3314000 1418900 3138200 4695200 5405500 0 0 0 1890700 0 0 0 0 0 3874000 5052200 5332000

Q93052 Lipoma-preferred partnerLPP >sp|Q93052|LPP_HUMAN Lipoma-preferred partner OS=Homo sapiens GN=LPP PE=1 SV=1;>tr|C9JUT4|C9JUT4_HUMAN LIM domain containing preferred translocation partner in lipoma, isoform CRA_e OS=Homo sapiens GN=LPP PE=1 SV=1;>tr|A0A087WZF1|A0A087WZF1_HUMAN Lipoma-pr12 4 4 4 65.746 612 612;428;590;252;47;53;57;65;66;93;111;1510 17.726 2565300 3804300 0 0 2856500 2665500 3733100 2105100 279100 989790 0 0 1468200 2187700 1761600 2656000 0 0 0 1430100 0 0 0 0 1576400 0 1764800 4438800

O15372 Eukaryotic translation initiation factor 3 subunit HEIF3H >tr|E5RJT0|E5RJT0_HUMAN Eukaryotic translation initiation factor 3 subunit H (Fragment) OS=Homo sapiens GN=EIF3H PE=1 SV=1;>tr|A0A087WZK9|A0A087WZK9_HUMAN Eukaryotic translation initiation factor 3 subunit H OS=Homo sapiens GN=EIF3H PE=1 SV=1;>tr|B3KS98|B34 3 3 3 28.375 244 244;349;366;352 0 8.5368 0 0 0 0 0 0 0 0 1838200 987570 0 0 1873900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O43676 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3NDUFB3 >sp|O43676|NDUB3_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3 OS=Homo sapiens GN=NDUFB3 PE=1 SV=3;>tr|C9JKQ2|C9JKQ2_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3 (Fragment) OS=Homo sapiens GN=NDUFB3 PE=1 SV=12 3 3 3 11.402 98 98;65 0 5.6229 1253900 1693900 994150 1540900 583380 584840 844720 540050 522600 979910 527270 788860 870660 1017400 758750 1044400 1188900 1173300 1367700 1362100 589460 589780 0 0 1583000 1400100 756710 1002000

P50851 Lipopolysaccharide-responsive and beige-like anchor proteinLRBA >tr|E9PEM5|E9PEM5_HUMAN Lipopolysaccharide-responsive and beige-like anchor protein OS=Homo sapiens GN=LRBA PE=1 SV=1;>sp|P50851-2|LRBA_HUMAN Isoform 2 of Lipopolysaccharide-responsive and beige-like anchor protein OS=Homo sapiens GN=LRBA;>sp|P50851|LRBA_H5 14 14 13 286.97 2575 2575;2851;2863;1505;7390 66.904 2125600 2967200 1573700 1904600 2849100 4695900 3607800 5945600 2381100 976600 13005000 8700400 2031900 2224400 4429200 2702000 2406200 2129600 0 952500 1906900 0 0 0 2603200 2923100 4559400 2534500

Q96DG6 Carboxymethylenebutenolidase homologCMBL >sp|Q96DG6|CMBL_HUMAN Carboxymethylenebutenolidase homolog OS=Homo sapiens GN=CMBL PE=1 SV=11 4 4 4 28.048 245 245 0 20.54 1297200 1496800 1593300 2007900 2203000 1829600 2387500 2904100 578340 972240 1162200 944970 1298800 1093500 805810 673190 1253500 904320 1656000 0 0 0 0 0 2007700 1749000 876090 720320

Q9H1B7 Interferon regulatory factor 2-binding protein-likeIRF2BPL >sp|Q9H1B7|I2BPL_HUMAN Interferon regulatory factor 2-binding protein-like OS=Homo sapiens GN=IRF2BPL PE=1 SV=12 4 4 3 82.658 796 796;163 0 16.464 0 0 0 0 0 0 0 0 1542700 966610 2515000 0 0 1241100 1005900 1428600 0 0 0 0 0 0 0 0 0 1728400 0 0

Q09028 Histone-binding protein RBBP4RBBP4 >sp|Q09028-3|RBBP4_HUMAN Isoform 3 of Histone-binding protein RBBP4 OS=Homo sapiens GN=RBBP4;>sp|Q09028|RBBP4_HUMAN Histone-binding protein RBBP4 OS=Homo sapiens GN=RBBP4 PE=1 SV=3;>sp|Q09028-2|RBBP4_HUMAN Isoform 2 of Histone-binding protein RBBP4 OS=Homo12 7 7 1 46.158 410 410;425;424;207;180;262;167;175;62;85;87;1040 59.34 3250700 0 2168700 1942700 3330400 3534400 3270800 2937300 1492700 960610 2879000 4701200 2247800 2032800 4722500 4152000 2604800 0 0 2490000 0 0 0 0 1458000 0 2782300 2330100

Q6PGP7 Tetratricopeptide repeat protein 37TTC37 >sp|Q6PGP7|TTC37_HUMAN Tetratricopeptide repeat protein 37 OS=Homo sapiens GN=TTC37 PE=1 SV=1;>tr|D6RCE2|D6RCE2_HUMAN Tetratricopeptide repeat protein 37 (Fragment) OS=Homo sapiens GN=TTC37 PE=1 SV=13 5 5 5 175.48 1564 1564;611;95 0 11.679 0 743310 0 0 957110 0 0 0 1662900 958680 0 0 638820 1013200 0 0 0 0 0 0 0 0 0 0 0 0 0 1273100

Q9NNW7 "Thioredoxin reductase 2, mitochondrial"TXNRD2 >tr|E7ENA2|E7ENA2_HUMAN Thioredoxin reductase 2, mitochondrial OS=Homo sapiens GN=TXNRD2 PE=1 SV=1;>tr|D3YTF9|D3YTF9_HUMAN Thioredoxin reductase 2, mitochondrial OS=Homo sapiens GN=TXNRD2 PE=1 SV=1;>sp|Q9NNW7-2|TRXR2_HUMAN Isoform 2 of Thioredoxin reductas15 6 5 5 53.567 494 494;523;498;524;306;338;499;463;426;428;277;111;163;172;1780 11.558 0 1454400 1474900 1482900 943590 943040 943320 1299000 0 955420 627420 642970 1201200 0 416800 502460 0 0 0 0 0 0 2087800 2176600 1032200 1256800 447860 664750

Q6PIU2 Neutral cholesterol ester hydrolase 1NCEH1 >tr|H7C046|H7C046_HUMAN Neutral cholesterol ester hydrolase 1 (Fragment) OS=Homo sapiens GN=NCEH1 PE=4 SV=1;>tr|A0A0A0MTJ9|A0A0A0MTJ9_HUMAN Neutral cholesterol ester hydrolase 1 OS=Homo sapiens GN=NCEH1 PE=4 SV=1;>sp|Q6PIU2|NCEH1_HUMAN Neutral cholesterol 5 5 5 5 33.944 307 307;448;408;416;2750 58.552 1250100 1508400 1405500 1453600 1141600 1025900 1050300 1025000 1945800 952370 1370900 517790 1099200 0 3387000 3474400 0 0 0 829460 0 0 4016500 4363500 1678200 1749200 2247000 1862300

O95757 Heat shock 70 kDa protein 4LHSPA4L >tr|E9PDE8|E9PDE8_HUMAN Heat shock 70 kDa protein 4L OS=Homo sapiens GN=HSPA4L PE=1 SV=1;>sp|O95757|HS74L_HUMAN Heat shock 70 kDa protein 4L OS=Homo sapiens GN=HSPA4L PE=1 SV=3;>tr|D6RJ96|D6RJ96_HUMAN Heat shock 70 kDa protein 4L (Fragment) OS=Homo sapiens3 6 4 4 91.953 813 813;839;531 0 11.766 0 0 0 0 0 0 869120 0 2826500 949580 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1015400 0 0

Q16270 Insulin-like growth factor-binding protein 7IGFBP7 >sp|Q16270-2|IBP7_HUMAN Isoform 2 of Insulin-like growth factor-binding protein 7 OS=Homo sapiens GN=IGFBP7;>sp|Q16270|IBP7_HUMAN Insulin-like growth factor-binding protein 7 OS=Homo sapiens GN=IGFBP7 PE=1 SV=12 4 4 4 28.86 279 279;282 0 47.236 2542700 2869300 2524300 2551600 4588600 4364700 4610300 4376600 848810 941220 3051900 3919500 2315800 2349600 2502300 2632100 0 1976800 2128600 2290800 0 0 0 0 3028100 3976800 3105900 2821600

Q10713 Mitochondrial-processing peptidase subunit alphaPMPCA >sp|Q10713|MPPA_HUMAN Mitochondrial-processing peptidase subunit alpha OS=Homo sapiens GN=PMPCA PE=1 SV=2;>tr|Q5SXN9|Q5SXN9_HUMAN Mitochondrial-processing peptidase subunit alpha (Fragment) OS=Homo sapiens GN=PMPCA PE=1 SV=1;>sp|Q10713-2|MPPA_HUMAN Isoform3 3 3 3 58.252 525 525;271;394 0 5.9954 0 0 0 0 0 0 0 0 901120 939270 0 0 0 0 0 1090100 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y3E5 "Peptidyl-tRNA hydrolase 2, mitochondrial"PTRH2 >tr|J3KQ48|J3KQ48_HUMAN Peptidyl-tRNA hydrolase 2, mitochondrial OS=Homo sapiens GN=PTRH2 PE=1 SV=1;>sp|Q9Y3E5|PTH2_HUMAN Peptidyl-tRNA hydrolase 2, mitochondrial OS=Homo sapiens GN=PTRH2 PE=1 SV=12 2 2 2 19.325 180 180;179 0 9.7227 733050 0 625400 0 0 700950 0 760580 0 937920 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N1F7 Nuclear pore complex protein Nup93NUP93 >tr|H3BVG0|H3BVG0_HUMAN Nuclear pore complex protein Nup93 OS=Homo sapiens GN=NUP93 PE=1 SV=1;>sp|Q8N1F7|NUP93_HUMAN Nuclear pore complex protein Nup93 OS=Homo sapiens GN=NUP93 PE=1 SV=2;>sp|Q8N1F7-2|NUP93_HUMAN Isoform 2 of Nuclear pore complex protein Nu11 5 5 5 99.554 880 880;819;696;132;136;140;151;178;84;117;2300 48.723 0 1910700 0 0 0 0 2311400 0 496230 929030 3217300 0 0 1763000 1181300 1440500 0 0 0 0 0 0 1462700 1209500 2694800 0 0 0

Q16658 Fascin FSCN1 >sp|Q16658|FSCN1_HUMAN Fascin OS=Homo sapiens GN=FSCN1 PE=1 SV=34 7 7 7 54.529 493 493;120;132;138 0 51.607 0 0 0 0 1241800 2603900 1172500 0 0 928910 1345500 2206000 0 0 2028900 1413000 0 0 0 0 0 0 0 0 1177100 1642700 1387600 1281400

Q86VU5 Catechol O-methyltransferase domain-containing protein 1COMTD1 >sp|Q86VU5|CMTD1_HUMAN Catechol O-methyltransferase domain-containing protein 1 OS=Homo sapiens GN=COMTD1 PE=1 SV=1;>tr|R4GNF4|R4GNF4_HUMAN Catechol O-methyltransferase domain-containing protein 1 (Fragment) OS=Homo sapiens GN=COMTD1 PE=4 SV=12 3 3 3 28.808 262 262;260 0 8.0439 0 0 0 0 0 0 737510 724260 0 928270 0 0 977970 0 2628800 1776300 0 0 0 0 0 0 0 0 976190 1008100 1153100 969660

Q13045 Protein flightless-1 homologFLII >sp|Q13045-2|FLII_HUMAN Isoform 2 of Protein flightless-1 homolog OS=Homo sapiens GN=FLII;>sp|Q13045|FLII_HUMAN Protein flightless-1 homolog OS=Homo sapiens GN=FLII PE=1 SV=2;>sp|Q13045-3|FLII_HUMAN Isoform 3 of Protein flightless-1 homolog OS=Homo sapiens7 8 8 8 138.49 1214 1214;1269;1258;700;279;51;1170 23.426 1217500 402690 1115800 1098200 2233500 2000800 2833400 2112700 1471400 924050 782970 1070700 917250 1342400 1823800 1965500 0 0 0 0 0 0 0 0 1162800 1080600 1001500 2001600

O75844 CAAX prenyl protease 1 homologZMPSTE24 >sp|O75844|FACE1_HUMAN CAAX prenyl protease 1 homolog OS=Homo sapiens GN=ZMPSTE24 PE=1 SV=21 6 6 6 54.812 475 475 0 10.28 1451000 1896400 1398600 2651100 0 863410 0 0 2144500 919530 1533700 1154100 2123900 831070 1396900 1308500 0 0 0 0 0 0 0 0 1321900 0 1056100 1117000

Q6NUQ4 Transmembrane protein 214TMEM214 >sp|Q6NUQ4-2|TM214_HUMAN Isoform 2 of Transmembrane protein 214 OS=Homo sapiens GN=TMEM214;>sp|Q6NUQ4|TM214_HUMAN Transmembrane protein 214 OS=Homo sapiens GN=TMEM214 PE=1 SV=26 8 8 8 72.039 644 644;689;247;306;140;2250 18.27 0 0 0 0 1261200 1338500 1169300 1666400 1515500 916170 5704100 1767000 0 1244500 10234000 3150900 0 0 0 0 0 0 0 2033100 1683600 1517200 1897300 2327800

Q86V81 THO complex subunit 4ALYREF >sp|Q86V81|THOC4_HUMAN THO complex subunit 4 OS=Homo sapiens GN=ALYREF PE=1 SV=3;>tr|E9PB61|E9PB61_HUMAN THO complex subunit 4 OS=Homo sapiens GN=ALYREF PE=1 SV=12 4 4 4 26.888 257 257;264 0 57.353 3616900 3232500 0 3215600 3478800 3743400 3692200 3971300 1092000 915830 1251400 1867400 2042500 2542700 1003600 1243200 0 0 0 0 0 6609300 0 0 3490000 2745200 2325300 0

Q9BS40 Latexin LXN >sp|Q9BS40|LXN_HUMAN Latexin OS=Homo sapiens GN=LXN PE=1 SV=21 2 2 2 25.75 222 222 0 54.166 0 0 658340 0 2029400 3075800 4265600 2747100 714440 913620 3573500 4374600 0 0 0 1916700 0 0 0 0 0 0 962110 0 0 0 2023200 2944800

Q9NUP9 Protein lin-7 homolog CLIN7C >sp|Q9NUP9|LIN7C_HUMAN Protein lin-7 homolog C OS=Homo sapiens GN=LIN7C PE=1 SV=1;>tr|G3V1D4|G3V1D4_HUMAN Lin-7 homolog C (C. elegans), isoform CRA_b OS=Homo sapiens GN=LIN7C PE=1 SV=16 5 5 5 21.834 197 197;173;180;233;101;1300 23.796 1139700 1740200 1659300 1707800 2458200 2280200 3154800 3135300 600930 910540 0 1611200 1445900 1932900 1739800 0 1600900 1441500 0 0 4665400 0 2514400 2994200 2028400 1885900 1810400 1300700

P30049 "ATP synthase subunit delta, mitochondrial"ATP5D >sp|P30049|ATPD_HUMAN ATP synthase subunit delta, mitochondrial OS=Homo sapiens GN=ATP5D PE=1 SV=21 2 2 2 17.49 168 168 0 29.565 2592100 2585700 1899800 1974400 963970 1246000 0 1684400 798110 908590 846870 1121000 1336300 1436100 0 0 2770700 2047400 2871200 2895800 0 0 0 0 2666100 2688200 1198700 959060

Q14157 Ubiquitin-associated protein 2-likeUBAP2L >tr|F8W726|F8W726_HUMAN Ubiquitin-associated protein 2-like OS=Homo sapiens GN=UBAP2L PE=1 SV=2;>sp|Q14157-4|UBP2L_HUMAN Isoform 4 of Ubiquitin-associated protein 2-like OS=Homo sapiens GN=UBAP2L;>sp|Q14157-1|UBP2L_HUMAN Isoform 2 of Ubiquitin-associated p13 3 3 3 113.63 1079 1079;976;983;1068;1087;1104;350;182;234;265;280;383;3990 5.531 0 0 1142600 0 575220 438680 504370 378130 0 908010 0 0 2173200 0 641240 599830 0 0 0 0 0 0 0 0 0 0 0 0

Q9NRX2 "39S ribosomal protein L17, mitochondrial"MRPL17 >tr|E9PKV2|E9PKV2_HUMAN 39S ribosomal protein L17, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL17 PE=1 SV=1;>sp|Q9NRX2|RM17_HUMAN 39S ribosomal protein L17, mitochondrial OS=Homo sapiens GN=MRPL17 PE=1 SV=12 2 2 2 16.371 142 142;175 0 3.3623 0 0 0 0 0 0 0 0 0 893220 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13526 Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1PIN1 >tr|K7EN45|K7EN45_HUMAN Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 (Fragment) OS=Homo sapiens GN=PIN1 PE=1 SV=1;>sp|Q13526|PIN1_HUMAN Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 OS=Homo sapiens GN=PIN1 PE=1 SV=1;>tr|K7EMU7|K7EMU7_HUM3 4 4 4 9.8329 90 90;163;145 0 78.711 0 0 0 0 1797400 1740600 1735700 1960700 978010 891860 3451900 2553000 0 0 0 1389000 0 0 0 0 0 0 0 0 2623000 2874400 2440000 2254800

Q8N4T8 Carbonyl reductase family member 4CBR4 >sp|Q8N4T8|CBR4_HUMAN Carbonyl reductase family member 4 OS=Homo sapiens GN=CBR4 PE=1 SV=3;>tr|H0Y962|H0Y962_HUMAN Carbonyl reductase family member 4 (Fragment) OS=Homo sapiens GN=CBR4 PE=1 SV=1;>sp|Q8N4T8-2|CBR4_HUMAN Isoform 2 of Carbonyl reductase famil3 3 3 3 25.301 237 237;186;179 0 10.658 1298900 0 0 0 0 0 0 0 998510 888460 1251100 2545900 1075200 0 1901900 2581200 796130 0 0 0 0 0 0 0 0 0 0 0

P28072 Proteasome subunit beta type-6PSMB6 >sp|P28072|PSB6_HUMAN Proteasome subunit beta type-6 OS=Homo sapiens GN=PSMB6 PE=1 SV=42 3 3 3 25.357 239 239;213 0 13.003 4206300 4373800 3317300 667270 3740800 3282200 3732500 4057700 1175200 881710 1310400 1547900 1966200 2236200 1952100 0 3339600 3063100 2825800 2465300 8380800 8825700 0 0 0 3233100 0 0

O43852 Calumenin CALU >sp|O43852|CALU_HUMAN Calumenin OS=Homo sapiens GN=CALU PE=1 SV=2;>sp|O43852-3|CALU_HUMAN Isoform 3 of Calumenin OS=Homo sapiens GN=CALU;>sp|O43852-5|CALU_HUMAN Isoform 5 of Calumenin OS=Homo sapiens GN=CALU;>sp|O43852-13|CALU_HUMAN Isoform 13 of Calumenin16 6 6 6 37.106 315 315;323;229;139;147;170;224;265;154;315;323;147;164;74;161;2010 9.3109 1234700 1193200 1761600 0 0 1895500 1976800 0 2963000 877230 1760800 2586900 1424000 1521200 1100400 0 1851300 0 1734100 0 0 0 0 0 4005900 3543700 0 2055700

P82979 SAP domain-containing ribonucleoproteinSARNP >tr|H0YHG0|H0YHG0_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1;>sp|P82979|SARNP_HUMAN SAP domain-containing ribonucleoprotein OS=Homo sapiens GN=SARNP PE=1 SV=34 3 3 3 59.075 523 523;210;213;702 0 56.582 0 1359400 0 1239600 0 0 0 0 0 875950 1098700 0 951300 1290900 0 0 0 0 1027000 0 0 3693500 0 0 1548200 1770400 0 0

P05362 Intercellular adhesion molecule 1ICAM1 >sp|P05362|ICAM1_HUMAN Intercellular adhesion molecule 1 OS=Homo sapiens GN=ICAM1 PE=1 SV=23 7 7 7 57.825 532 532;180;310 0 28.907 1030800 962590 0 0 1320300 1154500 1005900 1281100 1958200 873110 4628100 5033100 807820 916960 3337300 3035100 825530 1033200 1282200 1056500 1895800 2190000 3978700 4451000 812670 987720 3581900 6928400

Q9P016 Thymocyte nuclear protein 1THYN1 >sp|Q9P016|THYN1_HUMAN Thymocyte nuclear protein 1 OS=Homo sapiens GN=THYN1 PE=1 SV=1;>sp|Q9P016-2|THYN1_HUMAN Isoform 2 of Thymocyte nuclear protein 1 OS=Homo sapiens GN=THYN12 2 2 2 25.697 225 225;166 0.002876 1.9678 1166900 1522800 938840 966030 974560 1007200 0 0 666900 851050 947100 1047800 0 1144700 937360 894760 0 0 0 0 1839800 1838200 1289700 1154500 1295800 1544900 912790 703140

Q9BY67- Cell adhesion molecule 1CADM1 >tr|A0A087X105|A0A087X105_HUMAN Cell adhesion molecule 1 OS=Homo sapiens GN=CADM1 PE=1 SV=1;>tr|A0A087WZW4|A0A087WZW4_HUMAN Cell adhesion molecule 1 OS=Homo sapiens GN=CADM1 PE=1 SV=1;>tr|A0A087X1W8|A0A087X1W8_HUMAN Cell adhesion molecule 1 OS=Homo sapiens15 3 3 3 41.667 373 373;401;412;413;430;443;414;442;453;471;346;333;111;182;1890 32.43 0 0 0 1470900 982780 1152900 0 0 1085600 846770 1957900 1206300 1119700 1353000 2028500 2944700 0 0 0 0 0 0 0 0 0 2494100 1620900 1853700

P17096 High mobility group protein HMG-I/HMG-YHMGA1 >sp|P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y OS=Homo sapiens GN=HMGA1 PE=1 SV=3;>sp|P17096-3|HMGA1_HUMAN Isoform HMG-R of High mobility group protein HMG-I/HMG-Y OS=Homo sapiens GN=HMGA12 2 2 2 11.676 107 107;179 0 57.74 1415100 1556500 1319500 1470900 1512100 1503800 1949000 1474300 818100 844920 2137500 2599800 1112100 1514200 2269200 3370300 0 0 0 0 0 0 0 0 1802000 1646200 2080900 1750600

P48163 NADP-dependent malic enzymeME1 >sp|P48163|MAOX_HUMAN NADP-dependent malic enzyme OS=Homo sapiens GN=ME1 PE=1 SV=1;>sp|P48163-2|MAOX_HUMAN Isoform 2 of NADP-dependent malic enzyme OS=Homo sapiens GN=ME12 4 4 4 64.149 572 572;497 0 15.188 0 0 1178600 1341900 0 0 0 0 1466400 844070 0 0 0 841640 0 0 1083200 5548600 0 1331900 0 0 0 0 906030 2090200 0 0

O75521 "Enoyl-CoA delta isomerase 2, mitochondrial"ECI2 >sp|O75521-2|ECI2_HUMAN Isoform 2 of Enoyl-CoA delta isomerase 2, mitochondrial OS=Homo sapiens GN=ECI2;>sp|O75521|ECI2_HUMAN Enoyl-CoA delta isomerase 2, mitochondrial OS=Homo sapiens GN=ECI2 PE=1 SV=4;>tr|F1LLU7|F1LLU7_HUMAN Enoyl-CoA delta isomerase 2, 6 8 8 8 39.609 359 359;394;197;140;220;1520 66.609 4391900 0 0 0 1722700 1725100 1212200 1693800 1602600 842150 2204400 3144300 1414200 1376800 2369900 3397200 0 0 0 0 0 0 2378700 1774200 0 1998400 2666500 2574400

Q9UN86 Ras GTPase-activating protein-binding protein 2G3BP2 >sp|Q9UN86-2|G3BP2_HUMAN Isoform B of Ras GTPase-activating protein-binding protein 2 OS=Homo sapiens GN=G3BP2;>sp|Q9UN86|G3BP2_HUMAN Ras GTPase-activating protein-binding protein 2 OS=Homo sapiens GN=G3BP2 PE=1 SV=2;>tr|D6RBM9|D6RBM9_HUMAN Ras GTPase-acti10 4 4 4 50.817 449 449;482;78;99;102;111;116;125;141;1980 8.4049 862420 976390 1071100 935370 1236200 665170 1218000 1538400 1200600 837820 989670 1023200 1174900 0 1150500 607140 0 0 0 600810 0 0 0 0 0 0 632550 917730

P04118 Colipase CLPS >tr|A0A087WZW1|A0A087WZW1_HUMAN Colipase OS=Homo sapiens GN=CLPS PE=4 SV=1;>sp|P04118|COL_HUMAN Colipase OS=Homo sapiens GN=CLPS PE=1 SV=23 3 3 3 10.567 98 98;112;71 0 18.642 0 1238600 1551300 0 3427100 3371800 4331600 5304400 380670 835620 1088700 1213200 1267500 0 1081300 0 0 0 0 0 0 0 0 0 1802000 973820 0 1535300

A0MZ66 Shootin-1 KIAA1598 >sp|A0MZ66|SHOT1_HUMAN Shootin-1 OS=Homo sapiens GN=KIAA1598 PE=1 SV=4;>sp|A0MZ66-3|SHOT1_HUMAN Isoform 3 of Shootin-1 OS=Homo sapiens GN=KIAA1598;>sp|A0MZ66-4|SHOT1_HUMAN Isoform 4 of Shootin-1 OS=Homo sapiens GN=KIAA1598;>sp|A0MZ66-5|SHOT1_HUMAN Isoform 8 7 7 7 71.639 631 631;649;558;571;601;498;219;4560 35.986 1533300 1569900 1355700 1456400 1825200 1635200 1713900 2118900 533750 831360 1073600 1085800 1075800 1095200 613510 628370 1295600 1808500 1252200 1863400 2831100 2161900 1561100 1414700 1827800 1591000 1052900 921840

Q8WZA0 Protein LZICLZIC >sp|Q8WZA0|LZIC_HUMAN Protein LZIC OS=Homo sapiens GN=LZIC PE=1 SV=1;>sp|Q8WZA0-2|LZIC_HUMAN Isoform 2 of Protein LZIC OS=Homo sapiens GN=LZIC3 5 5 5 21.494 190 190;211;169 0 15.085 1063000 0 0 1029000 1307000 1252900 1271700 1205000 0 830180 769460 985230 894750 0 0 0 0 0 0 0 0 0 0 0 0 0 1103700 1112700

Q9UMS0 "NFU1 iron-sulfur cluster scaffold homolog, mitochondrial"NFU1 >sp|Q9UMS0-3|NFU1_HUMAN Isoform 3 of NFU1 iron-sulfur cluster scaffold homolog, mitochondrial OS=Homo sapiens GN=NFU1;>sp|Q9UMS0|NFU1_HUMAN NFU1 iron-sulfur cluster scaffold homolog, mitochondrial OS=Homo sapiens GN=NFU1 PE=1 SV=2;>tr|C9J8Q1|C9J8Q1_HUMAN N6 5 5 5 25.923 230 230;254;96;99;126;1130 12.898 2388000 2420900 2272300 2315400 1536500 1517700 1677800 1719400 940080 827410 1570100 1560900 1773300 1980500 832630 1041800 0 0 0 1950600 0 1051900 0 0 2304900 2660300 1291000 1027700

Q969X5 Endoplasmic reticulum-Golgi intermediate compartment protein 1ERGIC1 >sp|Q969X5-2|ERGI1_HUMAN Isoform 2 of Endoplasmic reticulum-Golgi intermediate compartment protein 1 OS=Homo sapiens GN=ERGIC1;>sp|Q969X5|ERGI1_HUMAN Endoplasmic reticulum-Golgi intermediate compartment protein 1 OS=Homo sapiens GN=ERGIC1 PE=1 SV=12 4 4 4 22.16 198 198;290 0 7.1431 2277300 0 2378800 1429100 2266000 1353400 1384200 1588300 1082900 812810 2938000 2810700 1089200 0 2043800 2523900 0 0 0 0 0 0 0 4843900 1737500 1604600 2176600 2065200

P46063 ATP-dependent DNA helicase Q1RECQL >sp|P46063|RECQ1_HUMAN ATP-dependent DNA helicase Q1 OS=Homo sapiens GN=RECQL PE=1 SV=34 4 4 4 73.457 649 649;131;199;211 0 4.5638 0 0 0 0 1095400 0 0 1616900 863410 802560 1344900 1410300 0 0 1302500 0 0 0 0 0 0 0 3158700 3084400 0 0 0 0

Q9P2K5 Myelin expression factor 2MYEF2 >tr|A0A0A0MQW0|A0A0A0MQW0_HUMAN Myelin expression factor 2 OS=Homo sapiens GN=MYEF2 PE=4 SV=1;>tr|A0A0A0MR39|A0A0A0MR39_HUMAN Myelin expression factor 2 OS=Homo sapiens GN=MYEF2 PE=4 SV=1;>sp|Q9P2K5-2|MYEF2_HUMAN Isoform 2 of Myelin expression factor 2 OS=10 3 3 3 61.957 576 576;600;576;600;290;547;126;126;128;1880 25.637 809450 0 0 0 0 0 0 0 0 799310 0 0 770990 841420 504880 725250 0 0 904940 0 0 0 0 0 0 0 0 828550

P06703 Protein S100;Protein S100-A6S100A6 >tr|R4GN98|R4GN98_HUMAN Protein S100 (Fragment) OS=Homo sapiens GN=S100A6 PE=1 SV=1;>sp|P06703|S10A6_HUMAN Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=12 2 2 2 9.681 85 85;90 0 4.0226 0 0 0 1247100 0 1013300 802230 0 613680 790810 257310 303610 834840 792290 634530 836710 0 0 0 0 0 0 0 0 371900 0 0 0

O00193 Small acidic proteinC11orf58 >tr|E9PM92|E9PM92_HUMAN Small acidic protein (Fragment) OS=Homo sapiens GN=C11orf58 PE=1 SV=1;>sp|O00193|SMAP_HUMAN Small acidic protein OS=Homo sapiens GN=SMAP PE=1 SV=1;>tr|E9PQA1|E9PQA1_HUMAN Small acidic protein OS=Homo sapiens GN=C11orf58 PE=1 SV=1;>t4 2 2 2 17.506 156 156;183;86;90 0 11.938 1583100 1500500 1731800 795350 408800 485700 0 0 0 782790 228320 522470 1231400 1044300 0 568870 0 0 0 0 0 0 0 0 0 0 0 0

O75436 Vacuolar protein sorting-associated protein 26AVPS26A >sp|O75436|VP26A_HUMAN Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=2;>tr|S4R3Q6|S4R3Q6_HUMAN Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=1;>sp|O75436-2|VP26A_HUMAN Isoform 2 of Vac3 6 6 5 38.169 327 327;226;251 0 26.288 1489200 1075900 924560 1607700 1940700 2052000 2859800 1588900 1277000 780050 2335900 3396300 1309100 1357100 1241500 1196500 814530 659480 700170 705860 0 1185200 1182000 1272500 1920700 1793700 0 0

Q9UDY2 Tight junction protein ZO-2TJP2 >sp|Q9UDY2-5|ZO2_HUMAN Isoform A3 of Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2;>sp|Q9UDY2-4|ZO2_HUMAN Isoform C2 of Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2;>sp|Q9UDY2-2|ZO2_HUMAN Isoform A2 of Tight junction protein ZO-2 OS=Homo sapie7 5 5 5 111.66 993 993;1020;1043;1157;1167;1190;12210 16.951 0 0 0 0 1291900 0 2680300 2125300 0 778460 1790900 0 0 0 822910 800320 0 0 0 0 0 0 0 0 0 0 964620 912710

O43684 Mitotic checkpoint protein BUB3BUB3 >tr|J3QT28|J3QT28_HUMAN Mitotic checkpoint protein BUB3 (Fragment) OS=Homo sapiens GN=BUB3 PE=1 SV=1;>sp|O43684-2|BUB3_HUMAN Isoform 2 of Mitotic checkpoint protein BUB3 OS=Homo sapiens GN=BUB3;>sp|O43684|BUB3_HUMAN Mitotic checkpoint protein BUB3 OS=Homo 4 6 6 6 31.703 278 278;326;328;145 0 14.34 1085800 1715200 1130000 1212400 1544400 1732200 1771800 1842200 1121600 777400 878220 880590 1096000 1246800 1556100 903480 0 1354700 968050 1063100 3211600 0 2025900 1467700 1550000 1413300 1559600 0

P15531 Nucleoside diphosphate kinase ANME1 >sp|P15531|NDKA_HUMAN Nucleoside diphosphate kinase A OS=Homo sapiens GN=NME1 PE=1 SV=1;>sp|P15531-2|NDKA_HUMAN Isoform 2 of Nucleoside diphosphate kinase A OS=Homo sapiens GN=NME12 10 1 1 17.149 152 152;177 0 12.532 0 0 0 0 0 0 0 0 234650 767900 164700 216400 0 0 190910 203510 0 0 0 0 0 0 0 0 407540 413270 245380 0

Q16850 Lanosterol 14-alpha demethylaseCYP51A1 >sp|Q16850-2|CP51A_HUMAN Isoform 2 of Lanosterol 14-alpha demethylase OS=Homo sapiens GN=CYP51A1;>sp|Q16850|CP51A_HUMAN Lanosterol 14-alpha demethylase OS=Homo sapiens GN=CYP51A1 PE=1 SV=3;>tr|H7C0D0|H7C0D0_HUMAN Lanosterol 14-alpha demethylase (Fragment) 3 4 4 4 46.312 404 404;503;222 0 11.654 2881900 3131800 566040 0 0 632200 0 0 340190 764790 0 500440 0 0 0 730710 847200 0 0 0 0 0 0 0 303850 153290 503890 222610

Q13177 Serine/threonine-protein kinase PAK 2;PAK-2p27;PAK-2p34PAK2 >sp|Q13177|PAK2_HUMAN Serine/threonine-protein kinase PAK 2 OS=Homo sapiens GN=PAK2 PE=1 SV=37 3 3 3 58.042 524 524;181;543;544;559;565;5800 34.35 1461600 1454900 1633700 1475800 2026000 1720100 1876200 2040200 0 764590 1353100 1524400 1120800 1518800 940240 1369800 0 0 943640 976760 0 0 0 993820 1508900 1752700 0 1328400

Q9HBL0 Tensin-1 TNS1 >tr|E9PGF5|E9PGF5_HUMAN Tensin-1 OS=Homo sapiens GN=TNS1 PE=1 SV=1;>tr|E9PF55|E9PF55_HUMAN Tensin-1 OS=Homo sapiens GN=TNS1 PE=1 SV=1;>sp|Q9HBL0|TENS1_HUMAN Tensin-1 OS=Homo sapiens GN=TNS1 PE=1 SV=2;>tr|A0A087WWW7|A0A087WWW7_HUMAN Tensin-1 OS=Homo sapiens11 12 12 8 183.22 1714 1714;1721;1735;1365;873;1344;1285;1312;1407;1409;14190 93.215 1803700 1387300 1458200 1466900 3337300 3109100 5527500 2910000 2536300 761400 4461100 4874800 869080 963470 4716000 3589300 0 0 0 0 3492700 3290300 5432200 6465200 1253700 1871700 4166300 4045500

Q9Y266 Nuclear migration protein nudCNUDC >sp|Q9Y266|NUDC_HUMAN Nuclear migration protein nudC OS=Homo sapiens GN=NUDC PE=1 SV=1;>tr|A0A0A0MSU9|A0A0A0MSU9_HUMAN Nuclear migration protein nudC (Fragment) OS=Homo sapiens GN=NUDC PE=4 SV=13 5 5 5 38.242 331 331;186;133 0 6.2287 0 0 1617100 1609700 1123300 1212300 1178600 958220 657020 758450 1472200 1619900 0 1223300 1572800 970200 0 0 0 0 0 0 0 0 0 0 1173400 745340

Q9UKG1 DCC-interacting protein 13-alphaAPPL1 >sp|Q9UKG1|DP13A_HUMAN DCC-interacting protein 13-alpha OS=Homo sapiens GN=APPL1 PE=1 SV=13 5 5 5 79.663 709 709;134;114 0 24.689 1967800 2474400 1912800 1874600 2964300 2466700 3818300 2791600 770600 755800 1498800 2033300 1177300 1380600 1453500 2951100 1646200 875180 1124700 1325600 2349500 0 1574800 0 2050600 2188400 1640400 1481800

Q5JS74 Peripheral plasma membrane protein CASKCASK >sp|O14936-3|CSKP_HUMAN Isoform 3 of Peripheral plasma membrane protein CASK OS=Homo sapiens GN=CASK;>sp|O14936-4|CSKP_HUMAN Isoform 4 of Peripheral plasma membrane protein CASK OS=Homo sapiens GN=CASK;>sp|O14936-6|CSKP_HUMAN Isoform 6 of Peripheral plasma9 4 4 4 102.11 897 897;898;909;921;926;590;381;518;5180 8.0431 0 1011000 878850 1161200 961580 1077600 1151600 1200900 893980 752570 2307800 2818600 0 0 1318900 1075400 0 529290 752080 0 0 0 2406800 1759600 761240 1126500 1909200 2556500

P30533 Alpha-2-macroglobulin receptor-associated proteinLRPAP1 >sp|P30533|AMRP_HUMAN Alpha-2-macroglobulin receptor-associated protein OS=Homo sapiens GN=LRPAP1 PE=1 SV=11 4 4 4 41.465 357 357 0 22.485 0 2281000 2007900 1923500 1414500 1694000 1712200 1679100 977070 744090 1218000 1068500 1398700 1269500 864640 906800 0 0 0 0 0 0 5409700 5678400 1679000 2280800 949820 956280

P23946 Chymase CMA1 >sp|P23946|CMA1_HUMAN Chymase OS=Homo sapiens GN=CMA1 PE=1 SV=1;>sp|P23946-2|CMA1_HUMAN Isoform 2 of Chymase OS=Homo sapiens GN=CMA12 5 5 5 27.324 247 247;136 0 17.244 1635200 1444100 1298200 1167200 0 433550 485380 508170 1050500 731520 328090 314220 1895400 1745700 492080 628190 0 0 0 0 0 0 0 0 1902700 1693200 510250 451300

P09758 Tumor-associated calcium signal transducer 2TACSTD2 >sp|P09758|TACD2_HUMAN Tumor-associated calcium signal transducer 2 OS=Homo sapiens GN=TACSTD2 PE=1 SV=31 3 3 3 35.709 323 323 0 82.255 2128500 0 2571900 0 3661700 3669000 4343300 3390300 810990 724410 12604000 13871000 0 2724200 10472000 9062300 0 0 0 0 0 0 5179300 4566700 944420 989660 6834900 6245500

P09488 Glutathione S-transferase Mu 1GSTM1 >sp|P09488|GSTM1_HUMAN Glutathione S-transferase Mu 1 OS=Homo sapiens GN=GSTM1 PE=1 SV=3;>tr|E7EWW9|E7EWW9_HUMAN Glutathione S-transferase Mu 1 OS=Homo sapiens GN=GSTM1 PE=3 SV=1;>sp|P09488-2|GSTM1_HUMAN Isoform 2 of Glutathione S-transferase Mu 1 OS=Homo 4 12 8 2 25.712 218 218;237;181;102 0 25.118 1289100 1282700 1233700 1240300 8582400 8677600 9929200 8442600 571920 719590 5589700 3749400 1191400 1544300 11956000 7037300 0 0 0 0 3234300 8102200 1574900 1409100 2573200 0 2043000 5842500

Q14573 "Inositol 1,4,5-trisphosphate receptor type 3"ITPR3 >sp|Q14573|ITPR3_HUMAN Inositol 1,4,5-trisphosphate receptor type 3 OS=Homo sapiens GN=ITPR3 PE=1 SV=21 3 3 3 304.1 2671 2671 0 26.931 0 876550 802450 816370 0 830990 0 0 778290 718120 0 832270 0 731650 1514400 2842400 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y617 Phosphoserine aminotransferasePSAT1 >sp|Q9Y617|SERC_HUMAN Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT1 PE=1 SV=2;>sp|Q9Y617-2|SERC_HUMAN Isoform 2 of Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT12 10 10 10 40.422 370 370;324 0 47.722 670290 547590 1447200 1040500 5316500 5717800 5508400 6681100 672310 717180 3380000 4469300 0 1502600 3500800 3172200 1051900 0 0 0 2976600 2430000 1732700 1340700 1554300 2489000 1993600 1599200

P30419 Glycylpeptide N-tetradecanoyltransferase 1NMT1 >sp|P30419-2|NMT1_HUMAN Isoform Short of Glycylpeptide N-tetradecanoyltransferase 1 OS=Homo sapiens GN=NMT1;>sp|P30419|NMT1_HUMAN Glycylpeptide N-tetradecanoyltransferase 1 OS=Homo sapiens GN=NMT1 PE=1 SV=2;>tr|K7EN82|K7EN82_HUMAN Glycylpeptide N-tetradeca7 3 3 3 48.14 416 416;496;72;137;485;529;4980 38.954 937320 0 1283500 0 921020 993570 981400 1067900 574180 714330 906760 1402600 0 1813300 571520 586400 0 0 0 0 0 0 0 0 1856000 1475800 1296500 1126500

P63279 SUMO-conjugating enzyme UBC9UBE2I >tr|H3BPC4|H3BPC4_HUMAN SUMO-conjugating enzyme UBC9 (Fragment) OS=Homo sapiens GN=UBE2I PE=1 SV=2;>tr|H3BQQ9|H3BQQ9_HUMAN SUMO-conjugating enzyme UBC9 (Fragment) OS=Homo sapiens GN=UBE2I PE=1 SV=1;>tr|B0QYN7|B0QYN7_HUMAN SUMO-conjugating enzyme UBC9 OS=Ho4 2 2 2 7.8891 70 70;137;184;158 0 5.9975 901750 1052500 1307400 928200 1451000 1455500 1715800 2087000 731200 708430 0 0 1194100 1185000 1194900 1264400 0 0 0 0 0 0 0 0 1751200 1422700 982790 859720

P82673 "28S ribosomal protein S35, mitochondrial"MRPS35 >sp|P82673|RT35_HUMAN 28S ribosomal protein S35, mitochondrial OS=Homo sapiens GN=MRPS35 PE=1 SV=13 3 3 3 36.844 323 323;162;194 0 4.7692 1358500 0 0 0 0 0 0 0 920160 698170 0 0 0 0 1291600 1345800 0 0 0 0 0 0 0 0 632070 989950 0 0

O95994 Anterior gradient protein 2 homologAGR2 >sp|O95994|AGR2_HUMAN Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=1 SV=1;>tr|B5MC07|B5MC07_HUMAN Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=4 SV=1;>tr|C9J3E2|C9J3E2_HUMAN Anterior gradient protein 2 homolog (Fragment)6 7 7 6 19.979 175 175;188;131;119;129;1630 44.74 1488400 2042600 1942100 1262100 8113900 8603900 5022800 2093700 591760 691870 1379000 2047400 575620 2181100 16345000 19511000 0 0 0 0 0 0 0 0 0 0 4423700 2945200

O00487 26S proteasome non-ATPase regulatory subunit 14PSMD14 >sp|O00487|PSDE_HUMAN 26S proteasome non-ATPase regulatory subunit 14 OS=Homo sapiens GN=PSMD14 PE=1 SV=11 4 4 4 34.577 310 310 0 7.158 1537400 984210 1340500 0 0 0 975200 0 745800 691260 670720 595370 1681200 909050 705430 861130 0 0 1507500 1467800 0 0 0 0 0 0 655180 571280

Q9H3P7 Golgi resident protein GCP60ACBD3 >sp|Q9H3P7|GCP60_HUMAN Golgi resident protein GCP60 OS=Homo sapiens GN=ACBD3 PE=1 SV=41 7 7 7 60.593 528 528 0 84.895 1895700 2016000 1753500 2138100 3064000 2501300 2580400 2778200 514890 678210 1198800 1771100 1177400 1636900 937780 1007600 2599400 2569600 1744200 1694300 2884200 3380600 1024800 2779400 1913600 2195400 1238400 1009000

Q13596 Sorting nexin-1SNX1 >sp|Q13596-2|SNX1_HUMAN Isoform 1A of Sorting nexin-1 OS=Homo sapiens GN=SNX1;>sp|Q13596|SNX1_HUMAN Sorting nexin-1 OS=Homo sapiens GN=SNX1 PE=1 SV=3;>sp|Q13596-3|SNX1_HUMAN Isoform 3 of Sorting nexin-1 OS=Homo sapiens GN=SNX1;>tr|H0YK42|H0YK42_HUMAN Sorti5 8 8 6 51.812 457 457;522;557;304;190 19.405 2114600 2024100 1793000 2036500 3190500 3020000 3133600 2785300 1783600 676700 1843900 2123900 1326400 1617400 1501300 1750600 2252800 2097700 2049200 1954400 7875500 3431500 0 1091900 2006200 2683000 2081100 2078300

Q8N335 Glycerol-3-phosphate dehydrogenase 1-like proteinGPD1L >sp|Q8N335|GPD1L_HUMAN Glycerol-3-phosphate dehydrogenase 1-like protein OS=Homo sapiens GN=GPD1L PE=1 SV=1;>tr|C9JM46|C9JM46_HUMAN Glycerol-3-phosphate dehydrogenase [NAD(+)] (Fragment) OS=Homo sapiens GN=GPD1L PE=1 SV=14 6 6 6 38.418 351 351;173;128;144 0 36.391 1714600 1477800 1562500 1207800 2636700 2408900 2838900 2583800 879460 676000 1580400 1659600 1344000 1575400 1548900 1468900 0 0 0 0 0 0 0 0 1445800 1957900 2042900 2056700

P06730 Eukaryotic translation initiation factor 4EEIF4E >tr|D6RBW1|D6RBW1_HUMAN Eukaryotic translation initiation factor 4E OS=Homo sapiens GN=EIF4E PE=1 SV=1;>sp|P06730|IF4E_HUMAN Eukaryotic translation initiation factor 4E OS=Homo sapiens GN=EIF4E PE=1 SV=2;>sp|P06730-3|IF4E_HUMAN Isoform 3 of Eukaryotic tran5 3 3 3 28.512 245 245;217;237;248;1550 43.555 1282400 0 1439400 1386300 1952200 0 0 2000000 701080 672640 803610 0 984480 1047300 0 0 0 0 1170200 0 1967400 1666000 938770 0 906510 976200 709550 923450

Q9BXP5 Serrate RNA effector molecule homologSRRT >tr|H7C3A1|H7C3A1_HUMAN Serrate RNA effector molecule homolog (Fragment) OS=Homo sapiens GN=SRRT PE=1 SV=1;>sp|Q9BXP5-5|SRRT_HUMAN Isoform 5 of Serrate RNA effector molecule homolog OS=Homo sapiens GN=SRRT;>sp|Q9BXP5-4|SRRT_HUMAN Isoform 4 of Serrate RNA e7 4 4 4 56.733 499 499;839;871;872;875;876;1490 9.6762 1523100 0 687690 873340 1190700 1403500 1634700 1954300 927240 671580 763560 520680 526930 461120 0 541460 0 0 0 0 0 0 729980 451850 1053500 724290 1109400 845490

P80188 Neutrophil gelatinase-associated lipocalinLCN2 >tr|X6R8F3|X6R8F3_HUMAN Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2 PE=1 SV=1;>sp|P80188|NGAL_HUMAN Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2 PE=1 SV=2;>sp|P80188-2|NGAL_HUMAN Isoform 2 of Neutrophil gelatina3 4 4 4 22.788 200 200;198;198 0 40.425 0 0 0 1327200 2429600 3197300 3541500 3110000 0 667260 5864600 2650100 609440 1526500 4279900 5483500 0 0 0 0 0 0 1254000 1846400 0 1765000 6466500 6960200

P04054 Phospholipase A2PLA2G1B >tr|F8W062|F8W062_HUMAN Phospholipase A2 OS=Homo sapiens GN=PLA2G1B PE=3 SV=1;>sp|P04054|PA21B_HUMAN Phospholipase A2 OS=Homo sapiens GN=PLA2G1B PE=1 SV=33 5 5 5 13.223 119 119;148;70 0 59.572 3187000 3258800 3434800 1763000 9408800 7316300 6959700 7574900 837230 666070 1904200 2100200 1695300 2766400 1901500 2190800 2125100 2146100 1347500 1902200 17606000 17995000 9546400 7754000 0 3087000 2616300 1980200

P11387 DNA topoisomerase 1TOP1 >sp|P11387|TOP1_HUMAN DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=24 6 6 6 90.725 765 765;376;503;601 0 47.107 1075200 1102300 990110 1022500 1171700 1053500 1045500 1133600 1147100 656900 1440000 1196800 796410 1127100 1727500 1951600 0 0 865480 1093100 0 0 0 0 1572900 965320 1261100 1177400

P55263 Adenosine kinaseADK >sp|P55263-3|ADK_HUMAN Isoform 3 of Adenosine kinase OS=Homo sapiens GN=ADK;>sp|P55263-2|ADK_HUMAN Isoform 2 of Adenosine kinase OS=Homo sapiens GN=ADK;>sp|P55263|ADK_HUMAN Adenosine kinase OS=Homo sapiens GN=ADK PE=1 SV=2;>sp|P55263-4|ADK_HUMAN Isoform 4 4 4 4 4 34.084 305 305;345;362;327 0 48.586 846580 0 0 0 2165200 2068600 2068200 1828600 0 653210 863850 0 1015000 974160 1206100 913040 0 0 0 0 0 0 0 0 1525000 1354400 1014200 1664600

Q96FX7 tRNA (adenine(58)-N(1))-methyltransferase catalytic subunit TRMT61ATRMT61A >sp|Q96FX7|TRM61_HUMAN tRNA (adenine(58)-N(1))-methyltransferase catalytic subunit TRMT61A OS=Homo sapiens GN=TRMT61A PE=1 SV=11 1 1 1 31.381 289 289 0.001637 2.2268 0 0 0 0 0 0 0 0 0 651600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96HD1 Cysteine-rich with EGF-like domain protein 1CRELD1 >sp|Q96HD1|CREL1_HUMAN Cysteine-rich with EGF-like domain protein 1 OS=Homo sapiens GN=CRELD1 PE=1 SV=3;>sp|Q96HD1-2|CREL1_HUMAN Isoform 2 of Cysteine-rich with EGF-like domain protein 1 OS=Homo sapiens GN=CRELD13 3 3 3 45.439 420 420;422;101 0 3.4264 0 0 0 0 0 0 0 0 0 649570 0 0 0 909470 525320 524050 0 0 0 0 0 0 0 0 0 0 0 0

Q92538 Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1GBF1 >sp|Q92538|GBF1_HUMAN Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1 OS=Homo sapiens GN=GBF1 PE=1 SV=21 7 7 7 206.44 1859 1859 0 23.079 0 0 0 0 0 1327500 1242100 1396600 1089300 630250 2851600 1055100 0 992950 747240 549580 0 0 0 0 0 0 0 0 1440200 1608000 958960 1819700

Q9NX63 MICOS complex subunit MIC19CHCHD3 >tr|C9JRZ6|C9JRZ6_HUMAN MICOS complex subunit MIC19 OS=Homo sapiens GN=CHCHD3 PE=1 SV=1;>sp|Q9NX63|MIC19_HUMAN MICOS complex subunit MIC19 OS=Homo sapiens GN=CHCHD3 PE=1 SV=1;>tr|F8WAR4|F8WAR4_HUMAN MICOS complex subunit MIC19 OS=Homo sapiens GN=CHCHD3 PE=4 8 8 8 26.694 232 232;227;241;63 0 52.613 1672800 1802800 1482500 1389700 1128600 1024900 762870 799850 810880 629960 949840 973210 855970 914450 978180 1082400 1804800 2251000 0 1780000 1792300 3028500 5756200 6169900 1621600 1554700 1182000 902910

Q02952 A-kinase anchor protein 12AKAP12 >sp|Q02952-3|AKA12_HUMAN Isoform 3 of A-kinase anchor protein 12 OS=Homo sapiens GN=AKAP12;>sp|Q02952-2|AKA12_HUMAN Isoform 2 of A-kinase anchor protein 12 OS=Homo sapiens GN=AKAP12;>sp|Q02952|AKA12_HUMAN A-kinase anchor protein 12 OS=Homo sapiens GN=AKAP13 9 9 9 180.99 1677 1677;1684;1782 0 69.729 0 0 1362900 1595000 4784700 3490000 5943400 4811900 869220 625540 4040500 5930000 1262300 1160800 2494200 2588400 0 0 0 0 0 0 1321600 2530000 2036400 2009200 3643000 3577400

Q8N5M1 ATP synthase mitochondrial F1 complex assembly factor 2ATPAF2 >sp|Q8N5M1|ATPF2_HUMAN ATP synthase mitochondrial F1 complex assembly factor 2 OS=Homo sapiens GN=ATPAF2 PE=1 SV=1;>tr|C9J2Q2|C9J2Q2_HUMAN ATP synthase mitochondrial F1 complex assembly factor 2 (Fragment) OS=Homo sapiens GN=ATPAF2 PE=1 SV=12 4 4 4 32.772 289 289;205 0 4.754 0 0 0 0 0 0 0 0 0 623360 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O94906 Pre-mRNA-processing factor 6PRPF6 >sp|O94906-2|PRP6_HUMAN Isoform 2 of Pre-mRNA-processing factor 6 OS=Homo sapiens GN=PRPF6;>sp|O94906|PRP6_HUMAN Pre-mRNA-processing factor 6 OS=Homo sapiens GN=PRPF6 PE=1 SV=12 3 3 3 102.43 901 901;941 0 5.7887 0 0 0 0 0 0 361770 0 0 618150 0 0 508890 0 0 0 0 0 0 0 0 0 0 0 1411500 0 0 0

Q2M2I8 AP2-associated protein kinase 1AAK1 >tr|A0A087WUK0|A0A087WUK0_HUMAN AP2-associated protein kinase 1 OS=Homo sapiens GN=AAK1 PE=1 SV=1;>sp|Q2M2I8-2|AAK1_HUMAN Isoform 2 of AP2-associated protein kinase 1 OS=Homo sapiens GN=AAK1;>sp|Q2M2I8|AAK1_HUMAN AP2-associated protein kinase 1 OS=Homo sap4 3 3 2 85.759 789 789;863;961;674 0 7.7323 0 0 0 0 930730 846780 896360 0 759620 617950 0 900130 0 1051700 0 0 0 0 0 0 0 0 0 0 1027000 1281400 0 985450

P18583 Protein SONSON >sp|P18583-6|SON_HUMAN Isoform E of Protein SON OS=Homo sapiens GN=SON;>sp|P18583-2|SON_HUMAN Isoform A of Protein SON OS=Homo sapiens GN=SON;>sp|P18583-10|SON_HUMAN Isoform J of Protein SON OS=Homo sapiens GN=SON;>sp|P18583-3|SON_HUMAN Isoform B of Protei12 5 5 5 228.18 2108 2108;2140;2282;2303;2325;2386;2426;2459;2466;1454;454;6990 42.468 747650 1485500 1876300 859100 1509900 1293900 1902700 1463200 1291200 607050 0 2031600 986080 0 884850 0 0 0 0 0 0 0 0 0 0 1467200 1487800 1432000

Q5VWZ2 Lysophospholipase-like protein 1LYPLAL1 >sp|Q5VWZ2-2|LYPL1_HUMAN Isoform 2 of Lysophospholipase-like protein 1 OS=Homo sapiens GN=LYPLAL1;>sp|Q5VWZ2|LYPL1_HUMAN Lysophospholipase-like protein 1 OS=Homo sapiens GN=LYPLAL1 PE=1 SV=32 4 4 4 24.476 221 221;237 0 11.931 828770 984260 653330 637820 0 0 902120 853400 0 602920 0 0 549400 563190 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q99426 Tubulin-folding cofactor BTBCB >sp|Q99426-2|TBCB_HUMAN Isoform 2 of Tubulin-folding cofactor B OS=Homo sapiens GN=TBCB;>sp|Q99426|TBCB_HUMAN Tubulin-folding cofactor B OS=Homo sapiens GN=TBCB PE=1 SV=2;>tr|K7EP07|K7EP07_HUMAN Tubulin-folding cofactor B (Fragment) OS=Homo sapiens GN=TBCB7 5 5 5 21.801 193 193;244;170;191;45;60;1330 16.878 1445900 1732100 0 1141900 1451800 0 1511200 1510200 0 595000 1010900 909210 1271100 1315600 686020 691010 0 0 0 0 0 0 0 0 1864400 2227900 1158900 1061400

Q13409 Cytoplasmic dynein 1 intermediate chain 2DYNC1I2 >sp|Q13409-3|DC1I2_HUMAN Isoform 2C of Cytoplasmic dynein 1 intermediate chain 2 OS=Homo sapiens GN=DYNC1I2;>sp|Q13409-7|DC1I2_HUMAN Isoform 3 of Cytoplasmic dynein 1 intermediate chain 2 OS=Homo sapiens GN=DYNC1I2;>sp|Q13409-2|DC1I2_HUMAN Isoform 2B of Cy18 8 8 8 68.426 612 612;630;632;638;611;637;305;185;187;214;251;110;137;139;151;173;184;1210 97.653 2020200 2258900 1702300 1576200 1941200 1844400 1849800 2238300 932150 593590 1146300 1443700 1442400 1629100 731700 758650 1935300 2342400 1796700 1757800 5088600 5340000 2016200 2853400 2074000 1944300 1084100 1216800

Q96HJ9 Putative RNA-binding protein Luc7-like 2LUC7L2 >sp|Q96HJ9-2|CG055_HUMAN Isoform 2 of UPF0562 protein C7orf55 OS=Homo sapiens GN=C7orf55;>sp|Q9Y383-3|LC7L2_HUMAN Isoform 3 of Putative RNA-binding protein Luc7-like 2 OS=Homo sapiens GN=LUC7L2;>sp|Q9Y383-2|LC7L2_HUMAN Isoform 2 of Putative RNA-binding pro9 4 4 4 54.223 458 458;389;391;392;182;272;325;354;3710 18.635 0 0 0 766280 1308400 1236600 1331400 1803800 558700 584970 1142600 1282700 785460 774870 676660 1245200 0 0 0 0 0 0 0 0 1108900 1158100 1262200 1225800

Q9Y2Z9 Ubiquinone biosynthesis monooxygenase COQ6COQ6 >tr|G3XA86|G3XA86_HUMAN Ubiquinone biosynthesis monooxygenase COQ6 OS=Homo sapiens GN=COQ6 PE=1 SV=2;>sp|Q9Y2Z9-3|COQ6_HUMAN Isoform 3 of Ubiquinone biosynthesis monooxygenase COQ6 OS=Homo sapiens GN=COQ6;>sp|Q9Y2Z9|COQ6_HUMAN Ubiquinone biosynthesis monoo8 2 2 2 50.705 467 467;443;468;86;111;200;262;3910 3.7969 0 0 0 0 0 0 0 0 0 583870 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P36269 Gamma-glutamyltransferase 5;Gamma-glutamyltransferase 5 heavy chain;Gamma-glutamyltransferase 5 light chainGGT5 >sp|P36269|GGT5_HUMAN Gamma-glutamyltransferase 5 OS=Homo sapiens GN=GGT5 PE=1 SV=2;>sp|P36269-3|GGT5_HUMAN Isoform 3 of Gamma-glutamyltransferase 5 OS=Homo sapiens GN=GGT5;>sp|P36269-2|GGT5_HUMAN Isoform 2 of Gamma-glutamyltransferase 5 OS=Homo sapiens GN4 8 8 8 62.26 586 586;587;554;220 0 106.17 0 0 1689800 0 0 0 1824200 869080 531090 581830 2660500 3033400 734500 363220 7719500 8607300 0 0 0 0 0 0 0 0 1009600 1276800 3484200 3089500

Q9UBQ0 Vacuolar protein sorting-associated protein 29VPS29 >tr|F8VXU5|F8VXU5_HUMAN Vacuolar protein sorting-associated protein 29 OS=Homo sapiens GN=VPS29 PE=1 SV=1;>sp|Q9UBQ0|VPS29_HUMAN Vacuolar protein sorting-associated protein 29 OS=Homo sapiens GN=VPS29 PE=1 SV=1;>sp|Q9UBQ0-2|VPS29_HUMAN Isoform 2 of Vacuola3 4 4 4 23.98 214 214;182;186 0 10.653 974860 1170900 1252500 1798100 2237000 2450400 2585100 2273100 459220 580490 1296800 1337400 0 0 0 942380 0 0 0 0 0 0 0 1272400 1450600 1732200 1047200 910070

P10301 Ras-related protein R-RasRRAS >sp|P10301|RRAS_HUMAN Ras-related protein R-Ras OS=Homo sapiens GN=RRAS PE=1 SV=15 4 4 4 23.48 218 218;166;169;204;2100 60.479 0 0 0 0 0 0 0 0 836840 579650 447030 0 611110 1183100 1741100 2082900 0 0 0 0 0 0 0 0 623020 587810 830380 704870

P02749 Beta-2-glycoprotein 1APOH >sp|P02749|APOH_HUMAN Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=34 5 5 5 38.298 345 345;104;181;200 0 17.713 656090 614290 0 0 1377000 2032200 1485100 1572700 679790 573320 3456900 5558500 584620 760160 2770700 5682700 0 0 0 0 0 0 1014700 1203300 1037600 0 5689300 5132900

P16403 Histone H1.2HIST1H1C >sp|P16403|H12_HUMAN Histone H1.2 OS=Homo sapiens GN=HIST1H1C PE=1 SV=21 14 3 3 21.364 213 213 0 13.629 0 0 0 0 2485700 0 2923600 3076100 422470 559500 6265200 7554200 578270 762740 3292800 5247800 0 0 0 0 0 3419500 0 14912000 752000 704660 13542000 4032400

Q9BZE1 "39S ribosomal protein L37, mitochondrial"MRPL37 >tr|S4R369|S4R369_HUMAN 39S ribosomal protein L37, mitochondrial OS=Homo sapiens GN=MRPL37 PE=1 SV=1;>sp|Q9BZE1|RM37_HUMAN 39S ribosomal protein L37, mitochondrial OS=Homo sapiens GN=MRPL37 PE=1 SV=24 4 4 4 54.952 483 483;423;264;292 0 15.227 0 0 0 0 0 0 496480 583070 0 554080 919460 620810 0 0 0 1016200 0 0 0 0 0 0 0 0 0 0 760820 888540

P18077 60S ribosomal protein L35aRPL35A >sp|P18077|RL35A_HUMAN 60S ribosomal protein L35a OS=Homo sapiens GN=RPL35A PE=1 SV=2;>tr|F8WBS5|F8WBS5_HUMAN 60S ribosomal protein L35a OS=Homo sapiens GN=RPL35A PE=1 SV=1;>tr|F8WB72|F8WB72_HUMAN 60S ribosomal protein L35a OS=Homo sapiens GN=RPL35A PE=1 S4 6 6 6 12.538 110 110;55;57;94 0 12.775 1088000 1506600 1134600 988640 3881800 2317900 1650200 1870900 668460 550520 1021100 1337400 1190700 1894900 1298400 1917000 0 640090 0 407920 2438800 2322300 0 0 1161000 0 1848500 1315300

P05198 Eukaryotic translation initiation factor 2 subunit 1EIF2S1 >sp|P05198|IF2A_HUMAN Eukaryotic translation initiation factor 2 subunit 1 OS=Homo sapiens GN=EIF2S1 PE=1 SV=3;>tr|H0YJS4|H0YJS4_HUMAN Eukaryotic translation initiation factor 2 subunit 1 (Fragment) OS=Homo sapiens GN=EIF2S1 PE=1 SV=1;>tr|G3V4T5|G3V4T5_HUM3 8 8 8 36.112 315 315;252;273 0 39.629 2224800 2852500 2593100 3084200 2852300 2964000 3015900 2812600 656030 547160 998890 1169800 1347900 1475100 1108500 1308600 2599900 1882400 1913300 2309300 2368500 3313600 0 0 2097600 2234000 1451900 1094200

P56470 Galectin-4;GalectinLGALS4 >sp|P56470|LEG4_HUMAN Galectin-4 OS=Homo sapiens GN=LGALS4 PE=1 SV=1;>tr|M0QZ93|M0QZ93_HUMAN Galectin (Fragment) OS=Homo sapiens GN=LGALS4 PE=4 SV=12 3 3 3 35.941 323 323;218 0 24.994 780840 1255800 1378000 2067000 907850 1115600 1071800 1274800 512040 546020 980850 1108000 789230 842350 916490 849970 0 0 0 0 0 0 4929300 0 1278500 906010 1131300 1155800

Q04323 UBX domain-containing protein 1UBXN1 >tr|E9PJ81|E9PJ81_HUMAN UBX domain-containing protein 1 (Fragment) OS=Homo sapiens GN=UBXN1 PE=1 SV=1;>tr|E9PRQ7|E9PRQ7_HUMAN UBX domain-containing protein 1 OS=Homo sapiens GN=UBXN1 PE=1 SV=1;>sp|Q04323|UBXN1_HUMAN UBX domain-containing protein 1 OS=Homo 5 2 2 2 32.611 290 290;293;297;312;2380 20.666 0 0 0 0 0 387730 489070 0 467020 542510 204380 0 0 976730 779330 572060 0 0 0 0 0 0 0 0 1296500 1248900 878810 827800

P42677 40S ribosomal protein S27RPS27 >sp|P42677|RS27_HUMAN 40S ribosomal protein S27 OS=Homo sapiens GN=RPS27 PE=1 SV=3;>tr|Q5T4L4|Q5T4L4_HUMAN 40S ribosomal protein S27 OS=Homo sapiens GN=RPS27 PE=1 SV=12 4 4 2 9.461 84 84;66 0 14.365 0 0 0 952590 1655700 0 1521400 1539700 398790 535420 355340 0 658060 668310 684460 828580 0 0 0 0 0 0 0 2185200 1231900 1406600 925920 966960

Q8TC26 Transmembrane protein 163TMEM163 >sp|Q8TC26|TM163_HUMAN Transmembrane protein 163 OS=Homo sapiens GN=TMEM163 PE=2 SV=11 2 2 2 31.468 289 289 0 84.734 0 0 872010 917490 1235800 858870 1019400 952820 523800 534700 0 0 0 802100 975840 963490 0 0 0 0 0 0 0 0 723700 0 1193000 405960

P16219 "Short-chain specific acyl-CoA dehydrogenase, mitochondrial"ACADS >tr|E9PE82|E9PE82_HUMAN Short-chain-specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADS PE=1 SV=1;>sp|P16219|ACADS_HUMAN Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADS PE=1 SV=12 6 6 6 44.012 408 408;412 0 32.414 1147000 1023800 721790 749900 1929400 1457100 1613600 1387800 922530 529970 733420 981400 417900 781130 1130500 1359600 0 0 0 0 0 1573400 0 0 0 0 1047100 1250000

P17931 Galectin-3;GalectinLGALS3 >sp|P17931|LEG3_HUMAN Galectin-3 OS=Homo sapiens GN=LGALS3 PE=1 SV=5;>tr|G3V3R6|G3V3R6_HUMAN Galectin OS=Homo sapiens GN=LGALS3 PE=1 SV=12 5 5 5 26.152 250 250;233 0 18.37 1243400 1431600 1127400 1165600 5813400 5380600 6721700 7074200 779640 527420 3564400 4062700 899100 1275900 4700000 5370000 0 0 0 0 4088800 3712300 3458800 4191700 1210600 1255500 5398400 4852500

P35555 Fibrillin-1 FBN1 >sp|P35555|FBN1_HUMAN Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=35 24 24 22 312.24 2871 2871;853;302;341;2760 150.63 3223700 3286900 1343700 1985300 833380 1348800 394950 380650 660290 523740 2111900 2191300 1016900 1366300 7644400 8694800 777650 1279500 2742900 4757000 0 276850 8956500 11592000 2949700 3786100 2549900 2251800

O75534 Cold shock domain-containing protein E1CSDE1 >sp|O75534-2|CSDE1_HUMAN Isoform 2 of Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE1;>sp|O75534|CSDE1_HUMAN Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE1 PE=1 SV=2;>sp|O75534-3|CSDE1_HUMAN Isoform 3 of Cold shock domain7 8 8 8 85.746 767 767;798;813;844;668;95;460 20.755 0 836740 895510 876920 1198200 1108500 1074800 1223200 675200 518890 631580 892020 534410 636840 563890 707720 0 0 0 0 0 0 0 1169300 943810 890630 907640 893620

O95807 Transmembrane protein 50ATMEM50A >sp|O95807|TM50A_HUMAN Transmembrane protein 50A OS=Homo sapiens GN=TMEM50A PE=1 SV=11 1 1 1 17.4 157 157 0 3.3869 0 0 0 0 0 0 0 526130 0 515830 0 3866600 0 785510 0 599150 0 0 0 0 0 0 0 0 0 742880 780300 811950

Q9UHD1 Cysteine and histidine-rich domain-containing protein 1CHORDC1 >tr|E9PPQ5|E9PPQ5_HUMAN Cysteine and histidine-rich domain-containing protein 1 OS=Homo sapiens GN=CHORDC1 PE=1 SV=1;>sp|Q9UHD1|CHRD1_HUMAN Cysteine and histidine-rich domain-containing protein 1 OS=Homo sapiens GN=CHORDC1 PE=1 SV=2;>tr|E9PIZ4|E9PIZ4_HUMAN5 3 3 3 20.723 184 184;332;116;120;3130 6.6502 0 0 0 0 412670 436230 725310 649820 598210 506740 691620 0 0 1594200 358140 0 0 0 0 0 0 0 0 0 0 869260 611090 413450

Q9BQ13 BTB/POZ domain-containing protein KCTD14KCTD14 >sp|Q9BQ13-2|KCD14_HUMAN Isoform 2 of BTB/POZ domain-containing protein KCTD14 OS=Homo sapiens GN=KCTD14;>sp|Q9BQ13|KCD14_HUMAN BTB/POZ domain-containing protein KCTD14 OS=Homo sapiens GN=KCTD14 PE=1 SV=22 3 3 3 26.188 225 225;255 0 7.8572 420030 476400 0 449120 653750 720720 0 0 0 504270 560920 0 0 0 795550 698110 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y4P3 Transducin beta-like protein 2TBL2 >tr|E9PF19|E9PF19_HUMAN Transducin beta-like protein 2 OS=Homo sapiens GN=TBL2 PE=1 SV=1;>sp|Q9Y4P3|TBL2_HUMAN Transducin beta-like protein 2 OS=Homo sapiens GN=TBL2 PE=1 SV=1;>tr|Q96E41|Q96E41_HUMAN TBL2 protein OS=Homo sapiens GN=TBL2 PE=1 SV=14 8 8 8 45.935 411 411;447;446;96 0 43.219 1907000 1748900 1365900 1413800 2455200 2645800 2203500 2264700 523900 491500 2450400 2956400 1291200 1837300 2650500 3439500 0 0 0 0 2977000 3236600 5482900 5538500 2078100 2211800 2536500 2240700

P18754 Regulator of chromosome condensationRCC1 >sp|P18754|RCC1_HUMAN Regulator of chromosome condensation OS=Homo sapiens GN=RCC1 PE=1 SV=1;>sp|P18754-2|RCC1_HUMAN Isoform 2 of Regulator of chromosome condensation OS=Homo sapiens GN=RCC1;>tr|C9JRH2|C9JRH2_HUMAN Regulator of chromosome condensation (Fra7 4 4 4 44.969 421 421;452;230;272;273;283;3720 10.709 0 0 0 0 415470 394280 483950 375330 395490 487100 0 0 314260 289260 1117800 1198900 0 0 0 0 0 0 0 0 315540 0 563950 575190

Q7Z7H8 "39S ribosomal protein L10, mitochondrial"MRPL10 >sp|Q7Z7H8|RM10_HUMAN 39S ribosomal protein L10, mitochondrial OS=Homo sapiens GN=MRPL10 PE=1 SV=3;>sp|Q7Z7H8-2|RM10_HUMAN Isoform 2 of 39S ribosomal protein L10, mitochondrial OS=Homo sapiens GN=MRPL102 1 1 1 29.282 261 261;271 0 3.1913 0 0 0 0 0 0 0 0 0 483430 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P61619 Protein transport protein Sec61 subunit alpha isoform 1;Protein transport protein Sec61 subunit alpha isoform 2SEC61A1 >tr|B4DR61|B4DR61_HUMAN Protein transport protein Sec61 subunit alpha isoform 1 OS=Homo sapiens GN=SEC61A1 PE=1 SV=1;>sp|P61619|S61A1_HUMAN Protein transport protein Sec61 subunit alpha isoform 1 OS=Homo sapiens GN=SEC61A1 PE=1 SV=2;>sp|P61619-3|S61A1_HUMA15 6 6 6 52.949 482 482;476;356;410;418;437;454;476;94;101;145;159;162;168;1890 14.884 1490600 1860400 1348500 1512100 556490 413210 941290 799700 223000 475530 301620 223640 453210 659170 400890 508960 0 813090 1043400 1439700 1472800 3218100 3342900 4241400 781140 751380 700570 527990

O75355 Ectonucleoside triphosphate diphosphohydrolase 3ENTPD3 >sp|O75355-2|ENTP3_HUMAN Isoform 2 of Ectonucleoside triphosphate diphosphohydrolase 3 OS=Homo sapiens GN=ENTPD3;>sp|O75355|ENTP3_HUMAN Ectonucleoside triphosphate diphosphohydrolase 3 OS=Homo sapiens GN=ENTPD3 PE=1 SV=23 5 5 5 50.761 452 452;529;130 0 4.6719 667440 578880 0 509400 0 436830 0 0 700660 471090 569360 559560 0 548730 912600 514370 0 0 572650 0 0 0 0 1054200 0 0 415370 451390

Q16853 Membrane primary amine oxidaseAOC3 >sp|Q16853|AOC3_HUMAN Membrane primary amine oxidase OS=Homo sapiens GN=AOC3 PE=1 SV=3;>sp|Q16853-2|AOC3_HUMAN Isoform 2 of Membrane primary amine oxidase OS=Homo sapiens GN=AOC35 8 8 8 84.621 763 763;634;220;112;1520 64.14 1017400 985270 0 1053200 529520 752400 816710 801440 563750 468840 1033100 1317300 691350 512770 6145100 6789200 1151500 960110 1347400 1250500 0 0 737550 0 1091900 1081400 2552600 1888200

P67809 Nuclease-sensitive element-binding protein 1YBX1 >sp|P67809|YBOX1_HUMAN Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3;>tr|A0A087X1S2|A0A087X1S2_HUMAN Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=1;>tr|H0Y449|H0Y449_HUMAN Nuclease-sensitive 4 7 4 4 35.924 324 324;314;374;216 0 64.29 0 0 1674000 1567400 1887900 1466900 1141600 1194800 610770 461420 502830 601530 569410 596500 549690 631980 0 0 0 0 0 0 0 0 1011700 1373400 465730 389440

O43765 Small glutamine-rich tetratricopeptide repeat-containing protein alphaSGTA >sp|O43765|SGTA_HUMAN Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Homo sapiens GN=SGTA PE=1 SV=1;>tr|K7EMD6|K7EMD6_HUMAN Small glutamine-rich tetratricopeptide repeat-containing protein alpha (Fragment) OS=Homo sapiens GN=SGTA2 3 3 3 34.063 313 313;162 0 8.3494 0 0 0 0 865230 0 636680 824330 397640 458900 326520 0 482360 645170 283440 301490 0 0 0 0 0 0 0 0 722680 1208900 410690 329610

P15090 "Fatty acid-binding protein, adipocyte;Myelin P2 protein"FABP4 >tr|E5RIR0|E5RIR0_HUMAN Fatty acid-binding protein, adipocyte OS=Homo sapiens GN=FABP4 PE=1 SV=1;>sp|P15090|FABP4_HUMAN Fatty acid-binding protein, adipocyte OS=Homo sapiens GN=FABP4 PE=1 SV=3;>tr|E5RH45|E5RH45_HUMAN Myelin P2 protein OS=Homo sapiens GN=PM4 2 2 2 4.5772 39 39;132;60;132 0 3.7574 0 0 0 0 976630 812610 0 0 506890 457760 440940 462890 935520 859290 931820 1041100 0 0 0 0 0 0 0 0 0 0 341060 0

Q9H1E3 Nuclear ubiquitous casein and cyclin-dependent kinase substrate 1NUCKS1 >sp|Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinase substrate 1 OS=Homo sapiens GN=NUCKS1 PE=1 SV=1;>sp|Q9H1E3-2|NUCKS_HUMAN Isoform 2 of Nuclear ubiquitous casein and cyclin-dependent kinase substrate 1 OS=Homo sapiens GN=NUCKS12 2 2 2 27.296 243 243;203 0 26.361 0 0 0 0 0 783300 721490 811960 0 454890 0 384360 0 627360 0 581610 0 0 0 0 0 0 0 0 0 1103200 689370 654920

Q9UMR2 ATP-dependent RNA helicase DDX19B;ATP-dependent RNA helicase DDX19ADDX19A >tr|I3L0H8|I3L0H8_HUMAN ATP-dependent RNA helicase DDX19A OS=Homo sapiens GN=DDX19A PE=1 SV=1;>tr|F6QDS0|F6QDS0_HUMAN ATP-dependent RNA helicase DDX19A OS=Homo sapiens GN=DDX19A PE=4 SV=1;>tr|H3BQK0|H3BQK0_HUMAN ATP-dependent RNA helicase DDX19B OS=Homo sa13 2 2 2 50.519 447 447;479;484;448;453;478;479;129;233;261;396;370;3880 12.1 0 0 0 0 0 0 0 0 459260 449580 0 641500 506560 623820 586070 524310 0 0 0 0 0 0 0 0 568900 582080 857680 549380

G3V5B5 Protein NDRG2NDRG2 >tr|G3V5B5|G3V5B5_HUMAN Protein NDRG2 (Fragment) OS=Homo sapiens GN=NDRG2 PE=1 SV=1;>tr|G3V239|G3V239_HUMAN Protein NDRG2 (Fragment) OS=Homo sapiens GN=NDRG2 PE=1 SV=1;>tr|G3V5P9|G3V5P9_HUMAN Protein NDRG2 (Fragment) OS=Homo sapiens GN=NDRG2 PE=1 SV=1;>tr|46 2 2 2 9.6078 86 86;92;99;108;118;120;122;127;128;129;134;136;140;141;142;144;148;149;149;150;153;160;167;173;174;194;219;221;224;252;273;301;328;341;357;360;371;77;108;137;139;155;173;181;356;3670 8.5734 0 0 0 0 0 0 0 0 0 437560 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P18509 Pituitary adenylate cyclase-activating polypeptide;PACAP-related peptide;Pituitary adenylate cyclase-activating polypeptide 27;Pituitary adenylate cyclase-activating polypeptide 38ADCYAP1 >sp|P18509|PACA_HUMAN Pituitary adenylate cyclase-activating polypeptide OS=Homo sapiens GN=ADCYAP1 PE=1 SV=31 2 2 2 18.835 176 176 0 17.201 0 0 0 0 0 719320 1558000 1272100 397710 432520 565250 0 477800 0 407550 548180 0 0 0 0 0 0 0 0 763120 614610 545240 507250

P16035 Metalloproteinase inhibitor 2TIMP2 >sp|P16035|TIMP2_HUMAN Metalloproteinase inhibitor 2 OS=Homo sapiens GN=TIMP2 PE=1 SV=21 2 2 2 24.399 220 220 0 6.5435 896380 1403500 1690800 897700 0 0 673060 659300 445140 424100 454170 0 668720 1089400 0 381390 0 0 0 0 586290 579660 0 0 1128100 896700 461920 465390

P61513 60S ribosomal protein L37a;Putative 60S ribosomal protein L37a-like proteinRPL37A >tr|C9J4Z3|C9J4Z3_HUMAN 60S ribosomal protein L37a OS=Homo sapiens GN=RPL37A PE=1 SV=1;>sp|P61513|RL37A_HUMAN 60S ribosomal protein L37a OS=Homo sapiens GN=RPL37A PE=1 SV=2;>tr|G5E9R3|G5E9R3_HUMAN 60S ribosomal protein L37a OS=Homo sapiens GN=RPL37A PE=1 S8 2 2 2 7.624 68 68;92;58;60;72;75;88;930 3.7913 0 0 0 0 990570 1079800 922270 988020 638660 418320 651890 622020 318920 0 2087700 911010 0 0 0 0 0 0 0 0 0 0 765380 842840

Q9BQB6 Vitamin K epoxide reductase complex subunit 1VKORC1 >tr|I3L3B4|I3L3B4_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1;>tr|F8W9H0|F8W9H0_HUMAN Vitamin K epoxide reductase complex subunit 1 OS=Homo sapiens GN=VKORC1 PE=4 SV=1;>tr|E9PLN8|E9PLN8_HUMAN Uncharacterized protein (Fragment) OS=Hom6 1 1 1 11.082 104 104;149;166;92;156;1630 21.467 1987400 1731300 1518500 1174900 1039300 837460 914030 903280 0 415240 1365100 1013400 924550 1040000 1209400 1280400 0 0 0 0 0 0 0 0 1558400 1603900 1106300 915130

P49441 Inositol polyphosphate 1-phosphataseINPP1 >sp|P49441|INPP_HUMAN Inositol polyphosphate 1-phosphatase OS=Homo sapiens GN=INPP1 PE=1 SV=1;>tr|C9J173|C9J173_HUMAN Inositol polyphosphate 1-phosphatase (Fragment) OS=Homo sapiens GN=INPP1 PE=1 SV=1;>tr|B8ZZF6|B8ZZF6_HUMAN Inositol polyphosphate 1-phosph8 3 3 3 43.998 399 399;143;155;190;212;213;68;880 5.9551 0 0 0 0 0 0 0 0 0 410340 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 330990 0 0

Q32MZ4 Leucine-rich repeat flightless-interacting protein 1LRRFIP1 >sp|Q32MZ4-3|LRRF1_HUMAN Isoform 3 of Leucine-rich repeat flightless-interacting protein 1 OS=Homo sapiens GN=LRRFIP1;>sp|Q32MZ4-2|LRRF1_HUMAN Isoform 2 of Leucine-rich repeat flightless-interacting protein 1 OS=Homo sapiens GN=LRRFIP1;>sp|Q32MZ4|LRRF1_HUM3 6 6 5 82.688 752 752;784;808 0 126.35 1053900 0 1216200 0 1917900 2363600 2489100 2205500 592890 409350 1344400 1667000 0 1072400 909980 932360 0 0 0 0 4776500 5243100 0 2589700 1277100 0 1345400 1128600

P36507 Dual specificity mitogen-activated protein kinase kinase 2MAP2K2 >sp|P36507|MP2K2_HUMAN Dual specificity mitogen-activated protein kinase kinase 2 OS=Homo sapiens GN=MAP2K2 PE=1 SV=1;>tr|G5E9C7|G5E9C7_HUMAN Dual-specificity mitogen-activated protein kinase kinase 2 OS=Homo sapiens GN=MAP2K2 PE=1 SV=13 4 4 2 44.424 400 400;303;217 0 19.092 1012300 827120 0 0 0 750040 1259800 812480 0 407830 366500 358630 855160 0 0 0 834190 740880 626560 0 0 0 0 0 0 869390 460450 0

Q9UNE2 Rab effector Noc2RPH3AL >tr|I3L2N0|I3L2N0_HUMAN Rab effector Noc2 (Fragment) OS=Homo sapiens GN=RPH3AL PE=4 SV=1;>tr|I3L308|I3L308_HUMAN Rab effector Noc2 (Fragment) OS=Homo sapiens GN=RPH3AL PE=4 SV=1;>sp|Q9UNE2-2|RPH3L_HUMAN Isoform 2 of Rab effector Noc2 OS=Homo sapiens GN=RPH13 3 3 3 22.08 193 193;201;286;315;83;88;110;126;145;149;152;38;1570 49.694 0 0 0 0 0 511950 549590 560540 535760 389080 402960 551090 0 726660 729280 817250 0 0 0 0 0 0 0 0 660910 648810 996710 631770

Q9Y6X4 Soluble lamin-associated protein of 75 kDaFAM169A >tr|D6RB01|D6RB01_HUMAN Soluble lamin-associated protein of 75 kDa OS=Homo sapiens GN=FAM169A PE=1 SV=1;>sp|Q9Y6X4|F169A_HUMAN Soluble lamin-associated protein of 75 kDa OS=Homo sapiens GN=FAM169A PE=1 SV=22 2 2 2 68.054 610 610;670 0 4.6522 561540 463560 560500 481410 0 0 0 0 360770 389000 0 0 491000 512980 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P62910 60S ribosomal protein L32RPL32 >tr|D3YTB1|D3YTB1_HUMAN 60S ribosomal protein L32 (Fragment) OS=Homo sapiens GN=RPL32 PE=1 SV=1;>tr|F8W727|F8W727_HUMAN 60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE=1 SV=1;>sp|P62910|RL32_HUMAN 60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE3 4 4 4 15.616 133 133;153;135 0 18.686 1953600 0 2601800 434550 3164000 2893100 2543300 3164300 562710 388080 1308600 0 1260400 1539100 0 1562900 0 0 2109700 2613300 6167700 7604000 0 3626500 2004000 2098100 1423700 964080

O00264 Membrane-associated progesterone receptor component 1PGRMC1 >sp|O00264|PGRC1_HUMAN Membrane-associated progesterone receptor component 1 OS=Homo sapiens GN=PGRMC1 PE=1 SV=3;>sp|O00264-2|PGRC1_HUMAN Isoform 2 of Membrane-associated progesterone receptor component 1 OS=Homo sapiens GN=PGRMC12 8 8 7 21.671 195 195;143 0 28.559 854220 1198800 978010 970200 0 1009800 821390 850300 713230 383180 1050700 1296800 704530 943520 1260500 1352900 1247000 1158400 0 0 0 0 0 1095100 1511900 1927000 1221000 920940

Q9UBE0 "SUMO-activating enzyme subunit 1;SUMO-activating enzyme subunit 1, N-terminally processed"SAE1 >tr|M0QZS6|M0QZS6_HUMAN SUMO-activating enzyme subunit 1 OS=Homo sapiens GN=SAE1 PE=1 SV=1;>sp|Q9UBE0|SAE1_HUMAN SUMO-activating enzyme subunit 1 OS=Homo sapiens GN=SAE1 PE=1 SV=1;>tr|B3KNJ4|B3KNJ4_HUMAN SUMO-1 activating enzyme subunit 1, isoform CRA_a OS7 4 4 4 29.422 265 265;346;299;266;299;205;500 11.324 1351100 1056800 587670 1495100 995000 1001800 839010 934110 648100 368050 154320 517490 519790 621450 296160 635330 1521400 906960 881320 1019700 0 0 0 0 959930 1144000 555200 857340

Q9NP81 "Serine--tRNA ligase, mitochondrial"SARS2 >tr|M0QWZ7|M0QWZ7_HUMAN Serine--tRNA ligase, mitochondrial OS=Homo sapiens GN=SARS2 PE=1 SV=1;>sp|Q9NP81|SYSM_HUMAN Serine--tRNA ligase, mitochondrial OS=Homo sapiens GN=SARS2 PE=1 SV=1;>sp|Q9NP81-2|SYSM_HUMAN Isoform 2 of Serine--tRNA ligase, mitochondria9 5 5 5 58.182 518 518;518;520;236;588;90;135;187;3280 13.717 758220 661660 558370 0 675860 639220 680320 486880 375530 367260 592470 706380 576380 664100 887460 677480 543580 506940 0 0 0 0 0 0 811840 1245500 818820 830410

Q4G176 "Acyl-CoA synthetase family member 3, mitochondrial"ACSF3 >sp|Q4G176|ACSF3_HUMAN Acyl-CoA synthetase family member 3, mitochondrial OS=Homo sapiens GN=ACSF3 PE=1 SV=3;>tr|H0YGC7|H0YGC7_HUMAN Acyl-CoA synthetase family member 3, mitochondrial (Fragment) OS=Homo sapiens GN=ACSF3 PE=1 SV=1;>tr|F5H362|F5H362_HUMAN Ac7 2 2 2 64.129 576 576;183;190;235;237;311;3680 7.4409 0 0 0 0 0 0 0 0 0 359800 2628300 0 0 0 467960 0 0 0 0 0 0 0 0 0 515600 495060 0 0

P49756 RNA-binding protein 25RBM25 >sp|P49756|RBM25_HUMAN RNA-binding protein 25 OS=Homo sapiens GN=RBM25 PE=1 SV=3;>tr|E9PQU5|E9PQU5_HUMAN RNA-binding protein 25 (Fragment) OS=Homo sapiens GN=RBM25 PE=1 SV=1;>sp|P49756-2|RBM25_HUMAN Isoform 2 of RNA-binding protein 25 OS=Homo sapiens GN=RB4 3 3 3 100.18 843 843;243;294;300 0 11.365 1047100 811920 839290 819070 910350 1256800 853650 830370 309960 354600 622480 599510 501180 0 651620 609960 0 0 0 937200 0 0 0 0 0 0 1015100 663640

Q8NBM8 Prenylcysteine oxidase-likePCYOX1L >tr|E7EVZ5|E7EVZ5_HUMAN Prenylcysteine oxidase-like OS=Homo sapiens GN=PCYOX1L PE=1 SV=1;>sp|Q8NBM8|PCYXL_HUMAN Prenylcysteine oxidase-like OS=Homo sapiens GN=PCYOX1L PE=1 SV=22 2 2 2 45.679 404 404;494 0 6.1966 0 0 0 0 0 0 0 0 251270 351940 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NBU5 ATPase family AAA domain-containing protein 1ATAD1 >sp|Q8NBU5|ATAD1_HUMAN ATPase family AAA domain-containing protein 1 OS=Homo sapiens GN=ATAD1 PE=1 SV=1;>sp|Q8NBU5-2|ATAD1_HUMAN Isoform 2 of ATPase family AAA domain-containing protein 1 OS=Homo sapiens GN=ATAD12 2 2 2 40.744 361 361;287 0 11.823 0 0 342270 0 0 0 0 0 289880 349980 352360 442560 0 0 477470 505490 0 0 0 0 0 0 0 0 618230 589060 576120 0

Q96GX9 Methylthioribulose-1-phosphate dehydrataseAPIP >sp|Q96GX9|MTNB_HUMAN Methylthioribulose-1-phosphate dehydratase OS=Homo sapiens GN=APIP PE=1 SV=1;>tr|S4R3D6|S4R3D6_HUMAN Methylthioribulose-1-phosphate dehydratase OS=Homo sapiens GN=APIP PE=1 SV=1;>sp|Q96GX9-3|MTNB_HUMAN Isoform 2 of Methylthioribulose-3 4 4 4 27.125 242 242;195;204 0 10.082 0 0 0 1465600 877190 1822900 2089600 2009100 496450 347790 1254000 1973500 631790 779330 750720 596800 0 0 0 0 0 0 0 0 1187000 1470500 982920 787420

Q9H1E5 Thioredoxin-related transmembrane protein 4TMX4 >sp|Q9H1E5|TMX4_HUMAN Thioredoxin-related transmembrane protein 4 OS=Homo sapiens GN=TMX4 PE=1 SV=11 2 2 2 38.952 349 349 0 7.3454 0 0 0 0 0 381550 0 0 594190 343540 0 0 0 251470 1165300 1081600 0 0 0 0 0 0 0 0 0 0 0 0

O14974 Protein phosphatase 1 regulatory subunit 12APPP1R12A >sp|O14974-5|MYPT1_HUMAN Isoform 5 of Protein phosphatase 1 regulatory subunit 12A OS=Homo sapiens GN=PPP1R12A;>sp|O14974-4|MYPT1_HUMAN Isoform 4 of Protein phosphatase 1 regulatory subunit 12A OS=Homo sapiens GN=PPP1R12A;>sp|O14974-3|MYPT1_HUMAN Isoform 310 5 5 5 105.64 943 943;971;974;1030;995;692;188;234;299;3670 4.4191 583870 0 0 0 0 0 0 0 379090 339030 0 0 578400 653230 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q14141 Septin-6 SEP-8 >tr|A0A087X142|A0A087X142_HUMAN Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=1;>tr|A6NMH6|A6NMH6_HUMAN Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=1;>tr|A6NFQ9|A6NFQ9_HUMAN Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=1;>tr|F8W8I8|F8W8I8_HUMAN Septin-8 OS=Homo sap11 5 4 4 49.355 426 426;430;440;460;369;429;442;483;79;97;1300 17.141 0 0 0 0 1114500 0 0 941050 0 320460 1455900 1454500 0 0 1054300 1014400 0 0 0 0 0 0 577190 0 558570 0 1046500 1000600

P60468 Protein transport protein Sec61 subunit betaSEC61B >sp|P60468|SC61B_HUMAN Protein transport protein Sec61 subunit beta OS=Homo sapiens GN=SEC61B PE=1 SV=2;>tr|S4R3B5|S4R3B5_HUMAN Protein transport protein Sec61 subunit beta OS=Homo sapiens GN=SEC61B PE=1 SV=12 2 2 2 9.9743 96 96;42 0 5.6935 0 0 0 0 0 0 0 0 272660 317110 325650 369010 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 715910

Q9C0E8 Protein lunaparkLNP >sp|Q9C0E8-3|LNP_HUMAN Isoform 3 of Protein lunapark OS=Homo sapiens GN=LNP;>sp|Q9C0E8-2|LNP_HUMAN Isoform 2 of Protein lunapark OS=Homo sapiens GN=LNP;>sp|Q9C0E8|LNP_HUMAN Protein lunapark OS=Homo sapiens GN=LNP PE=1 SV=2;>sp|Q9C0E8-4|LNP_HUMAN Isoform 4 4 3 3 3 33 305 305;423;428;459 0 6.4844 0 0 0 0 0 0 0 0 280840 303540 0 510910 0 0 415190 0 0 0 0 0 0 0 861700 2925500 0 572370 0 0

Q9Y2W1 Thyroid hormone receptor-associated protein 3THRAP3 >sp|Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 OS=Homo sapiens GN=THRAP3 PE=1 SV=21 5 5 5 108.66 955 955 0 15.892 1011800 1758400 1274400 839650 1846400 1501600 1803800 1628500 286030 294970 432220 573500 733730 692770 672530 576760 0 0 781220 643770 0 0 0 0 1041500 1242100 657570 563760

Q7Z4S6 Kinesin-like protein KIF21AKIF21A >sp|Q7Z4S6-6|KI21A_HUMAN Isoform 6 of Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A;>sp|Q7Z4S6-3|KI21A_HUMAN Isoform 3 of Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A;>sp|Q7Z4S6-5|KI21A_HUMAN Isoform 5 of Kinesin-like protein KIF21A OS=Hom13 6 6 5 180.74 1621 1621;1627;1637;1661;1674;1675;290;475;975;1304;1335;1343;14010 28.519 691980 696570 692260 604670 714970 692650 727920 621280 381000 294880 565440 681490 613280 697440 371380 392640 543260 533730 516680 0 0 0 0 0 987200 980010 582410 506820

Q9BT09 Protein canopy homolog 3CNPY3 >sp|Q9BT09|CNPY3_HUMAN Protein canopy homolog 3 OS=Homo sapiens GN=CNPY3 PE=1 SV=11 3 3 3 30.748 278 278 0 12.993 0 0 0 0 0 0 0 324100 0 291430 280130 0 0 0 236860 259740 0 0 0 399990 0 0 0 0 399780 0 0 0

P29590 Protein PMLPML >tr|H3BT57|H3BT57_HUMAN Protein PML OS=Homo sapiens GN=PML PE=1 SV=1;>sp|P29590-14|PML_HUMAN Isoform PML-14 of Protein PML OS=Homo sapiens GN=PML;>sp|P29590-10|PML_HUMAN Isoform PML-7 of Protein PML OS=Homo sapiens GN=PML;>sp|P29590-4|PML_HUMAN Isoform PML16 6 6 6 62.913 568 568;423;435;560;585;611;633;641;781;824;829;834;882;240;261;2170 48.73 0 0 611200 738540 1660000 1490900 1186000 2077400 641100 290410 1075300 1091700 459460 540770 0 809410 0 0 0 0 0 0 0 0 813550 981850 990830 1044000

Q9NV96 Cell cycle control protein 50ATMEM30A >sp|Q9NV96|CC50A_HUMAN Cell cycle control protein 50A OS=Homo sapiens GN=TMEM30A PE=1 SV=1;>sp|Q9NV96-3|CC50A_HUMAN Isoform 3 of Cell cycle control protein 50A OS=Homo sapiens GN=TMEM30A;>sp|Q9NV96-2|CC50A_HUMAN Isoform 2 of Cell cycle control protein 50A 4 3 3 3 40.683 361 361;242;325;351 0 31.6 925020 693400 617830 533620 0 409260 438550 400330 280650 288630 347280 425770 0 444850 260050 400120 0 0 0 0 0 0 1981100 1405500 889430 1002300 328210 368100

O95470 Sphingosine-1-phosphate lyase 1SGPL1 >sp|O95470|SGPL1_HUMAN Sphingosine-1-phosphate lyase 1 OS=Homo sapiens GN=SGPL1 PE=1 SV=3;>tr|H0Y3V8|H0Y3V8_HUMAN Sphingosine-1-phosphate lyase 1 (Fragment) OS=Homo sapiens GN=SGPL1 PE=1 SV=1;>tr|H7BXL7|H7BXL7_HUMAN Sphingosine-1-phosphate lyase 1 (Fragmen3 2 2 2 63.523 568 568;135;202 0 8.213 0 0 0 0 0 396010 0 0 264590 286450 0 527440 398870 434080 1066500 814460 0 0 0 0 0 0 0 0 0 728510 509590 475450

Q14061 Cytochrome c oxidase copper chaperoneCOX17 >tr|C9J8T6|C9J8T6_HUMAN Cytochrome c oxidase copper chaperone OS=Homo sapiens GN=COX17 PE=1 SV=1;>sp|Q14061|COX17_HUMAN Cytochrome c oxidase copper chaperone OS=Homo sapiens GN=COX17 PE=1 SV=22 1 1 1 10.853 98 98;63 0 25.208 768660 858710 789300 700270 473050 0 0 0 287980 272430 432170 529630 0 476570 223110 231970 0 0 0 0 0 0 0 0 1245900 1183100 510690 414820

Q8WZA9 Immunity-related GTPase family Q proteinIRGQ >sp|Q8WZA9|IRGQ_HUMAN Immunity-related GTPase family Q protein OS=Homo sapiens GN=IRGQ PE=1 SV=11 3 3 3 62.717 623 623 0.000676 2.6451 663850 426580 0 0 0 0 0 333600 0 267310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BRP8 Partner of Y14 and magoWIBG >sp|Q9BRP8-2|WIBG_HUMAN Isoform 2 of Partner of Y14 and mago OS=Homo sapiens GN=WIBG;>sp|Q9BRP8|WIBG_HUMAN Partner of Y14 and mago OS=Homo sapiens GN=WIBG PE=1 SV=12 3 3 3 22.704 203 203;204 0 22.294 0 0 632230 610220 1108300 1025300 1510300 1416400 296210 263670 833110 941220 0 0 581210 564900 0 0 0 0 0 0 0 0 0 936530 772210 549760

P53990 IST1 homologIST1 >sp|P53990-2|IST1_HUMAN Isoform 2 of IST1 homolog OS=Homo sapiens GN=IST1;>sp|P53990|IST1_HUMAN IST1 homolog OS=Homo sapiens GN=IST1 PE=1 SV=1;>sp|P53990-4|IST1_HUMAN Isoform 4 of IST1 homolog OS=Homo sapiens GN=IST1;>sp|P53990-5|IST1_HUMAN Isoform 5 of IS13 3 3 3 36.622 335 335;364;366;379;206;253;218;360;59;106;141;166;2890 4.2795 0 0 0 0 489430 481840 512430 548390 251000 236830 402450 439690 373380 467440 276850 267030 0 0 0 0 1314900 0 702170 933810 469130 872520 285120 330570

P40222 Alpha-taxilinTXLNA >sp|P40222|TXLNA_HUMAN Alpha-taxilin OS=Homo sapiens GN=TXLNA PE=1 SV=31 2 2 2 61.89 546 546 0 12.919 440130 478270 360790 422580 532930 502830 545660 467030 241340 231630 541540 805310 0 299460 353430 392040 0 0 0 0 0 0 0 648140 461050 504890 439040 383600

Q8N183 "Mimitin, mitochondrial"NDUFAF2 >sp|Q8N183|MIMIT_HUMAN Mimitin, mitochondrial OS=Homo sapiens GN=NDUFAF2 PE=1 SV=11 2 2 2 19.856 169 169 0 5.6634 0 0 368630 344460 350500 291850 378880 391330 232110 230360 566930 558640 262110 290960 0 372680 0 0 0 0 0 0 0 0 0 506780 320910 407010

Q92845 Kinesin-associated protein 3KIFAP3 >sp|Q92845-2|KIFA3_HUMAN Isoform 2 of Kinesin-associated protein 3 OS=Homo sapiens GN=KIFAP3;>sp|Q92845-3|KIFA3_HUMAN Isoform 3 of Kinesin-associated protein 3 OS=Homo sapiens GN=KIFAP3;>sp|Q92845|KIFA3_HUMAN Kinesin-associated protein 3 OS=Homo sapiens GN4 2 2 2 86.289 748 748;752;792;714 0 6.6808 0 0 0 0 0 0 0 0 0 220890 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6GMV3 Putative peptidyl-tRNA hydrolase PTRHD1PTRHD1 >sp|Q6GMV3|PTRD1_HUMAN Putative peptidyl-tRNA hydrolase PTRHD1 OS=Homo sapiens GN=PTRHD1 PE=1 SV=11 2 2 2 15.805 140 140 0 5.9755 0 0 0 0 0 0 0 469860 250560 217580 0 332690 0 417990 335900 353280 0 0 0 0 0 0 0 0 525260 455760 491900 445960

Q9H1Z4 WD repeat-containing protein 13WDR13 >sp|Q9H1Z4-2|WDR13_HUMAN Isoform 2 of WD repeat-containing protein 13 OS=Homo sapiens GN=WDR13;>sp|Q9H1Z4|WDR13_HUMAN WD repeat-containing protein 13 OS=Homo sapiens GN=WDR13 PE=1 SV=2;>tr|A0A087X091|A0A087X091_HUMAN WD repeat-containing protein 13 (Fragme3 3 3 3 43.036 393 393;485;187 0 10.822 0 0 0 0 0 0 0 0 0 207110 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 397660

Q9BRK5 45 kDa calcium-binding proteinSDF4 >tr|H0Y3T6|H0Y3T6_HUMAN 45 kDa calcium-binding protein (Fragment) OS=Homo sapiens GN=SDF4 PE=1 SV=1;>tr|G3V1E2|G3V1E2_HUMAN 45 kDa calcium-binding protein OS=Homo sapiens GN=SDF4 PE=1 SV=1;>sp|Q9BRK5-4|CAB45_HUMAN Isoform 4 of 45 kDa calcium-binding protei7 2 2 2 28.001 243 243;254;202;254;348;362;2590 3.8092 0 0 780970 0 0 682380 0 0 0 204300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 772040 0 0

P80723 Brain acid soluble protein 1BASP1 >sp|P80723|BASP1_HUMAN Brain acid soluble protein 1 OS=Homo sapiens GN=BASP1 PE=1 SV=22 3 3 3 22.693 227 227;173 0 6.0394 0 0 0 0 0 0 0 0 202610 190210 648720 502510 417490 0 422190 453790 0 0 0 0 0 0 0 0 544520 607610 399160 526370

Q12959 Disks large homolog 1DLG1 >sp|Q12959-8|DLG1_HUMAN Isoform 8 of Disks large homolog 1 OS=Homo sapiens GN=DLG1;>sp|Q12959-9|DLG1_HUMAN Isoform 9 of Disks large homolog 1 OS=Homo sapiens GN=DLG1;>sp|Q12959-5|DLG1_HUMAN Isoform 5 of Disks large homolog 1 OS=Homo sapiens GN=DLG1;>sp|Q1211 4 4 4 87.247 788 788;800;853;871;891;893;904;917;926;658;2860 13.842 0 0 0 0 0 528290 0 0 0 178630 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 468940

Q969E4 Transcription elongation factor A protein-like 3TCEAL3 >sp|Q969E4|TCAL3_HUMAN Transcription elongation factor A protein-like 3 OS=Homo sapiens GN=TCEAL3 PE=1 SV=11 2 2 2 22.502 200 200 0 7.1184 0 0 0 0 386800 427330 546700 0 0 163210 196730 224570 0 0 160660 0 0 0 0 0 0 0 0 0 594410 560010 0 182230

P16401 Histone H1.5HIST1H1B >sp|P16401|H15_HUMAN Histone H1.5 OS=Homo sapiens GN=HIST1H1B PE=1 SV=31 6 5 5 22.58 226 226 0 12.457 0 0 247910 0 0 325980 370090 0 149540 145010 938700 857740 0 0 545690 1037100 0 0 0 0 0 806690 0 3053400 272740 316860 650160 907400

Q8IZ83 Aldehyde dehydrogenase family 16 member A1ALDH16A1 >sp|Q8IZ83-3|A16A1_HUMAN Isoform 3 of Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1;>sp|Q8IZ83|A16A1_HUMAN Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1 PE=1 SV=2;>tr|F5H4B6|F5H4B6_HUMAN Aldehyde dehydrogen4 4 4 4 79.917 751 751;802;639;308 0 13.241 0 0 0 0 1038600 1000000 0 756560 0 141180 0 0 335700 0 605050 442130 0 0 0 0 0 0 0 0 310360 486040 921130 724880

Q68DU7 BET1 homologBET1 >tr|C9JTT8|C9JTT8_HUMAN BET1 homolog OS=Homo sapiens GN=BET1 PE=1 SV=1;>tr|Q68DU7|Q68DU7_HUMAN BET1 homolog OS=Homo sapiens GN=DKFZp781C0425 PE=1 SV=1;>tr|H7C1N3|H7C1N3_HUMAN BET1 homolog (Fragment) OS=Homo sapiens GN=BET1 PE=1 SV=1;>sp|O15155-2|BET1_HUMAN5 1 1 1 11.056 98 98;127;133;83;1180.009721 1.4614 0 0 0 0 0 0 0 0 0 121600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BW60 Elongation of very long chain fatty acids protein 1ELOVL1 >sp|Q9BW60-2|ELOV1_HUMAN Isoform 2 of Elongation of very long chain fatty acids protein 1 OS=Homo sapiens GN=ELOVL1;>sp|Q9BW60|ELOV1_HUMAN Elongation of very long chain fatty acids protein 1 OS=Homo sapiens GN=ELOVL1 PE=1 SV=12 1 1 1 29.485 252 252;279 0.001633 2.2056 0 0 0 0 0 0 0 0 0 100090 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92597 Protein NDRG1NDRG1 >tr|E5RJY1|E5RJY1_HUMAN Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1;>tr|E7ESM1|E7ESM1_HUMAN Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1;>sp|Q92597-3|NDRG1_HUMAN Isoform 3 of Protein NDRG1 OS=Homo sapiens GN=NDRG1;>sp|Q92597-2|NDRG1_HUMAN Isoform 5 2 2 2 10.979 103 103;141;313;328;3940 22.225 178920 0 184150 165070 1461600 821820 1274900 2583000 58741 81494 330540 381510 117300 149750 257100 272480 0 0 0 0 1070000 1047400 697720 620870 183570 188170 438020 388940

P26232 Catenin alpha-2CTNNA2 >sp|P26232-2|CTNA2_HUMAN Isoform 2 of Catenin alpha-2 OS=Homo sapiens GN=CTNNA2;>sp|P26232-5|CTNA2_HUMAN Isoform 5 of Catenin alpha-2 OS=Homo sapiens GN=CTNNA2;>sp|P26232|CTNA2_HUMAN Catenin alpha-2 OS=Homo sapiens GN=CTNNA2 PE=1 SV=5;>sp|P26232-3|CTNA2_HU11 9 4 4 100.45 905 905;939;953;860;569;537;584;476;66;117;1900 49.169 6110100 6024800 8228500 0 0 0 0 0 59382000 0 0 0 65561000 7956100 0 0 12257000 0 3236000 3624600 0 0 0 0 0 2675300 79656000 0

Q3ZCM7 Tubulin beta-8 chainTUBB8 >sp|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 chain OS=Homo sapiens GN=TUBB8 PE=1 SV=2;>tr|A0A075B736|A0A075B736_HUMAN Tubulin beta-8 chain OS=Homo sapiens GN=TUBB8 PE=1 SV=1;>tr|Q5SQY0|Q5SQY0_HUMAN Tubulin beta-8 chain OS=Homo sapiens GN=TUBB8 PE=1 SV=13 10 2 2 49.775 444 444;407;410 0 54.832 1916300 0 10615000 0 5691400 6066200 0 0 46122000 0 0 0 55744000 0 51132000 17584000 0 0 0 5239300 0 0 0 0 0 0 0 0

Q58FF8 Putative heat shock protein HSP 90-beta 2HSP90AB2P>sp|Q58FF8|H90B2_HUMAN Putative heat shock protein HSP 90-beta 2 OS=Homo sapiens GN=HSP90AB2P PE=1 SV=21 10 1 1 44.348 381 381 0 30.605 390000 0 1453600 0 13040000 1552000 1799400 0 45907000 0 2172300 632930 1922500 0 0 0 0 0 0 0 0 0 0 0 0 1814500 0 0

P62857 40S ribosomal protein S28RPS28 >sp|P62857|RS28_HUMAN 40S ribosomal protein S28 OS=Homo sapiens GN=RPS28 PE=1 SV=11 3 3 3 7.8409 69 69 0 34.889 12699000 18772000 17297000 17816000 7761200 10488000 12252000 9595000 29585000 0 21821000 11388000 0 3356200 0 11177000 10913000 7294000 10753000 12014000 18788000 0 0 0 24671000 85377000 20893000 1.19E+08

O75915 PRA1 family protein 3ARL6IP5 >sp|O75915|PRAF3_HUMAN PRA1 family protein 3 OS=Homo sapiens GN=ARL6IP5 PE=1 SV=1;>tr|F8WF90|F8WF90_HUMAN PRA1 family protein 3 OS=Homo sapiens GN=ARL6IP5 PE=1 SV=1;>tr|C9JQU6|C9JQU6_HUMAN PRA1 family protein 3 OS=Homo sapiens GN=ARL6IP5 PE=1 SV=1;>tr|F8WF4 3 3 3 21.614 188 188;59;88;93 0 71.102 8517700 8242700 3955200 2917000 2011800 1405700 739890 907430 24972000 0 2843800 3899400 9129700 12707000 4982500 11494000 7536200 8814000 9841600 10770000 0 0 7259200 1999700 1402200 1550300 0 4015400

Q58FF6 Putative heat shock protein HSP 90-beta 4HSP90AB4P>sp|Q58FF6|H90B4_HUMAN Putative heat shock protein HSP 90-beta 4 OS=Homo sapiens GN=HSP90AB4P PE=5 SV=11 8 2 2 58.264 505 505 0 27.366 0 0 0 19429000 14374000 14946000 5203400 8135300 23745000 0 0 0 17918000 10174000 10429000 8292800 0 0 13056000 10576000 0 0 0 2270000 2751400 1809200 0 0

Q9BVC6 Transmembrane protein 109TMEM109 >sp|Q9BVC6|TM109_HUMAN Transmembrane protein 109 OS=Homo sapiens GN=TMEM109 PE=1 SV=11 1 1 1 26.21 243 243 0 22.612 15812000 17169000 13862000 7969300 3601800 4346000 3221200 2593900 20310000 0 10587000 11211000 10178000 6138400 73877000 13833000 0 0 0 0 0 5284700 0 0 0 10875000 28256000 15512000

P60903 Protein S100-A10S100A10 >sp|P60903|S10AA_HUMAN Protein S100-A10 OS=Homo sapiens GN=S100A10 PE=1 SV=21 2 2 2 11.203 97 97 0 5.9918 0 0 0 0 2493000 0 0 0 14001000 0 21727000 44116000 0 0 16818000 9960500 0 0 0 0 0 0 0 0 3294300 7079800 51462000 10219000

Q9H4A6 Golgi phosphoprotein 3GOLPH3 >sp|Q9H4A6|GOLP3_HUMAN Golgi phosphoprotein 3 OS=Homo sapiens GN=GOLPH3 PE=1 SV=12 4 4 2 33.81 298 298;93 0 24.783 4295400 7937200 6958700 0 4834000 3547300 3973500 4324900 13937000 0 0 52489000 0 14767000 4912700 7631800 0 0 5966300 0 5173800 3855300 4327300 11587000 15269000 0 21660000 3193400

Q9H7Z7 Prostaglandin E synthase 2;Prostaglandin E synthase 2 truncated formPTGES2 >sp|Q9H7Z7|PGES2_HUMAN Prostaglandin E synthase 2 OS=Homo sapiens GN=PTGES2 PE=1 SV=1;>tr|X6RJ95|X6RJ95_HUMAN Prostaglandin E synthase 2 (Fragment) OS=Homo sapiens GN=PTGES2 PE=1 SV=13 3 3 3 41.943 377 377;265;186 0 43.254 0 1262700 703610 0 588690 2210400 2274700 678450 13393000 0 0 0 6481200 595070 779460 1287900 1732500 1871400 1919800 2571600 0 0 0 0 949910 1244200 16226000 0

Q9UJ70 N-acetyl-D-glucosamine kinaseNAGK >sp|Q9UJ70|NAGK_HUMAN N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV=4;>tr|H7C3G9|H7C3G9_HUMAN N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV=2;>sp|Q9UJ70-2|NAGK_HUMAN Isoform 2 of N-acetyl-D-glucosamine kinase OS=Homo sapiens11 10 10 10 37.375 344 344;340;390;293;159;182;196;84;109;94;1360 105.23 4709500 5593200 10257000 10396000 9333500 9903400 10555000 9713900 12696000 0 6541200 9146900 4057300 5925000 6500800 9345600 5798600 6167200 3388400 4026000 3930000 2596300 0 4529200 7275500 8107100 11032000 7593500

Q9UNS2 COP9 signalosome complex subunit 3COPS3 >tr|J3QKR0|J3QKR0_HUMAN COP9 signalosome complex subunit 3 OS=Homo sapiens GN=COPS3 PE=1 SV=1;>tr|C9JLV5|C9JLV5_HUMAN COP9 signalosome complex subunit 3 (Fragment) OS=Homo sapiens GN=COPS3 PE=1 SV=3;>sp|Q9UNS2|CSN3_HUMAN COP9 signalosome complex subunit 3 9 2 2 2 12.783 116 116;319;423;20;31;107;122;345;4030 43.513 2722100 0 2597900 0 0 1728100 1627800 0 11964000 0 3363900 0 0 0 0 0 0 0 0 0 0 0 0 0 1936600 0 1808400 0

Q6PUV4 Complexin-2CPLX2 >sp|Q6PUV4|CPLX2_HUMAN Complexin-2 OS=Homo sapiens GN=CPLX2 PE=1 SV=2;>tr|D6RGY3|D6RGY3_HUMAN Complexin-2 (Fragment) OS=Homo sapiens GN=CPLX2 PE=4 SV=1;>tr|D6R960|D6R960_HUMAN Complexin-2 (Fragment) OS=Homo sapiens GN=CPLX2 PE=4 SV=16 4 4 4 15.394 134 134;111;119;37;70;770 26.5 6501600 4769200 5341100 7127600 2114000 1904800 2703500 2753200 8940300 0 8758300 5926700 5964000 7574600 0 0 4161000 4427500 4084100 4549400 2271400 2173100 1854300 0 6272000 9998200 1679700 6999300

Q02252 "Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial"ALDH6A1 >sp|Q02252-2|MMSA_HUMAN Isoform 2 of Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Homo sapiens GN=ALDH6A1;>sp|Q02252|MMSA_HUMAN Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Homo sapiens GN=ALDH6A1 PE=1 3 9 9 9 56.227 522 522;535;252 0 103.64 5019100 5218300 4006500 3277600 4058400 5215400 4214700 4341300 8857500 0 16417000 11701000 1930600 3220700 5723400 7686900 0 6470700 4442800 4731200 0 0 0 0 2326100 2817300 6927300 5997500

P16444 Dipeptidase 1DPEP1 >sp|P16444|DPEP1_HUMAN Dipeptidase 1 OS=Homo sapiens GN=DPEP1 PE=1 SV=33 7 7 7 45.673 411 411;107;111 0 101.96 0 0 0 2786100 6719800 8691200 4151400 5988800 8627700 0 10972000 9757500 2200300 0 15272000 13964000 0 0 0 0 0 0 0 0 0 0 11625000 7195800

P00326 Alcohol dehydrogenase 1CADH1C >sp|P00326|ADH1G_HUMAN Alcohol dehydrogenase 1C OS=Homo sapiens GN=ADH1C PE=1 SV=2;>tr|A0A087WU81|A0A087WU81_HUMAN Alcohol dehydrogenase 1C (Fragment) OS=Homo sapiens GN=ADH1C PE=4 SV=13 11 4 3 39.867 375 375;192;170 0 92.808 1500900 0 0 0 7524100 7290900 8042200 6645200 8443800 0 5222800 6075500 6343100 0 4787300 6574400 0 0 0 0 0 0 0 0 0 0 6032900 4979400

O95782 AP-2 complex subunit alpha-1AP2A1 >sp|O95782-2|AP2A1_HUMAN Isoform B of AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1;>sp|O95782|AP2A1_HUMAN AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1 PE=1 SV=33 12 6 6 105.36 955 955;977;57 0 16.701 2500500 2389000 2325100 0 2726100 2905000 2592200 2422000 8357500 0 3639200 3298300 1723600 3332000 0 3390600 2497500 2646600 2654600 2944900 0 0 0 0 3588400 3189600 0 1086400

P07686 Beta-hexosaminidase subunit beta;Beta-hexosaminidase subunit beta chain B;Beta-hexosaminidase subunit beta chain AHEXB >sp|P07686|HEXB_HUMAN Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 SV=3;>tr|Q5URX0|Q5URX0_HUMAN Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 SV=1;>tr|H0YA83|H0YA83_HUMAN Beta-hexosaminidase subunit beta (Fragment) OS=Homo 4 9 9 9 63.111 556 556;331;170;202 0 39.354 4153300 4336700 3908300 5277700 7222300 7583400 4406100 6395400 7584100 0 7927700 5713700 11386000 7856700 4737300 8384000 4868700 4912800 5691000 10062000 0 2938100 2090200 2039200 5914500 7269200 13110000 3645400

P53041 Serine/threonine-protein phosphatase;Serine/threonine-protein phosphatase 5PPP5C >tr|H0YDU8|H0YDU8_HUMAN Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP5C PE=1 SV=1;>sp|P53041|PPP5_HUMAN Serine/threonine-protein phosphatase 5 OS=Homo sapiens GN=PPP5C PE=1 SV=1;>tr|A8MU39|A8MU39_HUMAN Serine/threonine-protein phos3 4 4 4 55.096 485 485;499;371 0 25.818 2448900 2405600 2569600 4881900 0 0 0 0 6452500 0 3132800 2834500 4001900 2274800 5595500 2309000 2388300 2795800 2569400 2468400 0 0 0 0 2345100 2185500 0 0

Q9Y3C4 EKC/KEOPS complex subunit TPRKBTPRKB >sp|Q9Y3C4|TPRKB_HUMAN EKC/KEOPS complex subunit TPRKB OS=Homo sapiens GN=TPRKB PE=1 SV=1;>sp|Q9Y3C4-3|TPRKB_HUMAN Isoform 3 of EKC/KEOPS complex subunit TPRKB OS=Homo sapiens GN=TPRKB;>sp|Q9Y3C4-2|TPRKB_HUMAN Isoform 2 of EKC/KEOPS complex subunit TPRKB O3 3 3 3 19.661 175 175;214;142 0 5.6601 1356800 1322400 0 0 0 0 1488400 0 6322300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2882100 6256500

O95427 GPI ethanolamine phosphate transferase 1PIGN >tr|K7EM62|K7EM62_HUMAN GPI ethanolamine phosphate transferase 1 (Fragment) OS=Homo sapiens GN=PIGN PE=4 SV=1;>sp|O95427|PIGN_HUMAN GPI ethanolamine phosphate transferase 1 OS=Homo sapiens GN=PIGN PE=1 SV=12 1 1 1 29.306 257 257;931 0.000672 2.5815 0 0 0 0 2989300 2928100 2381800 0 6149500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 774940 1169700

Q9H0P0 Cytosolic 5-nucleotidase 3ANT5C3A >tr|X6RM59|X6RM59_HUMAN Cytosolic 5-nucleotidase 3A OS=Homo sapiens GN=NT5C3A PE=1 SV=1;>sp|Q9H0P0-3|5NT3A_HUMAN Isoform 4 of Cytosolic 5-nucleotidase 3A OS=Homo sapiens GN=NT5C3A;>sp|Q9H0P0-2|5NT3A_HUMAN Isoform 3 of Cytosolic 5-nucleotidase 3A OS=Homo7 5 5 5 37.405 331 331;285;286;297;336;205;420 28.023 0 0 0 0 0 2733800 3198300 0 5070600 0 0 6403400 0 0 0 0 0 0 0 0 0 0 0 0 2509500 3086300 0 2583900

P61018 Ras-related protein Rab-4BRAB4B >tr|M0R1E0|M0R1E0_HUMAN Ras-related protein Rab-4B (Fragment) OS=Homo sapiens GN=RAB4B PE=1 SV=1;>sp|P61018|RAB4B_HUMAN Ras-related protein Rab-4B OS=Homo sapiens GN=RAB4B PE=1 SV=1;>sp|P61018-2|RAB4B_HUMAN Isoform 2 of Ras-related protein Rab-4B OS=Homo s5 3 3 3 19.848 181 181;213;248;192;2180.000668 2.4915 0 0 0 0 0 0 0 0 5032100 0 0 0 0 0 0 1258100 0 0 0 0 0 0 0 0 0 0 0 0

P05937 Calbindin CALB1 >sp|P05937|CALB1_HUMAN Calbindin OS=Homo sapiens GN=CALB1 PE=1 SV=2;>sp|P05937-2|CALB1_HUMAN Isoform 2 of Calbindin OS=Homo sapiens GN=CALB16 3 3 3 30.025 261 261;204;102;119;235;2710 27.964 1917800 0 0 0 2708100 3278400 3209600 4038400 4885800 0 0 4051800 2810700 4809000 1537500 1833100 0 0 0 0 0 0 0 0 3511000 2885800 19877000 5840600

Q9Y570 Protein phosphatase methylesterase 1PPME1 >sp|Q9Y570|PPME1_HUMAN Protein phosphatase methylesterase 1 OS=Homo sapiens GN=PPME1 PE=1 SV=3;>sp|Q9Y570-4|PPME1_HUMAN Isoform 4 of Protein phosphatase methylesterase 1 OS=Homo sapiens GN=PPME1;>sp|Q9Y570-2|PPME1_HUMAN Isoform 2 of Protein phosphatase met5 5 5 5 42.315 386 386;400;199;161;1360 114.07 2921200 2833300 2583500 2270900 1475100 0 1519600 6132500 4588700 0 2874800 5382000 3991900 2100300 2477400 2967800 2533800 3995200 0 0 0 0 0 0 3582200 2390700 0 6839300

P61086 Ubiquitin-conjugating enzyme E2 KUBE2K >sp|P61086|UBE2K_HUMAN Ubiquitin-conjugating enzyme E2 K OS=Homo sapiens GN=UBE2K PE=1 SV=3;>tr|D6RDM7|D6RDM7_HUMAN Ubiquitin-conjugating enzyme E2 K (Fragment) OS=Homo sapiens GN=UBE2K PE=1 SV=1;>sp|P61086-2|UBE2K_HUMAN Isoform 2 of Ubiquitin-conjugating 4 4 4 4 22.406 200 200;123;149;157 0 24.582 0 2685800 2133000 2553700 2439500 2781500 2466700 4901500 4521200 0 3894600 4954100 2002300 2311000 957450 1173900 0 0 2730800 0 1961100 4757500 0 0 1941900 3959800 0 0

O14735 CDP-diacylglycerol--inositol 3-phosphatidyltransferaseCDIPT >tr|B3KY94|B3KY94_HUMAN CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Homo sapiens GN=CDIPT PE=1 SV=1;>sp|O14735-3|CDIPT_HUMAN Isoform 3 of CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Homo sapiens GN=CDIPT;>sp|O14735|CDIPT_HUMAN C5 2 2 2 25.946 237 237;168;213;157;1820 5.3727 1879300 1956500 1600400 2878400 0 0 0 0 4421600 0 0 0 0 1347700 1750800 765770 0 0 1173900 3167800 0 0 0 0 0 0 0 0

Q9Y6Y8 SEC23-interacting proteinSEC23IP >sp|Q9Y6Y8|S23IP_HUMAN SEC23-interacting protein OS=Homo sapiens GN=SEC23IP PE=1 SV=1;>sp|Q9Y6Y8-2|S23IP_HUMAN Isoform 2 of SEC23-interacting protein OS=Homo sapiens GN=SEC23IP3 5 5 5 111.08 1000 1000;924;194 0 22.164 2030200 1610700 1341500 1444600 2249100 3016000 1989500 1931500 4339300 0 5103300 4274100 2276500 1645000 2759800 5099100 0 0 0 0 0 0 0 0 1517800 1344200 3279500 2958100

B7Z8Z7 RNA-binding protein 47RBM47 >tr|B7Z8Z7|B7Z8Z7_HUMAN RNA-binding protein 47 OS=Homo sapiens GN=RBM47 PE=2 SV=1;>sp|A0AV96-2|RBM47_HUMAN Isoform 2 of RNA-binding protein 47 OS=Homo sapiens GN=RBM47;>sp|A0AV96|RBM47_HUMAN RNA-binding protein 47 OS=Homo sapiens GN=RBM47 PE=1 SV=2;>tr|D6R11 5 5 4 60.567 555 555;524;593;393;217;159;193;114;124;137;5100 48.569 0 0 0 0 1104600 956290 771620 838790 4231200 0 1072700 1159900 1255300 1215500 646660 2513300 1639300 0 0 0 0 0 0 0 1836800 1996200 1636800 1709700

O60437 Periplakin PPL >tr|K7EKI8|K7EKI8_HUMAN Periplakin OS=Homo sapiens GN=PPL PE=1 SV=1;>sp|O60437|PEPL_HUMAN Periplakin OS=Homo sapiens GN=PPL PE=1 SV=4;>tr|K7EQ71|K7EQ71_HUMAN Periplakin (Fragment) OS=Homo sapiens GN=PPL PE=1 SV=13 9 9 9 204.49 1754 1754;1756;1115 0 45.027 0 0 0 4437100 0 3997800 3217200 3381400 4227300 0 8971600 7979700 0 0 2746600 1018700 0 0 0 0 0 0 0 0 0 2282200 0 3351200

P15144 Aminopeptidase NANPEP >sp|P15144|AMPN_HUMAN Aminopeptidase N OS=Homo sapiens GN=ANPEP PE=1 SV=44 11 11 11 109.54 967 967;65;103;122 0 49.785 1789600 0 0 0 3304500 5835800 3465000 3176000 4185800 0 4990700 7397900 0 0 10441000 12241000 0 0 0 0 0 0 0 5245600 0 0 4872700 11868000

Q5SSV3 "N(G),N(G)-dimethylarginine dimethylaminohydrolase 2"DDAH2 >sp|O95865|DDAH2_HUMAN N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Homo sapiens GN=DDAH2 PE=1 SV=1;>tr|Q5SSV3|Q5SSV3_HUMAN N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 (Fragment) OS=Homo sapiens GN=DDAH2 PE=1 SV=1;>tr|Q5SRR8|Q5SRR8_HUMAN 4 5 4 4 29.644 285 285;226;236;188 0 38.854 1772100 1991000 1961100 1783200 5510000 4722100 10368000 13039000 3865300 0 21762000 8211700 2936800 6624000 13674000 2235200 0 0 0 0 0 0 0 0 9069700 5515900 10796000 9090400

P52569 Low affinity cationic amino acid transporter 2SLC7A2 >sp|P52569|CTR2_HUMAN Cationic amino acid transporter 2 OS=Homo sapiens GN=SLC7A2 PE=1 SV=2;>sp|P52569-2|CTR2_HUMAN Isoform 2 of Cationic amino acid transporter 2 OS=Homo sapiens GN=SLC7A2;>sp|P52569-3|CTR2_HUMAN Isoform 3 of Cationic amino acid transporte3 2 2 2 71.672 658 658;697;698 0.00682 1.6637 0 1963600 1769500 0 0 0 0 0 3635100 0 917710 970010 0 1454500 0 0 0 0 0 0 0 0 0 0 2714400 0 0 0

P09110 "3-ketoacyl-CoA thiolase, peroxisomal"ACAA1 >tr|H7C131|H7C131_HUMAN 3-ketoacyl-CoA thiolase, peroxisomal (Fragment) OS=Homo sapiens GN=ACAA1 PE=1 SV=1;>sp|P09110|THIK_HUMAN 3-ketoacyl-CoA thiolase, peroxisomal OS=Homo sapiens GN=ACAA1 PE=1 SV=2;>sp|P09110-2|THIK_HUMAN Isoform 2 of 3-ketoacyl-CoA thi6 6 6 6 30.222 290 290;424;331;383;237;1530 23.742 2327000 2587000 1140400 848060 1630900 1511400 1411600 1310600 3453000 0 2580400 7448500 2343600 1880700 30008000 4343000 0 0 0 0 0 0 0 0 1644400 3207000 7838700 6288900

O43264 Centromere/kinetochore protein zw10 homologZW10 >sp|O43264-2|ZW10_HUMAN Isoform 2 of Centromere/kinetochore protein zw10 homolog OS=Homo sapiens GN=ZW10;>sp|O43264|ZW10_HUMAN Centromere/kinetochore protein zw10 homolog OS=Homo sapiens GN=ZW10 PE=1 SV=3;>tr|F5H3C1|F5H3C1_HUMAN Centromere/kinetochore prot3 2 2 2 76.806 672 672;779;135 0 19.335 0 0 0 0 0 0 0 0 3347100 0 0 0 0 0 531050 0 0 0 0 0 0 0 0 0 0 0 0 0

P54317 Pancreatic lipase-related protein 2PNLIPRP2 >tr|A0A087WX88|A0A087WX88_HUMAN Pancreatic lipase-related protein 2 OS=Homo sapiens GN=PNLIPRP2 PE=3 SV=1;>tr|A0A075B781|A0A075B781_HUMAN Pancreatic lipase-related protein 2 OS=Homo sapiens GN=PNLIPRP2 PE=3 SV=2;>sp|P54317|LIPR2_HUMAN Pancreatic lipase-rel3 3 3 3 51.774 468 468;469;469 0 5.1438 0 0 0 0 0 0 0 0 3345400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0



O43633 Charged multivesicular body protein 2aCHMP2A >sp|O43633|CHM2A_HUMAN Charged multivesicular body protein 2a OS=Homo sapiens GN=CHMP2A PE=1 SV=1;>tr|M0R1T5|M0R1T5_HUMAN Charged multivesicular body protein 2a (Fragment) OS=Homo sapiens GN=CHMP2A PE=1 SV=14 3 3 3 25.104 222 222;227;55;159 0 11.037 1324400 1183900 1138300 1157000 850570 870210 0 0 3273100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 787710 772740 0 0

P40616 ADP-ribosylation factor-like protein 1ARL1 >tr|F8VYN9|F8VYN9_HUMAN ADP-ribosylation factor-like protein 1 OS=Homo sapiens GN=ARL1 PE=1 SV=1;>sp|P40616-2|ARL1_HUMAN Isoform 2 of ADP-ribosylation factor-like protein 1 OS=Homo sapiens GN=ARL1;>sp|P40616|ARL1_HUMAN ADP-ribosylation factor-like protein 6 4 4 4 21.778 194 194;164;181;135;17;640 18.568 5795200 5411800 6026100 3823500 2675300 2772400 2373600 0 3200100 0 0 0 2565100 0 0 1021600 4656100 3471200 5925900 3957600 0 0 0 0 1323100 2245000 0 0

Q7L0Y3 Mitochondrial ribonuclease P protein 1TRMT10C >sp|Q7L0Y3|MRRP1_HUMAN Mitochondrial ribonuclease P protein 1 OS=Homo sapiens GN=TRMT10C PE=1 SV=2;>tr|C9JVB6|C9JVB6_HUMAN Mitochondrial ribonuclease P protein 1 (Fragment) OS=Homo sapiens GN=TRMT10C PE=1 SV=12 4 4 4 47.346 403 403;312 0 16.108 1720700 0 0 0 0 0 2125500 0 3061100 0 6581700 0 0 0 2715600 1330200 0 0 0 0 0 0 0 0 1614300 1880400 1702300 1731900

Q86SX6 "Glutaredoxin-related protein 5, mitochondrial"GLRX5 >sp|Q86SX6|GLRX5_HUMAN Glutaredoxin-related protein 5, mitochondrial OS=Homo sapiens GN=GLRX5 PE=1 SV=21 1 1 1 16.628 157 157 0 35.361 0 0 0 0 0 0 0 0 3042200 0 0 0 0 0 0 1741000 0 0 0 0 0 0 0 0 4279000 2814500 8924800 0

Q08945 FACT complex subunit SSRP1SSRP1 >sp|Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 OS=Homo sapiens GN=SSRP1 PE=1 SV=13 8 8 8 81.074 709 709;154;192 0 63.572 1921000 2069500 0 5115700 2297100 2455400 2829100 2508500 2986500 0 4321300 6973700 5918300 0 5177500 3075900 0 1947600 2132800 2909800 0 0 1656100 2364800 3001400 3543000 3513600 5814900

Q14746 Conserved oligomeric Golgi complex subunit 2COG2 >tr|B7Z2Y2|B7Z2Y2_HUMAN Conserved oligomeric Golgi complex subunit 2 OS=Homo sapiens GN=COG2 PE=1 SV=1;>sp|Q14746-2|COG2_HUMAN Isoform 2 of Conserved oligomeric Golgi complex subunit 2 OS=Homo sapiens GN=COG2;>sp|Q14746|COG2_HUMAN Conserved oligomeric Golg4 6 6 6 76.078 679 679;737;738;124 0 35.764 0 0 0 0 1994300 1586800 1525000 1771900 2984900 0 1672600 1550400 1199100 0 4495600 3074600 0 0 0 0 0 0 0 0 0 0 2136700 2850600

Q15847 Adipogenesis regulatory factorADIRF >sp|Q15847|ADIRF_HUMAN Adipogenesis regulatory factor OS=Homo sapiens GN=ADIRF PE=1 SV=11 3 3 3 7.8547 76 76 0 214.11 760080 0 0 0 5366800 5085500 8501500 11387000 2901400 0 9550100 15862000 0 0 6995600 11941000 0 0 0 0 0 0 0 0 0 0 29597000 14941000

Q96M27 Protein PRRC1PRRC1 >sp|Q96M27|PRRC1_HUMAN Protein PRRC1 OS=Homo sapiens GN=PRRC1 PE=1 SV=1;>sp|Q96M27-3|PRRC1_HUMAN Isoform 3 of Protein PRRC1 OS=Homo sapiens GN=PRRC1;>sp|Q96M27-2|PRRC1_HUMAN Isoform 2 of Protein PRRC1 OS=Homo sapiens GN=PRRC1;>sp|Q96M27-4|PRRC1_HUMAN Isofo5 3 3 3 46.701 445 445;462;464;311;4180 27.201 0 1554900 684770 0 0 0 0 2485700 2658900 0 2764100 2283200 1317300 1561000 0 0 0 0 4113400 2967600 0 0 0 0 0 0 0 2280800

Q8IV36 Protein HID1HID1 >sp|Q8IV36-2|HID1_HUMAN Isoform 2 of Protein HID1 OS=Homo sapiens GN=HID1;>sp|Q8IV36|HID1_HUMAN Protein HID1 OS=Homo sapiens GN=HID1 PE=1 SV=1;>sp|Q8IV36-3|HID1_HUMAN Isoform 3 of Protein HID1 OS=Homo sapiens GN=HID15 5 5 5 88.615 787 787;788;560;191;2490 17.478 0 2400400 2497800 2872000 3823400 3024300 1963100 3541900 2616400 0 2972500 2206500 4302300 3240800 0 2642500 0 0 0 0 0 3143600 2860500 2987000 6294300 4918700 2322000 2151200

Q13126 S-methyl-5-thioadenosine phosphorylase;Purine nucleoside phosphorylaseMTAP >tr|B4DUC8|B4DUC8_HUMAN S-methyl-5-thioadenosine phosphorylase OS=Homo sapiens GN=MTAP PE=1 SV=1;>sp|Q13126-4|MTAP_HUMAN Isoform 4 of S-methyl-5-thioadenosine phosphorylase OS=Homo sapiens GN=MTAP;>sp|Q13126|MTAP_HUMAN S-methyl-5-thioadenosine phosphory11 3 3 3 33.186 300 300;280;283;334;346;143;242;239;293;305;500 71.161 2163300 2046100 3566200 0 0 2394700 2410600 0 2603500 0 0 3015100 3086100 1542200 3554100 778280 0 0 0 0 0 0 0 0 2555100 2311200 2496200 1399100

Q9H0D6 5-3 exoribonuclease 2XRN2 >sp|Q9H0D6-2|XRN2_HUMAN Isoform 2 of 5-3 exoribonuclease 2 OS=Homo sapiens GN=XRN2;>sp|Q9H0D6|XRN2_HUMAN 5-3 exoribonuclease 2 OS=Homo sapiens GN=XRN2 PE=1 SV=12 3 3 3 99.96 874 874;950 0 20.077 926760 0 933450 921780 0 0 673880 1196600 2586200 0 1179200 1226400 1893700 0 0 0 0 0 0 0 0 0 0 0 0 0 1612700 1463400

O14787 Transportin-2TNPO2 >sp|O14787-2|TNPO2_HUMAN Isoform 2 of Transportin-2 OS=Homo sapiens GN=TNPO2;>tr|A0A075B780|A0A075B780_HUMAN Transportin-2 OS=Homo sapiens GN=TNPO2 PE=1 SV=1;>sp|O14787|TNPO2_HUMAN Transportin-2 OS=Homo sapiens GN=TNPO2 PE=1 SV=36 6 2 2 100.41 887 887;766;897;109;85;1930 6.6213 0 0 0 0 0 0 0 0 2370700 0 0 0 0 0 1747400 0 0 0 0 0 0 0 0 0 0 398440 0 0

P42785 Lysosomal Pro-X carboxypeptidasePRCP >sp|P42785|PCP_HUMAN Lysosomal Pro-X carboxypeptidase OS=Homo sapiens GN=PRCP PE=1 SV=1;>sp|P42785-2|PCP_HUMAN Isoform 2 of Lysosomal Pro-X carboxypeptidase OS=Homo sapiens GN=PRCP;>tr|E9PL49|E9PL49_HUMAN Lysosomal Pro-X carboxypeptidase (Fragment) OS=Homo11 2 2 2 55.799 496 496;517;43;100;116;145;148;164;183;192;2340 6.7415 0 0 0 0 0 0 0 0 2282700 0 0 0 625170 1916100 538010 440940 0 0 0 0 0 0 0 0 0 0 0 0

O76024 Wolframin WFS1 >sp|O76024|WFS1_HUMAN Wolframin OS=Homo sapiens GN=WFS1 PE=1 SV=22 5 5 5 100.29 890 890;252 0 9.9195 0 0 0 0 0 0 0 0 2270900 0 0 0 0 1257500 0 0 1174500 1525400 1492100 1627500 0 0 0 0 0 0 0 0

P52788 Spermine synthaseSMS >sp|P52788-2|SPSY_HUMAN Isoform 2 of Spermine synthase OS=Homo sapiens GN=SMS;>sp|P52788|SPSY_HUMAN Spermine synthase OS=Homo sapiens GN=SMS PE=1 SV=2;>tr|H7C2R7|H7C2R7_HUMAN Spermine synthase (Fragment) OS=Homo sapiens GN=SMS PE=1 SV=13 6 6 6 35.278 313 313;366;311 0 9.3336 1915800 5751500 1329900 669320 948930 650640 928400 0 2259200 0 1097200 0 2121700 0 1056700 1159400 2272200 0 0 0 0 0 0 0 0 2266400 0 0

Q9C0C2 182 kDa tankyrase-1-binding proteinTNKS1BP1 >sp|Q9C0C2|TB182_HUMAN 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP1 PE=1 SV=4;>sp|Q9C0C2-2|TB182_HUMAN Isoform 2 of 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP13 12 12 12 181.79 1729 1729;778;243 0 88.023 1357500 1219700 1547500 1458300 4736500 4485700 5013400 5299600 2257400 0 3724800 4562100 1724400 1480500 2171400 2860600 0 0 0 0 0 0 0 0 1492800 1757400 3272300 2984300

Q96N66 Lysophospholipid acyltransferase 7MBOAT7 >sp|Q96N66-3|MBOA7_HUMAN Isoform 3 of Lysophospholipid acyltransferase 7 OS=Homo sapiens GN=MBOAT7;>sp|Q96N66|MBOA7_HUMAN Lysophospholipid acyltransferase 7 OS=Homo sapiens GN=MBOAT7 PE=1 SV=2;>sp|Q96N66-2|MBOA7_HUMAN Isoform 2 of Lysophospholipid acyltran7 5 5 5 38.47 344 344;472;399;256;123;170;1810 44.959 1753200 1557900 1463700 1513000 1150200 1193000 1176500 1176400 2257200 0 3312000 5037300 1292400 2485200 1762200 0 2507300 1939400 2972900 2664600 0 0 0 0 0 2253900 3903000 2759000

A2RRP1 Neuroblastoma-amplified sequenceNBAS >sp|A2RRP1-2|NBAS_HUMAN Isoform 2 of Neuroblastoma-amplified sequence OS=Homo sapiens GN=NBAS;>sp|A2RRP1|NBAS_HUMAN Neuroblastoma-amplified sequence OS=Homo sapiens GN=NBAS PE=1 SV=2;>tr|H0Y5G7|H0Y5G7_HUMAN Neuroblastoma-amplified sequence (Fragment) OS=Ho4 3 3 3 254.81 2251 2251;2371;1419;1710 4.757 0 0 0 0 0 0 0 0 2202500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y5Z4 Heme-binding protein 2HEBP2 >sp|Q9Y5Z4|HEBP2_HUMAN Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1;>tr|Q5THN1|Q5THN1_HUMAN Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1;>sp|Q9Y5Z4-2|HEBP2_HUMAN Isoform 2 of Heme-binding protein 2 OS=Homo sapiens GN=HEBP23 4 4 4 22.875 205 205;116;184 0 50.718 0 0 0 3171400 0 0 0 0 2182200 0 1257800 0 0 2551800 1513900 0 0 0 0 0 0 0 0 0 4563000 0 0 3679200

Q13825 "Methylglutaconyl-CoA hydratase, mitochondrial"AUH >sp|Q13825|AUHM_HUMAN Methylglutaconyl-CoA hydratase, mitochondrial OS=Homo sapiens GN=AUH PE=1 SV=1;>sp|Q13825-2|AUHM_HUMAN Isoform 2 of Methylglutaconyl-CoA hydratase, mitochondrial OS=Homo sapiens GN=AUH2 4 4 4 35.608 339 339;310 0 72.703 2391400 2306900 1915700 1527800 1726400 0 2014000 1700200 2161400 0 0 0 0 2232900 1574900 0 0 0 0 0 0 0 0 0 0 0 2048900 2726200

Q9NQG5 Regulation of nuclear pre-mRNA domain-containing protein 1BRPRD1B >sp|Q9NQG5|RPR1B_HUMAN Regulation of nuclear pre-mRNA domain-containing protein 1B OS=Homo sapiens GN=RPRD1B PE=1 SV=12 5 5 5 36.899 326 326;197 0 43.475 3459200 1004900 1425200 1233800 1348300 1409400 1390600 1371200 2118700 0 0 1739900 1087300 1189700 0 1543500 0 0 0 0 0 0 0 0 0 1249100 0 0

Q9GZP4 PITH domain-containing protein 1PITHD1 >sp|Q9GZP4-2|PITH1_HUMAN Isoform 2 of PITH domain-containing protein 1 OS=Homo sapiens GN=PITHD1;>sp|Q9GZP4|PITH1_HUMAN PITH domain-containing protein 1 OS=Homo sapiens GN=PITHD1 PE=1 SV=1;>tr|X6R8S9|X6R8S9_HUMAN PITH domain-containing protein 1 OS=Homo sa4 6 6 6 24.121 210 210;211;98;70 0 8.5655 0 1137100 682940 0 2258500 1397900 2485300 0 2035400 0 1660900 785100 1467200 1145700 869580 993100 0 0 0 0 0 0 0 0 2262100 2203900 2025100 1485200

Q13155 Aminoacyl tRNA synthase complex-interacting multifunctional protein 2AIMP2 >sp|Q13155|AIMP2_HUMAN Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Homo sapiens GN=AIMP2 PE=1 SV=2;>tr|A8MU58|A8MU58_HUMAN Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Homo sapiens GN=AIMP2 PE=1 SV=23 4 4 4 35.348 320 320;242;251 0 105.33 1484000 1448000 1610200 1325100 3274300 3283700 3840200 3432900 2001600 0 2248500 2955600 2202300 5190200 6829200 3757100 2276000 1651100 0 3003000 0 0 0 0 0 0 2658900 2079600

Q9Y2Z4 "Tyrosine--tRNA ligase, mitochondrial"YARS2 >sp|Q9Y2Z4|SYYM_HUMAN Tyrosine--tRNA ligase, mitochondrial OS=Homo sapiens GN=YARS2 PE=1 SV=2;>tr|H0YHS6|H0YHS6_HUMAN Tyrosine--tRNA ligase (Fragment) OS=Homo sapiens GN=YARS2 PE=1 SV=12 4 4 4 53.198 477 477;291 0 16.079 0 0 0 0 0 0 0 0 1987700 0 0 0 0 0 3037700 0 0 0 0 0 0 0 0 0 0 3187300 1321500 1503400

Q9HCU5 Prolactin regulatory element-binding proteinPREB >sp|Q9HCU5|PREB_HUMAN Prolactin regulatory element-binding protein OS=Homo sapiens GN=PREB PE=1 SV=2;>tr|B5MC98|B5MC98_HUMAN Prolactin regulatory element-binding protein OS=Homo sapiens GN=PREB PE=1 SV=15 7 7 7 45.468 417 417;359;106;176;500 40.436 3175800 3472300 3508800 0 2139200 2295100 2002600 1917300 1958100 0 1878800 3760200 1657700 2599700 2898000 2330700 3438000 2617300 2336700 2879600 0 0 0 9373200 2852400 2826700 2968800 3117600

Q9Y2A7 Nck-associated protein 1NCKAP1 >sp|Q9Y2A7|NCKP1_HUMAN Nck-associated protein 1 OS=Homo sapiens GN=NCKAP1 PE=1 SV=1;>sp|Q9Y2A7-2|NCKP1_HUMAN Isoform 2 of Nck-associated protein 1 OS=Homo sapiens GN=NCKAP12 5 5 5 128.79 1128 1128;1134 0 29.456 0 0 0 0 0 0 2221500 4812100 1949500 0 8252900 11528000 3030900 0 1892800 0 0 0 0 0 0 0 0 0 2036600 3873400 7550700 6116300

A5YKK6-2 CCR4-NOT transcription complex subunit 1CNOT1 >sp|A5YKK6-2|CNOT1_HUMAN Isoform 2 of CCR4-NOT transcription complex subunit 1 OS=Homo sapiens GN=CNOT1;>sp|A5YKK6|CNOT1_HUMAN CCR4-NOT transcription complex subunit 1 OS=Homo sapiens GN=CNOT1 PE=1 SV=2;>sp|A5YKK6-3|CNOT1_HUMAN Isoform 3 of CCR4-NOT transc6 4 4 4 266.38 2371 2371;2376;2150;1551;316;4390 12.853 0 0 928650 0 995990 1118600 914630 948430 1941100 0 8273400 669380 1365100 1100300 5319600 913140 0 0 0 0 0 0 1083800 0 885240 1476600 2942600 2851800

Q14318 Peptidyl-prolyl cis-trans isomerase FKBP8;Peptidyl-prolyl cis-trans isomeraseFKBP8 >sp|Q14318|FKBP8_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Homo sapiens GN=FKBP8 PE=1 SV=2;>sp|Q14318-2|FKBP8_HUMAN Isoform 2 of Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Homo sapiens GN=FKBP8;>tr|U3KQI1|U3KQI1_HUMAN Peptidyl-prolyl cis-trans i10 4 4 4 44.561 412 412;413;103;249;257;253;163;168;182;2040 41.64 0 0 0 2612400 0 0 0 0 1934700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2932600 2215800 0 0

Q92890 Ubiquitin fusion degradation protein 1 homologUFD1L >sp|Q92890|UFD1_HUMAN Ubiquitin fusion degradation protein 1 homolog OS=Homo sapiens GN=UFD1L PE=1 SV=3;>sp|Q92890-1|UFD1_HUMAN Isoform Long of Ubiquitin fusion degradation protein 1 homolog OS=Homo sapiens GN=UFD1L;>sp|Q92890-3|UFD1_HUMAN Isoform 3 of Ubi6 4 4 4 34.5 307 307;343;266;136;159;1900 11.245 0 0 0 923200 1184200 1177500 0 0 1915000 0 1053300 0 2123600 1554700 407120 724460 0 0 0 0 0 0 0 0 1222200 1414700 1317900 1881000

Q96GK7 Fumarylacetoacetate hydrolase domain-containing protein 2A;Fumarylacetoacetate hydrolase domain-containing protein 2BFAHD2A >sp|Q96GK7|FAH2A_HUMAN Fumarylacetoacetate hydrolase domain-containing protein 2A OS=Homo sapiens GN=FAHD2A PE=1 SV=1;>tr|C9JGM0|C9JGM0_HUMAN Fumarylacetoacetate hydrolase domain-containing protein 2A (Fragment) OS=Homo sapiens GN=FAHD2A PE=1 SV=1;>sp|Q6P23 4 4 4 34.596 314 314;127;314 0 7.6188 1065500 971500 0 0 1818800 1324900 1566700 1418000 1882700 0 2081900 1753900 896520 697640 958930 1187400 0 0 889560 0 0 0 1760800 1817200 931760 0 3237800 1888200

Q99959 Plakophilin-2PKP2 >tr|B8QGS9|B8QGS9_HUMAN Plakophilin-2 OS=Homo sapiens GN=PKP2 PE=1 SV=1;>sp|Q99959-2|PKP2_HUMAN Isoform 1 of Plakophilin-2 OS=Homo sapiens GN=PKP2;>sp|Q99959|PKP2_HUMAN Plakophilin-2 OS=Homo sapiens GN=PKP2 PE=1 SV=23 3 3 3 91.239 824 824;837;881 0 57.097 0 0 0 0 0 958750 0 0 1847400 0 2219500 2378600 0 0 2209700 4431400 0 0 0 0 0 0 0 0 0 0 5104500 2430300

Q8WYA6 Beta-catenin-like protein 1CTNNBL1 >tr|A0A087WUB9|A0A087WUB9_HUMAN Beta-catenin-like protein 1 OS=Homo sapiens GN=CTNNBL1 PE=1 SV=1;>sp|Q8WYA6|CTBL1_HUMAN Beta-catenin-like protein 1 OS=Homo sapiens GN=CTNNBL1 PE=1 SV=1;>sp|Q8WYA6-3|CTBL1_HUMAN Isoform 3 of Beta-catenin-like protein 1 OS=Ho5 2 2 2 65.702 568 568;563;311;376;5360 7.6022 0 0 0 0 0 0 0 0 1815900 0 0 0 0 0 347630 869120 0 0 0 0 0 0 0 0 0 0 906510 0

P62993 Growth factor receptor-bound protein 2GRB2 >sp|P62993|GRB2_HUMAN Growth factor receptor-bound protein 2 OS=Homo sapiens GN=GRB2 PE=1 SV=1;>sp|P62993-2|GRB2_HUMAN Isoform 2 of Growth factor receptor-bound protein 2 OS=Homo sapiens GN=GRB23 4 4 4 25.206 217 217;176;111 0 12.279 1323200 1449800 1249000 1207300 1311700 0 1567300 1677100 1792100 0 867250 875660 984520 1435200 1091100 0 0 0 0 0 0 0 0 0 0 1694900 0 1031900

Q6PKG0 La-related protein 1LARP1 >sp|Q6PKG0|LARP1_HUMAN La-related protein 1 OS=Homo sapiens GN=LARP1 PE=1 SV=2;>sp|Q6PKG0-3|LARP1_HUMAN Isoform 2 of La-related protein 1 OS=Homo sapiens GN=LARP1;>tr|E5RH50|E5RH50_HUMAN La-related protein 1 (Fragment) OS=Homo sapiens GN=LARP1 PE=1 SV=311 6 6 6 123.51 1096 1096;1019;611;183;201;247;281;855;914;281;7870 50.275 1137100 1330700 923980 0 712840 688170 816020 1743300 1789100 0 1284700 995260 1384500 0 892440 1530100 1667500 1234300 0 0 0 0 0 0 0 1910000 0 0

P16671 Platelet glycoprotein 4CD36 >tr|E7EU05|E7EU05_HUMAN Platelet glycoprotein 4 (Fragment) OS=Homo sapiens GN=CD36 PE=4 SV=2;>sp|P16671-4|CD36_HUMAN Isoform 4 of Platelet glycoprotein 4 OS=Homo sapiens GN=CD36;>sp|P16671|CD36_HUMAN Platelet glycoprotein 4 OS=Homo sapiens GN=CD36 PE=1 SV=12 3 3 3 52.062 463 463;412;472;396;288;433;65;93;99;143;148;2030 23.586 0 651490 0 0 0 0 0 0 1787800 0 2353400 613950 0 0 1265300 2250400 0 0 0 0 0 0 0 0 0 0 864030 1121700

Q01995 Transgelin TAGLN >sp|Q01995|TAGL_HUMAN Transgelin OS=Homo sapiens GN=TAGLN PE=1 SV=4;>tr|H0YCU9|H0YCU9_HUMAN Transgelin (Fragment) OS=Homo sapiens GN=TAGLN PE=1 SV=13 6 6 6 22.611 201 201;151;91 0 26.314 2268900 1268600 1223700 1144300 2971800 2603800 3012200 1748500 1767400 0 1063300 1150000 1110300 1872900 1098800 1225600 0 1821500 1063400 975560 6036400 7316100 2106800 2948700 1961400 1076600 1267000 1051000

O00743 "Serine/threonine-protein phosphatase 6 catalytic subunit;Serine/threonine-protein phosphatase 6 catalytic subunit, N-terminally processed"PPP6C >sp|O00743-2|PPP6_HUMAN Isoform 2 of Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sapiens GN=PPP6C;>sp|O00743|PPP6_HUMAN Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sapiens GN=PPP6C PE=1 SV=1;>sp|O00743-3|PPP6_HUMAN3 3 3 3 32.532 283 283;305;342 0 26.177 0 0 1501200 1555100 1980500 2198200 2503700 2721200 1653100 0 1844000 0 0 2036700 1724800 0 0 0 0 0 0 0 0 0 6947700 0 0 2200200

O96008 Mitochondrial import receptor subunit TOM40 homologTOMM40 >sp|O96008|TOM40_HUMAN Mitochondrial import receptor subunit TOM40 homolog OS=Homo sapiens GN=TOMM40 PE=1 SV=1;>tr|K7EJ57|K7EJ57_HUMAN Mitochondrial import receptor subunit TOM40 homolog (Fragment) OS=Homo sapiens GN=TOMM40 PE=1 SV=3;>sp|O96008-2|TOM40_HUM4 5 5 5 37.893 361 361;215;329;168 0 13.95 1714500 1659600 1368300 1199200 0 793690 0 1122600 1643800 0 1521500 963560 2229200 1553600 2965300 2336400 0 0 0 1610000 0 0 0 0 1076900 1242200 1666000 0

P30876 DNA-directed RNA polymerase;DNA-directed RNA polymerase II subunit RPB2POLR2B >tr|C9J4M6|C9J4M6_HUMAN DNA-directed RNA polymerase OS=Homo sapiens GN=POLR2B PE=1 SV=2;>tr|C9J2Y9|C9J2Y9_HUMAN DNA-directed RNA polymerase OS=Homo sapiens GN=POLR2B PE=1 SV=2;>sp|P30876|RPB2_HUMAN DNA-directed RNA polymerase II subunit RPB2 OS=Homo sapien3 6 6 6 125.19 1099 1099;1167;1174 0 24.058 0 0 0 0 996190 989100 0 0 1595300 0 0 0 1363400 0 1431000 1639700 0 0 0 0 0 0 0 0 2225300 2426100 3005300 2325500

Q7Z7H5 Transmembrane emp24 domain-containing protein 4TMED4 >sp|Q7Z7H5-3|TMED4_HUMAN Isoform 3 of Transmembrane emp24 domain-containing protein 4 OS=Homo sapiens GN=TMED4;>sp|Q7Z7H5-2|TMED4_HUMAN Isoform 2 of Transmembrane emp24 domain-containing protein 4 OS=Homo sapiens GN=TMED4;>sp|Q7Z7H5|TMED4_HUMAN Transmembra4 5 4 4 20.781 186 186;211;227;178 0 66.069 3231900 4101700 2561200 3051800 2916100 3122700 0 0 1568800 0 9782200 15530000 2164200 0 4553200 3593800 3281900 3691700 4574100 4626900 0 0 0 0 0 0 3513600 0

Q92621 Nuclear pore complex protein Nup205NUP205 >sp|Q92621|NU205_HUMAN Nuclear pore complex protein Nup205 OS=Homo sapiens GN=NUP205 PE=1 SV=34 8 8 8 227.92 2012 2012;71;185;273 0 21.004 1766000 1677700 0 0 0 0 1282400 955530 1526700 0 2119100 2203500 907180 590690 946780 1596100 0 0 0 0 0 0 0 0 1496700 2062200 1460600 951420

Q06124 Tyrosine-protein phosphatase non-receptor type 11PTPN11 >sp|Q06124-3|PTN11_HUMAN Isoform 3 of Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens GN=PTPN11;>sp|Q06124-2|PTN11_HUMAN Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens GN=PTPN11;>sp|Q06124|PTN11_HUMAN Tyros4 6 6 6 52.827 460 460;593;597;108 0 12.298 0 1352600 0 1651700 1466400 2186600 1998400 1584400 1504900 0 892930 1157100 1747200 0 0 1108600 0 0 0 0 0 0 0 0 2513800 3157000 1659900 2120400

P04040 Catalase CAT >sp|P04040|CATA_HUMAN Catalase OS=Homo sapiens GN=CAT PE=1 SV=31 11 11 11 59.755 527 527 0 61.892 0 4470100 3214200 4001900 7906000 7809000 6329700 6311500 1470600 0 4033600 3200900 3707400 4085000 5780900 5327300 2390500 4573400 0 2835600 3206900 2062100 5701500 8894900 5414100 7842800 6630700 5294600

Q9HD45 Transmembrane 9 superfamily member 3TM9SF3 >sp|Q9HD45|TM9S3_HUMAN Transmembrane 9 superfamily member 3 OS=Homo sapiens GN=TM9SF3 PE=1 SV=2;>tr|Q5TB53|Q5TB53_HUMAN Transmembrane 9 superfamily member 3 (Fragment) OS=Homo sapiens GN=TM9SF3 PE=4 SV=32 4 4 4 67.887 589 589;254 0 17.399 0 0 0 0 0 0 0 0 1459900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O94919 Endonuclease domain-containing 1 proteinENDOD1 >sp|O94919|ENDD1_HUMAN Endonuclease domain-containing 1 protein OS=Homo sapiens GN=ENDOD1 PE=1 SV=21 6 6 6 55.016 500 500 0 33.474 876350 2050900 1118300 971970 949620 876370 0 0 1415700 0 3208700 522630 0 0 0 1968400 0 902940 1036100 1028500 0 0 0 0 0 0 1593400 0

Q92575 UBX domain-containing protein 4UBXN4 >sp|Q92575|UBXN4_HUMAN UBX domain-containing protein 4 OS=Homo sapiens GN=UBXN4 PE=1 SV=21 3 3 3 56.777 508 508 0 59.095 0 0 0 0 0 1534500 0 1890200 1409000 0 5387200 3305200 2228000 1965000 3269300 4513800 0 0 0 0 0 0 0 0 4022200 6881400 4178400 5828700

Q9NPH2 Inositol-3-phosphate synthase 1ISYNA1 >sp|Q9NPH2-2|INO1_HUMAN Isoform 2 of Inositol-3-phosphate synthase 1 OS=Homo sapiens GN=ISYNA1;>sp|Q9NPH2-3|INO1_HUMAN Isoform 3 of Inositol-3-phosphate synthase 1 OS=Homo sapiens GN=ISYNA1;>sp|Q9NPH2|INO1_HUMAN Inositol-3-phosphate synthase 1 OS=Homo sapi5 6 6 6 47.146 430 430;504;558;177;2330 19.514 776670 885050 1798700 2537000 1333300 1488500 3844800 2593000 1368700 0 1789900 0 2399600 1436000 4225900 16890000 0 0 0 0 0 0 0 0 3625900 3779900 0 2190000

P00966 Argininosuccinate synthaseASS1 >tr|Q5T6L5|Q5T6L5_HUMAN Argininosuccinate synthase (Fragment) OS=Homo sapiens GN=ASS1 PE=1 SV=1;>tr|Q5T6L6|Q5T6L6_HUMAN Argininosuccinate synthase (Fragment) OS=Homo sapiens GN=ASS1 PE=1 SV=1;>sp|P00966|ASSY_HUMAN Argininosuccinate synthase OS=Homo sapiens3 1 1 1 20.261 179 179;198;412 0 7.7849 0 0 0 0 0 0 0 0 1362900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O14907 Tax1-binding protein 3TAX1BP3 >sp|O14907|TX1B3_HUMAN Tax1-binding protein 3 OS=Homo sapiens GN=TAX1BP3 PE=1 SV=2;>tr|A0A087X282|A0A087X282_HUMAN Tax1-binding protein 3 OS=Homo sapiens GN=TAX1BP3 PE=1 SV=12 2 2 2 13.735 124 124;98 0 35.788 0 0 0 0 2280900 2372100 2593000 2958100 1358600 0 0 6556600 0 0 2763200 3168200 0 0 0 0 0 0 0 0 1749300 2043800 2903000 2590700

P20339 Ras-related protein Rab-5ARAB5A >sp|P20339-2|RAB5A_HUMAN Isoform 2 of Ras-related protein Rab-5A OS=Homo sapiens GN=RAB5A;>sp|P20339|RAB5A_HUMAN Ras-related protein Rab-5A OS=Homo sapiens GN=RAB5A PE=1 SV=22 8 5 5 22.178 201 201;215 0 13.727 2505500 2665200 0 2982400 1247200 1524400 0 0 1297600 0 0 0 0 1666400 0 0 0 0 0 2434500 0 0 0 0 0 0 0 1375400

Q9ULP9 TBC1 domain family member 24TBC1D24 >sp|Q9ULP9-2|TBC24_HUMAN Isoform 2 of TBC1 domain family member 24 OS=Homo sapiens GN=TBC1D24;>sp|Q9ULP9|TBC24_HUMAN TBC1 domain family member 24 OS=Homo sapiens GN=TBC1D24 PE=1 SV=2;>tr|H3BQ06|H3BQ06_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=15 4 4 4 62.317 553 553;559;376;54;1820 15.225 0 0 589490 0 716980 1112800 1260100 1323500 1287800 0 2520500 0 684310 697820 1289200 1712200 0 0 0 0 0 0 0 0 825480 826420 1843900 1453900

Q9Y4F1 "FERM, RhoGEF and pleckstrin domain-containing protein 1"FARP1 >tr|C9JME2|C9JME2_HUMAN FERM, RhoGEF and pleckstrin domain-containing protein 1 OS=Homo sapiens GN=FARP1 PE=1 SV=2;>sp|Q9Y4F1|FARP1_HUMAN FERM, RhoGEF and pleckstrin domain-containing protein 1 OS=Homo sapiens GN=FARP1 PE=1 SV=1;>sp|Q9Y4F1-2|FARP1_HUMAN Is5 3 3 3 122.09 1076 1076;1045;1076;215;2480 14.014 0 0 0 0 0 0 825120 617160 1281100 0 0 1543600 878560 715250 1555300 947270 0 0 0 0 0 0 0 0 970540 872620 1207100 811980

Q15147 "1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4"PLCB4 >sp|Q15147-4|PLCB4_HUMAN Isoform 3 of 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 OS=Homo sapiens GN=PLCB4;>sp|Q15147-2|PLCB4_HUMAN Isoform 1 of 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 OS=Homo sapiens GN=PLCB4;4 4 4 4 136.1 1194 1194;1022;1175;11870 3.5724 0 1716800 0 542980 1028800 971050 1309800 1959400 1274200 0 709330 0 0 1134000 668180 751910 0 0 0 0 1900800 1836100 0 1298200 1354700 2564300 642070 934910

O14972 Down syndrome critical region protein 3DSCR3 >sp|O14972-2|DSCR3_HUMAN Isoform 2 of Down syndrome critical region protein 3 OS=Homo sapiens GN=DSCR3;>sp|O14972|DSCR3_HUMAN Down syndrome critical region protein 3 OS=Homo sapiens GN=DSCR3 PE=2 SV=1;>tr|A8MTY9|A8MTY9_HUMAN Down syndrome critical region p3 2 2 2 29.884 270 270;297;249 0 3.9555 0 0 0 0 0 0 0 1869600 1259700 0 0 0 0 0 359860 379350 0 0 0 0 0 0 0 0 0 0 0 0

Q92947 "Glutaryl-CoA dehydrogenase, mitochondrial"GCDH >sp|Q92947-2|GCDH_HUMAN Isoform Short of Glutaryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=GCDH;>sp|Q92947|GCDH_HUMAN Glutaryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=GCDH PE=1 SV=1;>tr|K7ES74|K7ES74_HUMAN Glutaryl-CoA dehydrogenase,8 3 3 3 47.355 428 428;438;131;102;115;148;164;2040 22.526 606720 1284000 1061800 4216000 0 0 0 0 1255700 0 0 0 0 423570 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P54725 UV excision repair protein RAD23 homolog ARAD23A >sp|P54725-2|RD23A_HUMAN Isoform 2 of UV excision repair protein RAD23 homolog A OS=Homo sapiens GN=RAD23A;>sp|P54725-3|RD23A_HUMAN Isoform 3 of UV excision repair protein RAD23 homolog A OS=Homo sapiens GN=RAD23A;>sp|P54725|RD23A_HUMAN UV excision repair 6 5 4 4 33.433 308 308;362;363;139;142;1500 6.6858 1320400 1483900 1395800 0 0 1647100 0 1447700 1240900 0 805990 958860 0 0 0 1110400 0 0 0 0 0 0 0 0 916340 1616800 1166000 2662600

P54709 Sodium/potassium-transporting ATPase subunit beta-3ATP1B3 >sp|P54709|AT1B3_HUMAN Sodium/potassium-transporting ATPase subunit beta-3 OS=Homo sapiens GN=ATP1B3 PE=1 SV=1;>tr|H7C547|H7C547_HUMAN Sodium/potassium-transporting ATPase subunit beta-3 (Fragment) OS=Homo sapiens GN=ATP1B3 PE=1 SV=1;>tr|F8WBY4|F8WBY4_HUMA6 2 2 2 31.512 279 279;43;44;119;133;1930 23.586 0 0 1181200 1084700 0 720230 734590 0 1239200 0 1853800 1888300 0 0 3588100 3670300 0 0 0 2559100 0 0 0 0 1378500 1079800 2058700 0

P29966 Myristoylated alanine-rich C-kinase substrateMARCKS >tr|A0A087WZH7|A0A087WZH7_HUMAN Myristoylated alanine-rich C-kinase substrate OS=Homo sapiens GN=MARCKS PE=1 SV=1;>sp|P29966|MARCS_HUMAN Myristoylated alanine-rich C-kinase substrate OS=Homo sapiens GN=MARCKS PE=1 SV=42 5 5 5 31.595 330 330;332 0 43.422 3367400 2881800 2885900 2826300 4342700 4402100 5726700 4410700 1210600 0 2531300 3014600 2069800 2883300 1627900 1581000 2393200 2930500 2731200 2933300 0 0 4646200 0 3517500 3490900 2410300 2639200

P11182 "Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial"DBT >sp|P11182|ODB2_HUMAN Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial OS=Homo sapiens GN=DBT PE=1 SV=32 3 3 3 53.486 482 482;320 0 17.199 997970 1031700 1703000 994770 0 620870 0 0 1203600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96DE0 U8 snoRNA-decapping enzymeNUDT16 >sp|Q96DE0|NUD16_HUMAN U8 snoRNA-decapping enzyme OS=Homo sapiens GN=NUDT16 PE=1 SV=2;>sp|Q96DE0-3|NUD16_HUMAN Isoform 3 of U8 snoRNA-decapping enzyme OS=Homo sapiens GN=NUDT162 3 3 2 21.273 195 195;159 0 14.949 0 0 0 0 0 0 0 0 1144000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UBV8 Peflin PEF1 >sp|Q9UBV8|PEF1_HUMAN Peflin OS=Homo sapiens GN=PEF1 PE=1 SV=11 3 3 3 30.381 284 284 0 13.022 0 0 0 0 0 0 0 0 1129400 0 0 0 0 0 526620 1372900 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y696 Chloride intracellular channel protein 4CLIC4 >sp|Q9Y696|CLIC4_HUMAN Chloride intracellular channel protein 4 OS=Homo sapiens GN=CLIC4 PE=1 SV=41 7 7 7 28.772 253 253 0 25.228 1769700 2003400 2084100 3009800 2286700 2032900 2427100 2214200 1080200 0 1512300 1752900 1294700 1355800 1105800 1050800 0 0 0 0 0 0 0 0 1431600 0 0 1605500

Q9P258 Protein RCC2RCC2 >sp|Q9P258|RCC2_HUMAN Protein RCC2 OS=Homo sapiens GN=RCC2 PE=1 SV=21 8 8 8 56.084 522 522 0 14.283 1124700 1078200 795450 0 3292600 2472500 2012100 3023000 1078900 0 2121100 1645100 1165300 2088900 1885900 1765400 0 0 0 0 0 0 0 0 0 1139500 851150 2127500

Q9HAV4 Exportin-5 XPO5 >sp|Q9HAV4|XPO5_HUMAN Exportin-5 OS=Homo sapiens GN=XPO5 PE=1 SV=12 3 3 3 136.31 1204 1204;107 0 11.531 0 0 0 0 0 0 0 0 1058000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6WCQ1 Myosin phosphatase Rho-interacting proteinMPRIP >tr|H0Y2S9|H0Y2S9_HUMAN Myosin phosphatase Rho-interacting protein (Fragment) OS=Homo sapiens GN=MPRIP PE=1 SV=3;>tr|J3KSW8|J3KSW8_HUMAN Myosin phosphatase Rho-interacting protein (Fragment) OS=Homo sapiens GN=MPRIP PE=1 SV=1;>sp|Q6WCQ1-3|MPRIP_HUMAN Isofo7 3 3 3 203.37 1794 1794;844;1000;1025;1038;277;10910 9.5236 0 1271700 0 0 1360900 0 0 0 1021500 0 0 1507500 0 0 2036400 0 0 0 1257300 1117900 0 0 0 0 0 3287700 0 0

O15160 DNA-directed RNA polymerases I and III subunit RPAC1POLR1C >sp|O15160-2|RPAC1_HUMAN Isoform 2 of DNA-directed RNA polymerases I and III subunit RPAC1 OS=Homo sapiens GN=POLR1C;>sp|O15160|RPAC1_HUMAN DNA-directed RNA polymerases I and III subunit RPAC1 OS=Homo sapiens GN=POLR1C PE=1 SV=1;>tr|H0Y723|H0Y723_HUMAN DNA4 2 2 2 38.646 342 342;346;140;296 0 17.02 0 0 0 0 0 0 0 0 995810 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1859400 967550

Q9Y5J7 Mitochondrial import inner membrane translocase subunit Tim9TIMM9 >sp|Q9Y5J7|TIM9_HUMAN Mitochondrial import inner membrane translocase subunit Tim9 OS=Homo sapiens GN=TIMM9 PE=1 SV=1;>tr|G3V2F3|G3V2F3_HUMAN Mitochondrial import inner membrane translocase subunit Tim9 (Fragment) OS=Homo sapiens GN=TIMM9 PE=1 SV=1;>tr|G3V3 3 3 3 10.378 89 89;44;66 0 8.9961 1718900 1725500 1466300 0 1526000 1471700 2281600 1968100 980320 0 2428000 2286100 1454200 1467400 1707200 2414700 0 0 0 0 0 0 2072300 0 2083100 2156500 0 0

P0C0L4 Complement C4-A;Complement C4 beta chain;Complement C4-A alpha chain;C4a anaphylatoxin;C4b-A;C4d-A;Complement C4 gamma chain;Complement C4-B;Complement C4 beta chain;Complement C4-B alpha chain;C4a anaphylatoxin;C4b-B;C4d-B;Complement C4 gamma chainC4A >sp|P0C0L4-2|CO4A_HUMAN Isoform 2 of Complement C4-A OS=Homo sapiens GN=C4A;>sp|P0C0L4|CO4A_HUMAN Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2;>tr|F5GXS0|F5GXS0_HUMAN Complement C4-B OS=Homo sapiens GN=C4B PE=4 SV=1;>sp|P0C0L5|CO4B_HUMAN Complement C4-6 6 6 6 187.7 1698 1698;1744;1698;1744;1741;17420 28.479 0 0 0 0 0 909380 1233000 689590 957710 0 2419500 2397800 0 0 946980 967640 0 0 0 1559000 0 0 0 0 0 0 1074100 988310

Q5TH69 Brefeldin A-inhibited guanine nucleotide-exchange protein 3ARFGEF3 >sp|Q5TH69|BIG3_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 3 OS=Homo sapiens GN=ARFGEF3 PE=1 SV=31 10 10 10 240.65 2177 2177 0 44.643 2978200 2448500 2267500 0 0 2220200 2188500 2284900 949120 0 884470 953680 2937500 0 517150 737260 0 0 0 0 0 0 0 0 1448700 2207100 1049500 717340

Q96IX5 Up-regulated during skeletal muscle growth protein 5USMG5 >sp|Q96IX5|USMG5_HUMAN Up-regulated during skeletal muscle growth protein 5 OS=Homo sapiens GN=USMG5 PE=1 SV=11 2 2 2 6.4575 58 58 0 37.202 1459100 1321900 1408500 1163000 1660600 1647200 2487400 2367600 866150 0 3314500 3697800 1754400 2004700 2893900 2879900 0 0 930750 1308200 3587600 4555800 11060000 2022300 2009900 1654500 3331200 2328300

Q8IXM2 Chromatin complexes subunit BAP18C17orf49 >tr|F8W038|F8W038_HUMAN Chromatin complexes subunit BAP18 OS=Homo sapiens GN=C17orf49 PE=4 SV=1;>sp|Q8IXM2|BAP18_HUMAN Chromatin complexes subunit BAP18 OS=Homo sapiens GN=BAP18 PE=1 SV=1;>sp|Q8IXM2-3|BAP18_HUMAN Isoform 3 of Chromatin complexes subunit BA6 3 3 3 16.29 157 157;172;192;166;233;1380 8.1893 0 0 0 0 0 0 0 0 865040 0 1919800 0 985570 994690 1545900 1244900 0 0 0 0 0 0 0 0 1182100 1244000 0 1123900

Q13522 Protein phosphatase 1 regulatory subunit 1APPP1R1A >sp|Q13522|PPR1A_HUMAN Protein phosphatase 1 regulatory subunit 1A OS=Homo sapiens GN=PPP1R1A PE=1 SV=2;>tr|F8VR76|F8VR76_HUMAN Protein phosphatase 1 regulatory subunit 1A OS=Homo sapiens GN=PPP1R1A PE=4 SV=1;>tr|H0YIU4|H0YIU4_HUMAN Protein phosphatase 1 r4 2 2 2 19.011 171 171;64;90;153 0 15.05 0 0 0 0 0 0 0 0 802060 0 0 1101200 0 0 0 856830 0 0 0 0 0 0 0 0 1414600 1388100 812720 761250

Q92878 DNA repair protein RAD50RAD50 >sp|Q92878-3|RAD50_HUMAN Isoform 3 of DNA repair protein RAD50 OS=Homo sapiens GN=RAD50;>sp|Q92878|RAD50_HUMAN DNA repair protein RAD50 OS=Homo sapiens GN=RAD50 PE=1 SV=1;>sp|Q92878-2|RAD50_HUMAN Isoform 2 of DNA repair protein RAD50 OS=Homo sapiens GN=RAD6 7 7 7 138.43 1173 1173;1312;1318;660;551;1570 48.433 0 0 1188100 0 1813700 1561400 1651100 1167400 800680 0 1964300 2099200 1235300 1422100 1428900 1925200 0 0 0 0 0 0 0 0 1381800 1636600 2396900 0

Q9UHD8 Septin-9 SEPT3 >tr|B1AHR1|B1AHR1_HUMAN Neuronal-specific septin-3 OS=Homo sapiens GN=SEPT3 PE=4 SV=1;>sp|Q9UH03-2|SEPT3_HUMAN Isoform 2 of Neuronal-specific septin-3 OS=Homo sapiens GN=SEPT3;>sp|Q9UH03|SEPT3_HUMAN Neuronal-specific septin-3 OS=Homo sapiens GN=SEPT3 PE=1 4 2 2 2 33.601 294 294;350;358;178 0 7.5865 0 0 0 0 0 0 0 0 775780 0 730590 0 0 0 494850 0 0 0 0 0 0 0 0 0 0 0 0 446940

A0A087WXU3Extended synaptotagmin-2ESYT2 >tr|H7BXI1|H7BXI1_HUMAN Extended synaptotagmin-2 (Fragment) OS=Homo sapiens GN=ESYT2 PE=1 SV=1;>tr|A0A087WXU3|A0A087WXU3_HUMAN Extended synaptotagmin-2 OS=Homo sapiens GN=ESYT2 PE=1 SV=1;>sp|A0FGR8-2|ESYT2_HUMAN Isoform 2 of Extended synaptotagmin-2 OS=Hom7 3 3 3 98.008 884 884;921;893;921;942;328;5270 5.8082 693970 0 0 0 0 343120 0 0 735260 0 733410 792710 0 572630 1714800 838150 0 0 0 0 0 0 0 0 0 878770 926680 296020

Q9UI09 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12NDUFA12 >sp|Q9UI09|NDUAC_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 OS=Homo sapiens GN=NDUFA12 PE=1 SV=1;>tr|F8VXI1|F8VXI1_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 OS=Homo sapiens GN=NDUFA12 PE=1 SV=1;>tr|F8VRD8|5 3 3 3 17.114 145 145;55;99;63;54 0 9.4049 1066800 970360 0 0 0 0 0 0 731680 0 0 0 0 1264700 747190 1124400 1170800 0 886850 0 0 0 0 0 0 0 0 1214900

Q9NR28 "Diablo homolog, mitochondrial"DIABLO >sp|Q9NR28-2|DBLOH_HUMAN Isoform 2 of Diablo homolog, mitochondrial OS=Homo sapiens GN=DIABLO;>sp|Q9NR28|DBLOH_HUMAN Diablo homolog, mitochondrial OS=Homo sapiens GN=DIABLO PE=1 SV=1;>tr|A0A024RBT2|A0A024RBT2_HUMAN Diablo homolog, mitochondrial OS=Homo sap11 6 6 6 21.232 186 186;239;166;195;133;157;129;125;191;77;1200 21.928 2562800 2701200 1647700 2107800 2254300 2027700 1843500 2187500 729880 0 1050300 0 1363000 1345700 774820 1029000 1430100 2084400 0 865930 1069200 0 886990 1013700 2570300 2334200 1259600 0

O60282 Kinesin heavy chain isoform 5CKIF5C >sp|O60282|KIF5C_HUMAN Kinesin heavy chain isoform 5C OS=Homo sapiens GN=KIF5C PE=1 SV=1;>sp|O60282-2|KIF5C_HUMAN Isoform 2 of Kinesin heavy chain isoform 5C OS=Homo sapiens GN=KIF5C3 10 5 3 109.49 957 957;725;76 0 12.254 0 0 0 628520 539610 454850 513030 0 729440 0 0 0 453880 535610 0 0 0 0 0 0 0 0 0 0 863260 857980 0 0

P52735 Guanine nucleotide exchange factor VAV2VAV2 >sp|P52735-3|VAV2_HUMAN Isoform 3 of Guanine nucleotide exchange factor VAV2 OS=Homo sapiens GN=VAV2;>sp|P52735-2|VAV2_HUMAN Isoform 2 of Guanine nucleotide exchange factor VAV2 OS=Homo sapiens GN=VAV2;>sp|P52735|VAV2_HUMAN Guanine nucleotide exchange fact3 2 2 2 97.031 839 839;868;878 0 30.561 623340 522800 518420 475610 0 0 0 0 695690 0 0 0 328550 495960 0 322230 0 0 0 0 0 0 0 0 294250 0 0 0

Q9NR46 Endophilin-B2SH3GLB2 >tr|B7ZC38|B7ZC38_HUMAN Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1;>sp|Q9NR46|SHLB2_HUMAN Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1;>tr|B7ZC39|B7ZC39_HUMAN Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1;>sp|Q9NR46-2|SHLB2_HUMAN Isoform6 4 4 4 44.361 400 400;395;374;404;59;1270 8.6389 0 0 843530 0 872240 0 0 575230 655120 0 374620 0 599540 585540 541700 553150 0 0 0 0 0 0 0 0 420020 631060 0 577170

P05162 Galectin-2 LGALS2 >sp|P05162|LEG2_HUMAN Galectin-2 OS=Homo sapiens GN=LGALS2 PE=1 SV=31 5 5 5 14.644 132 132 0 10.29 0 0 686990 1055000 1872700 1524800 1715500 2479000 652310 0 1117400 1113500 682470 896920 778920 1231400 1272300 0 0 1430800 0 0 0 0 0 0 1646900 1787600

P48556 26S proteasome non-ATPase regulatory subunit 8PSMD8 >tr|K7EJR3|K7EJR3_HUMAN 26S proteasome non-ATPase regulatory subunit 8 (Fragment) OS=Homo sapiens GN=PSMD8 PE=1 SV=3;>tr|R4GMR5|R4GMR5_HUMAN 26S proteasome non-ATPase regulatory subunit 8 OS=Homo sapiens GN=PSMD8 PE=1 SV=1;>sp|P48556|PSMD8_HUMAN 26S protea6 5 5 5 28.162 251 251;287;350;172;67;1290 6.9782 1906700 1369600 418020 0 1970600 1836000 2124500 893110 636210 0 1098600 995830 1566600 1185200 0 0 1247200 1684000 1248000 1237700 3220600 3795400 2378700 2378000 1708400 1947700 1328700 1596100

Q15758 Neutral amino acid transporter B(0)SLC1A5 >sp|Q15758|AAAT_HUMAN Neutral amino acid transporter B(0) OS=Homo sapiens GN=SLC1A5 PE=1 SV=2;>tr|M0QX44|M0QX44_HUMAN Amino acid transporter (Fragment) OS=Homo sapiens GN=SLC1A5 PE=1 SV=3;>tr|M0QXM4|M0QXM4_HUMAN Amino acid transporter OS=Homo sapiens GN=SL3 2 2 2 56.598 541 541;259;365 0 12.597 0 0 0 0 0 0 0 0 620460 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P49321 Nuclear autoantigenic sperm proteinNASP >sp|P49321-2|NASP_HUMAN Isoform 2 of Nuclear autoantigenic sperm protein OS=Homo sapiens GN=NASP;>sp|P49321|NASP_HUMAN Nuclear autoantigenic sperm protein OS=Homo sapiens GN=NASP PE=1 SV=2;>sp|P49321-3|NASP_HUMAN Isoform 3 of Nuclear autoantigenic sperm pr11 4 4 4 48.804 449 449;788;790;256;154;422;724;175;268;288;3170 12.837 0 0 0 482210 1146800 623710 1747200 660160 577260 0 0 410670 447610 595740 376800 455410 0 0 0 0 0 0 0 0 0 1033000 0 0

P23588 Eukaryotic translation initiation factor 4BEIF4B >tr|F8VX11|F8VX11_HUMAN Eukaryotic translation initiation factor 4B (Fragment) OS=Homo sapiens GN=EIF4B PE=1 SV=1;>tr|E7EX17|E7EX17_HUMAN Eukaryotic translation initiation factor 4B OS=Homo sapiens GN=EIF4B PE=1 SV=1;>sp|P23588|IF4B_HUMAN Eukaryotic transl9 3 3 3 41.454 360 360;616;611;170;175;185;227;275;5720 7.1386 1517100 1670900 1061700 1165500 2017800 1553800 2299700 1625100 560910 0 689280 787760 0 1018300 632490 690490 0 0 0 0 0 942380 0 0 0 0 847890 0

Q15417 Calponin-3 CNN3 >sp|Q15417|CNN3_HUMAN Calponin-3 OS=Homo sapiens GN=CNN3 PE=1 SV=1;>sp|Q15417-3|CNN3_HUMAN Isoform 3 of Calponin-3 OS=Homo sapiens GN=CNN32 3 3 1 36.413 329 329;283 0 21.596 588380 0 0 0 0 0 0 0 560800 0 0 0 632930 0 543650 847050 0 0 0 0 0 0 0 0 0 0 604170 806980

P84095 Rho-related GTP-binding protein RhoGRHOG >sp|P84095|RHOG_HUMAN Rho-related GTP-binding protein RhoG OS=Homo sapiens GN=RHOG PE=1 SV=11 4 3 3 21.308 191 191 0 44.6 785310 575590 0 786180 656470 542590 610760 910010 560490 0 1545900 1146900 552790 540000 873510 1537500 0 0 0 0 0 0 1539300 1494500 912660 1120100 1049000 1515300

Q8N3I7 Bardet-Biedl syndrome 5 proteinBBS5 >tr|F8WBR7|F8WBR7_HUMAN Bardet-Biedl syndrome 5 protein OS=Homo sapiens GN=BBS5 PE=4 SV=1;>tr|E9PBE3|E9PBE3_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>sp|Q8N3I7-2|BBS5_HUMAN Isoform 2 of Bardet-Biedl syndrome 5 protein OS=Homo sapiens GN=BBS54 1 1 1 6.0647 53 53;544;320;3410.008573 1.5408 0 0 0 0 0 0 0 0 529280 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P40121 Macrophage-capping proteinCAPG >sp|P40121-2|CAPG_HUMAN Isoform 2 of Macrophage-capping protein OS=Homo sapiens GN=CAPG;>sp|P40121|CAPG_HUMAN Macrophage-capping protein OS=Homo sapiens GN=CAPG PE=1 SV=2;>tr|E7ENU9|E7ENU9_HUMAN Macrophage-capping protein (Fragment) OS=Homo sapiens GN=CAPG5 3 3 3 36.856 333 333;348;253;103;2180 38.464 797110 1042000 853590 1128900 2860400 3652700 3695800 4726300 466890 0 2923700 1734900 655480 762910 2772200 2489700 0 0 0 0 0 1057000 0 0 972630 876520 1991000 1251400

Q8TD19 Serine/threonine-protein kinase Nek9NEK9 >sp|Q8TD19|NEK9_HUMAN Serine/threonine-protein kinase Nek9 OS=Homo sapiens GN=NEK9 PE=1 SV=22 5 5 5 107.17 979 979;104 0 14.39 0 0 670450 0 777670 717730 699210 910840 438410 0 934800 984860 415220 622510 519760 552620 0 0 0 0 0 0 0 945190 700190 773320 690200 627550

Q15120 "[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 3, mitochondrial"PDK3 >sp|Q15120|PDK3_HUMAN [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 3, mitochondrial OS=Homo sapiens GN=PDK3 PE=1 SV=1;>sp|Q15120-2|PDK3_HUMAN Isoform 2 of [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 3, mitochondrial OS=Ho2 4 4 4 46.938 406 406;415 0 40.573 636750 620770 588200 0 0 0 0 0 437980 0 0 0 0 0 0 0 0 0 776740 580270 0 0 0 0 379500 0 0 0

P30038 "Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial"ALDH4A1 >sp|P30038-3|AL4A1_HUMAN Isoform 3 of Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH4A1;>sp|P30038|AL4A1_HUMAN Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH4A1 PE=1 SV=3;>sp|P30034 3 3 3 56.042 512 512;563;503;214 0 44.689 587430 0 519410 614370 1083800 923830 1536900 1387200 432030 0 3245500 3229600 709250 725140 907670 962910 0 0 0 0 0 0 0 0 789640 807800 833160 935480

Q9NRV9 Heme-binding protein 1HEBP1 >tr|F5GWX2|F5GWX2_HUMAN Heme-binding protein 1 OS=Homo sapiens GN=HEBP1 PE=1 SV=1;>sp|Q9NRV9|HEBP1_HUMAN Heme-binding protein 1 OS=Homo sapiens GN=HEBP1 PE=1 SV=1;>tr|H0YG71|H0YG71_HUMAN Heme-binding protein 1 (Fragment) OS=Homo sapiens GN=HEBP1 PE=1 SV=13 2 2 2 14.72 133 133;189;62 0 42.389 0 0 0 0 3554400 3918000 3852300 0 419570 0 0 0 0 0 2486000 0 0 0 0 0 0 0 0 0 0 0 0 0

P15559 NAD(P)H dehydrogenase [quinone] 1NQO1 >tr|B4DLR8|B4DLR8_HUMAN NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1;>tr|H3BNV2|H3BNV2_HUMAN NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1;>tr|H3BRK3|H3BRK3_HUMAN NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapien6 2 2 2 22.793 202 202;253;269;236;240;2740 5.085 0 0 0 0 0 0 0 0 386040 0 0 0 0 0 0 710130 0 0 0 0 0 0 0 0 0 845160 509930 0

P18065 Insulin-like growth factor-binding protein 2IGFBP2 >sp|P18065|IBP2_HUMAN Insulin-like growth factor-binding protein 2 OS=Homo sapiens GN=IGFBP2 PE=1 SV=2;>tr|C9JMY1|C9JMY1_HUMAN Insulin-like growth factor-binding protein 2 OS=Homo sapiens GN=IGFBP2 PE=4 SV=13 5 5 5 34.814 325 325;181;78 0 33.851 0 0 0 0 1946500 2090600 1789800 1638600 379450 0 1241100 1391500 0 0 780600 883310 0 0 0 0 2183400 2207500 1951900 0 1171000 1169500 1391700 1274500

O00629 Importin subunit alpha-3KPNA4 >sp|O00629|IMA3_HUMAN Importin subunit alpha-3 OS=Homo sapiens GN=KPNA4 PE=1 SV=12 4 4 3 57.886 521 521;170 0 6.1873 600800 624060 638350 574620 777090 720550 761280 2065500 379210 0 466010 618300 584060 0 188070 293460 0 678860 596070 586220 785640 0 0 0 0 0 1158200 1328000

P50402 Emerin EMD >sp|P50402|EMD_HUMAN Emerin OS=Homo sapiens GN=EMD PE=1 SV=1;>tr|Q5HY57|Q5HY57_HUMAN Emerin OS=Homo sapiens GN=EMD PE=1 SV=13 5 5 5 28.994 254 254;219;21 0 19.995 0 0 0 0 0 0 262760 0 337190 0 470270 477300 546990 573250 887400 1147900 802170 778640 0 0 0 0 0 0 0 641330 334740 352010

Q9GZQ8 Microtubule-associated proteins 1A/1B light chain 3B;Microtubule-associated proteins 1A/1B light chain 3 beta 2MAP1LC3B>tr|H3BTL1|H3BTL1_HUMAN Microtubule-associated protein 1 light chain 3 beta, isoform CRA_f OS=Homo sapiens GN=MAP1LC3B PE=3 SV=1;>sp|Q9GZQ8|MLP3B_HUMAN Microtubule-associated proteins 1A/1B light chain 3B OS=Homo sapiens GN=MAP1LC3B PE=1 SV=3;>sp|A6NCE7|MP4 3 3 2 9.0115 75 75;125;125;47 0 7.5168 0 3405000 5738900 4231000 1340200 1323800 1007000 0 335650 0 0 0 14583000 3376100 2525700 0 3510400 2057300 6338600 3738400 0 0 0 0 0 563420 0 0

Q8N1G2 Cap-specific mRNA (nucleoside-2-O-)-methyltransferase 1CMTR1 >sp|Q8N1G2|CMTR1_HUMAN Cap-specific mRNA (nucleoside-2-O-)-methyltransferase 1 OS=Homo sapiens GN=CMTR1 PE=1 SV=11 2 2 2 95.32 835 835 0.003173 1.915 0 0 0 0 0 0 0 0 270890 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13439 Golgin subfamily A member 4GOLGA4 >tr|H0Y6I0|H0Y6I0_HUMAN Golgin subfamily A member 4 (Fragment) OS=Homo sapiens GN=GOLGA4 PE=1 SV=1;>sp|Q13439-3|GOGA4_HUMAN Isoform 3 of Golgin subfamily A member 4 OS=Homo sapiens GN=GOLGA4;>sp|Q13439-4|GOGA4_HUMAN Isoform 4 of Golgin subfamily A member 46 5 5 5 246.6 2099 2099;2223;2228;2230;2243;5850 4.9183 0 0 0 0 0 0 0 0 249970 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 351740 662450

Q5W0V3 Protein FAM160B1FAM160B1>sp|Q5W0V3-2|F16B1_HUMAN Isoform 2 of Protein FAM160B1 OS=Homo sapiens GN=FAM160B1;>sp|Q5W0V3|F16B1_HUMAN Protein FAM160B1 OS=Homo sapiens GN=FAM160B1 PE=2 SV=13 3 3 3 83.734 738 738;765;101 0 9.5795 0 0 0 0 0 0 0 0 239330 0 0 475180 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O15067 Phosphoribosylformylglycinamidine synthasePFAS >sp|O15067|PUR4_HUMAN Phosphoribosylformylglycinamidine synthase OS=Homo sapiens GN=PFAS PE=1 SV=45 5 5 5 144.73 1338 1338;62;131;135;3850 20.768 0 571640 0 0 0 0 0 0 238690 0 1770000 1148600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O95182 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7NDUFA7 >sp|O95182|NDUA7_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 OS=Homo sapiens GN=NDUFA7 PE=1 SV=31 2 2 2 12.551 113 113 0 5.8373 0 0 0 0 0 0 0 0 160960 0 299180 346060 0 0 0 0 0 0 0 0 0 0 0 0 441210 429650 0 354660

P83881 60S ribosomal protein L36a-like;60S ribosomal protein L36aRPL36A >tr|H0Y5B4|H0Y5B4_HUMAN 60S ribosomal protein L36a OS=Homo sapiens GN=RPL36A PE=3 SV=2;>tr|H7BZ11|H7BZ11_HUMAN Protein RPL36A-HNRNPH2 OS=Homo sapiens GN=RPL36A-HNRNPH2 PE=3 SV=2;>tr|J3KQN4|J3KQN4_HUMAN 60S ribosomal protein L36a OS=Homo sapiens GN=RPL36A P6 2 2 2 13.228 112 112;118;142;106;106;250 3.8545 0 0 208830 0 0 0 0 0 113220 0 0 0 0 0 180530 182190 0 0 0 0 0 270990 0 0 252130 277200 263750 333310

Q9BRR6 ADP-dependent glucokinaseADPGK >sp|Q9BRR6-4|ADPGK_HUMAN Isoform 4 of ADP-dependent glucokinase OS=Homo sapiens GN=ADPGK;>sp|Q9BRR6-3|ADPGK_HUMAN Isoform 3 of ADP-dependent glucokinase OS=Homo sapiens GN=ADPGK;>sp|Q9BRR6-2|ADPGK_HUMAN Isoform 2 of ADP-dependent glucokinase OS=Homo sapien4 2 2 2 24.13 222 222;258;496;497 0 4.3062 0 0 0 0 109750 126610 0 0 104110 0 0 0 0 0 231980 0 0 0 0 0 0 0 0 0 136540 124140 148720 0

Q9BV40 Vesicle-associated membrane protein 8VAMP8 >sp|Q9BV40|VAMP8_HUMAN Vesicle-associated membrane protein 8 OS=Homo sapiens GN=VAMP8 PE=1 SV=1;>tr|C9JXZ5|C9JXZ5_HUMAN Vesicle-associated membrane protein 8 OS=Homo sapiens GN=VAMP8 PE=1 SV=1;>tr|B8ZZT4|B8ZZT4_HUMAN Vesicle-associated membrane protein 8 O3 2 2 2 11.438 100 100;74;99 0 6.0242 0 0 0 0 811580 619140 1134500 721550 102730 0 411060 544040 241630 248370 290870 296180 0 0 0 0 0 0 0 0 0 381660 253760 220480

Q9BPW8 Protein NipSnap homolog 1NIPSNAP1 >sp|Q9BPW8|NIPS1_HUMAN Protein NipSnap homolog 1 OS=Homo sapiens GN=NIPSNAP1 PE=1 SV=1;>tr|H7C2U6|H7C2U6_HUMAN Protein NipSnap homolog 1 (Fragment) OS=Homo sapiens GN=NIPSNAP1 PE=1 SV=14 6 6 6 33.31 284 284;221;76;128 0 49.39 0 0 5298400 0 0 0 6494300 0 0 0 5552400 7295200 7228300 20525000 9208200 7781100 0 0 9480700 10734000 0 0 0 0 0 0 3476500 3831700

P35268 60S ribosomal protein L22RPL22 >sp|P35268|RL22_HUMAN 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2;>tr|K7EP65|K7EP65_HUMAN 60S ribosomal protein L22 (Fragment) OS=Homo sapiens GN=RPL22 PE=1 SV=1;>tr|K7EKS7|K7EKS7_HUMAN 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE7 5 5 5 14.787 128 128;48;53;79;89;95;470 54.984 9823500 10977000 9908800 11124000 15143000 14812000 16878000 16518000 0 0 11953000 12108000 8083800 11011000 8539900 7536400 9545900 9392800 9686300 9076800 23169000 23248000 0 12948000 11621000 0 10631000 10387000

P04908 Histone H2A type 1-C;Histone H2A type 3;Histone H2A type 1-B/EHIST1H2AC>sp|Q93077|H2A1C_HUMAN Histone H2A type 1-C OS=Homo sapiens GN=HIST1H2AC PE=1 SV=3;>sp|Q7L7L0|H2A3_HUMAN Histone H2A type 3 OS=Homo sapiens GN=HIST3H2A PE=1 SV=3;>sp|P04908|H2A1B_HUMAN Histone H2A type 1-B/E OS=Homo sapiens GN=HIST1H2AB PE=1 SV=23 9 3 2 14.105 130 130;130;130 0 62.778 4629500 4440900 3667200 0 5870800 7035800 4488600 0 0 0 16499000 22538000 2825200 3342500 38697000 55686000 6711300 0 8939700 8430100 0 0 0 0 0 0 8870300 6322200

P46939 Utrophin UTRN >sp|P46939|UTRO_HUMAN Utrophin OS=Homo sapiens GN=UTRN PE=1 SV=2;>sp|P46939-2|UTRO_HUMAN Isoform 2 of Utrophin OS=Homo sapiens GN=UTRN6 17 17 17 394.46 3433 3433;3438;1347;988;624;2510 82.764 11201000 3344200 3156800 2123300 3527100 3766900 2255900 3450400 0 0 3634800 26812000 1536600 7407900 5296600 16193000 0 1815600 18131000 5333200 0 0 0 7411300 3138800 11362000 7875700 12719000

P83731 60S ribosomal protein L24RPL24 >tr|C9JXB8|C9JXB8_HUMAN 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1;>tr|C9JNW5|C9JNW5_HUMAN 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1;>sp|P83731|RL24_HUMAN 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=13 6 6 6 14.369 121 121;150;157 0 17.466 9018200 7338100 5013100 6561900 7522300 10563000 4933600 5335200 0 0 6263700 6993100 11400000 6477100 6643300 7941400 4629100 4344800 5538800 4561400 11261000 12910000 0 0 0 0 0 0

O75438 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1NDUFB1 >sp|O75438|NDUB1_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 OS=Homo sapiens GN=NDUFB1 PE=1 SV=1;>sp|O75438-2|NDUB1_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 OS=Homo sapiens GN=NDUFB12 2 2 2 6.9611 58 58;105 0 3.9415 0 0 0 0 0 0 0 0 0 0 0 2567200 2812200 2947300 0 0 3227800 3032300 3716100 3552600 0 0 0 0 0 0 0 0

Q8NF91 Nesprin-1 SYNE1 >sp|Q8NF91-4|SYNE1_HUMAN Isoform 4 of Nesprin-1 OS=Homo sapiens GN=SYNE1;>tr|E7ENN3|E7ENN3_HUMAN Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=2;>sp|Q8NF91|SYNE1_HUMAN Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=48 3 3 3 1005.2 8749 8749;8392;8797;477;1433;3212;3321;55800.000678 2.6854 3077900 4104200 3660100 7316200 2838700 2440600 7678900 2753400 0 0 577650 1041700 5227600 0 746920 591980 0 4096300 2959600 3489300 3417000 0 0 0 3806000 0 0 0

O96000 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10NDUFB10 >sp|O96000|NDUBA_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 OS=Homo sapiens GN=NDUFB10 PE=1 SV=3;>tr|H3BPJ9|H3BPJ9_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 OS=Homo sapiens GN=NDUFB10 PE=1 SV=1;>sp|O96000-2|4 4 4 4 20.776 172 172;161;168;143 0 29.8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2642100 2304500 3782300 3229700 0 0 0 0 0 0 0 0

Q96A33 Coiled-coil domain-containing protein 47CCDC47 >sp|Q96A33-2|CCD47_HUMAN Isoform 2 of Coiled-coil domain-containing protein 47 OS=Homo sapiens GN=CCDC47;>sp|Q96A33|CCD47_HUMAN Coiled-coil domain-containing protein 47 OS=Homo sapiens GN=CCDC47 PE=1 SV=13 7 7 7 55.317 480 480;483;190 0 88.129 5911800 3623500 5616700 0 2237700 1845100 0 0 0 0 1982100 0 2644200 1821000 3849300 3680500 0 0 0 3228900 0 0 0 0 0 0 0 0

P63167 "Dynein light chain 1, cytoplasmic"DYNLL1 >sp|P63167|DYL1_HUMAN Dynein light chain 1, cytoplasmic OS=Homo sapiens GN=DYNLL1 PE=1 SV=14 5 2 2 10.366 89 89;47;67;42 0 32.641 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3000100 0 0 0 0 0 0 0 0

Q9UKM9 RNA-binding protein RalyRALY >sp|Q9UKM9-2|RALY_HUMAN Isoform 1 of RNA-binding protein Raly OS=Homo sapiens GN=RALY;>sp|Q9UKM9|RALY_HUMAN RNA-binding protein Raly OS=Homo sapiens GN=RALY PE=1 SV=1;>tr|Q5QPL9|Q5QPL9_HUMAN RNA-binding protein Raly (Fragment) OS=Homo sapiens GN=RALY PE=1 6 6 6 6 30.364 290 290;306;237;172;89;1810 17.818 0 0 0 2084000 4118800 3593000 3397000 2976800 0 0 6741900 4397600 0 0 3187000 1762500 0 3233100 2925400 2963500 2811700 0 0 0 0 0 3162700 4730400

P24844 Myosin regulatory light polypeptide 9MYL9 >sp|P24844|MYL9_HUMAN Myosin regulatory light polypeptide 9 OS=Homo sapiens GN=MYL9 PE=1 SV=4;>sp|P24844-2|MYL9_HUMAN Isoform 2 of Myosin regulatory light polypeptide 9 OS=Homo sapiens GN=MYL92 7 2 2 19.827 172 172;118 0 9.8821 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1683900 1542600 4047900 2723500 0 0 0 0 0 0 0 0

Q15555 Microtubule-associated protein RP/EB family member 2MAPRE2 >sp|Q15555-4|MARE2_HUMAN Isoform 4 of Microtubule-associated protein RP/EB family member 2 OS=Homo sapiens GN=MAPRE2;>sp|Q15555-5|MARE2_HUMAN Isoform 5 of Microtubule-associated protein RP/EB family member 2 OS=Homo sapiens GN=MAPRE2;>sp|Q15555-3|MARE2_HUM4 2 2 2 30.691 274 274;284;315;327 0 63.758 3025500 10357000 0 0 0 0 0 0 0 0 0 5552000 0 6981600 0 0 0 0 0 2547800 0 0 0 0 0 0 0 0

Q49A26 Putative oxidoreductase GLYR1GLYR1 >tr|K7EMM8|K7EMM8_HUMAN Putative oxidoreductase GLYR1 (Fragment) OS=Homo sapiens GN=GLYR1 PE=1 SV=2;>sp|Q49A26-5|GLYR1_HUMAN Isoform 5 of Putative oxidoreductase GLYR1 OS=Homo sapiens GN=GLYR1;>sp|Q49A26-4|GLYR1_HUMAN Isoform 4 of Putative oxidoreductase G7 4 4 4 57.215 524 524;472;484;536;547;553;1860 4.2472 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1228100 0 0 0 2435900 0 0 0 0 0 0 0 0

O60264 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5SMARCA5 >sp|O60264|SMCA5_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 OS=Homo sapiens GN=SMARCA5 PE=1 SV=11 5 5 4 121.9 1052 1052 0 13.905 2236100 1874700 0 2226800 0 1840700 911300 1584500 0 0 2023300 3124400 1531900 1744600 3112200 3349600 0 0 0 2366800 0 0 0 0 2607700 2442200 0 2074800

Q96QE2 Proton myo-inositol cotransporterSLC2A13 >sp|Q96QE2|MYCT_HUMAN Proton myo-inositol cotransporter OS=Homo sapiens GN=SLC2A13 PE=1 SV=32 3 3 3 70.37 648 648;357 0 23.968 2190000 2422300 2346900 2465200 1318000 1701700 0 1233900 0 0 2079500 1402900 4368400 2041800 1878700 1199600 1109900 0 1818500 2260100 0 0 1864100 1511900 0 0 0 0

O60664 Perilipin-3 PLIN3 >sp|O60664-4|PLIN3_HUMAN Isoform 4 of Perilipin-3 OS=Homo sapiens GN=PLIN3;>sp|O60664-3|PLIN3_HUMAN Isoform 3 of Perilipin-3 OS=Homo sapiens GN=PLIN3;>sp|O60664|PLIN3_HUMAN Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3;>tr|K7EL96|K7EL96_HUMAN Perilipin-3 7 7 7 7 45.803 422 422;433;434;173;292;168;2510 108.43 0 1156000 0 0 3577500 2537900 3033100 4825000 0 0 7078000 8765600 0 0 3247600 2826400 0 2129700 1715200 1828800 0 0 1249800 0 3869700 2980500 6266700 2704600

P22352 Glutathione peroxidase 3GPX3 >tr|A0A087X1J7|A0A087X1J7_HUMAN Glutathione peroxidase OS=Homo sapiens GN=GPX3 PE=3 SV=1;>sp|P22352|GPX3_HUMAN Glutathione peroxidase 3 OS=Homo sapiens GN=GPX3 PE=1 SV=2;>tr|H0YBE4|H0YBE4_HUMAN Glutathione peroxidase 3 (Fragment) OS=Homo sapiens GN=GPX3 PE3 2 2 2 25.402 225 225;226;79 0 9.2888 0 0 1712100 0 0 922600 0 0 0 0 0 0 0 0 0 1043400 0 0 1609500 1827900 0 0 0 0 0 0 0 0

O60493 Sorting nexin-3SNX3 >sp|O60493|SNX3_HUMAN Sorting nexin-3 OS=Homo sapiens GN=SNX3 PE=1 SV=3;>sp|O60493-2|SNX3_HUMAN Isoform 2 of Sorting nexin-3 OS=Homo sapiens GN=SNX3;>sp|O60493-4|SNX3_HUMAN Isoform 4 of Sorting nexin-3 OS=Homo sapiens GN=SNX37 7 7 7 18.762 162 162;130;140;113;172;162;1720 70.476 1981100 2617600 1598600 1855400 1825800 1845800 1775100 1614900 0 0 1381400 1476500 1541800 2185900 2065400 3599900 1728400 0 2262700 1822900 0 0 2727200 1670300 2415000 2299100 1691200 974580

P36873 Serine/threonine-protein phosphatase;Serine/threonine-protein phosphatase PP1-gamma catalytic subunitPPP1CC >tr|F8VYE8|F8VYE8_HUMAN Serine/threonine-protein phosphatase OS=Homo sapiens GN=PPP1CC PE=1 SV=1;>sp|P36873|PP1G_HUMAN Serine/threonine-protein phosphatase PP1-gamma catalytic subunit OS=Homo sapiens GN=PPP1CC PE=1 SV=1;>sp|P36873-2|PP1G_HUMAN Isoform Gamm9 12 2 2 34.95 304 304;323;337;270;332;140;82;64;830 39.818 0 1810600 0 4052700 2246600 2562300 2564800 2855600 0 0 0 0 0 955470 732120 0 3278900 3191200 1596400 1785300 2048400 0 0 2064800 4154500 4927200 2009600 12910000

Q9Y3U8 60S ribosomal protein L36RPL36 >sp|Q9Y3U8|RL36_HUMAN 60S ribosomal protein L36 OS=Homo sapiens GN=RPL36 PE=1 SV=3;>tr|J3QSB5|J3QSB5_HUMAN 60S ribosomal protein L36 OS=Homo sapiens GN=RPL36 PE=1 SV=13 4 4 4 12.254 105 105;94;68 0 19.247 4651200 4012200 2440200 4823100 3774800 3150500 2198700 1759100 0 0 4830900 937730 4547200 3758900 1883700 2314400 1873200 2657600 1738600 1771600 0 0 0 0 1047000 0 0 0

P45973 Chromobox protein homolog 5CBX5 >sp|P45973|CBX5_HUMAN Chromobox protein homolog 5 OS=Homo sapiens GN=CBX5 PE=1 SV=12 3 3 3 22.225 191 191;91 0 6.9852 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1914200 1755800 0 0 0 0 0 0 0 0

P55265 Double-stranded RNA-specific adenosine deaminaseADAR >tr|H0YCK3|H0YCK3_HUMAN Double-stranded RNA-specific adenosine deaminase (Fragment) OS=Homo sapiens GN=ADAR PE=1 SV=1;>sp|P55265-5|DSRAD_HUMAN Isoform 5 of Double-stranded RNA-specific adenosine deaminase OS=Homo sapiens GN=ADAR;>sp|P55265-3|DSRAD_HUMAN Is6 5 5 5 132.65 1195 1195;931;1181;1200;1226;12690 41.948 0 0 0 0 0 0 0 0 0 0 1395200 2803400 0 0 0 0 0 0 1834800 1732700 0 0 0 0 0 0 0 0

Q92804 TATA-binding protein-associated factor 2NTAF15 >tr|A0A075B7D9|A0A075B7D9_HUMAN TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15 PE=1 SV=1;>sp|Q92804-2|RBP56_HUMAN Isoform Short of TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15;>sp|Q92804|RBP56_HUMAN TATA-binding pr3 4 2 2 48.839 449 449;589;592 0 15.831 831850 804850 1034800 1680500 0 0 0 0 0 0 0 0 0 0 3345200 0 0 0 0 1731100 0 0 0 0 0 0 0 0

Q8N766 ER membrane protein complex subunit 1EMC1 >sp|Q8N766-4|EMC1_HUMAN Isoform 4 of ER membrane protein complex subunit 1 OS=Homo sapiens GN=EMC1;>sp|Q8N766-3|EMC1_HUMAN Isoform 3 of ER membrane protein complex subunit 1 OS=Homo sapiens GN=EMC1;>sp|Q8N766-2|EMC1_HUMAN Isoform 2 of ER membrane protein c4 6 6 6 109.42 971 971;992;992;993 0 27.068 1784300 0 0 0 0 0 0 0 0 0 1432500 1042200 0 805140 2058000 1562600 0 0 3184500 1659600 0 0 0 0 0 1421700 0 1773800

Q99471 Prefoldin subunit 5PFDN5 >sp|Q99471|PFD5_HUMAN Prefoldin subunit 5 OS=Homo sapiens GN=PFDN5 PE=1 SV=2;>tr|H3BPF6|H3BPF6_HUMAN Prefoldin subunit 5 (Fragment) OS=Homo sapiens GN=PFDN5 PE=1 SV=1;>sp|Q99471-2|PFD5_HUMAN Isoform 2 of Prefoldin subunit 5 OS=Homo sapiens GN=PFDN53 2 2 2 17.328 154 154;152;66 0 23.603 1574800 0 1665100 2321600 0 0 0 0 0 0 0 0 0 945020 0 0 0 0 1666700 1590900 0 0 0 0 0 0 0 0

P53367 Arfaptin-1 ARFIP1 >sp|P53367|ARFP1_HUMAN Arfaptin-1 OS=Homo sapiens GN=ARFIP1 PE=1 SV=2;>sp|P53367-2|ARFP1_HUMAN Isoform A of Arfaptin-1 OS=Homo sapiens GN=ARFIP13 7 7 7 41.738 373 373;341;193 0 10.805 2017000 0 0 0 1700100 2215300 1740300 1617200 0 0 4651800 4771000 0 0 832200 704660 1939200 0 0 1563600 0 1824600 0 0 1438100 1758200 1104600 2082800

P03891 NADH-ubiquinone oxidoreductase chain 2MT-ND2 >sp|P03891|NU2M_HUMAN NADH-ubiquinone oxidoreductase chain 2 OS=Homo sapiens GN=MT-ND2 PE=1 SV=21 1 1 1 38.96 347 347 0.004733 1.8478 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1506900 0 0 0 0 0 0 0 0

P23434 "Glycine cleavage system H protein, mitochondrial"GCSH >sp|P23434|GCSH_HUMAN Glycine cleavage system H protein, mitochondrial OS=Homo sapiens GN=GCSH PE=1 SV=21 3 3 3 18.884 173 173 0 4.5304 0 0 1125200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1882900 1449300 0 0 0 0 0 0 0 0

Q96EY1 "DnaJ homolog subfamily A member 3, mitochondrial"DNAJA3 >sp|Q96EY1-2|DNJA3_HUMAN Isoform 2 of DnaJ homolog subfamily A member 3, mitochondrial OS=Homo sapiens GN=DNAJA3;>sp|Q96EY1|DNJA3_HUMAN DnaJ homolog subfamily A member 3, mitochondrial OS=Homo sapiens GN=DNAJA3 PE=1 SV=2;>sp|Q96EY1-3|DNJA3_HUMAN Isoform 3 3 2 2 2 49.611 453 453;480;300 0 3.9204 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1377900 0 0 0 0 0 0 0 0

P67870 Casein kinase II subunit betaCSNK2B-LY6G5B-1181;CSNK2B;CSNK2B-LY6G5B--991>tr|Q5SRQ3|Q5SRQ3_HUMAN Chimera CSNK2B-LY6G5B splicing isoform 1181 OS=Homo sapiens GN=CSNK2B-LY6G5B-1181 PE=2 SV=1;>tr|Q5SRQ6|Q5SRQ6_HUMAN Casein kinase 2, beta polypeptide, isoform CRA_d OS=Homo sapiens GN=CSNK2B PE=1 SV=2;>sp|P67870|CSK2B_HUMAN Casein k4 2 2 2 26.673 228 228;234;215;304 0 3.7197 0 0 1534900 1561100 0 0 0 0 0 0 0 0 2421200 0 0 0 0 0 1391300 1366300 0 0 0 0 0 0 0 0

Q14964 Ras-related protein Rab-39ARAB39A >sp|Q14964|RB39A_HUMAN Ras-related protein Rab-39A OS=Homo sapiens GN=RAB39A PE=2 SV=21 3 2 1 25.006 217 217 0 4.1008 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1353500 0 0 0 0 0 0 0 0

Q8NFV4 Alpha/beta hydrolase domain-containing protein 11ABHD11 >sp|Q8NFV4-4|ABHDB_HUMAN Isoform 4 of Alpha/beta hydrolase domain-containing protein 11 OS=Homo sapiens GN=ABHD11;>sp|Q8NFV4|ABHDB_HUMAN Alpha/beta hydrolase domain-containing protein 11 OS=Homo sapiens GN=ABHD11 PE=2 SV=1;>sp|Q8NFV4-6|ABHDB_HUMAN Isoform 3 3 3 3 33.863 308 308;315;258 0 8.4563 866950 996350 0 0 0 0 0 1252300 0 0 0 0 0 0 2669200 0 0 0 0 1350100 0 1330400 1643300 0 0 0 0 0

P20645 Cation-dependent mannose-6-phosphate receptorM6PR >tr|H0YGT2|H0YGT2_HUMAN Cation-dependent mannose-6-phosphate receptor (Fragment) OS=Homo sapiens GN=M6PR PE=1 SV=1;>sp|P20645|MPRD_HUMAN Cation-dependent mannose-6-phosphate receptor OS=Homo sapiens GN=M6PR PE=1 SV=12 1 1 1 13.271 122 122;277 0 26.13 1390600 1481900 1328600 1328700 0 1282600 0 0 0 0 1261600 1305300 1407700 1329300 939730 1014800 1347400 0 1251500 1349700 2141300 2119500 2130800 2281400 1494200 1409900 1256100 1113900

Q86Y33 Cell division cycle protein 20 homolog BCDC20B >sp|Q86Y33-4|CD20B_HUMAN Isoform 4 of Cell division cycle protein 20 homolog B OS=Homo sapiens GN=CDC20B;>sp|Q86Y33-3|CD20B_HUMAN Isoform 3 of Cell division cycle protein 20 homolog B OS=Homo sapiens GN=CDC20B;>sp|Q86Y33-2|CD20B_HUMAN Isoform 2 of Cell div4 1 1 1 41.849 372 372;477;515;5190.000675 2.6266 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1331000 0 0 0 0 0 0 0 0

P62330 ADP-ribosylation factor 6ARF6 >sp|P62330|ARF6_HUMAN ADP-ribosylation factor 6 OS=Homo sapiens GN=ARF6 PE=1 SV=21 3 3 3 20.082 175 175 0 4.5596 1747900 1166700 1587700 1094000 766770 922190 773520 0 0 0 0 0 1246200 728680 1019300 0 0 0 0 1303100 0 0 0 0 0 0 0 0

Q6P2E9 Enhancer of mRNA-decapping protein 4EDC4 >sp|Q6P2E9|EDC4_HUMAN Enhancer of mRNA-decapping protein 4 OS=Homo sapiens GN=EDC4 PE=1 SV=1;>sp|Q6P2E9-2|EDC4_HUMAN Isoform 2 of Enhancer of mRNA-decapping protein 4 OS=Homo sapiens GN=EDC43 4 4 4 151.66 1401 1401;1020;135 0 13.904 1273700 1684200 1127300 0 1468700 1577200 1477000 0 0 0 2565900 2108300 0 0 0 0 0 0 0 1274500 0 0 0 0 1909900 2476900 1591800 0

Q7L591 >sp|Q7L591-2|DOK3_HUMAN Isoform 2 of Docking protein 3 OS=Homo sapiens GN=DOK3;>sp|Q7L591-4|DOK3_HUMAN Isoform 4 of Docking protein 3 OS=Homo sapiens GN=DOK3;>sp|Q7L591-3|DOK3_HUMAN Isoform 3 of Docking protein 3 OS=Homo sapiens GN=DOK33 1 1 1 23.255 216 216;228;330 0.00625 1.7331 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1271100 0 0 0 0 0 0 0 0

Q9Y281 Cofilin-2 CFL2 >sp|Q9Y281-3|COF2_HUMAN Isoform 3 of Cofilin-2 OS=Homo sapiens GN=CFL2;>sp|Q9Y281|COF2_HUMAN Cofilin-2 OS=Homo sapiens GN=CFL2 PE=1 SV=12 3 1 1 16.916 149 149;166 0 18.94 1426700 861270 1030000 2335700 513210 745060 883490 0 0 0 0 6133600 977860 0 673330 0 0 0 0 1269800 0 0 0 0 1620000 2070400 575340 0

Q8WUY1 Protein THEM6THEM6 >sp|Q8WUY1|THEM6_HUMAN Protein THEM6 OS=Homo sapiens GN=THEM6 PE=1 SV=2;>tr|H0YAR9|H0YAR9_HUMAN Protein THEM6 (Fragment) OS=Homo sapiens GN=THEM6 PE=1 SV=12 2 2 2 23.865 208 208;83 0 3.4384 1021000 1044600 0 903490 837250 779770 0 764360 0 0 2075600 1255800 1504500 0 0 0 1132500 0 1285700 1219300 0 0 0 0 0 0 0 0

Q6P4E1 Protein CASC4CASC4 >sp|Q6P4E1-2|CASC4_HUMAN Isoform 2 of Protein CASC4 OS=Homo sapiens GN=CASC4;>sp|Q6P4E1-5|CASC4_HUMAN Isoform 5 of Protein CASC4 OS=Homo sapiens GN=CASC4;>sp|Q6P4E1|CASC4_HUMAN Protein CASC4 OS=Homo sapiens GN=CASC4 PE=1 SV=1;>sp|Q6P4E1-4|CASC4_HUMAN Isofo6 2 2 2 43.332 380 380;415;433;436;161;1770.000671 2.5566 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1187700 0 0 0 0 0 0 0 0

P04424 Argininosuccinate lyaseASL >tr|F8W943|F8W943_HUMAN Argininosuccinate lyase (Fragment) OS=Homo sapiens GN=ASL PE=1 SV=1;>sp|P04424-2|ARLY_HUMAN Isoform 2 of Argininosuccinate lyase OS=Homo sapiens GN=ASL;>sp|P04424|ARLY_HUMAN Argininosuccinate lyase OS=Homo sapiens GN=ASL PE=1 SV=4;>5 4 4 4 27.379 242 242;444;464;438;3070 14.302 755210 830980 918200 744390 1536700 2210000 1314600 1633900 0 0 787810 846490 0 0 2460400 859770 1011500 1011700 0 1083800 0 0 0 0 1715500 0 1428800 1853900

Q96JB2 Conserved oligomeric Golgi complex subunit 3COG3 >sp|Q96JB2|COG3_HUMAN Conserved oligomeric Golgi complex subunit 3 OS=Homo sapiens GN=COG3 PE=1 SV=3;>sp|Q96JB2-2|COG3_HUMAN Isoform 2 of Conserved oligomeric Golgi complex subunit 3 OS=Homo sapiens GN=COG33 8 8 8 94.095 828 828;444;68 0 95.608 1665900 2356500 1994800 2553000 858470 1541300 0 0 0 0 10181000 2272700 3048300 943250 1319000 1276100 0 0 0 1073500 2628900 741410 0 0 1453500 1098700 2415600 1719700

O00625 Pirin PIR >sp|O00625|PIR_HUMAN Pirin OS=Homo sapiens GN=PIR PE=1 SV=11 2 2 2 32.113 290 290 0 5.6551 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1069200 0 0 0 0 0 0 0 0

P33316 "Deoxyuridine 5-triphosphate nucleotidohydrolase, mitochondrial"DUT >tr|H0YNW5|H0YNW5_HUMAN Deoxyuridine 5-triphosphate nucleotidohydrolase, mitochondrial OS=Homo sapiens GN=DUT PE=1 SV=1;>tr|H0YKC5|H0YKC5_HUMAN Deoxyuridine 5-triphosphate nucleotidohydrolase, mitochondrial (Fragment) OS=Homo sapiens GN=DUT PE=1 SV=1;>sp8 3 3 3 17.827 167 167;221;164;252;107;133;143;2260 36.28 931750 0 753420 1425400 0 0 0 0 0 0 1265300 1038700 0 0 0 0 964480 1408600 1389700 1045800 0 0 1037600 761780 1320600 0 0 0

Q00535 Cyclin-dependent-like kinase 5CDK5 >sp|Q00535-2|CDK5_HUMAN Isoform 2 of Cyclin-dependent-like kinase 5 OS=Homo sapiens GN=CDK5;>sp|Q00535|CDK5_HUMAN Cyclin-dependent-like kinase 5 OS=Homo sapiens GN=CDK5 PE=1 SV=32 2 2 1 29.544 260 260;292 0 3.9737 751660 826430 596870 782870 747720 1143400 877820 688350 0 0 0 0 0 0 0 0 0 0 0 1018200 0 0 0 0 0 0 0 0

Q9C0B1 Alpha-ketoglutarate-dependent dioxygenase FTOFTO >sp|Q9C0B1|FTO_HUMAN Alpha-ketoglutarate-dependent dioxygenase FTO OS=Homo sapiens GN=FTO PE=1 SV=34 5 5 5 58.281 505 505;129;106;127 0 14.306 818380 975900 1383900 0 757570 0 433430 0 0 0 0 0 0 0 0 0 0 0 992320 977570 0 0 0 0 0 0 0 0

P11233 Ras-related protein Ral-ARALA >sp|P11233|RALA_HUMAN Ras-related protein Ral-A OS=Homo sapiens GN=RALA PE=1 SV=1;>tr|H7C3P7|H7C3P7_HUMAN Ras-related protein Ral-A (Fragment) OS=Homo sapiens GN=RALA PE=1 SV=15 6 6 2 23.567 206 206;164;46;101;1120 10.117 1288000 1199700 892330 1254000 336290 0 0 0 0 0 1401400 1002100 0 0 1263700 921070 995990 962700 1174700 964580 0 0 722400 959990 0 0 0 0

P17480 Nucleolar transcription factor 1UBTF >tr|E9PKP7|E9PKP7_HUMAN Nucleolar transcription factor 1 OS=Homo sapiens GN=UBTF PE=1 SV=1;>sp|P17480-2|UBF1_HUMAN Isoform UBF2 of Nucleolar transcription factor 1 OS=Homo sapiens GN=UBTF;>sp|P17480|UBF1_HUMAN Nucleolar transcription factor 1 OS=Homo sapie4 5 5 5 87.435 745 745;727;764;194 0 17.084 0 0 0 0 0 1030400 1049200 972820 0 0 1002700 953920 823790 836560 1278300 1155600 0 0 0 936610 0 0 0 0 1047300 996190 996440 1096700

Q9Y6Q5 AP-1 complex subunit mu-2AP1M2 >sp|Q9Y6Q5|AP1M2_HUMAN AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2 PE=1 SV=4;>sp|Q9Y6Q5-2|AP1M2_HUMAN Isoform 2 of AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2;>tr|K7EPR4|K7EPR4_HUMAN AP-1 complex subunit mu-2 (Fragment) OS=Homo sapiens GN=AP18 4 3 3 48.108 423 423;425;239;245;299;44;103;1280 16.258 762220 668770 622070 696700 918610 1055700 0 0 0 0 780050 0 0 0 919930 1151700 0 0 0 910790 0 0 0 0 1202900 0 838700 0

O75475 PC4 and SFRS1-interacting proteinPSIP1 >sp|O75475-3|PSIP1_HUMAN Isoform 3 of PC4 and SFRS1-interacting protein OS=Homo sapiens GN=PSIP1;>sp|O75475-2|PSIP1_HUMAN Isoform 2 of PC4 and SFRS1-interacting protein OS=Homo sapiens GN=PSIP1;>sp|O75475|PSIP1_HUMAN PC4 and SFRS1-interacting protein OS=Ho3 3 3 3 37.267 329 329;333;530 0 11.195 948880 1015900 819460 713800 523910 560370 554040 0 0 0 482100 304360 0 0 0 0 738320 646980 1196200 813110 0 0 0 0 0 0 0 0

Q9NX14 "NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 11, mitochondrial"NDUFB11 >sp|Q9NX14|NDUBB_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 11, mitochondrial OS=Homo sapiens GN=NDUFB11 PE=1 SV=1;>sp|Q9NX14-2|NDUBB_HUMAN Isoform 2 of NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 11, mitochondrial OS=Hom2 2 2 2 17.316 153 153;163 0 13.079 0 785060 695530 0 0 0 0 0 0 0 0 573780 0 725350 0 0 0 888080 891690 810050 756930 0 0 3387200 0 0 0 0

P10620 Microsomal glutathione S-transferase 1MGST1 >sp|P10620|MGST1_HUMAN Microsomal glutathione S-transferase 1 OS=Homo sapiens GN=MGST1 PE=1 SV=1;>tr|F5H7F6|F5H7F6_HUMAN Microsomal glutathione S-transferase 1 (Fragment) OS=Homo sapiens GN=MGST1 PE=1 SV=1;>tr|F5H6X2|F5H6X2_HUMAN Microsomal glutathione S-t5 3 3 3 17.598 155 155;77;80;87;106 0 18.223 916230 903330 855070 0 1165300 1020600 973290 1010900 0 0 1881300 0 0 1043500 1856800 0 0 0 0 741680 1172000 0 3139300 3477200 0 0 1534300 1786800

P56747 Claudin-4;Claudin-9;Claudin-6;Claudin-3CLDN4 >sp|O14493|CLD4_HUMAN Claudin-4 OS=Homo sapiens GN=CLDN4 PE=1 SV=1;>sp|O95484|CLD9_HUMAN Claudin-9 OS=Homo sapiens GN=CLDN9 PE=1 SV=1;>sp|P56747|CLD6_HUMAN Claudin-6 OS=Homo sapiens GN=CLDN6 PE=1 SV=2;>sp|O15551|CLD3_HUMAN Claudin-3 OS=Homo sapiens GN=CLDN4 1 1 1 22.077 209 209;217;220;2200.002255 2.0357 735540 779270 835460 0 0 1773900 1717600 1018100 0 0 537160 3573600 0 0 305040 0 923810 0 0 724510 0 0 0 0 1259500 704820 867890 0

O95169 "NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial"NDUFB8 >sp|O95169-3|NDUB8_HUMAN Isoform 3 of NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial OS=Homo sapiens GN=NDUFB8;>sp|O95169|NDUB8_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial OS=Homo sapiens GN=6 3 3 3 18.479 155 155;186;159;172;71;1070 3.8238 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 716380 0 0 0 0 0 0 0 0

P61165 Transmembrane protein 258TMEM258 >tr|F5GWH5|F5GWH5_HUMAN Transmembrane protein 258 OS=Homo sapiens GN=TMEM258 PE=1 SV=1;>sp|P61165|TM258_HUMAN Transmembrane protein 258 OS=Homo sapiens GN=TMEM258 PE=1 SV=12 1 1 1 5.7065 49 49;79 0.007116 1.6408 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 664470 0 0 0 0 0 0 0 0

P35556 Fibrillin-2 FBN2 >tr|A0A087WYV8|A0A087WYV8_HUMAN Fibrillin-2 OS=Homo sapiens GN=FBN2 PE=4 SV=1;>sp|P35556|FBN2_HUMAN Fibrillin-2 OS=Homo sapiens GN=FBN2 PE=1 SV=3;>tr|D6RJI3|D6RJI3_HUMAN Fibrillin-2 OS=Homo sapiens GN=FBN2 PE=4 SV=1;>sp|P35556-2|FBN2_HUMAN Isoform 2 of Fib5 3 1 1 314.67 2911 2911;2912;1473;1473;3560 3.2346 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 660240 0 0 0 0 0 0 0 0

Q96T51 RUN and FYVE domain-containing protein 1RUFY1 >tr|H0Y9Y8|H0Y9Y8_HUMAN RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=3;>tr|J3KPP6|J3KPP6_HUMAN RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1;>sp|Q96T51-3|RUFY1_HUMAN Isoform 35 2 2 2 24.299 220 220;324;412;600;7080 6.2757 0 0 0 0 0 0 0 0 0 0 228400 0 0 0 366060 0 0 0 372370 468870 0 0 0 0 0 0 0 444060

P49447 Cytochrome b561CYB561 >tr|J3QS47|J3QS47_HUMAN Cytochrome b561 OS=Homo sapiens GN=CYB561 PE=4 SV=1;>tr|J3QRH5|J3QRH5_HUMAN Cytochrome b561 OS=Homo sapiens GN=CYB561 PE=4 SV=1;>tr|J3KSL5|J3KSL5_HUMAN Cytochrome b561 (Fragment) OS=Homo sapiens GN=CYB561 PE=4 SV=1;>tr|F5H757|F5H7575 1 1 1 24.68 222 222;258;305;318;2510.000678 2.6906 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 421240 0 0 0 0 0 0 0 0

Q96D15 Reticulocalbin-3RCN3 >tr|M0QYB8|M0QYB8_HUMAN Reticulocalbin-3 (Fragment) OS=Homo sapiens GN=RCN3 PE=4 SV=1;>tr|M0QZH0|M0QZH0_HUMAN Reticulocalbin-3 (Fragment) OS=Homo sapiens GN=RCN3 PE=4 SV=1;>sp|Q96D15|RCN3_HUMAN Reticulocalbin-3 OS=Homo sapiens GN=RCN3 PE=1 SV=13 1 1 1 16.984 150 150;169;3280.000998 2.4458 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 397160 0 0 0 0 0 0 0 0

P04004 Vitronectin;Vitronectin V65 subunit;Vitronectin V10 subunit;Somatomedin-BVTN >sp|P04004|VTNC_HUMAN Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=12 3 3 3 54.305 478 478;484 0 34.939 651860 0 0 0 699070 651570 570740 592350 0 0 271050 227060 0 0 901550 1587400 0 0 0 370950 0 1585100 2454200 1633900 0 0 389870 307940

Q93099 "Homogentisate 1,2-dioxygenase"HGD >tr|H7C576|H7C576_HUMAN Homogentisate 1,2-dioxygenase (Fragment) OS=Homo sapiens GN=HGD PE=1 SV=1;>sp|Q93099|HGD_HUMAN Homogentisate 1,2-dioxygenase OS=Homo sapiens GN=HGD PE=1 SV=22 1 1 1 16.236 145 145;445 0 3.8808 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 350820 0 0 0 0 0 0 0 0

O43505 "N-acetyllactosaminide beta-1,3-N-acetylglucosaminyltransferase"B3GNT1 >sp|O43505|B4GA1_HUMAN Beta-1,4-glucuronyltransferase 1 OS=Homo sapiens GN=B3GNT1 PE=1 SV=11 1 1 1 47.119 415 415 0 19.755 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 336020 0 0 0 0 0 0 0 0

Q9BTE1 Dynactin subunit 5DCTN5 >tr|H3BUD2|H3BUD2_HUMAN Dynactin subunit 5 OS=Homo sapiens GN=DCTN5 PE=1 SV=1;>tr|H3BS05|H3BS05_HUMAN Dynactin subunit 5 OS=Homo sapiens GN=DCTN5 PE=1 SV=1;>tr|H3BR94|H3BR94_HUMAN Dynactin subunit 5 OS=Homo sapiens GN=DCTN5 PE=1 SV=1;>sp|Q9BTE1-3|DCTN5_HUM6 1 1 1 6.0239 53 53;75;155;84;152;1820.001644 2.3022 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 310710 0 0 0 0 0 0 0 0

Q9H0U3 Magnesium transporter protein 1MAGT1 >tr|A0A087WU53|A0A087WU53_HUMAN Magnesium transporter protein 1 OS=Homo sapiens GN=MAGT1 PE=1 SV=1;>sp|Q9H0U3|MAGT1_HUMAN Magnesium transporter protein 1 OS=Homo sapiens GN=MAGT1 PE=1 SV=13 3 3 3 41.531 367 367;335;1340.001955 2.1625 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 316390 0 0 295240 0 0 0 0 0 0 0 0

Q9Y4G6 Talin-2 TLN2 >sp|Q9Y4G6|TLN2_HUMAN Talin-2 OS=Homo sapiens GN=TLN2 PE=1 SV=41 5 1 1 271.61 2542 2542 0.002875 1.9648 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 253270 0 0 0 0 0 0 0 0

O75674 TOM1-like protein 1TOM1L1 >tr|I3L1Q1|I3L1Q1_HUMAN TOM1-like protein 1 (Fragment) OS=Homo sapiens GN=TOM1L1 PE=4 SV=3;>tr|I3L4N3|I3L4N3_HUMAN TOM1-like protein 1 (Fragment) OS=Homo sapiens GN=TOM1L1 PE=4 SV=1;>tr|I3L4G0|I3L4G0_HUMAN TOM1-like protein 1 (Fragment) OS=Homo sapiens GN=11 1 1 1 11.844 107 107;122;199;225;229;326;399;465;469;346;4760 3.8107 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 251480 0 0 0 0 0 0 0 0

O14732 Inositol monophosphatase 2IMPA2 >sp|O14732-2|IMPA2_HUMAN Isoform 2 of Inositol monophosphatase 2 OS=Homo sapiens GN=IMPA2;>sp|O14732|IMPA2_HUMAN Inositol monophosphatase 2 OS=Homo sapiens GN=IMPA2 PE=1 SV=15 3 3 3 28.511 261 261;288;116;126;1630 9.7116 337450 321580 0 0 1544500 1532800 1397600 2500200 0 0 0 0 0 0 0 0 0 0 251660 248830 7510800 5215200 2840800 2800900 0 0 0 0

Q969G3 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1SMARCE1 >tr|K7EMQ8|K7EMQ8_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 (Fragment) OS=Homo sapiens GN=SMARCE1 PE=1 SV=1;>tr|J3QKS7|J3QKS7_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chr10 2 2 2 20.549 177 177;288;393;293;328;341;363;376;411;1570 32.464 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 241860 0 0 0 0 0 0 0 0

Q96AE7 Tetratricopeptide repeat protein 17TTC17 >sp|Q96AE7-2|TTC17_HUMAN Isoform 2 of Tetratricopeptide repeat protein 17 OS=Homo sapiens GN=TTC17;>sp|Q96AE7|TTC17_HUMAN Tetratricopeptide repeat protein 17 OS=Homo sapiens GN=TTC17 PE=1 SV=12 1 1 1 108.61 956 956;1141 0.002861 1.9258 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 226960 0 0 0 0 0 0 0 0

P42356 Phosphatidylinositol 4-kinase alpha;Putative phosphatidylinositol 4-kinase alpha-like protein P2PI4KA >tr|J3KN10|J3KN10_HUMAN Phosphatidylinositol 4-kinase alpha OS=Homo sapiens GN=PI4KA PE=1 SV=1;>sp|P42356|PI4KA_HUMAN Phosphatidylinositol 4-kinase alpha OS=Homo sapiens GN=PI4KA PE=1 SV=3;>tr|A8MTF1|A8MTF1_HUMAN Phosphatidylinositol 4-kinase alpha (Fragme7 2 2 2 236.83 2102 2102;2044;435;439;539;592;8540.002864 1.9429 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 159860 0 0 0 0 0 0 0 0

Q8WWZ3 Ectodysplasin-A receptor-associated adapter proteinEDARADD >sp|Q8WWZ3-2|EDAD_HUMAN Isoform B of Ectodysplasin-A receptor-associated adapter protein OS=Homo sapiens GN=EDARADD;>sp|Q8WWZ3|EDAD_HUMAN Ectodysplasin-A receptor-associated adapter protein OS=Homo sapiens GN=EDARADD PE=1 SV=32 1 1 1 23.689 205 205;215 0.000669 2.5131 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 128560 0 0 0 0 0 0 0 0

Q712K3 Ubiquitin-conjugating enzyme E2 R2UBE2R2 >sp|Q712K3|UB2R2_HUMAN Ubiquitin-conjugating enzyme E2 R2 OS=Homo sapiens GN=UBE2R2 PE=1 SV=11 1 1 1 27.166 238 238 0 3.1861 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95795 0 0 0 0 0 0 0 0

P57088 Transmembrane protein 33TMEM33 >tr|D6RAA6|D6RAA6_HUMAN Transmembrane protein 33 (Fragment) OS=Homo sapiens GN=TMEM33 PE=1 SV=1;>sp|P57088|TMM33_HUMAN Transmembrane protein 33 OS=Homo sapiens GN=TMEM33 PE=1 SV=23 3 3 3 25.223 222 222;247;155 0 110.73 0 0 0 0 3389100 8188100 4400200 4463200 0 0 7615100 23407000 0 3991300 0 14448000 0 3545100 3621600 0 0 0 0 0 4880500 7477100 3151400 0

Q9UH99 SUN domain-containing protein 2SUN2 >sp|Q9UH99|SUN2_HUMAN SUN domain-containing protein 2 OS=Homo sapiens GN=SUN2 PE=1 SV=3;>sp|Q9UH99-2|SUN2_HUMAN Isoform 2 of SUN domain-containing protein 2 OS=Homo sapiens GN=SUN2;>sp|Q9UH99-3|SUN2_HUMAN Isoform 3 of SUN domain-containing protein 2 OS=Hom8 6 6 6 80.31 717 717;738;713;198;101;110;144;2280 20.684 2275500 0 2547500 0 1561300 1259600 0 0 0 0 0 4156600 0 1592500 2957700 3956400 0 0 3421900 0 0 0 0 0 1720400 0 0 1811000

Q9NZW5 MAGUK p55 subfamily member 6MPP6 >tr|B8ZZG1|B8ZZG1_HUMAN MAGUK p55 subfamily member 6 OS=Homo sapiens GN=MPP6 PE=1 SV=1;>sp|Q9NZW5|MPP6_HUMAN MAGUK p55 subfamily member 6 OS=Homo sapiens GN=MPP6 PE=1 SV=213 6 6 6 48.757 428 428;540;307;541;552;569;576;413;541;552;569;576;5970 17.412 2222200 2581000 0 0 0 0 1872000 1559600 0 0 3256500 5941700 4339500 3707700 0 3121300 2387600 2937300 2655200 0 0 0 0 0 3084100 3491300 2182200 8664800

O75251 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial"NDUFS7 >tr|F5H5N1|F5H5N1_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial OS=Homo sapiens GN=NDUFS7 PE=1 SV=1;>tr|A0A087WXF6|A0A087WXF6_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial OS=Homo sapiens GN=NDUFS7 6 4 4 4 19.77 182 182;214;214;236;206;2130 16.318 0 0 0 0 748030 0 0 0 0 0 0 0 0 0 0 0 0 0 1847100 0 0 0 0 0 0 0 0 0

Q96I24 Far upstream element-binding protein 3FUBP3 >sp|Q96I24|FUBP3_HUMAN Far upstream element-binding protein 3 OS=Homo sapiens GN=FUBP3 PE=1 SV=22 8 7 7 61.64 572 572;261 0 31.346 1844700 0 0 0 1958300 2772000 1542500 1844300 0 0 1302100 0 0 0 2828000 0 0 0 1790100 0 0 0 1451800 0 0 2787100 0 0

Q9BWM7 Sideroflexin-3SFXN3 >tr|A0A0A0MS41|A0A0A0MS41_HUMAN Sideroflexin-3 OS=Homo sapiens GN=SFXN3 PE=4 SV=1;>sp|Q9BWM7|SFXN3_HUMAN Sideroflexin-3 OS=Homo sapiens GN=SFXN3 PE=1 SV=2;>tr|S4R3N9|S4R3N9_HUMAN Sideroflexin-3 OS=Homo sapiens GN=SFXN3 PE=1 SV=13 3 3 3 35.503 321 321;325;177 0 24.482 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2669500 2654000 0 0 1746000 0 0 0 0 0 0 0 0 0

Q9Y376 Calcium-binding protein 39CAB39 >sp|Q9Y376|CAB39_HUMAN Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1;>tr|A0A087X0K1|A0A087X0K1_HUMAN Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=12 5 5 5 39.869 341 341;339 0 16.489 0 836320 1725100 1682600 1522100 1906200 1516000 1484500 0 0 1782800 2373900 2314400 3071100 980760 1580900 1747500 1887100 1626400 0 0 0 0 0 2996400 3893500 3208300 0

O00560 Syntenin-1 SDCBP >sp|O00560-3|SDCB1_HUMAN Isoform 3 of Syntenin-1 OS=Homo sapiens GN=SDCBP;>sp|O00560|SDCB1_HUMAN Syntenin-1 OS=Homo sapiens GN=SDCBP PE=1 SV=1;>tr|B4DHN5|B4DHN5_HUMAN Syntenin-1 OS=Homo sapiens GN=SDCBP PE=1 SV=1;>tr|E9PBU7|E9PBU7_HUMAN Syntenin-1 OS=Homo 4 4 4 1 31.761 292 292;298;239;244 0 41.239 703980 0 0 0 1787700 1672200 0 0 0 0 1736300 2766700 594360 0 2484100 1445100 0 0 1493500 0 0 0 0 0 0 0 0 2147400

O95816 BAG family molecular chaperone regulator 2BAG2 >sp|O95816|BAG2_HUMAN BAG family molecular chaperone regulator 2 OS=Homo sapiens GN=BAG2 PE=1 SV=1;>sp|O95816-2|BAG2_HUMAN Isoform 2 of BAG family molecular chaperone regulator 2 OS=Homo sapiens GN=BAG22 3 3 3 23.772 211 211;178 0 15.377 0 0 0 0 0 2824700 0 1784400 0 0 2091400 3050300 0 0 0 0 1448100 1518000 1471400 0 0 0 0 0 0 0 0 0

Q9BVG4 Protein PBDC1PBDC1 >sp|Q9BVG4|PBDC1_HUMAN Protein PBDC1 OS=Homo sapiens GN=PBDC1 PE=1 SV=1;>tr|A6NDF3|A6NDF3_HUMAN Protein PBDC1 OS=Homo sapiens GN=PBDC1 PE=1 SV=22 4 4 4 26.056 233 233;232 0 4.2857 0 0 0 0 1639000 1393400 1854000 1829300 0 0 2411200 1372200 1158400 0 0 0 0 0 1343900 0 0 0 0 0 0 0 0 0

O43464 "Serine protease HTRA2, mitochondrial"HTRA2 >sp|O43464-2|HTRA2_HUMAN Isoform 2 of Serine protease HTRA2, mitochondrial OS=Homo sapiens GN=HTRA2;>sp|O43464-4|HTRA2_HUMAN Isoform 4 of Serine protease HTRA2, mitochondrial OS=Homo sapiens GN=HTRA2;>sp|O43464-3|HTRA2_HUMAN Isoform 3 of Serine protease HT4 2 2 2 38.493 361 361;377;436;458 0 10.568 0 1774500 0 0 0 0 0 0 0 0 0 704350 0 0 761920 805480 0 0 1318800 0 0 0 0 0 0 0 0 1175800

Q08554 Desmocollin-1DSC1;DSC3>sp|Q08554-2|DSC1_HUMAN Isoform 1B of Desmocollin-1 OS=Homo sapiens GN=DSC1;>tr|J3QRL9|J3QRL9_HUMAN Desmocollin-3 (Fragment) OS=Homo sapiens GN=DSC3 PE=4 SV=1;>sp|Q14574-2|DSC3_HUMAN Isoform 3B of Desmocollin-3 OS=Homo sapiens GN=DSC3;>sp|Q02487-2|DSC2_HUM5 2 2 2 93.834 840 840;214;839;847;8940.000341 2.7468 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 923990 0 0 0 0 0 0 0 0 0

P02792 Ferritin light chainFTL >sp|P02792|FRIL_HUMAN Ferritin light chain OS=Homo sapiens GN=FTL PE=1 SV=2;>tr|A0A087X1B9|A0A087X1B9_HUMAN Ferritin OS=Homo sapiens GN=FTL PE=1 SV=12 5 5 5 20.019 175 175;190 0 9.6536 0 1277300 1761100 0 1273200 1142700 1348500 1468500 0 0 668550 729660 0 1637600 842150 939270 0 0 839940 0 911380 0 1011100 0 1289500 1705600 0 0

Q8NE86 "Calcium uniporter protein, mitochondrial"MCU >tr|S4R468|S4R468_HUMAN Calcium uniporter protein, mitochondrial (Fragment) OS=Homo sapiens GN=MCU PE=4 SV=1;>sp|Q8NE86-3|MCU_HUMAN Isoform 3 of Calcium uniporter protein, mitochondrial OS=Homo sapiens GN=MCU;>sp|Q8NE86|MCU_HUMAN Calcium uniporter protein,5 2 2 2 18.97 167 167;302;351;281;3300 3.6363 668780 0 750630 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 614070 0 0 0 0 0 0 0 0 0

P51991 Heterogeneous nuclear ribonucleoprotein A3HNRNPA3 >sp|P51991-2|ROA3_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA31 15 1 1 37.029 356 356 0 3.6163 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 442490 0 0 0 0 0 0 0 0 0

Q9NRG7 Epimerase family protein SDR39U1SDR39U1 >sp|Q9NRG7-2|D39U1_HUMAN Isoform 2 of Epimerase family protein SDR39U1 OS=Homo sapiens GN=SDR39U1;>sp|Q9NRG7|D39U1_HUMAN Epimerase family protein SDR39U1 OS=Homo sapiens GN=SDR39U1 PE=1 SV=210 3 3 3 31.076 293 293;319;95;126;168;170;185;185;211;1980 4.2063 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 383280 0 0 0 0 0 0 0 0 0

Q8N4P3 "Guanosine-3,5-bis(diphosphate) 3-pyrophosphohydrolase MESH1"HDDC3 >tr|H0YNP9|H0YNP9_HUMAN Guanosine-3,5-bis(diphosphate) 3-pyrophosphohydrolase MESH1 OS=Homo sapiens GN=HDDC3 PE=1 SV=1;>sp|Q8N4P3-2|MESH1_HUMAN Isoform 2 of Guanosine-3,5-bis(diphosphate) 3-pyrophosphohydrolase MESH1 OS=Homo sapiens GN=HDDC3;>sp|Q8N44 5 5 5 15.956 143 143;140;179;152 0 69.289 0 526290 297800 0 820900 0 336360 0 0 0 828580 0 0 0 1340900 1639100 0 0 325760 0 0 0 0 0 978170 0 0 2533300

Q9NWU5 "39S ribosomal protein L22, mitochondrial"MRPL22 >tr|E7ESL0|E7ESL0_HUMAN 39S ribosomal protein L22, mitochondrial OS=Homo sapiens GN=MRPL22 PE=1 SV=1;>tr|J3KQY1|J3KQY1_HUMAN 39S ribosomal protein L22, mitochondrial OS=Homo sapiens GN=MRPL22 PE=1 SV=1;>sp|Q9NWU5-2|RM22_HUMAN Isoform 2 of 39S ribosomal pro5 1 1 1 24.325 212 212;232;120;126;2060.005331 1.7624 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 322150 0 0 0 0 0 0 0 0 0

Q13753 Laminin subunit gamma-2LAMC2 >sp|Q13753-2|LAMC2_HUMAN Isoform Short of Laminin subunit gamma-2 OS=Homo sapiens GN=LAMC2;>sp|Q13753|LAMC2_HUMAN Laminin subunit gamma-2 OS=Homo sapiens GN=LAMC2 PE=1 SV=22 2 2 2 121.6 1111 1111;1193 0 4.4947 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 83362 0 0 0 0 0 0 0 0 0

O00483 Cytochrome c oxidase subunit NDUFA4NDUFA4 >sp|O00483|NDUA4_HUMAN Cytochrome c oxidase subunit NDUFA4 OS=Homo sapiens GN=NDUFA4 PE=1 SV=11 2 2 2 9.3697 81 81 0 26.268 0 5152400 5502500 5513400 5799800 5103500 1232200 0 0 0 0 0 7180500 5653400 0 0 5016000 5369400 0 0 0 4614400 0 4524500 5079900 4520100 6154300 0

P13796 Plastin-2 LCP1 >sp|P13796|PLSL_HUMAN Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=63 7 5 5 70.288 627 627;196;246 0 45.308 0 997190 0 0 2650100 2283800 2590500 1989500 0 0 4940400 3044100 480350 0 1737700 0 0 1729400 0 0 0 0 0 0 0 0 1772700 1788000

O75223 Gamma-glutamylcyclotransferaseGGCT >tr|M0QZK8|M0QZK8_HUMAN Gamma-glutamylcyclotransferase OS=Homo sapiens GN=GGCT PE=1 SV=1;>sp|O75223|GGCT_HUMAN Gamma-glutamylcyclotransferase OS=Homo sapiens GN=GGCT PE=1 SV=1;>tr|H7BZK5|H7BZK5_HUMAN Gamma-glutamylcyclotransferase (Fragment) OS=Homo sapien5 2 2 2 11.578 103 103;188;119;166;940.000994 2.397 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1276200 0 0 0 0 0 0 0 0 0 0

Q9BXV9 Uncharacterized protein C14orf142C14orf142 >sp|Q9BXV9|CN142_HUMAN Uncharacterized protein C14orf142 OS=Homo sapiens GN=C14orf142 PE=1 SV=21 3 3 3 10.859 100 100 0 40.094 0 0 2063900 1628000 0 1319900 0 0 0 0 0 1704400 1460400 1755900 3320000 0 1381800 1153200 0 0 0 0 0 0 0 0 0 0

Q99436 Proteasome subunit beta type-7PSMB7 >sp|Q99436|PSB7_HUMAN Proteasome subunit beta type-7 OS=Homo sapiens GN=PSMB7 PE=1 SV=11 1 1 1 29.965 277 277 0 3.0774 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1089400 0 0 0 0 0 0 0 0 0 0

Q12860 Contactin-1CNTN1 >sp|Q12860-2|CNTN1_HUMAN Isoform 2 of Contactin-1 OS=Homo sapiens GN=CNTN1;>sp|Q12860|CNTN1_HUMAN Contactin-1 OS=Homo sapiens GN=CNTN1 PE=1 SV=1;>sp|Q12860-3|CNTN1_HUMAN Isoform 3 of Contactin-1 OS=Homo sapiens GN=CNTN13 2 2 2 111.87 1007 1007;1018;6270.001645 2.3058 0 811260 891190 0 0 0 0 0 0 0 0 0 744480 701980 0 0 0 868830 0 0 0 0 840890 970390 0 0 0 0

Q15404 Ras suppressor protein 1RSU1 >sp|Q15404-2|RSU1_HUMAN Isoform 2 of Ras suppressor protein 1 OS=Homo sapiens GN=RSU1;>sp|Q15404|RSU1_HUMAN Ras suppressor protein 1 OS=Homo sapiens GN=RSU1 PE=1 SV=32 3 3 3 25.545 224 224;277 0 10.781 0 0 0 0 0 0 1853200 0 0 0 10277000 3561700 0 0 0 2428100 0 859790 0 0 0 1072800 1318600 0 0 0 1578100 1135500

P49207 60S ribosomal protein L34RPL34 >sp|P49207|RL34_HUMAN 60S ribosomal protein L34 OS=Homo sapiens GN=RPL34 PE=1 SV=31 2 2 2 13.293 117 117 0.000343 2.8432 790900 0 0 0 5184500 0 0 0 0 0 0 0 571400 0 0 0 737260 697690 0 0 0 0 0 0 0 0 0 0

P35219 Carbonic anhydrase-related proteinCA8 >sp|P35219|CAH8_HUMAN Carbonic anhydrase-related protein OS=Homo sapiens GN=CA8 PE=1 SV=31 2 2 2 32.973 290 290 0 13.94 0 0 3495200 0 2378700 1239700 1341200 0 0 0 9466900 0 0 3549500 2232400 0 2046600 0 0 0 0 0 0 0 0 0 7929800 2826500

P40261 Nicotinamide N-methyltransferaseNNMT >sp|P40261|NNMT_HUMAN Nicotinamide N-methyltransferase OS=Homo sapiens GN=NNMT PE=1 SV=12 4 4 4 29.574 264 264;69 0 7.4026 972460 1234200 773600 689530 891680 0 945410 942820 0 0 673860 900900 507210 633970 579620 775320 1470700 0 0 0 1633800 993840 804340 1131800 1465900 1262200 644880 661620

Q9Y3A5 Ribosome maturation protein SBDSSBDS >tr|A0A087X020|A0A087X020_HUMAN Ribosome maturation protein SBDS OS=Homo sapiens GN=SBDS PE=1 SV=1;>sp|Q9Y3A5|SBDS_HUMAN Ribosome maturation protein SBDS OS=Homo sapiens GN=SBDS PE=1 SV=43 3 3 3 28.864 250 250;250;86 0 43.762 1615400 1419300 1285700 1272300 1318100 0 1857600 1570000 0 0 1302400 0 0 0 0 1308500 1048800 0 0 0 1466600 0 0 2938800 1838200 0 1859800 0

O43670 BUB3-interacting and GLEBS motif-containing protein ZNF207ZNF207 >tr|J3QRS9|J3QRS9_HUMAN BUB3-interacting and GLEBS motif-containing protein ZNF207 OS=Homo sapiens GN=ZNF207 PE=1 SV=1;>tr|X6R4W8|X6R4W8_HUMAN BUB3-interacting and GLEBS motif-containing protein ZNF207 OS=Homo sapiens GN=ZNF207 PE=1 SV=1;>sp|O43670-2|ZN20712 2 2 2 52.541 493 493;497;463;478;494;46;74;93;96;198;341;3950 6.6715 2133100 1226200 1886500 1198200 1295700 1291800 2085500 1426200 0 0 1367000 1223300 1042200 1042700 0 731470 947050 0 0 0 0 0 1250700 1296100 2191500 2166300 1876400 1980500

Q15121 Astrocytic phosphoprotein PEA-15PEA15 >tr|B1AKZ5|B1AKZ5_HUMAN Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 SV=1;>sp|Q15121|PEA15_HUMAN Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 SV=2;>sp|Q15121-2|PEA15_HUMAN Isoform 2 of Astrocytic phosphoprotein PEA-15 OS3 1 1 1 12.53 108 108;130;1510.000678 2.69 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 892270 0 0 0 0 0 0 0 0 0 0 0

O76041-2 >sp|O76041-2|NEBL_HUMAN Isoform 2 of Nebulette OS=Homo sapiens GN=NEBL1 1 1 1 31.196 270 270 0 10.574 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 512120 0 0 0 0 0 0 0 0 0 0 0

Q9NUL5 UPF0515 protein C19orf66C19orf66 >tr|K7EML3|K7EML3_HUMAN UPF0515 protein C19orf66 (Fragment) OS=Homo sapiens GN=C19orf66 PE=4 SV=1;>sp|Q9NUL5-3|CS066_HUMAN Isoform 3 of UPF0515 protein C19orf66 OS=Homo sapiens GN=C19orf66;>sp|Q9NUL5-2|CS066_HUMAN Isoform 2 of UPF0515 protein C19orf66 OS=H5 1 1 1 8.1251 71 71;163;240;255;2910 8.2592 249470 0 489130 0 234210 0 0 0 0 0 0 0 0 0 0 0 273090 0 0 0 0 0 0 0 0 0 375910 1308500

O75934 Pre-mRNA-splicing factor SPF27BCAS2 >sp|O75934|SPF27_HUMAN Pre-mRNA-splicing factor SPF27 OS=Homo sapiens GN=BCAS2 PE=1 SV=11 2 2 2 26.131 225 225 0 10.179 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 244240 0 0 0 0 0 0 0 0 0 0 0

Q5VZF2 Muscleblind-like protein 2;Muscleblind-like protein 1MBLL;MBNL2;MBNL1>tr|O95205|O95205_HUMAN Muscleblind-like 2 (Drosophila), isoform CRA_b OS=Homo sapiens GN=MBLL PE=2 SV=1;>sp|Q5VZF2-3|MBNL2_HUMAN Isoform 3 of Muscleblind-like protein 2 OS=Homo sapiens GN=MBNL2;>sp|Q5VZF2-2|MBNL2_HUMAN Isoform 2 of Muscleblind-like protei14 2 2 2 28.14 255 255;361;367;373;329;348;400;302;314;340;342;370;382;3880.002873 1.9539 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 170370 0 0 0 0 0 0 0 0 0 0 0

Q562R1 Beta-actin-like protein 2ACTBL2 >sp|Q562R1|ACTBL_HUMAN Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=21 7 1 1 42.003 376 376 0 3.744 0 0 0 0 2743600 0 0 0 0 0 29253000 0 0 0 3.19E+08 36944000 0 0 0 0 0 0 5.88E+08 3.8E+08 34127000 18539000 49629000 50400000

Q07812 Apoptosis regulator BAXBAX >sp|Q07812-5|BAX_HUMAN Isoform Epsilon of Apoptosis regulator BAX OS=Homo sapiens GN=BAX;>sp|Q07812-7|BAX_HUMAN Isoform Psi of Apoptosis regulator BAX OS=Homo sapiens GN=BAX;>sp|Q07812-8|BAX_HUMAN Isoform Sigma of Apoptosis regulator BAX OS=Homo sapiens GN6 2 2 2 18.129 164 164;173;179;192;218;1750 42.173 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5644500 0 0 0 0

Q96BM9 ADP-ribosylation factor-like protein 8AARL8A >sp|Q96BM9|ARL8A_HUMAN ADP-ribosylation factor-like protein 8A OS=Homo sapiens GN=ARL8A PE=1 SV=12 3 2 2 21.416 186 186;147 0 11.244 0 0 0 0 0 481770 602930 712980 0 0 863140 0 0 0 0 0 0 0 0 0 0 0 3901500 4527900 0 637120 0 0

Q9Y4W6 AFG3-like protein 2AFG3L2 >sp|Q9Y4W6|AFG32_HUMAN AFG3-like protein 2 OS=Homo sapiens GN=AFG3L2 PE=1 SV=23 12 12 11 88.583 797 797;209;1114 0 90.434 2496300 3352200 1504800 2722800 2213600 3321400 2640700 1567300 0 0 8864200 8060700 2405500 3650200 10391000 8358900 0 0 0 0 2179200 0 3561300 3718800 4297900 2693100 6521400 6714200

P29692-2 Elongation factor 1-deltaEEF1D >tr|E9PK06|E9PK06_HUMAN Elongation factor 1-delta (Fragment) OS=Homo sapiens GN=EEF1D PE=1 SV=31 3 1 1 15.327 140 140 0.001632 2.2036 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3358500 0 0 0 0

Q969Z3 Mitochondrial amidoxime reducing component 2MARC2 >sp|Q969Z3|MARC2_HUMAN Mitochondrial amidoxime reducing component 2 OS=Homo sapiens GN=MARC2 PE=1 SV=1;>sp|Q969Z3-2|MARC2_HUMAN Isoform 2 of Mitochondrial amidoxime reducing component 2 OS=Homo sapiens GN=MARC26 3 3 3 38.023 335 335;257;94;172;337;3540 24.886 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1593200 0 2785400 2886400 0 0 0 0

J3QRG4 KPNB1 >tr|J3QRG4|J3QRG4_HUMAN Importin subunit beta-1 (Fragment) OS=Homo sapiens GN=KPNB1 PE=1 SV=11 3 1 1 6.6815 60 60 0.006839 1.6911 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2341600 0 0 0 0

Q9Y6M9 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9NDUFB9 >tr|E9PH64|E9PH64_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9 OS=Homo sapiens GN=NDUFB9 PE=1 SV=1;>sp|Q9Y6M9|NDUB9_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9 OS=Homo sapiens GN=NDUFB9 PE=1 SV=3;>tr|E7EWZ0|E7EWZ04 4 4 4 20.383 168 168;179;178;221 0 31.175 0 0 0 0 0 1087700 0 0 0 0 0 0 0 0 2487200 5616100 0 0 0 0 0 0 2480200 2187000 0 977610 10948000 3089400

O75400 Pre-mRNA-processing factor 40 homolog APRPF40A >sp|O75400-2|PR40A_HUMAN Isoform 2 of Pre-mRNA-processing factor 40 homolog A OS=Homo sapiens GN=PRPF40A;>sp|O75400-3|PR40A_HUMAN Isoform 3 of Pre-mRNA-processing factor 40 homolog A OS=Homo sapiens GN=PRPF40A;>sp|O75400|PR40A_HUMAN Pre-mRNA-processing fac3 2 2 2 105.93 930 930;939;957 0 6.2403 1087200 0 2336100 1744000 1860500 1376400 1791100 1503100 0 0 0 0 0 1175900 0 1456900 0 0 0 0 2196400 0 2218900 2082000 0 0 851920 0

P37268 Squalene synthaseFDFT1 >tr|E9PNM1|E9PNM1_HUMAN Squalene synthase OS=Homo sapiens GN=FDFT1 PE=1 SV=1;>sp|P37268-5|FDFT_HUMAN Isoform 5 of Squalene synthase OS=Homo sapiens GN=FDFT1;>sp|P37268|FDFT_HUMAN Squalene synthase OS=Homo sapiens GN=FDFT1 PE=1 SV=1;>sp|P37268-4|FDFT_HUMAN 10 4 4 4 47.285 410 410;374;417;306;332;353;45;51;67;1500 53.188 1005500 0 0 961840 827680 677930 1275500 848020 0 0 1858700 2357600 1649900 1813600 2923700 2599400 0 0 0 0 0 0 1999500 1997300 1120800 0 1977500 2628900

Q16643 Drebrin DBN1 >sp|Q16643|DREB_HUMAN Drebrin OS=Homo sapiens GN=DBN1 PE=1 SV=4;>sp|Q16643-2|DREB_HUMAN Isoform 2 of Drebrin OS=Homo sapiens GN=DBN1;>sp|Q16643-3|DREB_HUMAN Isoform 3 of Drebrin OS=Homo sapiens GN=DBN1;>tr|D6RFI1|D6RFI1_HUMAN Drebrin (Fragment) OS=Homo sap7 4 4 4 71.428 649 649;651;695;124;317;391;930 26.518 0 0 0 0 0 1451800 1648400 1417600 0 0 1385100 2081400 840430 0 1145300 1160700 0 0 0 0 0 0 0 1881700 0 0 1254400 0

P24043 Laminin subunit alpha-2LAMA2 >tr|A0A087WYF1|A0A087WYF1_HUMAN Laminin subunit alpha-2 OS=Homo sapiens GN=LAMA2 PE=4 SV=1;>tr|A0A087WX80|A0A087WX80_HUMAN Laminin subunit alpha-2 OS=Homo sapiens GN=LAMA2 PE=4 SV=1;>sp|P24043|LAMA2_HUMAN Laminin subunit alpha-2 OS=Homo sapiens GN=LAMA2 PE3 14 14 14 343.41 3118 3118;3121;3122 0 144.01 0 0 0 0 1032600 1408500 1562300 2293800 0 0 4491800 4328600 0 0 14074000 10748000 0 0 0 0 0 0 0 1848300 3189700 1168500 5678000 3782600

Q99459 Cell division cycle 5-like proteinCDC5L >sp|Q99459|CDC5L_HUMAN Cell division cycle 5-like protein OS=Homo sapiens GN=CDC5L PE=1 SV=21 6 6 6 92.25 802 802 0 25.854 0 1031000 1585800 1100800 2699000 1347900 2108300 1783300 0 0 5121600 6575900 1724400 733960 2480000 1729900 0 0 0 0 0 0 0 1584400 0 0 1582500 3292900

Q5HYI8 Rab-like protein 3RABL3 >sp|Q5HYI8|RABL3_HUMAN Rab-like protein 3 OS=Homo sapiens GN=RABL3 PE=1 SV=1;>tr|H7C533|H7C533_HUMAN Rab-like protein 3 (Fragment) OS=Homo sapiens GN=RABL3 PE=1 SV=1;>tr|F8WAX9|F8WAX9_HUMAN Rab-like protein 3 OS=Homo sapiens GN=RABL3 PE=1 SV=1;>tr|F8WF50|F6 2 2 2 26.422 236 236;53;53;129;135;2120.002257 2.0461 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1774300 1532800 0 0 0 0

Q6UXV4 MICOS complex subunit MIC27APOOL >tr|A0A087WUX8|A0A087WUX8_HUMAN MICOS complex subunit MIC27 OS=Homo sapiens GN=APOOL PE=1 SV=1;>tr|A0A087WYF7|A0A087WYF7_HUMAN MICOS complex subunit MIC27 OS=Homo sapiens GN=APOOL PE=1 SV=1;>sp|Q6UXV4|MIC27_HUMAN MICOS complex subunit MIC27 OS=Homo sapiens3 3 3 3 28.761 263 263;268;268 0 6.9379 0 1225000 1046100 0 0 0 0 0 0 0 1222900 897640 0 0 0 0 0 0 0 0 0 0 1565100 1375000 0 0 0 0

Q8N3V7 SynaptopodinSYNPO >sp|Q8N3V7-3|SYNPO_HUMAN Isoform 3 of Synaptopodin OS=Homo sapiens GN=SYNPO;>sp|Q8N3V7-2|SYNPO_HUMAN Isoform 2 of Synaptopodin OS=Homo sapiens GN=SYNPO;>sp|Q8N3V7|SYNPO_HUMAN Synaptopodin OS=Homo sapiens GN=SYNPO PE=1 SV=23 2 2 2 73.666 685 685;903;929 0 94.566 0 1286100 1580900 0 1400500 0 0 1427800 0 0 0 1695500 2619000 1643600 0 0 0 0 0 0 0 0 0 1359500 0 0 2121400 1842700

P43121 Cell surface glycoprotein MUC18MCAM >sp|P43121|MUC18_HUMAN Cell surface glycoprotein MUC18 OS=Homo sapiens GN=MCAM PE=1 SV=2;>sp|P43121-2|MUC18_HUMAN Isoform 2 of Cell surface glycoprotein MUC18 OS=Homo sapiens GN=MCAM2 2 2 2 71.607 646 646;527 0 4.1524 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1307900 0 0 0 0

P02794 "Ferritin;Ferritin heavy chain;Ferritin heavy chain, N-terminally processed"FTH1 >tr|E9PPQ4|E9PPQ4_HUMAN Ferritin (Fragment) OS=Homo sapiens GN=FTH1 PE=1 SV=1;>tr|G3V1D1|G3V1D1_HUMAN Ferritin OS=Homo sapiens GN=FTH1 PE=1 SV=1;>tr|G3V192|G3V192_HUMAN Ferritin OS=Homo sapiens GN=FTH1 PE=1 SV=1;>sp|P02794|FRIH_HUMAN Ferritin heavy chain O6 2 2 2 6.6635 58 58;113;153;183;95;1140 4.0772 1323100 1368300 1228300 0 1400100 1202400 1729700 0 0 0 898750 1112600 0 1053700 594490 667370 0 0 0 0 0 0 1161600 1302300 1381200 0 0 0

Q9BZF1 Oxysterol-binding protein-related protein 8;Oxysterol-binding proteinOSBPL8 >sp|Q9BZF1-3|OSBL8_HUMAN Isoform 3 of Oxysterol-binding protein-related protein 8 OS=Homo sapiens GN=OSBPL8;>sp|Q9BZF1-2|OSBL8_HUMAN Isoform 2 of Oxysterol-binding protein-related protein 8 OS=Homo sapiens GN=OSBPL8;>sp|Q9BZF1|OSBL8_HUMAN Oxysterol-binding8 5 5 5 96.955 847 847;874;889;721;695;76;111;1570 42.032 904050 964390 1115700 1286700 0 0 0 661900 0 0 707530 1383100 1199400 0 1606500 1087100 0 0 0 0 0 0 1205000 1215700 668720 686270 0 0

P62834 Ras-related protein Rap-1ARAP1A >sp|P62834|RAP1A_HUMAN Ras-related protein Rap-1A OS=Homo sapiens GN=RAP1A PE=1 SV=1;>tr|A0A075B6Q0|A0A075B6Q0_HUMAN Ras-related protein Rap-1A (Fragment) OS=Homo sapiens GN=RAP1A PE=1 SV=12 10 2 2 20.987 184 184;129 0 6.7611 0 995550 0 0 0 0 0 0 0 0 655820 0 0 0 1175800 2038100 0 0 0 0 0 0 0 1140600 0 0 0 0

P49770 Translation initiation factor eIF-2B subunit betaEIF2B2 >sp|P49770|EI2BB_HUMAN Translation initiation factor eIF-2B subunit beta OS=Homo sapiens GN=EIF2B2 PE=1 SV=3;>tr|H0YJJ8|H0YJJ8_HUMAN Translation initiation factor eIF-2B subunit beta (Fragment) OS=Homo sapiens GN=EIF2B2 PE=1 SV=1;>tr|G3V5E5|G3V5E5_HUMAN Tr3 2 2 2 38.989 351 351;200;206 0 6.4479 1058700 1563600 919220 1009800 1075000 0 0 0 0 0 0 0 0 0 844700 2958200 0 0 0 0 0 0 0 1120300 854840 1394100 0 0

O95810 Serum deprivation-response proteinSDPR >sp|O95810|SDPR_HUMAN Serum deprivation-response protein OS=Homo sapiens GN=SDPR PE=1 SV=31 2 2 2 47.173 425 425 0 6.096 283110 288240 323410 0 266300 294340 0 0 0 0 509410 403010 0 0 534760 711800 0 0 0 0 0 0 1067200 1040600 219960 0 0 356320

Q9H3H3 UPF0696 protein C11orf68C11orf68 >sp|Q9H3H3|CK068_HUMAN UPF0696 protein C11orf68 OS=Homo sapiens GN=C11orf68 PE=1 SV=2;>sp|Q9H3H3-2|CK068_HUMAN Isoform 2 of UPF0696 protein C11orf68 OS=Homo sapiens GN=C11orf68;>sp|Q9H3H3-3|CK068_HUMAN Isoform 3 of UPF0696 protein C11orf68 OS=Homo sapiens 3 1 1 1 27.354 251 251;292;2930.001644 2.2904 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1003800 0 0 0 0

P13591 Neural cell adhesion molecule 1NCAM1 >tr|H7BYX6|H7BYX6_HUMAN Neural cell adhesion molecule 1 OS=Homo sapiens GN=NCAM1 PE=4 SV=2;>tr|A0A087WTE4|A0A087WTE4_HUMAN Neural cell adhesion molecule 1 OS=Homo sapiens GN=NCAM1 PE=4 SV=1;>tr|A0A087WTF6|A0A087WTF6_HUMAN Neural cell adhesion molecule 1 OS15 2 2 2 80.282 725 725;761;848;858;884;884;665;726;761;848;858;229;305;372;3640.000343 2.8644 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 956130 0 0 0 0

Q969X1 Protein lifeguard 3TMBIM1 >tr|C9JAP5|C9JAP5_HUMAN Protein lifeguard 3 (Fragment) OS=Homo sapiens GN=TMBIM1 PE=1 SV=3;>tr|C9JEN3|C9JEN3_HUMAN Protein lifeguard 3 (Fragment) OS=Homo sapiens GN=TMBIM1 PE=1 SV=1;>tr|C9IYT2|C9IYT2_HUMAN Protein lifeguard 3 (Fragment) OS=Homo sapiens GN=9 1 1 1 9.7926 92 92;106;107;140;151;167;171;215;3110.000674 2.6171 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 948540 0 0 0 0

O14548 "Cytochrome c oxidase subunit 7A-related protein, mitochondrial"COX7A2L >tr|E5RJZ1|E5RJZ1_HUMAN Cytochrome c oxidase subunit 7A-related protein, mitochondrial OS=Homo sapiens GN=COX7A2L PE=1 SV=1;>tr|H0YBD2|H0YBD2_HUMAN Cytochrome c oxidase subunit 7A-related protein, mitochondrial (Fragment) OS=Homo sapiens GN=COX7A2L PE=1 SV3 1 1 1 8.8399 79 79;95;114 0.007401 1.6038 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 866390 0 0 0 0

Q9BVK2 "Probable dolichyl pyrophosphate Glc1Man9GlcNAc2 alpha-1,3-glucosyltransferase"ALG8 >tr|H0YDQ1|H0YDQ1_HUMAN Probable dolichyl pyrophosphate Glc1Man9GlcNAc2 alpha-1,3-glucosyltransferase (Fragment) OS=Homo sapiens GN=ALG8 PE=4 SV=1;>tr|H0YDD3|H0YDD3_HUMAN Probable dolichyl pyrophosphate Glc1Man9GlcNAc2 alpha-1,3-glucosyltransferase (Fragme4 1 1 1 9.6744 87 87;226;467;5260.00944 1.4882 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 828080 0 0 0 0

P01116 "GTPase KRas;GTPase KRas, N-terminally processed;GTPase HRas;GTPase HRas, N-terminally processed;GTPase NRas"KRAS >sp|P01116-2|RASK_HUMAN Isoform 2B of GTPase KRas OS=Homo sapiens GN=KRAS;>sp|P01116|RASK_HUMAN GTPase KRas OS=Homo sapiens GN=KRAS PE=1 SV=1;>sp|P01112-2|RASH_HUMAN Isoform 2 of GTPase HRas OS=Homo sapiens GN=HRAS;>sp|P01112|RASH_HUMAN GTPase HRas OS=Homo7 3 3 3 21.424 188 188;189;170;189;189;43;750 5.7056 739880 0 0 0 909350 0 0 0 0 0 1193400 1068300 854300 0 1829700 1087700 0 0 0 0 0 1259300 2022200 725480 0 0 1051300 971930

Q9H479 Fructosamine-3-kinaseFN3K >sp|Q9H479|FN3K_HUMAN Fructosamine-3-kinase OS=Homo sapiens GN=FN3K PE=1 SV=11 2 2 2 35.171 309 309 0.000346 2.9698 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 483420 0 0 0 0



O95232 Luc7-like protein 3LUC7L3 >tr|J3KPP4|J3KPP4_HUMAN Cisplatin resistance-associated overexpressed protein, isoform CRA_b OS=Homo sapiens GN=LUC7L3 PE=1 SV=1;>sp|O95232|LC7L3_HUMAN Luc7-like protein 3 OS=Homo sapiens GN=LUC7L3 PE=1 SV=2;>tr|D6RHH0|D6RHH0_HUMAN Luc7-like protein 3 (Fra5 2 2 2 58.22 489 489;432;36;47;184 0 5.0664 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 471870 0 0 0 0

Q06136 3-ketodihydrosphingosine reductaseKDSR >tr|K7ERC8|K7ERC8_HUMAN 3-ketodihydrosphingosine reductase (Fragment) OS=Homo sapiens GN=KDSR PE=3 SV=1;>sp|Q06136-2|KDSR_HUMAN Isoform 2 of 3-ketodihydrosphingosine reductase OS=Homo sapiens GN=KDSR;>sp|Q06136|KDSR_HUMAN 3-ketodihydrosphingosine reductase3 1 1 1 22.62 203 203;268;332 0.00165 2.3387 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 411780 0 0 0 0

Q12965 Unconventional myosin-Ie;Unconventional myosin-IfMYO1E >sp|Q12965|MYO1E_HUMAN Unconventional myosin-Ie OS=Homo sapiens GN=MYO1E PE=1 SV=2;>tr|H0YLE5|H0YLE5_HUMAN Unconventional myosin-Ie (Fragment) OS=Homo sapiens GN=MYO1E PE=1 SV=1;>sp|O00160|MYO1F_HUMAN Unconventional myosin-If OS=Homo sapiens GN=MYO1F PE=1 3 2 2 2 127.06 1108 1108;187;1098 0 11.415 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 382490 0 0 0 0

Q9H082 Ras-related protein Rab-33BRAB33B >sp|Q9H082|RB33B_HUMAN Ras-related protein Rab-33B OS=Homo sapiens GN=RAB33B PE=1 SV=11 1 1 1 25.717 229 229 0 3.0033 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 356510 0 0 0 0

O60476 "Mannosyl-oligosaccharide 1,2-alpha-mannosidase IB"MAN1A2 >sp|O60476|MA1A2_HUMAN Mannosyl-oligosaccharide 1,2-alpha-mannosidase IB OS=Homo sapiens GN=MAN1A2 PE=1 SV=11 2 2 2 73.003 641 641 0.000343 2.822 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 303040 0 0 0 0

Q03468 DNA excision repair protein ERCC-6ERCC6 >tr|D6R9X7|D6R9X7_HUMAN DNA excision repair protein ERCC-6 (Fragment) OS=Homo sapiens GN=ERCC6 PE=4 SV=1;>tr|E7EV46|E7EV46_HUMAN Protein ERCC6-PGBD3 OS=Homo sapiens GN=ERCC6-PGBD3 PE=4 SV=1;>sp|Q03468|ERCC6_HUMAN DNA excision repair protein ERCC-6 OS=Homo 3 1 1 1 19.601 179 179;1061;1493 0 3.9471 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 292910 0 0 0 0

Q9UBI1 COMM domain-containing protein 3COMMD3-BMI1;COMMD3>tr|R4GN54|R4GN54_HUMAN Protein COMMD3-BMI1 (Fragment) OS=Homo sapiens GN=COMMD3-BMI1 PE=4 SV=1;>tr|R4GMW6|R4GMW6_HUMAN Protein COMMD3-BMI1 (Fragment) OS=Homo sapiens GN=COMMD3-BMI1 PE=4 SV=1;>tr|H0Y4W0|H0Y4W0_HUMAN COMM domain-containing protein 3 (Fragme6 1 1 1 12.218 110 110;159;163;177;469;1950 14.915 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 291960 0 0 0 0

Q8IXK0 Polyhomeotic-like protein 2;Polyhomeotic-like protein 3PHC3 >tr|H7C528|H7C528_HUMAN Polyhomeotic-like protein 3 (Fragment) OS=Homo sapiens GN=PHC3 PE=4 SV=1;>tr|B3KPJ4|B3KPJ4_HUMAN Polyhomeotic-like protein 2 OS=Homo sapiens GN=PHC2 PE=1 SV=1;>tr|A0A0A0MSI2|A0A0A0MSI2_HUMAN Polyhomeotic-like protein 2 OS=Homo sapie10 1 1 1 18.267 161 161;464;830;323;829;858;859;964;983;9950 6.5619 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 275280 0 0 0 0

Q9Y5A9 YTH domain-containing family protein 2YTHDF2 >tr|S4R3J8|S4R3J8_HUMAN YTH domain-containing family protein 2 (Fragment) OS=Homo sapiens GN=YTHDF2 PE=1 SV=1;>tr|S4R3V3|S4R3V3_HUMAN YTH domain-containing family protein 2 (Fragment) OS=Homo sapiens GN=YTHDF2 PE=1 SV=1;>tr|A0A087WXZ3|A0A087WXZ3_HUMAN YTH 4 1 1 1 21.034 200 200;241;569;579 0 3.2644 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 244520 0 0 0 0

P39748 Flap endonuclease 1FEN1 >tr|I3L3E9|I3L3E9_HUMAN Flap endonuclease 1 (Fragment) OS=Homo sapiens GN=FEN1 PE=1 SV=1;>sp|P39748-2|FEN1_HUMAN Isoform FENMIT of Flap endonuclease 1 OS=Homo sapiens GN=FEN1;>sp|P39748|FEN1_HUMAN Flap endonuclease 1 OS=Homo sapiens GN=FEN1 PE=1 SV=13 1 1 1 17.799 154 154;316;380 0 4.5818 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 223590 0 0 0 0

Q00059 "Transcription factor A, mitochondrial"TFAM >tr|H7BYN3|H7BYN3_HUMAN Transcription factor A, mitochondrial (Fragment) OS=Homo sapiens GN=TFAM PE=1 SV=1;>sp|Q00059-2|TFAM_HUMAN Isoform 2 of Transcription factor A, mitochondrial OS=Homo sapiens GN=TFAM;>sp|Q00059|TFAM_HUMAN Transcription factor A, mito3 1 1 1 25.567 219 219;214;246 0 4.4987 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 210690 0 0 0 0

Q9Y6A9 Signal peptidase complex subunit 1SPCS1 >tr|C9JBL1|C9JBL1_HUMAN Signal peptidase complex subunit 1 OS=Homo sapiens GN=SPCS1 PE=1 SV=1;>tr|X6R2S6|X6R2S6_HUMAN Signal peptidase complex subunit 1 OS=Homo sapiens GN=SPCS1 PE=1 SV=1;>sp|Q9Y6A9|SPCS1_HUMAN Signal peptidase complex subunit 1 OS=Homo sa3 1 1 1 9.2748 80 80;169;102 0.006813 1.6465 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207730 0 0 0 0

H0YKX9 Annexin ANXA2 >tr|H0YKX9|H0YKX9_HUMAN Annexin (Fragment) OS=Homo sapiens GN=ANXA2 PE=1 SV=11 15 1 1 14.556 134 134 0 3.3074 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 43770 0 0 0 0

P08727 "Keratin, type I cytoskeletal 19"KRT19 >sp|P08727|K1C19_HUMAN Keratin, type I cytoskeletal 19 OS=Homo sapiens GN=KRT19 PE=1 SV=4;>tr|C9JM50|C9JM50_HUMAN Keratin, type I cytoskeletal 19 (Fragment) OS=Homo sapiens GN=KRT19 PE=1 SV=12 22 1 1 44.105 400 400;196 0 52.675 0 0 0 0 0 0 0 0 0 0 25564000 16216000 0 0 0 0 0 0 0 0 0 0 9554400 0 0 0 0 0

Q71UM5 40S ribosomal protein S27;40S ribosomal protein S27-likeRPS27L >tr|H0YMV8|H0YMV8_HUMAN 40S ribosomal protein S27 OS=Homo sapiens GN=RPS27L PE=1 SV=1;>sp|Q71UM5|RS27L_HUMAN 40S ribosomal protein S27-like OS=Homo sapiens GN=RPS27L PE=1 SV=3;>tr|C9JLI6|C9JLI6_HUMAN 40S ribosomal protein S27 OS=Homo sapiens GN=RPS27L PE=14 4 2 2 11.345 100 100;84;97;52 0 3.5053 1231300 0 0 0 1183200 0 1473400 2389800 0 0 632770 0 986690 0 0 812620 0 0 0 0 0 2527600 2171100 0 0 0 1200500 0

Q13277 Syntaxin-3 STX3 >tr|F8W9Y0|F8W9Y0_HUMAN Syntaxin-3 OS=Homo sapiens GN=STX3 PE=1 SV=1;>sp|Q13277-2|STX3_HUMAN Isoform B of Syntaxin-3 OS=Homo sapiens GN=STX3;>sp|Q13277-3|STX3_HUMAN Isoform 3 of Syntaxin-3 OS=Homo sapiens GN=STX3;>sp|Q13277|STX3_HUMAN Syntaxin-3 OS=Homo sa4 2 2 2 29.636 258 258;252;277;289 0 3.2125 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1578900 0 0 0 0 0

Q5JR01 EEF1A1 >tr|Q5JR01|Q5JR01_HUMAN Elongation factor 1-alpha 1 (Fragment) OS=Homo sapiens GN=EEF1A1 PE=4 SV=11 5 1 1 15.936 145 145 0.001646 2.314 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1476600 0 0 0 0 0

Q9BYD1 "39S ribosomal protein L13, mitochondrial"MRPL13 >tr|E5RJI7|E5RJI7_HUMAN 39S ribosomal protein L13, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL13 PE=1 SV=3;>sp|Q9BYD1|RM13_HUMAN 39S ribosomal protein L13, mitochondrial OS=Homo sapiens GN=MRPL13 PE=1 SV=1;>tr|H0YAX3|H0YAX3_HUMAN 39S ribosomal protein3 2 2 2 17.076 148 148;178;47 0 6.2811 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1230000 0 0 0 0 0

O75569 Interferon-inducible double-stranded RNA-dependent protein kinase activator APRKRA >sp|O75569-3|PRKRA_HUMAN Isoform 3 of Interferon-inducible double-stranded RNA-dependent protein kinase activator A OS=Homo sapiens GN=PRKRA;>sp|O75569-2|PRKRA_HUMAN Isoform 2 of Interferon-inducible double-stranded RNA-dependent protein kinase activator A6 6 6 6 31.635 288 288;302;313;95;105;1090 36.964 623920 577380 0 0 0 0 566070 0 0 0 0 0 0 0 0 0 0 0 0 0 4419600 1716200 1089200 0 0 0 0 0

P07288 Prostate-specific antigenKLK3 >tr|M0QZF9|M0QZF9_HUMAN Prostate-specific antigen (Fragment) OS=Homo sapiens GN=KLK3 PE=3 SV=1;>tr|M0R1Z7|M0R1Z7_HUMAN Prostate-specific antigen (Fragment) OS=Homo sapiens GN=KLK3 PE=3 SV=3;>tr|M0R294|M0R294_HUMAN Kallikrein 3, (Prostate specific antigen),8 1 1 1 19.09 172 172;173;195;262;218;227;238;2610.005639 1.7493 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1021300 0 0 0 0 0

Q8IYS1 Peptidase M20 domain-containing protein 2PM20D2 >sp|Q8IYS1|P20D2_HUMAN Peptidase M20 domain-containing protein 2 OS=Homo sapiens GN=PM20D2 PE=1 SV=21 1 1 1 47.776 436 436 0.001647 2.3253 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 819270 0 0 0 0 0

P35610 Sterol O-acyltransferase 1SOAT1 >sp|P35610-3|SOAT1_HUMAN Isoform 3 of Sterol O-acyltransferase 1 OS=Homo sapiens GN=SOAT1;>sp|P35610-2|SOAT1_HUMAN Isoform 2 of Sterol O-acyltransferase 1 OS=Homo sapiens GN=SOAT1;>sp|P35610|SOAT1_HUMAN Sterol O-acyltransferase 1 OS=Homo sapiens GN=SOAT1 P3 1 1 1 57.237 485 485;492;5500.006231 1.712 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 699310 0 0 0 0 0

P23258 Tubulin gamma chain;Tubulin gamma-2 chain;Tubulin gamma-1 chainTUBG1 >tr|K7EKE5|K7EKE5_HUMAN Tubulin gamma-1 chain OS=Homo sapiens GN=TUBG1 PE=4 SV=1;>tr|K7EIS0|K7EIS0_HUMAN Tubulin gamma chain (Fragment) OS=Homo sapiens GN=TUBG1 PE=3 SV=1;>sp|Q9NRH3|TBG2_HUMAN Tubulin gamma-2 chain OS=Homo sapiens GN=TUBG2 PE=1 SV=1;>sp|P24 1 1 1 15.173 135 135;265;451;451 0 4.9928 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 492480 0 0 0 0 0

Q5VTR2 E3 ubiquitin-protein ligase BRE1ARNF20 >sp|Q5VTR2|BRE1A_HUMAN E3 ubiquitin-protein ligase BRE1A OS=Homo sapiens GN=RNF20 PE=1 SV=21 2 2 2 113.66 975 975 0 4.7494 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 414180 0 0 0 0 0

O14618 Superoxide dismutase [Cu-Zn];Copper chaperone for superoxide dismutaseCCS >tr|E9PP76|E9PP76_HUMAN Superoxide dismutase [Cu-Zn] (Fragment) OS=Homo sapiens GN=CCS PE=1 SV=1;>tr|J3KNF4|J3KNF4_HUMAN Copper chaperone for superoxide dismutase OS=Homo sapiens GN=CCS PE=1 SV=1;>sp|O14618|CCS_HUMAN Copper chaperone for superoxide dismuta3 1 1 1 7.2852 68 68;255;274 0.000342 2.7961 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 350850 0 0 0 0 0

Q8IVM0 Coiled-coil domain-containing protein 50CCDC50 >sp|Q8IVM0|CCD50_HUMAN Coiled-coil domain-containing protein 50 OS=Homo sapiens GN=CCDC50 PE=1 SV=1;>sp|Q8IVM0-2|CCD50_HUMAN Isoform 2 of Coiled-coil domain-containing protein 50 OS=Homo sapiens GN=CCDC502 1 1 1 35.822 306 306;482 0 3.4785 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 340740 0 0 0 0 0

S4R3N1 HSPE1-MOB4>tr|S4R3N1|S4R3N1_HUMAN Protein HSPE1-MOB4 OS=Homo sapiens GN=HSPE1-MOB4 PE=3 SV=15 11 1 1 29.736 261 261;126;193;204;2250 7.5144 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 256190 0 0 0 0 0

Q00169 Phosphatidylinositol transfer protein alpha isoformPITPNA >tr|I3L3W1|I3L3W1_HUMAN Phosphatidylinositol transfer protein alpha isoform (Fragment) OS=Homo sapiens GN=PITPNA PE=1 SV=1;>tr|I3L2X8|I3L2X8_HUMAN Phosphatidylinositol transfer protein alpha isoform (Fragment) OS=Homo sapiens GN=PITPNA PE=1 SV=2;>tr|I3L4719 1 1 1 5.266 44 44;83;98;115;121;142;209;270;2700.000668 2.5023 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 126260 0 0 0 0 0

O95777 U6 snRNA-associated Sm-like protein LSm8LSM8 >sp|O95777|LSM8_HUMAN U6 snRNA-associated Sm-like protein LSm8 OS=Homo sapiens GN=LSM8 PE=1 SV=3;>tr|F2Z2Y6|F2Z2Y6_HUMAN U6 snRNA-associated Sm-like protein LSm8 OS=Homo sapiens GN=LSM8 PE=1 SV=1;>tr|C9JIZ0|C9JIZ0_HUMAN LSM8 homolog, U6 small nuclear RNA a4 4 4 4 10.403 96 96;67;75;78 0 54.217 0 0 0 10539000 0 0 0 0 0 0 0 13891000 0 0 4679300 4380000 0 0 0 0 4847800 4270700 0 0 0 9386000 6987600 0

O43252 Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 1;Sulfate adenylyltransferase;Adenylyl-sulfate kinasePAPSS1 >sp|O43252|PAPS1_HUMAN Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 1 OS=Homo sapiens GN=PAPSS1 PE=1 SV=21 6 5 5 70.832 624 624 0 20.283 979380 1170000 1206100 931810 1131000 1737500 1508700 1773300 0 0 562380 1114300 959670 883720 1741700 907550 0 0 0 0 0 916730 0 0 0 0 0 0

P16144 Integrin beta-4;Integrin betaITGB4 >sp|P16144-4|ITB4_HUMAN Isoform Beta-4D of Integrin beta-4 OS=Homo sapiens GN=ITGB4;>sp|P16144-2|ITB4_HUMAN Isoform Beta-4A of Integrin beta-4 OS=Homo sapiens GN=ITGB4;>sp|P16144-3|ITB4_HUMAN Isoform Beta-4B of Integrin beta-4 OS=Homo sapiens GN=ITGB4;>sp|6 4 4 4 194.46 1745 1745;1752;1805;1822;114;9640 35.905 0 0 0 0 0 0 0 731210 0 0 0 2217700 0 0 1979000 1635700 0 0 0 0 883410 826870 0 0 0 0 0 1386700

Q92783 Signal transducing adapter molecule 1STAM >sp|Q92783-2|STAM1_HUMAN Isoform 2 of Signal transducing adapter molecule 1 OS=Homo sapiens GN=STAM;>sp|Q92783|STAM1_HUMAN Signal transducing adapter molecule 1 OS=Homo sapiens GN=STAM PE=1 SV=34 3 3 3 44.971 403 403;540;42;525 0 21.48 0 890910 1324300 1131600 1433500 1195900 1604900 1243300 0 0 0 0 1806800 0 0 0 0 0 0 0 0 814970 0 0 0 0 0 0

P49750 YLP motif-containing protein 1YLPM1 >tr|H0YI23|H0YI23_HUMAN YLP motif-containing protein 1 (Fragment) OS=Homo sapiens GN=YLPM1 PE=4 SV=1;>tr|F8VU51|F8VU51_HUMAN YLP motif-containing protein 1 OS=Homo sapiens GN=YLPM1 PE=1 SV=1;>tr|H0YIQ2|H0YIQ2_HUMAN YLP motif-containing protein 1 (Fragment)6 1 1 1 54.106 466 466;1440;1595;1862;1951;21460.00225 2.0186 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 505760 0 0 0 0 0 0

Q7Z417 Nuclear fragile X mental retardation-interacting protein 2NUFIP2 >sp|Q7Z417|NUFP2_HUMAN Nuclear fragile X mental retardation-interacting protein 2 OS=Homo sapiens GN=NUFIP2 PE=1 SV=11 1 1 1 76.12 695 695 0 4.9186 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 480240 0 0 0 0 0 0

Q03164 Histone-lysine N-methyltransferase 2A;MLL cleavage product N320;MLL cleavage product C180KMT2A >tr|E9PR05|E9PR05_HUMAN Histone-lysine N-methyltransferase 2A (Fragment) OS=Homo sapiens GN=KMT2A PE=1 SV=2;>sp|Q03164-2|KMT2A_HUMAN Isoform 2 of Histone-lysine N-methyltransferase 2A OS=Homo sapiens GN=KMT2A;>sp|Q03164|KMT2A_HUMAN Histone-lysine N-methylt4 1 1 1 155.45 1439 1439;3931;3969;39720.006841 1.6943 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 345190 0 0 0 0 0 0

Q96PE7 "Methylmalonyl-CoA epimerase, mitochondrial"MCEE >sp|Q96PE7|MCEE_HUMAN Methylmalonyl-CoA epimerase, mitochondrial OS=Homo sapiens GN=MCEE PE=1 SV=1;>tr|H7BZS7|H7BZS7_HUMAN Methylmalonyl-CoA epimerase, mitochondrial (Fragment) OS=Homo sapiens GN=MCEE PE=4 SV=13 3 3 3 18.749 176 176;78;31 0 6.581 0 0 922390 0 983750 0 1800200 0 0 0 3620500 1186200 0 0 0 0 0 0 0 0 2630100 0 0 0 0 1493900 1527000 1408500

Q99961 Endophilin-A2SH3GL1 >sp|Q99961|SH3G1_HUMAN Endophilin-A2 OS=Homo sapiens GN=SH3GL1 PE=1 SV=1;>tr|M0QYE0|M0QYE0_HUMAN Endophilin-A2 (Fragment) OS=Homo sapiens GN=SH3GL1 PE=1 SV=3;>tr|M0R0I3|M0R0I3_HUMAN Endophilin-A2 (Fragment) OS=Homo sapiens GN=SH3GL1 PE=1 SV=1;>sp|Q99961-3|5 3 2 2 41.489 368 368;129;139;304;3200 17.357 1161100 1093100 0 0 0 0 0 0 0 0 7709500 0 0 0 0 0 0 0 0 0 1750300 0 0 0 0 1914200 0 0

P09327 Villin-1 VIL1 >sp|P09327|VILI_HUMAN Villin-1 OS=Homo sapiens GN=VIL1 PE=1 SV=4;>sp|P09327-2|VILI_HUMAN Isoform 2 of Villin-1 OS=Homo sapiens GN=VIL14 5 5 5 92.694 827 827;421;516;213 0 10.423 0 0 676340 686820 1776500 1009200 1505000 1752200 0 0 1211000 1355900 0 657460 1416100 1753100 0 0 0 0 888430 0 0 0 0 0 0 0

Q9BW04 Specifically androgen-regulated gene proteinSARG >sp|Q9BW04-2|SARG_HUMAN Isoform 2 of Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG;>sp|Q9BW04|SARG_HUMAN Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG PE=1 SV=22 3 3 3 37.523 355 355;601 0 43.759 948090 803500 0 0 1128500 1331000 1346800 1246400 0 0 932900 1159400 820870 1005100 0 0 0 0 0 0 886540 0 0 0 0 0 0 713200

Q15493 Regucalcin RGN >sp|Q15493-2|RGN_HUMAN Isoform 2 of Regucalcin OS=Homo sapiens GN=RGN;>sp|Q15493|RGN_HUMAN Regucalcin OS=Homo sapiens GN=RGN PE=1 SV=12 2 2 2 24.967 227 227;299 0 17.485 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 419110 0 0 0 0 0 0 0

A0A024RAC6 TCEB3 >tr|A0A024RAC6|A0A024RAC6_HUMAN Transcription elongation factor B (SIII), polypeptide 3 (110kDa, elongin A), isoform CRA_a OS=Homo sapiens GN=TCEB3 PE=4 SV=11 1 1 1 87.229 772 772 0 5.1313 0 0 0 0 0 0 0 0 0 0 0 0 0 0 206480 0 0 0 0 0 0 0 0 0 0 0 0 0

A0A087WW66 A0A087WW66>tr|A0A087WW66|A0A087WW66_HUMAN 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=13 19 1 1 105.85 953 953;192;164 0 3.3873 0 0 0 0 0 0 0 0 0 0 0 1900900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

A1KZ92 Peroxidasin-like proteinPXDNL >sp|A1KZ92-2|PXDNL_HUMAN Isoform 2 of Peroxidasin-like protein OS=Homo sapiens GN=PXDNL;>sp|A1KZ92|PXDNL_HUMAN Peroxidasin-like protein OS=Homo sapiens GN=PXDNL PE=1 SV=32 1 1 1 146.93 1316 1316;1463 0.009735 1.4788 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 18460

A2RTX5 "Probable threonine--tRNA ligase 2, cytoplasmic"TARSL2 >tr|B7ZLP8|B7ZLP8_HUMAN Probable threonine--tRNA ligase 2, cytoplasmic OS=Homo sapiens GN=TARSL2 PE=1 SV=1;>sp|A2RTX5-2|SYTC2_HUMAN Isoform 2 of Probable threonine--tRNA ligase 2, cytoplasmic OS=Homo sapiens GN=TARSL2;>sp|A2RTX5|SYTC2_HUMAN Probable threon3 3 1 1 88.743 766 766;707;802 0 7.0927 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 295370

A3KMH1-3 von Willebrand factor A domain-containing protein 8VWA8 >sp|A3KMH1-3|VWA8_HUMAN Isoform 3 of von Willebrand factor A domain-containing protein 8 OS=Homo sapiens GN=VWA8;>sp|A3KMH1|VWA8_HUMAN von Willebrand factor A domain-containing protein 8 OS=Homo sapiens GN=VWA8 PE=1 SV=2;>sp|A3KMH1-2|VWA8_HUMAN Isoform 2 o3 4 4 4 210.92 1872 1872;1905;1039 0 5.6762 0 585410 480640 0 0 0 0 0 0 0 385410 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

A4D1S5 Ras-related protein Rab-19RAB19 >tr|C9JJQ5|C9JJQ5_HUMAN Ras-related protein Rab-19 (Fragment) OS=Homo sapiens GN=RAB19 PE=3 SV=1;>sp|A4D1S5|RAB19_HUMAN Ras-related protein Rab-19 OS=Homo sapiens GN=RAB19 PE=2 SV=2;>sp|A4D1S5-2|RAB19_HUMAN Isoform 2 of Ras-related protein Rab-19 OS=Homo s3 1 1 1 17.041 149 149;217;2640.001649 2.3371 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 894480

A6NFQ2 Protein FAM115CFAM115C >tr|H0YC74|H0YC74_HUMAN Protein FAM115C (Fragment) OS=Homo sapiens GN=FAM115C PE=4 SV=1;>sp|A6NFQ2-3|F115C_HUMAN Isoform 3 of Protein FAM115C OS=Homo sapiens GN=FAM115C;>sp|A6NFQ2-2|F115C_HUMAN Isoform 2 of Protein FAM115C OS=Homo sapiens GN=FAM115C;>sp|A64 3 3 3 72.21 660 660;815;845;919 0 7.6749 0 0 0 0 0 0 0 0 0 0 642990 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

A6NHL2 Tubulin alpha chain-like 3TUBAL3 >sp|A6NHL2-2|TBAL3_HUMAN Isoform 2 of Tubulin alpha chain-like 3 OS=Homo sapiens GN=TUBAL3;>sp|A6NHL2|TBAL3_HUMAN Tubulin alpha chain-like 3 OS=Homo sapiens GN=TUBAL3 PE=1 SV=22 5 1 1 45.517 406 406;446 0 26 0 0 0 0 0 0 0 0 0 0 0 0 0 0 274900 0 0 0 0 0 0 0 0 0 0 0 0 0

A6NMZ7 Collagen alpha-6(VI) chainCOL6A6 >sp|A6NMZ7-2|CO6A6_HUMAN Isoform 2 of Collagen alpha-6(VI) chain OS=Homo sapiens GN=COL6A6;>sp|A6NMZ7|CO6A6_HUMAN Collagen alpha-6(VI) chain OS=Homo sapiens GN=COL6A6 PE=1 SV=24 6 6 6 166.86 1520 1520;2263;259;298 0 23.339 0 0 0 0 0 0 0 0 0 0 0 5858600 0 0 4847600 7058300 0 0 0 0 0 0 0 0 0 0 0 0

A8MXV4 "Nucleoside diphosphate-linked moiety X motif 19, mitochondrial"NUDT19 >sp|A8MXV4|NUD19_HUMAN Nucleoside diphosphate-linked moiety X motif 19, mitochondrial OS=Homo sapiens GN=NUDT19 PE=1 SV=11 1 1 1 42.233 375 375 0 3.7105 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 349140

C9J3Q3 Protein FAM107BFAM107B >tr|C9J3Q3|C9J3Q3_HUMAN Protein FAM107B (Fragment) OS=Homo sapiens GN=FAM107B PE=1 SV=1;>tr|C9J6N5|C9J6N5_HUMAN Protein FAM107B (Fragment) OS=Homo sapiens GN=FAM107B PE=1 SV=3;>tr|C9JQ40|C9JQ40_HUMAN Protein FAM107B (Fragment) OS=Homo sapiens GN=FAM107B PE11 2 2 2 12.175 101 101;125;126;128;131;51;67;84;90;93;3060 3.722 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 758910

C9JN01 DnaJ homolog subfamily B member 6DNAJB6 >tr|C9JN01|C9JN01_HUMAN DnaJ homolog subfamily B member 6 (Fragment) OS=Homo sapiens GN=DNAJB6 PE=1 SV=1;>tr|C9JB42|C9JB42_HUMAN DnaJ homolog subfamily B member 6 (Fragment) OS=Homo sapiens GN=DNAJB6 PE=1 SV=1;>tr|C9JDR7|C9JDR7_HUMAN DnaJ homolog subfamily11 1 1 1 5.4111 45 45;66;98;125;129;146;211;228;241;325;3260.000672 2.583 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1338600 0

D6REQ6 Ribonuclease T2RNASET2 >tr|D6REQ6|D6REQ6_HUMAN Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=1;>tr|D6RHI9|D6RHI9_HUMAN Ribonuclease T2 (Fragment) OS=Homo sapiens GN=RNASET2 PE=1 SV=3;>sp|O00584|RNT2_HUMAN Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=2;>tr|H0YAE9|H0YAE5 3 3 3 25.308 218 218;254;256;185;3060 6.4646 0 0 0 0 0 0 2882800 2750700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7597000 0

E9PF42 VWA5B2 >tr|E9PF42|E9PF42_HUMAN von Willebrand factor A domain-containing protein 5B2 OS=Homo sapiens GN=VWA5B2 PE=4 SV=11 10 1 1 108.61 1024 1024 0.001954 2.1528 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 228880

E9PFW8 SQSTM1 >tr|E9PFW8|E9PFW8_HUMAN Sequestosome-1 (Fragment) OS=Homo sapiens GN=SQSTM1 PE=1 SV=11 5 1 1 18.379 167 167 0 3.9689 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 56728

H3BN98 RPS15A >tr|H3BN98|H3BN98_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=2;>tr|I3L246|I3L246_HUMAN 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=4 SV=18 5 1 1 27.168 237 237;111;49;50;52;101;174;2030.007369 1.5638 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 275720

H3BPD9 NME3 >tr|H3BPD9|H3BPD9_HUMAN Nucleoside diphosphate kinase 3 (Fragment) OS=Homo sapiens GN=NME3 PE=1 SV=21 2 1 1 5.8969 53 53 0.000343 2.821 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 427580

H3BQQ6 Protein FAM192AFAM192A >tr|H3BQQ6|H3BQQ6_HUMAN Protein FAM192A (Fragment) OS=Homo sapiens GN=FAM192A PE=1 SV=1;>tr|H3BTI2|H3BTI2_HUMAN Protein FAM192A (Fragment) OS=Homo sapiens GN=FAM192A PE=1 SV=1;>tr|H3BTP8|H3BTP8_HUMAN Protein FAM192A (Fragment) OS=Homo sapiens GN=FAM192A PE9 1 1 1 11.814 96 96;106;130;140;148;160;165;177;2540 17.581 0 0 0 0 0 0 0 0 0 0 0 0 0 1115200 0 0 0 0 0 0 0 0 0 0 0 0 0 0

H7BZF5 C2orf80 >tr|H7BZF5|H7BZF5_HUMAN Uncharacterized protein C2orf80 (Fragment) OS=Homo sapiens GN=C2orf80 PE=4 SV=11 1 1 1 15.684 139 139 0.002249 2.0169 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1832500 0 0

J3QL06 HYOU1 >tr|J3QL06|J3QL06_HUMAN Hypoxia up-regulated protein 1 (Fragment) OS=Homo sapiens GN=HYOU1 PE=1 SV=11 11 1 1 23.697 211 211 0.007371 1.5669 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1344900 0

K7ER88 ACAA2 >tr|K7ER88|K7ER88_HUMAN 3-ketoacyl-CoA thiolase, mitochondrial (Fragment) OS=Homo sapiens GN=ACAA2 PE=1 SV=11 2 1 1 7.5987 72 72 0.004742 1.8635 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 197070 0 0 0 0 0 0 0 0 0 0 0 0

K7ES63 TUBB6 >tr|K7ES63|K7ES63_HUMAN Tubulin beta-6 chain (Fragment) OS=Homo sapiens GN=TUBB6 PE=3 SV=11 2 1 1 12.585 116 116 0.007407 1.6134 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1239200

L0R6Q1 SLC35A4 >tr|L0R6Q1|L0R6Q1_HUMAN Alternative protein SLC35A4 OS=Homo sapiens GN=SLC35A4 PE=4 SV=11 2 2 2 11.133 103 103 0 4.9616 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1363200 0 0 0

M0QZD8 LOC388210>tr|M0QZD8|M0QZD8_HUMAN Protein LOC400499 OS=Homo sapiens GN=LOC400499 PE=4 SV=22 3 3 3 354.22 3231 3231;550 0 3.9352 0 1224800 0 0 0 0 0 0 0 0 763830 0 0 0 4081000 915440 0 0 0 0 0 0 0 0 2021100 2992000 0 0

O00115 Deoxyribonuclease-2-alphaDNASE2 >sp|O00115-2|DNS2A_HUMAN Isoform 2 of Deoxyribonuclease-2-alpha OS=Homo sapiens GN=DNASE2;>sp|O00115|DNS2A_HUMAN Deoxyribonuclease-2-alpha OS=Homo sapiens GN=DNASE2 PE=1 SV=2;>tr|K7ENE5|K7ENE5_HUMAN Deoxyribonuclease-2-alpha (Fragment) OS=Homo sapiens GN=D3 2 2 2 33.615 305 305;360;218 0 3.6343 0 0 0 0 0 0 0 0 0 0 0 0 481820 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O00139 Kinesin-like protein KIF2AKIF2A >sp|O00139-2|KIF2A_HUMAN Isoform 2 of Kinesin-like protein KIF2A OS=Homo sapiens GN=KIF2A;>sp|O00139-1|KIF2A_HUMAN Isoform 1 of Kinesin-like protein KIF2A OS=Homo sapiens GN=KIF2A;>sp|O00139-5|KIF2A_HUMAN Isoform 5 of Kinesin-like protein KIF2A OS=Homo sap5 1 1 1 75.042 660 660;679;686;706;7440 8.8858 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2652200

O00161 Synaptosomal-associated protein;Synaptosomal-associated protein 23SNAP23 >tr|H3BNE1|H3BNE1_HUMAN Synaptosomal-associated protein 23 OS=Homo sapiens GN=SNAP23 PE=1 SV=1;>tr|H3BR18|H3BR18_HUMAN Synaptosomal-associated protein 23 (Fragment) OS=Homo sapiens GN=SNAP23 PE=1 SV=1;>tr|H3BM38|H3BM38_HUMAN Synaptosomal-associated protein6 1 1 1 11.14 97 97;109;125;127;158;2110 5.2592 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 87431

O00178 GTP-binding protein 1GTPBP1 >sp|O00178|GTPB1_HUMAN GTP-binding protein 1 OS=Homo sapiens GN=GTPBP1 PE=1 SV=31 1 1 1 72.453 669 669 0 4.1595 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 32420000

O00186 Syntaxin-binding protein 3STXBP3 >sp|O00186|STXB3_HUMAN Syntaxin-binding protein 3 OS=Homo sapiens GN=STXBP3 PE=1 SV=21 1 1 1 67.764 592 592 0.000676 2.6447 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2687900

O00192 Armadillo repeat protein deleted in velo-cardio-facial syndromeARVCF >tr|C9JJX6|C9JJX6_HUMAN Armadillo repeat protein deleted in velo-cardio-facial syndrome OS=Homo sapiens GN=ARVCF PE=1 SV=1;>tr|E9PDC3|E9PDC3_HUMAN Armadillo repeat protein deleted in velo-cardio-facial syndrome OS=Homo sapiens GN=ARVCF PE=1 SV=1;>sp|O001924 2 2 2 96.827 893 893;956;899;962 0 10.071 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1128700 0 0 0 0 0 0 0 0 0 0 0 0

O00233 26S proteasome non-ATPase regulatory subunit 9PSMD9 >tr|J3KN29|J3KN29_HUMAN 26S proteasome non-ATPase regulatory subunit 9 OS=Homo sapiens GN=PSMD9 PE=1 SV=1;>sp|O00233-3|PSMD9_HUMAN Isoform 3 of 26S proteasome non-ATPase regulatory subunit 9 OS=Homo sapiens GN=PSMD9;>sp|O00233|PSMD9_HUMAN 26S proteasome no3 1 1 1 24.553 222 222;118;2230.000344 2.8747 0 0 0 0 0 0 0 0 0 0 599980 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O00244 Copper transport protein ATOX1ATOX1 >tr|E5RGN3|E5RGN3_HUMAN Copper transport protein ATOX1 OS=Homo sapiens GN=ATOX1 PE=1 SV=1;>tr|E5RIM7|E5RIM7_HUMAN Copper transport protein ATOX1 OS=Homo sapiens GN=ATOX1 PE=1 SV=1;>sp|O00244|ATOX1_HUMAN Copper transport protein ATOX1 OS=Homo sapiens GN=ATO3 2 2 2 6.3304 59 59;73;68 0.006824 1.6731 0 0 0 0 0 0 0 0 0 0 1381700 818050 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O00267 Transcription elongation factor SPT5SUPT5H >tr|A0A0A0MSV0|A0A0A0MSV0_HUMAN Transcription elongation factor SPT5 OS=Homo sapiens GN=SUPT5H PE=4 SV=1;>sp|O00267-2|SPT5H_HUMAN Isoform 2 of Transcription elongation factor SPT5 OS=Homo sapiens GN=SUPT5H;>sp|O00267|SPT5H_HUMAN Transcription elongation fa3 2 2 2 121.03 1087 1087;1083;10870.000667 2.4796 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 433520

O00391 Sulfhydryl oxidase 1QSOX1 >sp|O00391-2|QSOX1_HUMAN Isoform 2 of Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1;>sp|O00391|QSOX1_HUMAN Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=1 SV=3;>tr|A8MXT8|A8MXT8_HUMAN Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=4 SV=23 4 4 4 66.86 604 604;747;155 0 33.904 708760 715560 0 1417700 2387400 3413100 0 1204600 0 0 3763900 3994800 0 1160700 4912700 1759100 0 0 0 0 0 0 0 0 2116800 853210 1507300 2890900

O00399 Dynactin subunit 6DCTN6 >tr|E5RIK5|E5RIK5_HUMAN Dynactin subunit 6 OS=Homo sapiens GN=DCTN6 PE=4 SV=1;>tr|E5RGW9|E5RGW9_HUMAN Dynactin subunit 6 OS=Homo sapiens GN=DCTN6 PE=4 SV=1;>tr|E5RFU3|E5RFU3_HUMAN Dynactin subunit 6 OS=Homo sapiens GN=DCTN6 PE=1 SV=1;>tr|E5RK00|E5RK00_HUMA5 1 1 1 3.7263 37 37;46;73;170;1900.000345 2.9456 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 673270

O00400 Acetyl-coenzyme A transporter 1SLC33A1 >sp|O00400|ACATN_HUMAN Acetyl-coenzyme A transporter 1 OS=Homo sapiens GN=SLC33A1 PE=1 SV=12 3 3 3 60.908 549 549;269 0 5.8806 0 0 0 0 0 0 0 0 0 0 0 0 693510 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O00423 Echinoderm microtubule-associated protein-like 1EML1 >tr|F8W717|F8W717_HUMAN Echinoderm microtubule-associated protein-like 1 OS=Homo sapiens GN=EML1 PE=4 SV=1;>sp|O00423|EMAL1_HUMAN Echinoderm microtubule-associated protein-like 1 OS=Homo sapiens GN=EML1 PE=1 SV=3;>sp|O00423-3|EMAL1_HUMAN Isoform 3 of Echin11 2 2 2 88.716 803 803;815;834;85;85;92;108;128;156;285;3790 6.8812 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 295180 0 0 0 0 0 0 0 0 0 0 0 0

O00468 Agrin;Agrin N-terminal 110 kDa subunit;Agrin C-terminal 110 kDa subunit;Agrin C-terminal 90 kDa fragment;Agrin C-terminal 22 kDa fragmentAGRN >tr|A0A087X208|A0A087X208_HUMAN Agrin OS=Homo sapiens GN=AGRN PE=4 SV=1;>sp|O00468-2|AGRIN_HUMAN Isoform 2 of Agrin OS=Homo sapiens GN=AGRN;>sp|O00468-6|AGRIN_HUMAN Isoform 6 of Agrin OS=Homo sapiens GN=AGRN;>sp|O00468-3|AGRIN_HUMAN Isoform 3 of Agrin OS=H8 4 4 4 202.29 1930 1930;1963;2045;2049;2057;2059;2063;20670 9.8229 0 0 0 0 0 0 0 0 0 0 566490 569800 0 0 624440 599240 0 0 0 0 0 0 0 0 0 0 572030 494030

O00469 "Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2"PLOD2 >tr|E7ETU9|E7ETU9_HUMAN Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2 OS=Homo sapiens GN=PLOD2 PE=1 SV=1;>sp|O00469|PLOD2_HUMAN Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2 OS=Homo sapiens GN=PLOD2 PE=1 SV=2;>sp|O00469-2|PLOD2_HUMAN Isoform 2 of P5 6 6 6 81.169 703 703;737;758;418;2290 34.897 0 0 0 0 1279200 744050 600840 875580 0 0 2200300 1975200 513740 0 792350 1876000 0 0 0 0 0 0 0 0 773040 0 0 1198900

O00471 Exocyst complex component 5EXOC5 >tr|A0A0A0MSI8|A0A0A0MSI8_HUMAN Exocyst complex component 5 OS=Homo sapiens GN=EXOC5 PE=4 SV=1;>sp|O00471|EXOC5_HUMAN Exocyst complex component 5 OS=Homo sapiens GN=EXOC5 PE=1 SV=1;>tr|F8W9B8|F8W9B8_HUMAN Exocyst complex component 5 OS=Homo sapiens GN=EXOC3 3 3 3 82.118 711 711;708;643 0 3.5931 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 538350 0 0

O00519 Fatty-acid amide hydrolase 1FAAH >sp|O00519|FAAH1_HUMAN Fatty-acid amide hydrolase 1 OS=Homo sapiens GN=FAAH PE=1 SV=21 1 1 1 63.065 579 579 0 6.3291 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 306350

O00541 Pescadillo homologPES1 >tr|B5MCF9|B5MCF9_HUMAN Pescadillo homolog OS=Homo sapiens GN=PES1 PE=1 SV=1;>sp|O00541-2|PESC_HUMAN Isoform 2 of Pescadillo homolog OS=Homo sapiens GN=PES1;>sp|O00541|PESC_HUMAN Pescadillo homolog OS=Homo sapiens GN=PES1 PE=1 SV=1;>tr|B3KXD6|B3KXD6_HUMAN 4 2 2 2 66.077 571 571;583;588;449 0 10.954 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2667000

O00560-2 Syntenin-1 SDCBP >sp|O00560-2|SDCB1_HUMAN Isoform 2 of Syntenin-1 OS=Homo sapiens GN=SDCBP;>tr|G5EA09|G5EA09_HUMAN Syndecan binding protein (Syntenin), isoform CRA_a OS=Homo sapiens GN=SDCBP PE=1 SV=12 4 1 1 32.316 297 297;318 0 3.0352 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 170190

O00592 PodocalyxinPODXL >sp|O00592-2|PODXL_HUMAN Isoform 2 of Podocalyxin OS=Homo sapiens GN=PODXL;>sp|O00592|PODXL_HUMAN Podocalyxin OS=Homo sapiens GN=PODXL PE=1 SV=22 1 1 1 55.385 526 526;558 0.009443 1.4884 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 317860

O00754 Lysosomal alpha-mannosidase;Lysosomal alpha-mannosidase A peptide;Lysosomal alpha-mannosidase B peptide;Lysosomal alpha-mannosidase C peptide;Lysosomal alpha-mannosidase D peptide;Lysosomal alpha-mannosidase E peptideMAN2B1 >sp|O00754-2|MA2B1_HUMAN Isoform 2 of Lysosomal alpha-mannosidase OS=Homo sapiens GN=MAN2B1;>sp|O00754|MA2B1_HUMAN Lysosomal alpha-mannosidase OS=Homo sapiens GN=MAN2B1 PE=1 SV=34 5 5 5 113.61 1010 1010;1011;198;195 0 67.861 845380 0 0 0 0 0 0 900180 0 0 0 0 0 0 0 650070 0 0 0 0 0 0 0 0 0 0 0 0

O00757 "Fructose-1,6-bisphosphatase isozyme 2"FBP2 >sp|O00757|F16P2_HUMAN Fructose-1,6-bisphosphatase isozyme 2 OS=Homo sapiens GN=FBP2 PE=1 SV=21 3 3 3 36.743 339 339 0 3.5123 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 66409 0

O14558 Heat shock protein beta-6HSPB6 >tr|K7EP04|K7EP04_HUMAN Heat shock protein beta-6 OS=Homo sapiens GN=HSPB6 PE=4 SV=1;>sp|O14558|HSPB6_HUMAN Heat shock protein beta-6 OS=Homo sapiens GN=HSPB6 PE=1 SV=22 4 4 4 14.664 137 137;160 0 10.33 0 0 0 0 936620 0 1043000 746140 0 0 590870 615760 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O14576 Cytoplasmic dynein 1 intermediate chain 1DYNC1I1 >tr|A0A0A0MTG2|A0A0A0MTG2_HUMAN Cytoplasmic dynein 1 intermediate chain 1 OS=Homo sapiens GN=DYNC1I1 PE=4 SV=1;>sp|O14576-4|DC1I1_HUMAN Isoform 4 of Cytoplasmic dynein 1 intermediate chain 1 OS=Homo sapiens GN=DYNC1I1;>sp|O14576-3|DC1I1_HUMAN Isoform 3 of 6 1 1 1 60.822 544 544;602;608;625;628;6450 10.639 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 440330 0 0

O14653 Golgi SNAP receptor complex member 2GOSR2 >tr|I3L1K7|I3L1K7_HUMAN Golgi SNAP receptor complex member 2 OS=Homo sapiens GN=GOSR2 PE=4 SV=1;>tr|I3L3V4|I3L3V4_HUMAN Golgi SNAP receptor complex member 2 (Fragment) OS=Homo sapiens GN=GOSR2 PE=4 SV=1;>tr|I3L4Z6|I3L4Z6_HUMAN Golgi SNAP receptor complex m8 1 1 1 16.762 143 143;149;165;199;232;195;212;2130 3.0355 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 273090

O14672 Disintegrin and metalloproteinase domain-containing protein 10ADAM10 >sp|O14672|ADA10_HUMAN Disintegrin and metalloproteinase domain-containing protein 10 OS=Homo sapiens GN=ADAM10 PE=1 SV=1;>sp|O14672-2|ADA10_HUMAN Isoform 2 of Disintegrin and metalloproteinase domain-containing protein 10 OS=Homo sapiens GN=ADAM102 2 2 2 84.141 748 748;447 0 12.9 0 0 0 0 0 0 0 417300 0 0 437190 584370 0 0 921590 705460 0 0 0 0 0 0 0 0 0 0 550440 475280

O14681 Etoposide-induced protein 2.4 homologEI24 >tr|E9PQN7|E9PQN7_HUMAN Etoposide-induced protein 2.4 homolog (Fragment) OS=Homo sapiens GN=EI24 PE=1 SV=1;>tr|A0A087WV44|A0A087WV44_HUMAN Etoposide-induced protein 2.4 homolog OS=Homo sapiens GN=EI24 PE=1 SV=1;>tr|E9PLB8|E9PLB8_HUMAN Etoposide-induced pro9 1 1 1 1.5948 14 14;41;91;125;187;217;262;326;3400.006828 1.6807 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 840510 0

O14683 Tumor protein p53-inducible protein 11TP53I11 >tr|E9PN66|E9PN66_HUMAN Tumor protein p53-inducible protein 11 (Fragment) OS=Homo sapiens GN=TP53I11 PE=1 SV=1;>tr|E9PNB3|E9PNB3_HUMAN Tumor protein p53-inducible protein 11 OS=Homo sapiens GN=TP53I11 PE=1 SV=1;>tr|E9PKN9|E9PKN9_HUMAN Tumor protein p53-ind13 1 1 1 6.8649 62 62;64;73;79;91;93;98;123;126;154;158;236;1890.00067 2.5401 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 74067 0

O14874 "[3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial"BCKDK >tr|H3BTL2|H3BTL2_HUMAN [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial (Fragment) OS=Homo sapiens GN=BCKDK PE=1 SV=3;>tr|H3BS02|H3BS02_HUMAN [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial OS=Homo sapien6 2 2 2 24.295 217 217;217;335;365;412;880 10.891 0 0 0 0 0 0 0 0 0 0 0 0 0 0 555510 887380 0 0 0 0 0 0 0 0 0 0 0 716340

O14964 Hepatocyte growth factor-regulated tyrosine kinase substrateHGS >tr|I3L1P5|I3L1P5_HUMAN Hepatocyte growth factor-regulated tyrosine kinase substrate (Fragment) OS=Homo sapiens GN=HGS PE=1 SV=1;>sp|O14964-2|HGS_HUMAN Isoform 2 of Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Homo sapiens GN=HGS;>sp|O143 1 1 1 30.004 263 263;690;7770.006246 1.7297 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 73466

O14967 Calmegin CLGN >sp|O14967|CLGN_HUMAN Calmegin OS=Homo sapiens GN=CLGN PE=1 SV=1;>tr|D6RAZ4|D6RAZ4_HUMAN Calmegin (Fragment) OS=Homo sapiens GN=CLGN PE=3 SV=12 2 2 2 70.038 610 610;179 0 6.3041 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 978600 0 0 0

O15020 "Spectrin beta chain, non-erythrocytic 2"SPTBN2 >sp|O15020-2|SPTN2_HUMAN Isoform 2 of Spectrin beta chain, non-erythrocytic 2 OS=Homo sapiens GN=SPTBN2;>sp|O15020|SPTN2_HUMAN Spectrin beta chain, non-erythrocytic 2 OS=Homo sapiens GN=SPTBN2 PE=1 SV=32 6 3 3 268.31 2365 2365;2390 0 5.3667 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 522200 0 0

O15031 Plexin-B2 PLXNB2 >sp|O15031|PLXB2_HUMAN Plexin-B2 OS=Homo sapiens GN=PLXNB2 PE=1 SV=33 3 3 3 205.12 1838 1838;234;347 0 20.913 386520 0 0 0 336480 350360 358370 341110 0 0 0 0 473940 357270 454440 1637400 0 0 0 0 0 0 0 0 433680 0 580940 458680

O15127 Secretory carrier-associated membrane protein 2SCAMP2 >tr|H3BV04|H3BV04_HUMAN Secretory carrier-associated membrane protein 2 (Fragment) OS=Homo sapiens GN=SCAMP2 PE=1 SV=1;>tr|H3BN93|H3BN93_HUMAN Secretory carrier-associated membrane protein 2 OS=Homo sapiens GN=SCAMP2 PE=1 SV=1;>tr|H3BUB6|H3BUB6_HUMAN Secre5 1 1 1 21.984 194 194;236;254;278;3290 8.8233 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 391370

O15230 Laminin subunit alpha-5LAMA5 >sp|O15230|LAMA5_HUMAN Laminin subunit alpha-5 OS=Homo sapiens GN=LAMA5 PE=1 SV=81 2 2 2 399.73 3695 3695 0 3.5046 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 378400 0

O15247 Chloride intracellular channel protein 2CLIC2 >sp|O15247|CLIC2_HUMAN Chloride intracellular channel protein 2 OS=Homo sapiens GN=CLIC2 PE=1 SV=32 3 3 3 28.356 247 247;133 0 7.8052 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 675750

O15254 Peroxisomal acyl-coenzyme A oxidase 3ACOX3 >sp|O15254|ACOX3_HUMAN Peroxisomal acyl-coenzyme A oxidase 3 OS=Homo sapiens GN=ACOX3 PE=1 SV=2;>sp|O15254-2|ACOX3_HUMAN Isoform 2 of Peroxisomal acyl-coenzyme A oxidase 3 OS=Homo sapiens GN=ACOX32 2 2 2 77.628 700 700;624 0 15.66 0 0 0 0 0 0 141960 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O15269 Serine palmitoyltransferase 1SPTLC1 >sp|O15269|SPTC1_HUMAN Serine palmitoyltransferase 1 OS=Homo sapiens GN=SPTLC1 PE=1 SV=11 1 1 1 52.743 473 473 0.000679 2.6946 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2264000 0 0

O15294 UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunitOGT >sp|O15294-4|OGT1_HUMAN Isoform 4 of UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Homo sapiens GN=OGT;>sp|O15294-2|OGT1_HUMAN Isoform 2 of UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subun4 2 2 2 74.536 665 665;920;1036;10460.00286 1.9226 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 453700 0

O15297 Protein phosphatase 1DPPM1D >sp|O15297|PPM1D_HUMAN Protein phosphatase 1D OS=Homo sapiens GN=PPM1D PE=1 SV=11 1 1 1 66.674 605 605 0.009474 1.5173 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1446000 0

O15305 Phosphomannomutase 2;PhosphomannomutasePMM2 >sp|O15305|PMM2_HUMAN Phosphomannomutase 2 OS=Homo sapiens GN=PMM2 PE=1 SV=1;>tr|H3BPH4|H3BPH4_HUMAN Phosphomannomutase (Fragment) OS=Homo sapiens GN=PMM2 PE=1 SV=1;>tr|H3BV55|H3BV55_HUMAN Phosphomannomutase OS=Homo sapiens GN=PMM2 PE=1 SV=1;>sp|O15305-2|P11 4 4 4 28.082 246 246;142;219;119;65;66;70;90;91;155;2620 11.156 0 0 0 0 1850600 1339500 3198500 2056600 0 0 1215100 3255500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O15347 High mobility group protein B3HMGB3 >tr|E9PES6|E9PES6_HUMAN High mobility group protein B3 (Fragment) OS=Homo sapiens GN=HMGB3 PE=1 SV=1;>tr|E7ES08|E7ES08_HUMAN High mobility group protein B3 (Fragment) OS=Homo sapiens GN=HMGB3 PE=1 SV=1;>tr|E7EQU1|E7EQU1_HUMAN High mobility group protein B34 2 2 2 17.522 153 153;188;193;2000.000671 2.5655 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 833910 0 0 0

O15400 Syntaxin-7 STX7 >sp|O15400-2|STX7_HUMAN Isoform 2 of Syntaxin-7 OS=Homo sapiens GN=STX7;>sp|O15400|STX7_HUMAN Syntaxin-7 OS=Homo sapiens GN=STX7 PE=1 SV=42 2 2 2 27.4 239 239;261 0 43.247 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 796070

O15523 ATP-dependent RNA helicase DDX3YDDX3Y >sp|O15523-2|DDX3Y_HUMAN Isoform 2 of ATP-dependent RNA helicase DDX3Y OS=Homo sapiens GN=DDX3Y;>sp|O15523|DDX3Y_HUMAN ATP-dependent RNA helicase DDX3Y OS=Homo sapiens GN=DDX3Y PE=1 SV=22 12 1 1 72.931 657 657;660 0 3.0572 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 730150 0 0

O15533 Tapasin TAPBP >tr|A0A0A0MT98|A0A0A0MT98_HUMAN Tapasin OS=Homo sapiens GN=TAPBP PE=4 SV=1;>tr|A2AB90|A2AB90_HUMAN Tapasin OS=Homo sapiens GN=TAPBP PE=1 SV=1;>tr|A0A0A0MSV9|A0A0A0MSV9_HUMAN Tapasin OS=Homo sapiens GN=TAPBP PE=4 SV=1;>sp|O15533-4|TPSN_HUMAN Isoform 4 of Ta7 1 1 1 38.309 361 361;466;504;361;412;448;5040 4.229 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 141330

O43148 mRNA cap guanine-N7 methyltransferaseRNMT >tr|K7EP06|K7EP06_HUMAN mRNA cap guanine-N7 methyltransferase OS=Homo sapiens GN=RNMT PE=1 SV=1;>sp|O43148|MCES_HUMAN mRNA cap guanine-N7 methyltransferase OS=Homo sapiens GN=RNMT PE=1 SV=1;>sp|O43148-2|MCES_HUMAN Isoform 2 of mRNA cap guanine-N7 methyltra3 2 2 2 34.839 298 298;476;504 0 3.165 0 0 0 0 0 0 421100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O43172 U4/U6 small nuclear ribonucleoprotein Prp4PRPF4 >sp|O43172-2|PRP4_HUMAN Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 OS=Homo sapiens GN=PRPF4;>sp|O43172|PRP4_HUMAN U4/U6 small nuclear ribonucleoprotein Prp4 OS=Homo sapiens GN=PRPF4 PE=1 SV=22 3 3 3 58.32 521 521;522 0 5.4032 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4037700

O43181 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial"NDUFS4 >tr|H0Y9M8|H0Y9M8_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial (Fragment) OS=Homo sapiens GN=NDUFS4 PE=1 SV=1;>sp|O43181|NDUS4_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Homo sapiens GN=NDUFS2 1 1 1 13.498 116 116;175 0 3.8208 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2233200

O43237 Cytoplasmic dynein 1 light intermediate chain 2DYNC1LI2 >sp|O43237|DC1L2_HUMAN Cytoplasmic dynein 1 light intermediate chain 2 OS=Homo sapiens GN=DYNC1LI2 PE=1 SV=1;>sp|O43237-2|DC1L2_HUMAN Isoform 2 of Cytoplasmic dynein 1 light intermediate chain 2 OS=Homo sapiens GN=DYNC1LI2;>tr|B4E2E0|B4E2E0_HUMAN Cytoplasm5 4 3 3 54.099 492 492;415;271;167;1860 29.895 0 0 0 0 0 0 0 0 0 0 0 0 0 2319200 0 0 0 0 0 0 0 0 0 0 0 1701500 0 0

O43251 RNA binding protein fox-1 homolog;RNA binding protein fox-1 homolog 2;RNA binding protein fox-1 homolog 1RBFOX1 >tr|I3L1D4|I3L1D4_HUMAN RNA-binding protein fox-1 homolog 1 (Fragment) OS=Homo sapiens GN=RBFOX1 PE=4 SV=1;>tr|B0QYY7|B0QYY7_HUMAN RNA-binding protein fox-1 homolog 2 (Fragment) OS=Homo sapiens GN=RBFOX2 PE=4 SV=1;>tr|S4R3K7|S4R3K7_HUMAN RNA-binding protei26 1 1 1 20.66 189 189;200;230;234;262;263;357;370;375;402;425;466;367;370;370;376;380;381;390;392;395;397;400;418;450;4510 3.4255 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 217280 0

O43290 U4/U6.U5 tri-snRNP-associated protein 1SART1 >sp|O43290|SNUT1_HUMAN U4/U6.U5 tri-snRNP-associated protein 1 OS=Homo sapiens GN=SART1 PE=1 SV=11 1 1 1 90.254 800 800 0.000666 2.4719 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3261700

O43294 Transforming growth factor beta-1-induced transcript 1 proteinTGFB1I1 >sp|O43294-2|TGFI1_HUMAN Isoform 2 of Transforming growth factor beta-1-induced transcript 1 protein OS=Homo sapiens GN=TGFB1I1;>sp|O43294|TGFI1_HUMAN Transforming growth factor beta-1-induced transcript 1 protein OS=Homo sapiens GN=TGFB1I1 PE=1 SV=22 2 2 2 47.941 444 444;461 0 4.0282 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 597440 0

O43301 Heat shock 70 kDa protein 12AHSPA12A >sp|O43301|HS12A_HUMAN Heat shock 70 kDa protein 12A OS=Homo sapiens GN=HSPA12A PE=1 SV=21 1 1 1 74.977 675 675 0.00918 1.533 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 486540 0

O43395 U4/U6 small nuclear ribonucleoprotein Prp3PRPF3 >sp|O43395|PRPF3_HUMAN U4/U6 small nuclear ribonucleoprotein Prp3 OS=Homo sapiens GN=PRPF3 PE=1 SV=21 1 1 1 77.528 683 683 0.007396 1.602 0 0 0 0 0 0 0 0 0 0 0 207830 0 0 137900 0 0 0 0 0 0 0 0 0 0 0 0 0

O43511 Pendrin SLC26A4 >sp|O43511-2|S26A4_HUMAN Isoform 2 of Pendrin OS=Homo sapiens GN=SLC26A4;>sp|O43511|S26A4_HUMAN Pendrin OS=Homo sapiens GN=SLC26A4 PE=1 SV=12 2 2 2 39.266 349 349;780 0 3.4046 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 729010

O43583 Density-regulated proteinDENR >sp|O43583|DENR_HUMAN Density-regulated protein OS=Homo sapiens GN=DENR PE=1 SV=2;>tr|F8VVL1|F8VVL1_HUMAN Density-regulated protein OS=Homo sapiens GN=DENR PE=1 SV=12 3 3 3 22.092 198 198;160 0 5.877 0 0 0 0 0 0 0 0 0 0 0 0 0 865500 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O43592 Exportin-T XPOT >sp|O43592|XPOT_HUMAN Exportin-T OS=Homo sapiens GN=XPOT PE=1 SV=22 3 3 3 109.96 962 962;202 0 18.516 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3038100 0

O43598 2-deoxynucleoside 5-phosphate N-hydrolase 1DNPH1 >tr|H0Y8X4|H0Y8X4_HUMAN 2-deoxynucleoside 5-phosphate N-hydrolase 1 (Fragment) OS=Homo sapiens GN=DNPH1 PE=1 SV=1;>sp|O43598|DNPH1_HUMAN 2-deoxynucleoside 5-phosphate N-hydrolase 1 OS=Homo sapiens GN=DNPH1 PE=1 SV=1;>sp|O43598-2|DNPH1_HUMAN Isoform 2 o3 4 4 4 25.868 243 243;174;148 0 58.313 0 4891200 3642800 0 4449900 4107000 6317100 6466400 0 0 2332100 2718300 0 1216000 4242100 2787100 0 0 0 0 0 0 0 0 0 0 9289600 0

O43617 Trafficking protein particle complex subunit 3TRAPPC3 >tr|A6NKE1|A6NKE1_HUMAN Trafficking protein particle complex subunit 3 OS=Homo sapiens GN=TRAPPC3 PE=1 SV=1;>tr|A0A087WWM0|A0A087WWM0_HUMAN Trafficking protein particle complex subunit 3 OS=Homo sapiens GN=TRAPPC3 PE=1 SV=1;>sp|O43617-2|TPPC3_HUMAN Isoform4 1 1 1 13.343 118 118;188;134;1800.000345 2.9455 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 967750

O43760 Synaptogyrin-2SYNGR2 >sp|O43760|SNG2_HUMAN Synaptogyrin-2 OS=Homo sapiens GN=SYNGR2 PE=1 SV=1;>sp|O43760-2|SNG2_HUMAN Isoform 2 of Synaptogyrin-2 OS=Homo sapiens GN=SYNGR2;>tr|K7ELD9|K7ELD9_HUMAN Synaptogyrin-2 OS=Homo sapiens GN=SYNGR2 PE=1 SV=1;>tr|K7ENG9|K7ENG9_HUMAN Synapt6 2 2 2 24.81 224 224;275;65;113;135;1680 6.6088 972710 0 581900 577250 0 0 0 0 0 0 500900 575330 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O43768 Alpha-endosulfineENSA >tr|A6NMQ3|A6NMQ3_HUMAN Alpha-endosulfine OS=Homo sapiens GN=ENSA PE=1 SV=2;>tr|Q5T5H1|Q5T5H1_HUMAN Alpha-endosulfine OS=Homo sapiens GN=ENSA PE=1 SV=1;>sp|O43768-6|ENSA_HUMAN Isoform 6 of Alpha-endosulfine OS=Homo sapiens GN=ENSA;>sp|O43768-5|ENSA_HUMAN I10 1 1 1 15.634 140 140;187;113;117;117;121;133;133;137;1400.000344 2.9318 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 513700

O43772 Mitochondrial carnitine/acylcarnitine carrier proteinSLC25A20 >tr|C9JPE1|C9JPE1_HUMAN Mitochondrial carnitine/acylcarnitine carrier protein OS=Homo sapiens GN=SLC25A20 PE=1 SV=1;>sp|O43772|MCAT_HUMAN Mitochondrial carnitine/acylcarnitine carrier protein OS=Homo sapiens GN=SLC25A20 PE=1 SV=12 2 2 2 25.139 228 228;301 0.007391 1.5915 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1058500 0 0 0 0 0 0 0 0 0 0 0 0

O43826 Glucose-6-phosphate translocaseSLC37A4 >tr|U3KPU7|U3KPU7_HUMAN Glucose-6-phosphate translocase OS=Homo sapiens GN=SLC37A4 PE=4 SV=2;>tr|U3KQS2|U3KQS2_HUMAN Glucose-6-phosphate translocase OS=Homo sapiens GN=SLC37A4 PE=4 SV=2;>sp|O43826|G6PT1_HUMAN Glucose-6-phosphate translocase OS=Homo sapiens4 1 1 1 46.443 429 429;451;429;451 0 21.33 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 70540 0 0

O43847 Nardilysin NRD1 >tr|F5H7V1|F5H7V1_HUMAN Nardilysin OS=Homo sapiens GN=NRD1 PE=1 SV=2;>tr|G3V1R5|G3V1R5_HUMAN Nardilysin OS=Homo sapiens GN=NRD1 PE=1 SV=1;>tr|A0A087WYK8|A0A087WYK8_HUMAN Nardilysin OS=Homo sapiens GN=NRD1 PE=1 SV=1;>tr|B1AKJ5|B1AKJ5_HUMAN Nardilysin OS=Hom7 3 3 3 108.71 949 949;1087;1148;1219;1150;1218;5380.006834 1.6849 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1025400

O60220 Mitochondrial import inner membrane translocase subunit Tim8 ATIMM8A >sp|O60220|TIM8A_HUMAN Mitochondrial import inner membrane translocase subunit Tim8 A OS=Homo sapiens GN=TIMM8A PE=1 SV=11 2 2 2 10.998 97 97 0 9.2324 0 0 0 0 654870 578890 605550 0 0 0 681210 2145700 0 0 1504000 0 0 0 0 0 0 0 0 0 0 0 0 0

O60234 Glia maturation factor gammaGMFG >tr|M0QYJ8|M0QYJ8_HUMAN Glia maturation factor gamma OS=Homo sapiens GN=GMFG PE=1 SV=1;>sp|O60234|GMFG_HUMAN Glia maturation factor gamma OS=Homo sapiens GN=GMFG PE=1 SV=1;>tr|M0QXZ6|M0QXZ6_HUMAN Glia maturation factor gamma (Fragment) OS=Homo sapiens GN=G6 2 1 1 16.135 138 138;142;59;60;73;790 4.357 0 0 0 0 0 0 0 0 0 0 0 1320900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60262 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-7GNG7 >sp|O60262|GBG7_HUMAN Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-7 OS=Homo sapiens GN=GNG7 PE=1 SV=11 1 1 1 7.5217 68 68 0 13.981 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 738130 0

O60271 C-Jun-amino-terminal kinase-interacting protein 4SPAG9 >tr|A0A087X2D8|A0A087X2D8_HUMAN C-Jun-amino-terminal kinase-interacting protein 4 OS=Homo sapiens GN=SPAG9 PE=1 SV=1;>sp|O60271-5|JIP4_HUMAN Isoform 5 of C-Jun-amino-terminal kinase-interacting protein 4 OS=Homo sapiens GN=SPAG9;>sp|O60271-3|JIP4_HUMAN Iso12 4 4 4 145.17 1312 1312;931;945;1307;1311;1321;1177;174;1330;1337;250;13360 36.304 0 0 0 0 1429400 1524600 1404700 1295700 0 0 1776100 8595200 1992400 0 0 0 0 0 0 0 0 0 0 0 1674700 0 0 0

O60306 Intron-binding protein aquariusAQR >sp|O60306|AQR_HUMAN Intron-binding protein aquarius OS=Homo sapiens GN=AQR PE=1 SV=41 1 1 1 171.29 1485 1485 0.001642 2.2681 0 0 0 0 0 0 0 0 0 0 0 270340 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60343 TBC1 domain family member 4TBC1D4 >sp|O60343-4|TBCD4_HUMAN Isoform 4 of TBC1 domain family member 4 OS=Homo sapiens GN=TBC1D4;>sp|O60343-5|TBCD4_HUMAN Isoform 5 of TBC1 domain family member 4 OS=Homo sapiens GN=TBC1D4;>sp|O60343-2|TBCD4_HUMAN Isoform 2 of TBC1 domain family member 4 OS=Hom5 1 1 1 53.85 462 462;515;1235;1290;12980.001646 2.3138 0 0 0 0 0 0 0 0 0 0 207320 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60361 Putative nucleoside diphosphate kinaseNME2P1 >sp|O60361|NDK8_HUMAN Putative nucleoside diphosphate kinase OS=Homo sapiens GN=NME2P1 PE=5 SV=11 8 1 1 15.529 137 137 0.009446 1.4896 0 0 0 0 0 0 0 0 0 0 0 1415100 2741700 3978000 0 0 0 0 0 0 0 0 0 0 8208700 3987500 0 0

O60488 Long-chain-fatty-acid--CoA ligase 4ACSL4 >sp|O60488-2|ACSL4_HUMAN Isoform Short of Long-chain-fatty-acid--CoA ligase 4 OS=Homo sapiens GN=ACSL4;>sp|O60488|ACSL4_HUMAN Long-chain-fatty-acid--CoA ligase 4 OS=Homo sapiens GN=ACSL4 PE=1 SV=24 5 3 3 74.435 670 670;711;156;179 0 4.0204 0 0 0 0 0 0 0 0 0 0 0 328970 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60504 Vinexin SORBS3 >tr|E5RIA0|E5RIA0_HUMAN Vinexin (Fragment) OS=Homo sapiens GN=SORBS3 PE=1 SV=1;>tr|E5RH58|E5RH58_HUMAN Vinexin (Fragment) OS=Homo sapiens GN=SORBS3 PE=1 SV=1;>tr|E5RJP2|E5RJP2_HUMAN Vinexin (Fragment) OS=Homo sapiens GN=SORBS3 PE=1 SV=1;>tr|E5RHI2|E5RHI2_H7 1 1 1 10.545 94 94;135;174;261;287;329;6710.002558 1.9711 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 227840

O60518 Ran-binding protein 6RANBP6 >sp|O60518|RNBP6_HUMAN Ran-binding protein 6 OS=Homo sapiens GN=RANBP6 PE=1 SV=21 6 4 4 124.71 1105 1105 0 21.95 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 518370 0 0 0 0 0 0 0 0 794760 0 0 624570

O60610 Protein diaphanous homolog 1DIAPH1 >tr|E7ERW8|E7ERW8_HUMAN Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV=1;>tr|H9KV28|H9KV28_HUMAN Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV=2;>tr|E9PHQ0|E9PHQ0_HUMAN Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH19 7 7 7 135.35 1215 1215;1228;1260;1269;1248;1263;1272;863;2010 11.583 0 0 0 0 2023500 1939800 1811400 0 0 0 0 1655800 0 0 1876000 0 0 0 0 0 0 0 0 0 0 1794000 1630100 0

O60645 Exocyst complex component 3EXOC3 >tr|D6RB59|D6RB59_HUMAN Exocyst complex component 3 OS=Homo sapiens GN=EXOC3 PE=1 SV=1;>sp|O60645-2|EXOC3_HUMAN Isoform 2 of Exocyst complex component 3 OS=Homo sapiens GN=EXOC3;>sp|O60645-3|EXOC3_HUMAN Isoform 3 of Exocyst complex component 3 OS=Homo sapi4 4 4 4 53.241 462 462;641;745;756 0 7.7384 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2249900 0

O60687 Sushi repeat-containing protein SRPX2SRPX2 >sp|O60687|SRPX2_HUMAN Sushi repeat-containing protein SRPX2 OS=Homo sapiens GN=SRPX2 PE=1 SV=11 1 1 1 52.971 465 465 0.007664 1.5517 0 0 0 0 0 0 0 0 0 0 0 439180 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60749 Sorting nexin-2SNX2 >sp|O60749-2|SNX2_HUMAN Isoform 2 of Sorting nexin-2 OS=Homo sapiens GN=SNX2;>sp|O60749|SNX2_HUMAN Sorting nexin-2 OS=Homo sapiens GN=SNX2 PE=1 SV=23 7 5 5 46.097 402 402;519;266 0 40.975 740660 728040 0 0 0 0 0 0 0 0 3347100 0 0 0 3088000 1431900 0 0 0 0 0 0 0 0 0 0 0 0

O60783 "28S ribosomal protein S14, mitochondrial"MRPS14 >sp|O60783|RT14_HUMAN 28S ribosomal protein S14, mitochondrial OS=Homo sapiens GN=MRPS14 PE=1 SV=11 1 1 1 15.139 128 128 0 80.372 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1921300 0 0

O60826 Coiled-coil domain-containing protein 22CCDC22 >sp|O60826|CCD22_HUMAN Coiled-coil domain-containing protein 22 OS=Homo sapiens GN=CCDC22 PE=1 SV=11 1 1 1 70.755 627 627 0.000344 2.8762 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 189760 0

O60831 PRA1 family protein 2PRAF2 >tr|A6NP52|A6NP52_HUMAN PRA1 family protein 2 OS=Homo sapiens GN=PRAF2 PE=1 SV=1;>sp|O60831|PRAF2_HUMAN PRA1 family protein 2 OS=Homo sapiens GN=PRAF2 PE=1 SV=12 2 2 2 17.188 160 160;178 0 12.014 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1996100

O60869 Endothelial differentiation-related factor 1EDF1 >sp|O60869-2|EDF1_HUMAN Isoform 2 of Endothelial differentiation-related factor 1 OS=Homo sapiens GN=EDF1;>sp|O60869-3|EDF1_HUMAN Isoform 3 of Endothelial differentiation-related factor 1 OS=Homo sapiens GN=EDF1;>sp|O60869|EDF1_HUMAN Endothelial differenti3 2 2 2 15.48 139 139;141;148 0 5.9367 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 974240

O60884 DnaJ homolog subfamily A member 2DNAJA2 >sp|O60884|DNJA2_HUMAN DnaJ homolog subfamily A member 2 OS=Homo sapiens GN=DNAJA2 PE=1 SV=1;>tr|A0A087WT48|A0A087WT48_HUMAN DnaJ homolog subfamily A member 2 (Fragment) OS=Homo sapiens GN=DNAJA2 PE=1 SV=12 2 2 2 45.745 412 412;134 0 3.261 0 0 0 0 0 0 0 0 0 0 0 1553700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O60925 Prefoldin subunit 1PFDN1 >tr|E5RGS4|E5RGS4_HUMAN Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=1;>sp|O60925|PFD1_HUMAN Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=2;>tr|D6RGG5|D6RGG5_HUMAN Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=13 2 2 2 13.466 117 117;122;35 0 11.018 0 1417800 1310400 0 1190500 1381200 1447100 0 0 0 1649800 1304200 0 1047900 1031100 875820 0 0 0 0 0 0 0 0 1402900 0 0 0

O75116 Rho-associated protein kinase 2ROCK2 >tr|E9PF63|E9PF63_HUMAN Rho-associated protein kinase 2 OS=Homo sapiens GN=ROCK2 PE=1 SV=1;>sp|O75116|ROCK2_HUMAN Rho-associated protein kinase 2 OS=Homo sapiens GN=ROCK2 PE=1 SV=45 5 5 3 133.26 1145 1145;1388;703;203;4460 6.7532 0 0 0 0 0 0 0 759960 0 0 0 1300400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75208 "Ubiquinone biosynthesis protein COQ9, mitochondrial"COQ9 >tr|H3BPW3|H3BPW3_HUMAN Ubiquinone biosynthesis protein COQ9, mitochondrial (Fragment) OS=Homo sapiens GN=COQ9 PE=1 SV=1;>tr|H3BVA5|H3BVA5_HUMAN Ubiquinone biosynthesis protein COQ9, mitochondrial (Fragment) OS=Homo sapiens GN=COQ9 PE=1 SV=1;>tr|H3BPC6|H3B8 1 1 1 11.422 102 102;172;188;207;283;304;135;3180 67.319 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 311650

O75380 "NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial"NDUFS6 >sp|O75380|NDUS6_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial OS=Homo sapiens GN=NDUFS6 PE=1 SV=12 3 3 3 13.711 124 124;172 0 4.2943 0 0 0 0 255630 0 0 0 0 0 0 0 0 248680 0 0 0 0 0 0 0 0 0 0 469230 270820 0 229060

O75391 Sperm-associated antigen 7SPAG7 >tr|I3L0X5|I3L0X5_HUMAN Sperm-associated antigen 7 OS=Homo sapiens GN=SPAG7 PE=1 SV=1;>tr|I3L4C3|I3L4C3_HUMAN Sperm-associated antigen 7 OS=Homo sapiens GN=SPAG7 PE=1 SV=1;>sp|O75391|SPAG7_HUMAN Sperm-associated antigen 7 OS=Homo sapiens GN=SPAG7 PE=1 SV=23 1 1 1 20.083 176 176;194;227 0 6.5619 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 166800

O75431 Metaxin-2 MTX2 >tr|C9JNK6|C9JNK6_HUMAN Metaxin-2 OS=Homo sapiens GN=MTX2 PE=1 SV=1;>sp|O75431-2|MTX2_HUMAN Isoform 2 of Metaxin-2 OS=Homo sapiens GN=MTX2;>sp|O75431|MTX2_HUMAN Metaxin-2 OS=Homo sapiens GN=MTX2 PE=1 SV=1;>tr|C9JAZ1|C9JAZ1_HUMAN Metaxin-2 (Fragment) OS=Hom4 5 5 5 23.643 207 207;253;263;229 0 101.87 0 0 0 0 0 0 0 0 0 0 3734400 4133000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3205700

O75477 Erlin-1 ERLIN1 >sp|O75477|ERLN1_HUMAN Erlin-1 OS=Homo sapiens GN=ERLIN1 PE=1 SV=11 3 1 1 38.925 346 346 0 4.2146 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 121040

O75506 Heat shock factor-binding protein 1HSBP1 >sp|O75506|HSBP1_HUMAN Heat shock factor-binding protein 1 OS=Homo sapiens GN=HSBP1 PE=1 SV=11 2 2 2 8.5435 76 76 0 12.342 0 0 0 0 0 0 0 0 0 0 0 0 0 3605000 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75600 "2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial"GCAT >tr|F2Z340|F2Z340_HUMAN 2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial OS=Homo sapiens GN=GCAT PE=4 SV=1;>tr|C9IZC9|C9IZC9_HUMAN 2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial (Fragment) OS=Homo sapiens GN=GCAT PE=4 SV=1;>tr|H7BZ75|H7BZ755 1 1 1 9.9292 91 91;177;239;419;4450 6.557 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2538900

O75608 Acyl-protein thioesterase 1LYPLA1 >tr|A0A087X1K9|A0A087X1K9_HUMAN Acyl-protein thioesterase 1 OS=Homo sapiens GN=LYPLA1 PE=1 SV=1;>tr|E5RGR0|E5RGR0_HUMAN Acyl-protein thioesterase 1 (Fragment) OS=Homo sapiens GN=LYPLA1 PE=1 SV=1;>sp|O75608-2|LYPA1_HUMAN Isoform 2 of Acyl-protein thioestera6 3 3 3 17.981 166 166;197;214;230;90;1960 8.3698 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 716640

O75694 Nuclear pore complex protein Nup155NUP155 >tr|E9PF10|E9PF10_HUMAN Nuclear pore complex protein Nup155 OS=Homo sapiens GN=NUP155 PE=1 SV=1;>sp|O75694-2|NU155_HUMAN Isoform 2 of Nuclear pore complex protein Nup155 OS=Homo sapiens GN=NUP155;>sp|O75694|NU155_HUMAN Nuclear pore complex protein Nup155 O3 8 8 8 148.09 1327 1327;1332;1391 0 18.714 0 0 0 0 0 0 0 0 0 0 2076200 2709300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75787 Renin receptorATP6AP2 >tr|H7C3E1|H7C3E1_HUMAN Renin receptor (Fragment) OS=Homo sapiens GN=ATP6AP2 PE=1 SV=1;>sp|O75787-2|RENR_HUMAN Isoform 2 of Renin receptor OS=Homo sapiens GN=ATP6AP2;>sp|O75787|RENR_HUMAN Renin receptor OS=Homo sapiens GN=ATP6AP2 PE=1 SV=2;>tr|H7C240|H7C245 3 3 3 28.675 259 259;318;350;203;2430 60.361 0 0 0 0 0 0 0 0 0 0 0 1352000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75828 Carbonyl reductase [NADPH] 3CBR3 >sp|O75828|CBR3_HUMAN Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=31 3 1 1 30.85 277 277 0 2.9786 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 296460

O75880 "Protein SCO1 homolog, mitochondrial"SCO1 >tr|J3QL56|J3QL56_HUMAN Protein SCO1 homolog, mitochondrial OS=Homo sapiens GN=SCO1 PE=1 SV=1;>sp|O75880|SCO1_HUMAN Protein SCO1 homolog, mitochondrial OS=Homo sapiens GN=SCO1 PE=1 SV=12 1 1 1 30.178 270 270;301 0 10.27 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 361860

O75907 Diacylglycerol O-acyltransferase 1DGAT1 >tr|A0A0A0MR74|A0A0A0MR74_HUMAN Diacylglycerol O-acyltransferase 1 OS=Homo sapiens GN=DGAT1 PE=4 SV=1;>sp|O75907|DGAT1_HUMAN Diacylglycerol O-acyltransferase 1 OS=Homo sapiens GN=DGAT1 PE=1 SV=22 1 1 1 33.529 315 315;488 0 4.3215 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168450

O75909 Cyclin-K CCNK >tr|G3V235|G3V235_HUMAN Cyclin-K (Fragment) OS=Homo sapiens GN=CCNK PE=1 SV=3;>tr|G3V2Q3|G3V2Q3_HUMAN Cyclin-K (Fragment) OS=Homo sapiens GN=CCNK PE=1 SV=1;>tr|G3V5E1|G3V5E1_HUMAN Cyclin-K OS=Homo sapiens GN=CCNK PE=1 SV=1;>sp|O75909-2|CCNK_HUMAN Isoform 27 1 1 1 12.725 110 110;227;378;354;357;580;6000.001636 2.2235 0 0 0 0 0 0 0 0 0 0 0 324220 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75935 Dynactin subunit 3DCTN3 >tr|X6RCK5|X6RCK5_HUMAN Dynactin subunit 3 (Fragment) OS=Homo sapiens GN=DCTN3 PE=1 SV=1;>sp|O75935-3|DCTN3_HUMAN Isoform 3 of Dynactin subunit 3 OS=Homo sapiens GN=DCTN3;>sp|O75935|DCTN3_HUMAN Dynactin subunit 3 OS=Homo sapiens GN=DCTN3 PE=1 SV=1;>tr|X6RA7 3 3 3 17.299 151 151;158;186;142;161;176;1760 4.8811 1020300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75936 Gamma-butyrobetaine dioxygenaseBBOX1 >tr|E9PKC9|E9PKC9_HUMAN Gamma-butyrobetaine dioxygenase (Fragment) OS=Homo sapiens GN=BBOX1 PE=4 SV=1;>sp|O75936|BODG_HUMAN Gamma-butyrobetaine dioxygenase OS=Homo sapiens GN=BBOX1 PE=1 SV=12 1 1 1 7.6288 68 68;387 0.00711 1.6359 0 0 0 4849700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O75937 DnaJ homolog subfamily C member 8DNAJC8 >sp|O75937|DNJC8_HUMAN DnaJ homolog subfamily C member 8 OS=Homo sapiens GN=DNAJC8 PE=1 SV=21 3 3 3 29.841 253 253 0 14.579 1415700 1191600 1436500 1358900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1789600 1920100 1357600 1463900

O75954 Tetraspanin-9TSPAN9 >tr|B5MD23|B5MD23_HUMAN Tetraspanin OS=Homo sapiens GN=TSPAN9 PE=3 SV=1;>sp|O75954|TSN9_HUMAN Tetraspanin-9 OS=Homo sapiens GN=TSPAN9 PE=1 SV=12 1 1 1 29.559 271 271;239 0 5.0856 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 68966

O76003 Glutaredoxin-3GLRX3 >sp|O76003|GLRX3_HUMAN Glutaredoxin-3 OS=Homo sapiens GN=GLRX3 PE=1 SV=21 6 6 6 37.432 335 335 0 69.629 2453100 2593400 2149100 1746200 2491500 2545800 1725700 2406900 0 0 4698000 2808500 3134200 0 0 0 0 0 0 0 0 0 0 0 0 0 7705000 802480

O76021 Ribosomal L1 domain-containing protein 1RSL1D1 >tr|J3QSV6|J3QSV6_HUMAN Ribosomal L1 domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RSL1D1 PE=1 SV=1;>sp|O76021|RL1D1_HUMAN Ribosomal L1 domain-containing protein 1 OS=Homo sapiens GN=RSL1D1 PE=1 SV=3;>tr|I3L3C4|I3L3C4_HUMAN Ribosomal L1 domain-5 4 4 4 48.208 430 430;490;158;296;980 12.966 3702800 3166600 883880 1021100 1186700 928140 978870 1443600 0 0 6723500 3811100 499640 892060 1773600 1437100 0 0 0 0 0 0 0 0 966360 542700 1386300 2017500

O94766 Galactosylgalactosylxylosylprotein 3-beta-glucuronosyltransferase 3B3GAT3 >tr|G3V150|G3V150_HUMAN Beta-1,3-glucuronyltransferase 3 (Glucuronosyltransferase I), isoform CRA_a OS=Homo sapiens GN=B3GAT3 PE=1 SV=1;>sp|O94766-2|B3GA3_HUMAN Isoform 2 of Galactosylgalactosylxylosylprotein 3-beta-glucuronosyltransferase 3 OS=Homo sapien3 1 1 1 34.963 319 319;315;335 0 20.051 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 74490

O94804 Serine/threonine-protein kinase 10STK10 >sp|O94804|STK10_HUMAN Serine/threonine-protein kinase 10 OS=Homo sapiens GN=STK10 PE=1 SV=11 1 1 1 112.13 968 968 0.002244 1.9952 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 119040 0

O94811 Tubulin polymerization-promoting proteinTPPP >sp|O94811|TPPP_HUMAN Tubulin polymerization-promoting protein OS=Homo sapiens GN=TPPP PE=1 SV=11 2 2 2 23.693 219 219 0 6.9303 1002700 0 0 1506500 0 0 0 0 0 0 0 0 299950 457720 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O94822 E3 ubiquitin-protein ligase listerinLTN1 >sp|O94822|LTN1_HUMAN E3 ubiquitin-protein ligase listerin OS=Homo sapiens GN=LTN1 PE=1 SV=6;>sp|O94822-3|LTN1_HUMAN Isoform 3 of E3 ubiquitin-protein ligase listerin OS=Homo sapiens GN=LTN12 1 1 1 200.55 1766 1766;1812 0 45.64 0 0 0 0 0 0 0 0 0 0 0 1951200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O94875 Sorbin and SH3 domain-containing protein 2SORBS2 >tr|H7BXR3|H7BXR3_HUMAN Sorbin and SH3 domain-containing protein 2 (Fragment) OS=Homo sapiens GN=SORBS2 PE=1 SV=1;>sp|O94875-5|SRBS2_HUMAN Isoform 5 of Sorbin and SH3 domain-containing protein 2 OS=Homo sapiens GN=SORBS2;>sp|O94875-3|SRBS2_HUMAN Isoform 3 14 8 1 1 70.174 636 636;645;645;691;731;824;661;666;253;291;89;93;100;1560.000344 2.926 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 241540

O94887 "FERM, RhoGEF and pleckstrin domain-containing protein 2"FARP2 >sp|O94887|FARP2_HUMAN FERM, RhoGEF and pleckstrin domain-containing protein 2 OS=Homo sapiens GN=FARP2 PE=1 SV=31 1 1 1 119.89 1054 1054 0 3.2792 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 53117

O94901 SUN domain-containing protein 1SUN1 >tr|H7C2K3|H7C2K3_HUMAN SUN domain-containing protein 1 (Fragment) OS=Homo sapiens GN=SUN1 PE=4 SV=1;>tr|H0Y6N5|H0Y6N5_HUMAN SUN domain-containing protein 1 (Fragment) OS=Homo sapiens GN=SUN1 PE=1 SV=1;>tr|H0Y742|H0Y742_HUMAN SUN domain-containing protein 9 2 2 2 46.772 427 427;634;710;822;682;702;785;812;9160 20.035 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 347460 0 0 0 0 0 0 0 0 0 0 0 0

O94915 Protein furry homolog-likeFRYL >sp|O94915|FRYL_HUMAN Protein furry homolog-like OS=Homo sapiens GN=FRYL PE=1 SV=2;>tr|F2Z2S2|F2Z2S2_HUMAN Protein furry homolog-like OS=Homo sapiens GN=FRYL PE=1 SV=1;>sp|O94915-2|FRYL_HUMAN Isoform 2 of Protein furry homolog-like OS=Homo sapiens GN=FRYL3 2 2 2 339.59 3013 3013;1553;4030.001647 2.3224 0 0 0 0 0 0 0 0 0 0 0 0 389340 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O94992 Protein HEXIM1HEXIM1 >sp|O94992|HEXI1_HUMAN Protein HEXIM1 OS=Homo sapiens GN=HEXIM1 PE=1 SV=11 1 1 1 40.623 359 359 0.005637 1.7486 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 171830 0

O95084 Serine protease 23PRSS23 >sp|O95084-2|PRS23_HUMAN Isoform 2 of Serine protease 23 OS=Homo sapiens GN=PRSS23;>sp|O95084|PRS23_HUMAN Serine protease 23 OS=Homo sapiens GN=PRSS23 PE=1 SV=12 2 2 2 39.641 351 351;383 0 4.5546 0 0 0 0 0 1462000 0 0 0 0 0 1169700 0 0 1548700 1188600 0 0 0 0 0 0 0 0 0 989190 0 0

O95104 "Splicing factor, arginine/serine-rich 15"SCAF4 >sp|O95104-2|SFR15_HUMAN Isoform 2 of Splicing factor, arginine/serine-rich 15 OS=Homo sapiens GN=SCAF4;>sp|O95104-3|SFR15_HUMAN Isoform 3 of Splicing factor, arginine/serine-rich 15 OS=Homo sapiens GN=SCAF4;>sp|O95104|SFR15_HUMAN Splicing factor, arginine3 1 1 1 123.64 1125 1125;1132;1147 0 63.786 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 454200

O95155 Ubiquitin conjugation factor E4 BUBE4B >sp|O95155-3|UBE4B_HUMAN Isoform 3 of Ubiquitin conjugation factor E4 B OS=Homo sapiens GN=UBE4B;>sp|O95155-2|UBE4B_HUMAN Isoform 2 of Ubiquitin conjugation factor E4 B OS=Homo sapiens GN=UBE4B;>sp|O95155|UBE4B_HUMAN Ubiquitin conjugation factor E4 B OS=Ho4 1 1 1 121.82 1061 1061;1173;1302;13530.002867 1.9456 0 0 0 0 0 0 0 0 0 0 0 304400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O95163 Elongator complex protein 1IKBKAP >tr|F5H2T0|F5H2T0_HUMAN Elongator complex protein 1 OS=Homo sapiens GN=IKBKAP PE=1 SV=1;>sp|O95163|ELP1_HUMAN Elongator complex protein 1 OS=Homo sapiens GN=IKBKAP PE=1 SV=32 2 2 2 111.47 983 983;1332 0 7.6532 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 342540 0

O95210 Starch-binding domain-containing protein 1STBD1 >sp|O95210|STBD1_HUMAN Starch-binding domain-containing protein 1 OS=Homo sapiens GN=STBD1 PE=1 SV=11 1 1 1 39.007 358 358 0 3.888 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 112650

O95219 Sorting nexin-4SNX4 >tr|F8W9T3|F8W9T3_HUMAN Sorting nexin-4 (Fragment) OS=Homo sapiens GN=SNX4 PE=1 SV=1;>sp|O95219|SNX4_HUMAN Sorting nexin-4 OS=Homo sapiens GN=SNX4 PE=1 SV=1;>sp|O95219-2|SNX4_HUMAN Isoform 2 of Sorting nexin-4 OS=Homo sapiens GN=SNX43 2 2 2 18.564 155 155;450;3050.002254 2.0339 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 329230 0 0

O95248 Myotubularin-related protein 5SBF1 >tr|G5E933|G5E933_HUMAN Myotubularin-related protein 5 OS=Homo sapiens GN=SBF1 PE=1 SV=1;>sp|O95248|MTMR5_HUMAN Myotubularin-related protein 5 OS=Homo sapiens GN=SBF1 PE=1 SV=3;>sp|O95248-4|MTMR5_HUMAN Isoform 4 of Myotubularin-related protein 5 OS=Homo sa3 1 1 1 208.44 1868 1868;1867;18930.007364 1.5579 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 351820 0 0

O95295 SNARE-associated protein SnapinSNAPIN >sp|O95295|SNAPN_HUMAN SNARE-associated protein Snapin OS=Homo sapiens GN=SNAPIN PE=1 SV=11 2 2 2 14.874 136 136 0 21.045 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 399260 0

O95352 Ubiquitin-like modifier-activating enzyme ATG7ATG7 >sp|O95352-3|ATG7_HUMAN Isoform 3 of Ubiquitin-like modifier-activating enzyme ATG7 OS=Homo sapiens GN=ATG7;>sp|O95352|ATG7_HUMAN Ubiquitin-like modifier-activating enzyme ATG7 OS=Homo sapiens GN=ATG7 PE=1 SV=1;>tr|H7C2R3|H7C2R3_HUMAN Ubiquitin-like modifi6 2 2 2 68.617 623 623;703;95;96;139;6760 5.8991 0 0 0 0 1138200 0 0 0 0 0 3493400 2093800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O95379 Tumor necrosis factor alpha-induced protein 8TNFAIP8 >tr|E5RIJ3|E5RIJ3_HUMAN Tumor necrosis factor alpha-induced protein 8 (Fragment) OS=Homo sapiens GN=TNFAIP8 PE=4 SV=1;>tr|D6RCM8|D6RCM8_HUMAN Tumor necrosis factor alpha-induced protein 8 OS=Homo sapiens GN=TNFAIP8 PE=1 SV=1;>sp|O95379-3|TFIP8_HUMAN Isofor6 1 1 1 7.935 68 68;200;188;190;198;2100 25.032 0 0 0 0 0 350950 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O95456 Proteasome assembly chaperone 1PSMG1 >tr|F8WBH7|F8WBH7_HUMAN Proteasome assembly chaperone 1 OS=Homo sapiens GN=PSMG1 PE=1 SV=1;>sp|O95456-2|PSMG1_HUMAN Isoform 2 of Proteasome assembly chaperone 1 OS=Homo sapiens GN=PSMG1;>sp|O95456|PSMG1_HUMAN Proteasome assembly chaperone 1 OS=Homo sapiens3 1 1 1 7.182 63 63;267;288 0.000677 2.6569 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 608490

O95479 GDH/6PGL endoplasmic bifunctional protein;Glucose 1-dehydrogenase;6-phosphogluconolactonaseH6PD >tr|R4GMU1|R4GMU1_HUMAN GDH/6PGL endoplasmic bifunctional protein OS=Homo sapiens GN=H6PD PE=4 SV=1;>sp|O95479|G6PE_HUMAN GDH/6PGL endoplasmic bifunctional protein OS=Homo sapiens GN=H6PD PE=1 SV=22 2 2 2 90.172 802 802;791 0 3.7387 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 241300 0

O95486 Protein transport protein Sec24ASEC24A >sp|O95486|SC24A_HUMAN Protein transport protein Sec24A OS=Homo sapiens GN=SEC24A PE=1 SV=22 3 3 3 119.75 1093 1093;613 0 6.1714 0 0 606230 0 0 0 0 0 0 0 0 0 0 202520 259960 0 0 0 0 0 0 0 0 0 0 0 0 0

O95487 Protein transport protein Sec24BSEC24B >sp|O95487-2|SC24B_HUMAN Isoform 2 of Protein transport protein Sec24B OS=Homo sapiens GN=SEC24B;>sp|O95487|SC24B_HUMAN Protein transport protein Sec24B OS=Homo sapiens GN=SEC24B PE=1 SV=2;>sp|O95487-3|SC24B_HUMAN Isoform 3 of Protein transport protein Sec3 2 2 2 133.63 1233 1233;1268;1298 0 28.562 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2443100 0

O95671 N-acetylserotonin O-methyltransferase-like proteinASMTL >sp|O95671-3|ASML_HUMAN Isoform 3 of N-acetylserotonin O-methyltransferase-like protein OS=Homo sapiens GN=ASMTL;>sp|O95671-2|ASML_HUMAN Isoform 2 of N-acetylserotonin O-methyltransferase-like protein OS=Homo sapiens GN=ASMTL;>sp|O95671|ASML_HUMAN N-acetyl3 6 6 6 62.442 563 563;605;621 0 55.931 0 0 0 0 0 0 0 0 0 0 719890 793710 0 0 0 0 0 0 0 0 0 0 0 0 0 3178000 772840 699050

O95758 Polypyrimidine tract-binding protein 3PTBP3 >sp|O95758-1|PTBP3_HUMAN Isoform 1 of Polypyrimidine tract-binding protein 3 OS=Homo sapiens GN=PTBP3;>sp|O95758-6|PTBP3_HUMAN Isoform 6 of Polypyrimidine tract-binding protein 3 OS=Homo sapiens GN=PTBP3;>sp|O95758-2|PTBP3_HUMAN Isoform 2 of Polypyrimidine7 2 1 1 56.501 521 521;524;547;552;555;558;4570 6.3587 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4611600

O95819 Mitogen-activated protein kinase kinase kinase kinase 4;TRAF2 and NCK-interacting protein kinase;Misshapen-like kinase 1TNIK >tr|C9J338|C9J338_HUMAN TRAF2 and NCK-interacting protein kinase (Fragment) OS=Homo sapiens GN=TNIK PE=1 SV=1;>tr|I3L2I2|I3L2I2_HUMAN Misshapen-like kinase 1 (Fragment) OS=Homo sapiens GN=MINK1 PE=1 SV=1;>tr|C9J840|C9J840_HUMAN Mitogen-activated protein ki28 1 1 1 40.386 350 350;381;987;1038;1154;1165;1170;1235;1272;1273;1165;1211;1239;1242;1268;1275;1276;1295;1297;1303;1305;1312;1319;1323;1331;1332;1352;13600.000346 2.9677 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 128410

O95822 "Malonyl-CoA decarboxylase, mitochondrial"MLYCD >sp|O95822-2|DCMC_HUMAN Isoform Cytoplasmic+peroxisomal of Malonyl-CoA decarboxylase, mitochondrial OS=Homo sapiens GN=MLYCD;>sp|O95822|DCMC_HUMAN Malonyl-CoA decarboxylase, mitochondrial OS=Homo sapiens GN=MLYCD PE=1 SV=32 3 3 3 50.945 454 454;493 0 7.6745 0 0 0 0 0 0 0 0 0 0 0 803560 0 1190400 691320 0 0 0 0 0 0 0 0 0 0 886970 0 1496500

O95825 Quinone oxidoreductase-like protein 1CRYZL1 >sp|O95825|QORL1_HUMAN Quinone oxidoreductase-like protein 1 OS=Homo sapiens GN=CRYZL1 PE=1 SV=2;>tr|C9JQD0|C9JQD0_HUMAN Quinone oxidoreductase-like protein 1 (Fragment) OS=Homo sapiens GN=CRYZL1 PE=1 SV=1;>tr|C9K0F7|C9K0F7_HUMAN Quinone oxidoreductase-lik9 2 2 2 38.696 349 349;107;158;181;241;322;325;334;1980 14.989 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1001400

O95848 Uridine diphosphate glucose pyrophosphataseNUDT14 >sp|O95848|NUD14_HUMAN Uridine diphosphate glucose pyrophosphatase OS=Homo sapiens GN=NUDT14 PE=1 SV=21 1 1 1 24.118 222 222 0.000673 2.5882 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 171700

O95857 Tetraspanin-13TSPAN13 >sp|O95857|TSN13_HUMAN Tetraspanin-13 OS=Homo sapiens GN=TSPAN13 PE=2 SV=11 1 1 1 22.147 204 204 0 22.027 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 975370

O95858 Tetraspanin-15TSPAN15 >tr|H7C285|H7C285_HUMAN Tetraspanin-15 (Fragment) OS=Homo sapiens GN=TSPAN15 PE=4 SV=1;>sp|O95858|TSN15_HUMAN Tetraspanin-15 OS=Homo sapiens GN=TSPAN15 PE=2 SV=12 1 1 1 18.219 160 160;294 0 15.999 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235390

O95864 Fatty acid desaturase 2FADS2 >sp|O95864-3|FADS2_HUMAN Isoform 3 of Fatty acid desaturase 2 OS=Homo sapiens GN=FADS2;>sp|O95864-4|FADS2_HUMAN Isoform 4 of Fatty acid desaturase 2 OS=Homo sapiens GN=FADS2;>sp|O95864-2|FADS2_HUMAN Isoform 2 of Fatty acid desaturase 2 OS=Homo sapiens GN=F4 1 1 1 45.524 386 386;413;422;4440.005022 1.7962 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 349030

O95881 Thioredoxin domain-containing protein 12TXNDC12 >sp|O95881|TXD12_HUMAN Thioredoxin domain-containing protein 12 OS=Homo sapiens GN=TXNDC12 PE=1 SV=11 4 4 4 19.206 172 172 0 7.2893 0 0 2312000 1510400 1550300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

O96005 Cleft lip and palate transmembrane protein 1CLPTM1 >sp|O96005-3|CLPT1_HUMAN Isoform 2 of Cleft lip and palate transmembrane protein 1 OS=Homo sapiens GN=CLPTM1;>sp|O96005-4|CLPT1_HUMAN Isoform 3 of Cleft lip and palate transmembrane protein 1 OS=Homo sapiens GN=CLPTM1;>sp|O96005|CLPT1_HUMAN Cleft lip and p3 1 1 1 65.596 567 567;655;6690.001958 2.1817 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 222610

O96007 Molybdopterin synthase catalytic subunitMOCS2 >sp|O96007|MOC2B_HUMAN Molybdopterin synthase catalytic subunit OS=Homo sapiens GN=MOCS2 PE=1 SV=11 1 1 1 20.944 188 188 0 3.7296 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 341800

O96011 Peroxisomal membrane protein 11BPEX11B >tr|H7C3V6|H7C3V6_HUMAN Peroxisomal membrane protein 11B (Fragment) OS=Homo sapiens GN=PEX11B PE=1 SV=1;>sp|O96011-2|PX11B_HUMAN Isoform 2 of Peroxisomal membrane protein 11B OS=Homo sapiens GN=PEX11B;>sp|O96011|PX11B_HUMAN Peroxisomal membrane protein 11B3 2 2 2 8.8138 81 81;245;259 0 3.9467 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 806970 0

O96019 Actin-like protein 6AACTL6A >sp|O96019-2|ACL6A_HUMAN Isoform 2 of Actin-like protein 6A OS=Homo sapiens GN=ACTL6A;>sp|O96019|ACL6A_HUMAN Actin-like protein 6A OS=Homo sapiens GN=ACTL6A PE=1 SV=1;>tr|C9JQT2|C9JQT2_HUMAN Actin-like protein 6A (Fragment) OS=Homo sapiens GN=ACTL6A PE=1 S4 2 2 2 43.236 387 387;429;50;1610.002261 2.0623 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4146400 0 0 0 0 0 0 0 0 0 0 0 0

O96033 Molybdopterin synthase sulfur carrier subunitMOCS2 >tr|E9PKT9|E9PKT9_HUMAN Molybdopterin synthase sulfur carrier subunit OS=Homo sapiens GN=MOCS2 PE=1 SV=2;>sp|O96033|MOC2A_HUMAN Molybdopterin synthase sulfur carrier subunit OS=Homo sapiens GN=MOCS2 PE=1 SV=12 1 1 1 9.2145 83 83;88 0.010015 1.4499 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 323130 0 0 0

P00450 CeruloplasminCP >tr|H7C5R1|H7C5R1_HUMAN Ceruloplasmin (Fragment) OS=Homo sapiens GN=CP PE=4 SV=1;>tr|E9PFZ2|E9PFZ2_HUMAN Ceruloplasmin OS=Homo sapiens GN=CP PE=4 SV=1;>sp|P00450|CERU_HUMAN Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=14 3 3 3 97.712 852 852;946;1065;225 0 3.4286 0 0 0 0 370580 0 0 0 0 0 0 0 0 0 377880 396740 0 0 0 0 0 0 0 0 0 0 0 649620

P00751 Complement factor B;Complement factor B Ba fragment;Complement factor B Bb fragmentCFB >tr|H7C5H1|H7C5H1_HUMAN Complement factor B (Fragment) OS=Homo sapiens GN=CFB PE=3 SV=1;>tr|E7ETN3|E7ETN3_HUMAN Uncharacterized protein OS=Homo sapiens PE=3 SV=1;>tr|B4E1Z4|B4E1Z4_HUMAN Uncharacterized protein OS=Homo sapiens PE=2 SV=1;>sp|P00751|CFAB_HUMA4 1 1 1 34.581 305 305;1115;1266;7640.001643 2.2897 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1548100

P00846 ATP synthase subunit aMT-ATP6 >sp|P00846|ATP6_HUMAN ATP synthase subunit a OS=Homo sapiens GN=MT-ATP6 PE=1 SV=11 1 1 1 24.817 226 226 0 5.1266 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6557400

P01024 Complement C3;Complement C3 beta chain;C3-beta-c;Complement C3 alpha chain;C3a anaphylatoxin;Acylation stimulating protein;Complement C3b alpha chain;Complement C3c alpha chain fragment 1;Complement C3dg fragment;Complement C3g fragment;Complement C3d fraC3 >sp|P01024|CO3_HUMAN Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=22 7 7 7 187.15 1663 1663;101 0 103.33 0 0 0 0 0 0 0 0 0 0 0 3674400 0 0 15631000 9646500 0 0 0 0 0 0 0 0 0 0 2764700 4030500

P01833 Polymeric immunoglobulin receptor;Secretory componentPIGR >sp|P01833|PIGR_HUMAN Polymeric immunoglobulin receptor OS=Homo sapiens GN=PIGR PE=1 SV=41 1 1 1 83.283 764 764 0 5.2096 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 633790 0 0 0 0 0 0 0 0 0 0 0 0

P01834 Ig kappa chain C regionIGKC >tr|A0A075B6H6|A0A075B6H6_HUMAN Ig kappa chain C region (Fragment) OS=Homo sapiens GN=IGKC PE=4 SV=1;>tr|A0A087X130|A0A087X130_HUMAN Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1;>tr|A0A087WZW8|A0A087WZW8_HUMAN Protein IGKV3-11 OS=Homo sapiens 7 2 2 2 11.609 107 107;231;233;234;234;236;1060 34.922 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 214880

P01903 "HLA class II histocompatibility antigen, DR alpha chain;HLA class II histocompatibility antigen, DQ alpha 2 chain"HLA-DRA >tr|Q30118|Q30118_HUMAN HLA class II histocompatibility antigen, DR alpha chain OS=Homo sapiens GN=HLA-DRA PE=1 SV=1;>sp|P01903|DRA_HUMAN HLA class II histocompatibility antigen, DR alpha chain OS=Homo sapiens GN=HLA-DRA PE=1 SV=1;>sp|P01906|DQA2_HUMAN HLA3 1 1 1 25.859 229 229;254;2550.004433 1.8923 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 362080

P02743 Serum amyloid P-component;Serum amyloid P-component(1-203)APCS >sp|P02743|SAMP_HUMAN Serum amyloid P-component OS=Homo sapiens GN=APCS PE=1 SV=21 2 2 2 25.387 223 223 0 48.012 0 0 0 0 0 0 0 0 0 0 0 394340 0 0 2449400 2444800 0 0 0 0 0 0 0 0 0 0 0 0

P02787 SerotransferrinTF >tr|C9JB55|C9JB55_HUMAN Serotransferrin (Fragment) OS=Homo sapiens GN=TF PE=1 SV=3;>tr|F8WEK9|F8WEK9_HUMAN Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=1;>tr|F8WCI6|F8WCI6_HUMAN Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=1;>sp|P02787|TRFE_HUMAN Serotra4 1 1 1 8.0891 76 76;115;120;698 0 4.2127 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 267730

P03905 NADH-ubiquinone oxidoreductase chain 4MT-ND4 >sp|P03905|NU4M_HUMAN NADH-ubiquinone oxidoreductase chain 4 OS=Homo sapiens GN=MT-ND4 PE=1 SV=11 1 1 1 51.58 459 459 0 5.2349 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 675440 0 0 0

P03915 NADH-ubiquinone oxidoreductase chain 5MT-ND5 >sp|P03915|NU5M_HUMAN NADH-ubiquinone oxidoreductase chain 5 OS=Homo sapiens GN=MT-ND5 PE=1 SV=21 1 1 1 67.026 603 603 0 3.8199 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 227820

P04003 C4b-binding protein alpha chainC4BPA >sp|P04003|C4BPA_HUMAN C4b-binding protein alpha chain OS=Homo sapiens GN=C4BPA PE=1 SV=21 2 2 2 67.033 597 597 0.001634 2.2092 0 0 0 0 0 0 384030 382220 0 0 0 0 0 0 1657900 0 0 0 0 0 0 0 0 0 0 0 591110 0

P04114 Apolipoprotein B-100;Apolipoprotein B-48APOB >tr|A0A087WTM7|A0A087WTM7_HUMAN Apolipoprotein B-100 OS=Homo sapiens GN=APOB PE=1 SV=1;>sp|P04114|APOB_HUMAN Apolipoprotein B-100 OS=Homo sapiens GN=APOB PE=1 SV=22 2 2 2 489.83 4344 4344;4563 0.006229 1.7078 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2303600 0 0 0 0 0 0 0 0 0 0 0 0 0

P04271 Protein S100-BS100B >sp|P04271|S100B_HUMAN Protein S100-B OS=Homo sapiens GN=S100B PE=1 SV=21 2 2 2 10.713 92 92 0 4.4759 0 0 0 0 0 0 0 0 0 0 0 0 5663400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P05062 Fructose-bisphosphate aldolase BALDOB >tr|Q5T7D5|Q5T7D5_HUMAN Fructose-bisphosphate aldolase OS=Homo sapiens GN=ALDOB PE=3 SV=1;>tr|A0A087WXX2|A0A087WXX2_HUMAN Fructose-bisphosphate aldolase OS=Homo sapiens GN=ALDOB PE=3 SV=1;>sp|P05062|ALDOB_HUMAN Fructose-bisphosphate aldolase B OS=Homo sapi3 1 1 1 24.128 223 223;316;364 0 8.289 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 522790

P05120 Plasminogen activator inhibitor 2SERPINB2 >sp|P05120|PAI2_HUMAN Plasminogen activator inhibitor 2 OS=Homo sapiens GN=SERPINB2 PE=1 SV=2;>tr|E9PDK7|E9PDK7_HUMAN Plasminogen activator inhibitor 2 (Fragment) OS=Homo sapiens GN=SERPINB2 PE=1 SV=1;>tr|E7ERB5|E7ERB5_HUMAN Plasminogen activator inhibitor6 2 2 2 46.596 415 415;113;132;161;253;2800 7.1826 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1119600 0

P05156 Complement factor I;Complement factor I heavy chain;Complement factor I light chainCFI >tr|G3XAM2|G3XAM2_HUMAN Complement factor I light chain OS=Homo sapiens GN=CFI PE=3 SV=1;>tr|E7ETH0|E7ETH0_HUMAN Complement factor I light chain OS=Homo sapiens GN=CFI PE=3 SV=1;>sp|P05156|CFAI_HUMAN Complement factor I OS=Homo sapiens GN=CFI PE=1 SV=23 1 1 1 65.059 576 576;591;583 0.00736 1.5564 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 628120 0

P05161 Ubiquitin-like protein ISG15ISG15 >tr|A0A096LNZ9|A0A096LNZ9_HUMAN Ubiquitin-like protein ISG15 (Fragment) OS=Homo sapiens GN=ISG15 PE=1 SV=1;>tr|A0A096LPJ4|A0A096LPJ4_HUMAN Ubiquitin-like protein ISG15 OS=Homo sapiens GN=ISG15 PE=1 SV=1;>sp|P05161|ISG15_HUMAN Ubiquitin-like protein ISG15 O3 1 1 1 15.675 144 144;157;165 0 4.3437 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 118760

P05204 High mobility group nucleosome-binding domain-containing protein 3;Non-histone chromosomal protein HMG-17HMGN3 >tr|A0A087WZE9|A0A087WZE9_HUMAN High mobility group nucleosome-binding domain-containing protein 3 OS=Homo sapiens GN=HMGN3 PE=1 SV=1;>sp|Q15651-2|HMGN3_HUMAN Isoform 2 of High mobility group nucleosome-binding domain-containing protein 3 OS=Homo sapiens G4 1 1 1 13.956 130 130;77;90;99 0 3.806 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 192630

P06132 Uroporphyrinogen decarboxylaseUROD >sp|P06132|DCUP_HUMAN Uroporphyrinogen decarboxylase OS=Homo sapiens GN=UROD PE=1 SV=2;>tr|H0Y5R6|H0Y5R6_HUMAN Uroporphyrinogen decarboxylase (Fragment) OS=Homo sapiens GN=UROD PE=1 SV=13 4 4 4 40.786 367 367;228;193 0 37.227 0 0 0 0 0 0 0 0 0 0 890830 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P06396 Gelsolin GSN >sp|P06396|GELS_HUMAN Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=1;>tr|A0A0A0MS51|A0A0A0MS51_HUMAN Gelsolin OS=Homo sapiens GN=GSN PE=4 SV=1;>tr|A0A0A0MT01|A0A0A0MT01_HUMAN Gelsolin OS=Homo sapiens GN=GSN PE=4 SV=1;>sp|P06396-4|GELS_HUMAN Isoform 4 of Gelsoli9 35 1 1 85.696 782 782;748;767;739;742;781;207;188;2280.001943 2.0925 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235710 0 0 0 0 0 0 0 0 0 0 0 0

P06850 CorticoliberinCRH >sp|P06850|CRF_HUMAN Corticoliberin OS=Homo sapiens GN=CRH PE=1 SV=11 2 2 2 21.422 196 196 0 4.0854 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 833020

P06870 Kallikrein-1KLK1 >sp|P06870-2|KLK1_HUMAN Isoform 2 of Kallikrein-1 OS=Homo sapiens GN=KLK1;>sp|P06870|KLK1_HUMAN Kallikrein-1 OS=Homo sapiens GN=KLK1 PE=1 SV=22 1 1 1 23.835 216 216;262 0.006815 1.6529 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 368770 0 0

P07947 Tyrosine-protein kinase YesYES1 >tr|J3QRU1|J3QRU1_HUMAN Tyrosine-protein kinase Yes OS=Homo sapiens GN=YES1 PE=1 SV=1;>sp|P07947|YES_HUMAN Tyrosine-protein kinase Yes OS=Homo sapiens GN=YES1 PE=1 SV=313 3 1 1 61.386 548 548;543;525;526;482;491;504;505;512;525;526;534;5370 16.194 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 185010

P08123 Collagen alpha-2(I) chainCOL1A2 >tr|A0A087WTA8|A0A087WTA8_HUMAN Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1;>sp|P08123|CO1A2_HUMAN Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=1 SV=72 2 2 2 129.15 1364 1364;1366 0 6.0435 0 0 0 0 0 0 0 0 0 0 0 0 0 0 200930 227310 0 0 0 0 0 0 0 0 0 0 0 0

P08133 Annexin A6;AnnexinANXA6 >tr|E5RK69|E5RK69_HUMAN Annexin OS=Homo sapiens GN=ANXA6 PE=1 SV=12 34 2 2 51.776 460 460;91 0 71.387 0 0 0 0 0 0 0 0 0 0 1300700 1436400 1142800 0 1156900 0 0 0 0 0 0 0 0 0 0 0 0 1710400

P08134 Rho-related GTP-binding protein RhoCRHOC >tr|Q5JR08|Q5JR08_HUMAN Rho-related GTP-binding protein RhoC (Fragment) OS=Homo sapiens GN=RHOC PE=1 SV=3;>sp|P08134|RHOC_HUMAN Rho-related GTP-binding protein RhoC OS=Homo sapiens GN=RHOC PE=1 SV=1;>tr|E9PQH6|E9PQH6_HUMAN Rho-related GTP-binding protein R11 8 1 1 21.58 189 189;193;169;127;199;92;129;249;272;66;1960 8.2068 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2632500

P08183 Multidrug resistance protein 1ABCB1 >sp|P08183-2|MDR1_HUMAN Isoform 2 of Multidrug resistance protein 1 OS=Homo sapiens GN=ABCB1;>sp|P08183|MDR1_HUMAN Multidrug resistance protein 1 OS=Homo sapiens GN=ABCB1 PE=1 SV=32 1 1 1 134.03 1216 1216;1280 0.001639 2.2323 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 179300 0 0

P08236 Beta-glucuronidaseGUSB >sp|P08236-3|BGLR_HUMAN Isoform 3 of Beta-glucuronidase OS=Homo sapiens GN=GUSB;>sp|P08236-2|BGLR_HUMAN Isoform 2 of Beta-glucuronidase OS=Homo sapiens GN=GUSB;>sp|P08236|BGLR_HUMAN Beta-glucuronidase OS=Homo sapiens GN=GUSB PE=1 SV=23 2 2 2 58.345 505 505;600;6510.000991 2.3581 0 0 0 0 0 0 0 1728300 0 0 0 0 0 0 2964700 1100500 0 0 0 0 0 0 0 0 0 0 2825200 1705700

P08247 SynaptophysinSYP >sp|P08247|SYPH_HUMAN Synaptophysin OS=Homo sapiens GN=SYP PE=1 SV=3;>tr|H7C4W3|H7C4W3_HUMAN Synaptophysin (Fragment) OS=Homo sapiens GN=SYP PE=4 SV=1;>sp|P08247-2|SYPH_HUMAN Isoform 2 of Synaptophysin OS=Homo sapiens GN=SYP3 3 3 3 33.845 313 313;203;195 0 6.9328 0 0 0 0 1329400 0 1597500 1456600 0 0 0 0 0 0 2104300 0 0 0 0 0 0 0 0 0 0 0 1823000 0

P08294 Extracellular superoxide dismutase [Cu-Zn]SOD3 >sp|P08294|SODE_HUMAN Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD3 PE=1 SV=21 1 1 1 25.851 240 240 0 3.0969 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 239590

P08571 "Monocyte differentiation antigen CD14;Monocyte differentiation antigen CD14, urinary form;Monocyte differentiation antigen CD14, membrane-bound form"CD14 >tr|D6RFL4|D6RFL4_HUMAN Monocyte differentiation antigen CD14, urinary form (Fragment) OS=Homo sapiens GN=CD14 PE=4 SV=1;>sp|P08571|CD14_HUMAN Monocyte differentiation antigen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=22 2 2 2 23.313 213 213;375 0 39.483 0 0 0 0 0 0 869650 0 0 0 1685500 4118100 0 0 0 0 0 0 0 0 0 0 0 0 3063200 812850 2789500 3090400

P08754 Guanine nucleotide-binding protein G(k) subunit alphaGNAI3 >sp|P08754|GNAI3_HUMAN Guanine nucleotide-binding protein G(k) subunit alpha OS=Homo sapiens GN=GNAI3 PE=1 SV=31 6 1 1 40.532 354 354 0 23.324 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1086500

P09012 U1 small nuclear ribonucleoprotein ASNRPA >tr|M0R268|M0R268_HUMAN U1 small nuclear ribonucleoprotein A (Fragment) OS=Homo sapiens GN=SNRPA PE=1 SV=1;>sp|P09012|SNRPA_HUMAN U1 small nuclear ribonucleoprotein A OS=Homo sapiens GN=SNRPA PE=1 SV=3;>tr|M0R0G9|M0R0G9_HUMAN U1 small nuclear ribonucleopro8 3 3 3 28.388 256 256;282;87;129;142;148;184;2250 8.1923 0 0 0 0 0 3937400 0 4619800 0 0 3023400 3491300 0 0 2732700 2680000 0 0 0 0 0 0 0 0 0 0 2581200 1750400

P09132 Signal recognition particle 19 kDa proteinSRP19 >tr|A0A087WWU9|A0A087WWU9_HUMAN HCG2039564, isoform CRA_a OS=Homo sapiens GN=SRP19 PE=1 SV=1;>sp|P09132|SRP19_HUMAN Signal recognition particle 19 kDa protein OS=Homo sapiens GN=SRP19 PE=1 SV=3;>tr|A0A087WYR0|A0A087WYR0_HUMAN Signal recognition particle 195 3 3 3 11.85 104 104;144;120;110;430 11.51 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3951400 0 0

P09234 U1 small nuclear ribonucleoprotein CSNRPC >tr|A0A0A0MRR7|A0A0A0MRR7_HUMAN U1 small nuclear ribonucleoprotein C OS=Homo sapiens GN=SNRPC PE=4 SV=1;>sp|P09234|RU1C_HUMAN U1 small nuclear ribonucleoprotein C OS=Homo sapiens GN=SNRPC PE=1 SV=12 1 1 1 19.687 180 180;159 0 22.108 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1383600

P09341 Growth-regulated alpha protein;GRO-alpha(4-73);GRO-alpha(5-73);GRO-alpha(6-73);C-X-C motif chemokine 3;GRO-gamma(5-73);C-X-C motif chemokine 2;GRO-beta(5-73)CXCL1 >sp|P09341|GROA_HUMAN Growth-regulated alpha protein OS=Homo sapiens GN=CXCL1 PE=1 SV=1;>sp|P19876|CXCL3_HUMAN C-X-C motif chemokine 3 OS=Homo sapiens GN=CXCL3 PE=1 SV=1;>sp|P19875|CXCL2_HUMAN C-X-C motif chemokine 2 OS=Homo sapiens GN=CXCL2 PE=1 SV=13 2 2 2 11.301 107 107;107;107 0 5.2469 0 0 0 0 1414000 1028400 1048300 1071500 0 0 652240 753040 0 0 727940 755470 0 0 0 0 0 0 0 0 0 0 0 0



P09497 Clathrin light chain BCLTB >sp|P09497-2|CLCB_HUMAN Isoform Non-brain of Clathrin light chain B OS=Homo sapiens GN=CLTB;>sp|P09497|CLCB_HUMAN Clathrin light chain B OS=Homo sapiens GN=CLTB PE=1 SV=14 3 3 3 23.181 211 211;229;81;125 0 4.9037 0 0 909130 951470 0 0 1340700 1905500 0 0 0 0 852730 0 661300 0 0 0 0 0 0 0 0 0 0 0 0 0

P09668 Pro-cathepsin H;Cathepsin H mini chain;Cathepsin H;Cathepsin H heavy chain;Cathepsin H light chainCTSH >tr|A0A087X0D5|A0A087X0D5_HUMAN Pro-cathepsin H OS=Homo sapiens GN=CTSH PE=1 SV=1;>sp|P09668|CATH_HUMAN Pro-cathepsin H OS=Homo sapiens GN=CTSH PE=1 SV=42 1 1 1 36.269 323 323;335 0 3.1756 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 109790

P09917 Arachidonate 5-lipoxygenaseALOX5 >sp|P09917|LOX5_HUMAN Arachidonate 5-lipoxygenase OS=Homo sapiens GN=ALOX5 PE=1 SV=2;>sp|P09917-5|LOX5_HUMAN Isoform 5 of Arachidonate 5-lipoxygenase OS=Homo sapiens GN=ALOX5;>sp|P09917-2|LOX5_HUMAN Isoform 2 of Arachidonate 5-lipoxygenase OS=Homo sapiens 4 3 3 3 77.982 674 674;484;617;642 0 3.0353 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1219400 0 0 0 0 0 0 0 0 0 0 0 0 0

P0CG08 Putative Golgi pH regulator C;Golgi pH regulator A;Golgi pH regulator BGPR89C >sp|A6NKF9|GPHRC_HUMAN Putative Golgi pH regulator C OS=Homo sapiens GN=GPR89C PE=5 SV=2;>sp|B7ZAQ6-2|GPHRA_HUMAN Isoform 2 of Golgi pH regulator A OS=Homo sapiens GN=GPR89A;>sp|B7ZAQ6-3|GPHRA_HUMAN Isoform 3 of Golgi pH regulator A OS=Homo sapiens GN=GPR89 3 3 3 36.67 320 320;335;430;455;455;93;128;216;2290 4.4907 0 885150 0 0 0 0 0 0 0 0 0 0 0 0 0 660070 0 0 0 0 0 0 0 0 0 0 1074900 0

P0CG22 Dehydrogenase/reductase SDR family member 4;Putative dehydrogenase/reductase SDR family member 4-like 2DHRS4;DHRS4L1>sp|Q9BTZ2-8|DHRS4_HUMAN Isoform 8 of Dehydrogenase/reductase SDR family member 4 OS=Homo sapiens GN=DHRS4;>sp|Q9BTZ2-4|DHRS4_HUMAN Isoform 4 of Dehydrogenase/reductase SDR family member 4 OS=Homo sapiens GN=DHRS4;>sp|Q9BTZ2|DHRS4_HUMAN Dehydrogenase/reduc9 2 2 2 23.916 226 226;244;278;155;158;188;192;199;2810.000668 2.4904 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 578150 0 0 0 0 0 0 0 0 0 0 0 0

P0CG30 Glutathione S-transferase theta-2B;Glutathione S-transferase theta-2Em:AP000351.3;GSTT2B;GSTT2>tr|Q6ICJ4|Q6ICJ4_HUMAN Em:AP000351.3 protein OS=Homo sapiens GN=Em:AP000351.3 PE=2 SV=1;>tr|A0A087WY67|A0A087WY67_HUMAN Glutathione S-transferase theta-2 OS=Homo sapiens GN=GSTT2 PE=3 SV=1;>sp|P0CG30|GSTT2_HUMAN Glutathione S-transferase theta-2B OS=Homo 4 1 1 1 25.948 230 230;243;244;244 0 3.8874 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 533300 0 0 0 0 0 0 0 0 0 0 0 0

P10451 OsteopontinSPP1 >sp|P10451-4|OSTP_HUMAN Isoform D of Osteopontin OS=Homo sapiens GN=SPP1;>sp|P10451|OSTP_HUMAN Osteopontin OS=Homo sapiens GN=SPP1 PE=1 SV=1;>tr|D6R9C5|D6R9C5_HUMAN Osteopontin (Fragment) OS=Homo sapiens GN=SPP1 PE=1 SV=1;>sp|P10451-3|OSTP_HUMAN Isoform C 6 2 2 2 33.016 292 292;314;241;287;300;3000 47.373 0 0 0 0 0 1588800 1558800 2082400 0 0 2024100 1029200 0 0 1729400 1460400 0 0 0 0 0 0 0 0 0 0 1591500 2428900

P10643 Complement component C7C7 >sp|P10643|CO7_HUMAN Complement component C7 OS=Homo sapiens GN=C7 PE=1 SV=21 1 1 1 93.517 843 843 0 3.1149 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 194180

P11117 Lysosomal acid phosphataseACP2 >tr|E9PP23|E9PP23_HUMAN Lysosomal acid phosphatase (Fragment) OS=Homo sapiens GN=ACP2 PE=4 SV=1;>tr|E9PHY0|E9PHY0_HUMAN Lysosomal acid phosphatase OS=Homo sapiens GN=ACP2 PE=4 SV=1;>tr|B7Z7D2|B7Z7D2_HUMAN Lysosomal acid phosphatase OS=Homo sapiens GN=ACP2 5 1 1 1 35.156 305 305;360;391;395;4230.001643 2.287 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 682710

P11166 "Solute carrier family 2, facilitated glucose transporter member 1"SLC2A1 >tr|C9JIM8|C9JIM8_HUMAN Solute carrier family 2, facilitated glucose transporter member 1 (Fragment) OS=Homo sapiens GN=SLC2A1 PE=1 SV=3;>sp|P11166|GTR1_HUMAN Solute carrier family 2, facilitated glucose transporter member 1 OS=Homo sapiens GN=SLC2A1 PE=1 2 1 1 1 27.281 250 250;492 0 4.7344 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 43172 0

P11171 Protein 4.1EPB41 >tr|Q4VB86|Q4VB86_HUMAN EPB41 protein OS=Homo sapiens GN=EPB41 PE=2 SV=2;>sp|P11171-6|41_HUMAN Isoform 6 of Protein 4.1 OS=Homo sapiens GN=EPB41;>sp|P11171-4|41_HUMAN Isoform 4 of Protein 4.1 OS=Homo sapiens GN=EPB41;>sp|P11171-3|41_HUMAN Isoform 3 of Prot8 3 2 2 69.889 622 622;566;588;641;775;831;864;7200.000346 2.9645 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 101430

P11172 Uridine 5-monophosphate synthase;Orotate phosphoribosyltransferase;Orotidine 5-phosphate decarboxylaseUMPS >sp|P11172|UMPS_HUMAN Uridine 5-monophosphate synthase OS=Homo sapiens GN=UMPS PE=1 SV=1;>tr|F2Z3P2|F2Z3P2_HUMAN Orotate phosphoribosyltransferase OS=Homo sapiens GN=UMPS PE=1 SV=1;>tr|F2Z303|F2Z303_HUMAN Orotate phosphoribosyltransferase OS=Homo sapiens 7 2 2 2 52.221 480 480;57;66;142;342;302;3880 5.7239 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 861890 6650000 0

P11234 Ras-related protein Ral-BRALB >sp|P11234|RALB_HUMAN Ras-related protein Ral-B OS=Homo sapiens GN=RALB PE=1 SV=1;>sp|P11234-3|RALB_HUMAN Isoform 3 of Ras-related protein Ral-B OS=Homo sapiens GN=RALB;>sp|P11234-2|RALB_HUMAN Isoform 2 of Ras-related protein Ral-B OS=Homo sapiens GN=RALB5 5 1 1 23.408 206 206;227;228;167;1710.000675 2.6421 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 133350

P11277 "Spectrin beta chain, erythrocytic"SPTB >sp|P11277-3|SPTB1_HUMAN Isoform 3 of Spectrin beta chain, erythrocytic OS=Homo sapiens GN=SPTB;>sp|P11277|SPTB1_HUMAN Spectrin beta chain, erythrocytic OS=Homo sapiens GN=SPTB PE=1 SV=5;>sp|P11277-2|SPTB1_HUMAN Isoform 2 of Spectrin beta chain, erythrocyt4 3 1 1 242.8 2106 2106;2137;2328;10280.007112 1.6372 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1034100 0

P11498 "Pyruvate carboxylase, mitochondrial"PC >sp|P11498|PYC_HUMAN Pyruvate carboxylase, mitochondrial OS=Homo sapiens GN=PC PE=1 SV=2;>tr|E9PRE7|E9PRE7_HUMAN Pyruvate carboxylase, mitochondrial OS=Homo sapiens GN=PC PE=1 SV=1;>sp|P11498-2|PYC_HUMAN Isoform 2 of Pyruvate carboxylase, mitochondrial OS=4 8 8 8 129.63 1178 1178;489;529;298 0 13.233 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1257300 0 0 0

P11532 DystrophinDMD >tr|H0Y3E8|H0Y3E8_HUMAN Dystrophin (Fragment) OS=Homo sapiens GN=DMD PE=1 SV=1;>tr|E7EQR9|E7EQR9_HUMAN Dystrophin OS=Homo sapiens GN=DMD PE=1 SV=2;>tr|F5GZY3|F5GZY3_HUMAN Dystrophin OS=Homo sapiens GN=DMD PE=1 SV=1;>tr|E7EQS5|E7EQS5_HUMAN Dystrophin OS=Hom21 1 1 1 27.39 238 238;956;1115;1225;1230;1243;1386;3680;3681;3684;3685;507;525;604;617;622;635;2341;2344;3677;36850 17.147 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168160

P11717 Cation-independent mannose-6-phosphate receptorIGF2R >sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor OS=Homo sapiens GN=IGF2R PE=1 SV=32 4 4 4 274.37 2491 2491;185 0 4.5503 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1281700

P11908 Ribose-phosphate pyrophosphokinase 2PRPS2 >sp|P11908|PRPS2_HUMAN Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2 PE=1 SV=2;>sp|P11908-2|PRPS2_HUMAN Isoform 2 of Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2;>tr|H7C540|H7C540_HUMAN Ribose-phosphate pyrophosphokinase 2 5 9 3 2 34.769 318 318;321;173;200;1470 4.4262 0 0 0 0 1099700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P12931 Proto-oncogene tyrosine-protein kinase SrcSRC >sp|P12931|SRC_HUMAN Proto-oncogene tyrosine-protein kinase Src OS=Homo sapiens GN=SRC PE=1 SV=3;>sp|P12931-2|SRC_HUMAN Isoform 2 of Proto-oncogene tyrosine-protein kinase Src OS=Homo sapiens GN=SRC2 3 3 1 59.834 536 536;542 0 6.6906 0 0 0 0 0 0 0 1208600 0 0 9015800 1642800 0 1002400 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P13164 Interferon-induced transmembrane protein 1;Interferon-induced transmembrane protein 2;Interferon-induced transmembrane protein 3IFITM2;IFITM3;IFITM1>tr|H7BYV1|H7BYV1_HUMAN Interferon-induced transmembrane protein 2 (Fragment) OS=Homo sapiens GN=IFITM2 PE=4 SV=1;>tr|E9PS44|E9PS44_HUMAN Interferon-induced transmembrane protein 3 OS=Homo sapiens GN=IFITM3 PE=4 SV=1;>tr|E9PQN9|E9PQN9_HUMAN Interferon-indu6 1 1 1 8.0866 74 74;112;112;125;132;1330.005943 1.7416 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 177310 0 0 0 0 0 0 0 0 0 0 0 0

P13674 Prolyl 4-hydroxylase subunit alpha-1P4HA1 >sp|P13674-3|P4HA1_HUMAN Isoform 3 of Prolyl 4-hydroxylase subunit alpha-1 OS=Homo sapiens GN=P4HA1;>sp|P13674-2|P4HA1_HUMAN Isoform 2 of Prolyl 4-hydroxylase subunit alpha-1 OS=Homo sapiens GN=P4HA1;>sp|P13674|P4HA1_HUMAN Prolyl 4-hydroxylase subunit alph3 4 4 4 58.957 516 516;534;534 0 4.9599 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 286620

P13747 "HLA class I histocompatibility antigen, alpha chain E"HLA-E >tr|Q6DU44|Q6DU44_HUMAN HLA class I histocompatibility antigen, alpha chain E OS=Homo sapiens GN=HLA-E PE=1 SV=1;>tr|Q2L6I5|Q2L6I5_HUMAN HLA class I histocompatibility antigen, alpha chain E OS=Homo sapiens GN=HLA-E PE=1 SV=1;>sp|P13747|HLAE_HUMAN HLA clas3 5 3 3 40.057 358 358;364;358 0 8.7955 0 0 0 0 0 0 0 0 0 0 432490 504430 0 0 956440 751900 0 0 0 0 0 0 0 0 0 0 564590 0

P14091 Cathepsin E;Cathepsin E form I;Cathepsin E form IICTSE >sp|P14091-1|CATE_HUMAN Isoform 1 of Cathepsin E OS=Homo sapiens GN=CTSE;>sp|P14091|CATE_HUMAN Cathepsin E OS=Homo sapiens GN=CTSE PE=1 SV=2;>sp|P14091-2|CATE_HUMAN Isoform 2 of Cathepsin E OS=Homo sapiens GN=CTSE3 2 2 2 42.793 396 396;401;3630.000995 2.4059 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1260100

P14209 CD99 antigenCD99 >sp|P14209-3|CD99_HUMAN Isoform 3 of CD99 antigen OS=Homo sapiens GN=CD99;>sp|P14209|CD99_HUMAN CD99 antigen OS=Homo sapiens GN=CD99 PE=1 SV=12 2 2 2 17.128 169 169;185 0.001635 2.2176 462400 0 538290 0 170250 0 0 0 0 0 0 0 757810 1003500 172350 171490 0 0 0 0 0 0 0 0 0 0 0 0

P14618 Pyruvate kinase PKM;Pyruvate kinasePKM >sp|P14618-2|KPYM_HUMAN Isoform M1 of Pyruvate kinase PKM OS=Homo sapiens GN=PKM;>tr|H3BTN5|H3BTN5_HUMAN Pyruvate kinase (Fragment) OS=Homo sapiens GN=PKM PE=1 SV=1;>tr|H3BR70|H3BR70_HUMAN Pyruvate kinase OS=Homo sapiens GN=PKM PE=1 SV=13 34 1 1 58.061 531 531;485;366 0 6.2428 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 202490 0 0 0

P14735 Insulin-degrading enzymeIDE >sp|P14735|IDE_HUMAN Insulin-degrading enzyme OS=Homo sapiens GN=IDE PE=1 SV=43 4 4 4 117.97 1019 1019;257;464 0 11.244 0 0 0 0 0 0 0 0 0 0 3684200 6217600 0 2131100 1768200 1835700 0 0 0 0 0 0 0 0 0 2362200 2264000 2810100

P15502 Elastin ELN >tr|G3V0G6|G3V0G6_HUMAN Elastin OS=Homo sapiens GN=ELN PE=4 SV=1;>tr|E7EN65|E7EN65_HUMAN Elastin OS=Homo sapiens GN=ELN PE=4 SV=1;>tr|F8WAH6|F8WAH6_HUMAN Elastin OS=Homo sapiens GN=ELN PE=4 SV=2;>sp|P15502-13|ELN_HUMAN Isoform 13 of Elastin OS=Homo sapiens21 3 3 3 60.72 700 700;714;786;705;724;730;757;759;786;792;294;643;706;677;687;692;711;167;214;617;6580 5.8268 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4516300 2254200 0 0 0 0 0 0 0 0 0 0 0 0

P15927 Replication protein A 32 kDa subunitRPA2 >tr|Q5TEJ0|Q5TEJ0_HUMAN Replication protein A 32 kDa subunit (Fragment) OS=Homo sapiens GN=RPA2 PE=1 SV=1;>sp|P15927|RFA2_HUMAN Replication protein A 32 kDa subunit OS=Homo sapiens GN=RPA2 PE=1 SV=1;>sp|P15927-2|RFA2_HUMAN Isoform 2 of Replication protein 4 2 2 2 13.243 122 122;270;278;358 0 11.401 0 0 0 0 0 0 0 0 0 0 4287600 0 0 0 1699600 0 0 0 0 0 0 0 0 0 0 0 0 0

P15941 Mucin-1;Mucin-1 subunit alpha;Mucin-1 subunit betaMUC1 >tr|A0A087WVJ0|A0A087WVJ0_HUMAN Mucin-1 (Fragment) OS=Homo sapiens GN=MUC1 PE=4 SV=1;>tr|B1AVQ7|B1AVQ7_HUMAN Mucin-1 OS=Homo sapiens GN=MUC1 PE=4 SV=1;>tr|A0A0A0MRB3|A0A0A0MRB3_HUMAN Mucin-1 OS=Homo sapiens GN=MUC1 PE=4 SV=1;>tr|A0A0A0MSH4|A0A0A0MSH4_HUMAN27 3 3 3 25.565 228 228;229;241;268;484;1262;255;259;264;273;1243;1252;1255;1264;239;198;224;230;96;123;149;189;213;159;166;168;2030 3.3261 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2213400 0 0 0 0 0 0 0 0 0 0 0 0 0

P15954 "Cytochrome c oxidase subunit 7C, mitochondrial"COX7C >tr|D6R9Z7|D6R9Z7_HUMAN Cytochrome c oxidase subunit 7C, mitochondrial OS=Homo sapiens GN=COX7C PE=1 SV=1;>sp|P15954|COX7C_HUMAN Cytochrome c oxidase subunit 7C, mitochondrial OS=Homo sapiens GN=COX7C PE=1 SV=12 1 1 1 6.3824 56 56;63 0 3.0003 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1221200

P16284 Platelet endothelial cell adhesion moleculePECAM1 >tr|A0A075B738|A0A075B738_HUMAN Platelet endothelial cell adhesion molecule OS=Homo sapiens GN=PECAM1 PE=1 SV=1;>sp|P16284-5|PECA1_HUMAN Isoform Delta14-15 of Platelet endothelial cell adhesion molecule OS=Homo sapiens GN=PECAM1;>sp|P16284-3|PECA1_HUMAN Is10 3 3 3 82.521 738 738;708;717;719;720;727;738;135;184;2300 13.059 0 0 0 0 0 0 0 0 0 0 0 0 0 0 956520 1045300 0 0 0 0 0 0 0 0 0 0 0 0

P16402 Histone H1.3HIST1H1D >sp|P16402|H13_HUMAN Histone H1.3 OS=Homo sapiens GN=HIST1H1D PE=1 SV=21 13 1 1 22.35 221 221 0 3.4894 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 325750

P16455 Methylated-DNA--protein-cysteine methyltransferaseMGMT >sp|P16455|MGMT_HUMAN Methylated-DNA--protein-cysteine methyltransferase OS=Homo sapiens GN=MGMT PE=1 SV=11 3 3 3 21.646 207 207 0 4.5181 0 0 0 0 0 0 0 0 0 0 0 393310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 370990 0

P16885 "1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-2"PLCG2 >tr|A0A0A0MRF9|A0A0A0MRF9_HUMAN 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-2 OS=Homo sapiens GN=PLCG2 PE=4 SV=1;>sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-2 OS=Homo sapiens GN=PLCG2 PE=1 SV=42 1 1 1 146.06 1252 1252;1265 0.007394 1.5921 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3154400

P16930 FumarylacetoacetaseFAH >sp|P16930|FAAA_HUMAN Fumarylacetoacetase OS=Homo sapiens GN=FAH PE=1 SV=2;>tr|H0YLC7|H0YLC7_HUMAN Fumarylacetoacetase (Fragment) OS=Homo sapiens GN=FAH PE=1 SV=1;>sp|P16930-2|FAAA_HUMAN Isoform 2 of Fumarylacetoacetase OS=Homo sapiens GN=FAH3 2 2 2 46.374 419 419;161;3490.000998 2.4466 859210 0 0 0 0 0 0 0 0 0 0 0 905700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P17026 Zinc finger protein 22ZNF22 >sp|P17026|ZNF22_HUMAN Zinc finger protein 22 OS=Homo sapiens GN=ZNF22 PE=1 SV=31 1 1 1 25.915 224 224 0 3.0753 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 278350 0

P17050 Alpha-N-acetylgalactosaminidaseNAGA >sp|P17050|NAGAB_HUMAN Alpha-N-acetylgalactosaminidase OS=Homo sapiens GN=NAGA PE=1 SV=21 3 3 3 46.564 411 411 0 3.6742 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 519850 0 0

P17252 Protein kinase C alpha typePRKCA >tr|J3KRN5|J3KRN5_HUMAN Protein kinase C alpha type OS=Homo sapiens GN=PRKCA PE=1 SV=1;>sp|P17252|KPCA_HUMAN Protein kinase C alpha type OS=Homo sapiens GN=PRKCA PE=1 SV=42 2 2 2 35.487 308 308;672 0.000341 2.7635 0 0 0 0 0 0 0 0 0 0 0 0 0 0 669560 735310 0 0 0 0 0 0 0 0 0 0 0 1315800

P17540 "Creatine kinase S-type, mitochondrial"CKMT2 >sp|P17540|KCRS_HUMAN Creatine kinase S-type, mitochondrial OS=Homo sapiens GN=CKMT2 PE=1 SV=21 2 1 1 47.504 419 419 0.00068 2.6972 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 75287 0

P17568 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 7NDUFB7 >sp|P17568|NDUB7_HUMAN NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 7 OS=Homo sapiens GN=NDUFB7 PE=1 SV=41 1 1 1 16.402 137 137 0.010003 1.4455 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1025500

P17612 cAMP-dependent protein kinase catalytic subunit alphaPRKACA >sp|P17612-2|KAPCA_HUMAN Isoform 2 of cAMP-dependent protein kinase catalytic subunit alpha OS=Homo sapiens GN=PRKACA;>sp|P17612|KAPCA_HUMAN cAMP-dependent protein kinase catalytic subunit alpha OS=Homo sapiens GN=PRKACA PE=1 SV=24 5 2 2 39.821 343 343;351;207;251 0 11.291 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 566310

P17677 NeuromodulinGAP43 >sp|P17677|NEUM_HUMAN Neuromodulin OS=Homo sapiens GN=GAP43 PE=1 SV=1;>sp|P17677-2|NEUM_HUMAN Isoform 2 of Neuromodulin OS=Homo sapiens GN=GAP432 1 1 1 24.802 238 238;274 0 11.691 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 160570

P17900 Ganglioside GM2 activator;Ganglioside GM2 activator isoform shortGM2A >sp|P17900|SAP3_HUMAN Ganglioside GM2 activator OS=Homo sapiens GN=GM2A PE=1 SV=4;>tr|H0YBY3|H0YBY3_HUMAN Ganglioside GM2 activator (Fragment) OS=Homo sapiens GN=GM2A PE=4 SV=12 2 2 2 20.838 193 193;104 0 3.6062 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 392670 0 0 0 0 0 0 0 0 0 301400 328660 0

P18031 Tyrosine-protein phosphatase non-receptor type;Tyrosine-protein phosphatase non-receptor type 1PTPN1 >tr|B4DSN5|B4DSN5_HUMAN Tyrosine-protein phosphatase non-receptor type OS=Homo sapiens GN=PTPN1 PE=1 SV=1;>sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 OS=Homo sapiens GN=PTPN1 PE=1 SV=12 2 2 2 41.26 362 362;435 0 5.5114 0 0 0 0 0 0 0 0 0 0 0 494730 0 0 655490 881820 0 0 0 0 0 0 0 0 0 0 0 0

P18564 Integrin beta;Integrin beta-6ITGB6 >tr|A0A087WXP3|A0A087WXP3_HUMAN Integrin beta OS=Homo sapiens GN=ITGB6 PE=3 SV=1;>tr|E9PEE8|E9PEE8_HUMAN Integrin beta OS=Homo sapiens GN=ITGB6 PE=3 SV=1;>sp|P18564-2|ITB6_HUMAN Isoform 2 of Integrin beta-6 OS=Homo sapiens GN=ITGB6;>sp|P18564|ITB6_HUMAN In4 1 1 1 75.849 693 693;746;681;7880.000996 2.4265 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2208900

P19086 Guanine nucleotide-binding protein G(z) subunit alphaGNAZ >sp|P19086|GNAZ_HUMAN Guanine nucleotide-binding protein G(z) subunit alpha OS=Homo sapiens GN=GNAZ PE=2 SV=31 2 2 2 40.923 355 355 0 32.304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 676730 0

P19367 Hexokinase-1HK1 >sp|P19367-4|HXK1_HUMAN Isoform 4 of Hexokinase-1 OS=Homo sapiens GN=HK1;>sp|P19367-2|HXK1_HUMAN Isoform 2 of Hexokinase-1 OS=Homo sapiens GN=HK1;>sp|P19367|HXK1_HUMAN Hexokinase-1 OS=Homo sapiens GN=HK1 PE=1 SV=3;>sp|P19367-3|HXK1_HUMAN Isoform 3 of Hexok6 7 7 7 101.08 905 905;916;917;921;917;2910 41.577 0 0 0 0 0 0 0 0 0 0 966470 982190 0 0 1567400 2187100 0 0 0 0 0 0 0 0 636920 0 1524400 1176200

P19387 DNA-directed RNA polymerase II subunit RPB3POLR2C >tr|H3BRR2|H3BRR2_HUMAN DNA-directed RNA polymerase II subunit RPB3 OS=Homo sapiens GN=POLR2C PE=1 SV=1;>sp|P19387|RPB3_HUMAN DNA-directed RNA polymerase II subunit RPB3 OS=Homo sapiens GN=POLR2C PE=1 SV=22 1 1 1 5.1729 46 46;275 0.000342 2.7865 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 157850 0 0 0

P19388 "DNA-directed RNA polymerases I, II, and III subunit RPABC1"POLR2E >tr|A0A087WVZ9|A0A087WVZ9_HUMAN DNA-directed RNA polymerases I, II, and III subunit RPABC1 OS=Homo sapiens GN=POLR2E PE=1 SV=1;>tr|A0A0A0MQR7|A0A0A0MQR7_HUMAN DNA-directed RNA polymerases I, II, and III subunit RPABC1 OS=Homo sapiens GN=POLR2E PE=4 SV=1;>s3 1 1 1 21.459 184 184;204;210 0 3.2527 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 584300 1214900 0 0

P19971 Thymidine phosphorylaseTYMP >tr|C9JGI3|C9JGI3_HUMAN Thymidine phosphorylase (Fragment) OS=Homo sapiens GN=TYMP PE=1 SV=1;>sp|P19971|TYPH_HUMAN Thymidine phosphorylase OS=Homo sapiens GN=TYMP PE=1 SV=2;>sp|P19971-2|TYPH_HUMAN Isoform 2 of Thymidine phosphorylase OS=Homo sapiens GN=TYM3 5 5 5 46.087 445 445;482;487 0 20.287 0 0 0 0 0 0 0 0 0 0 2391000 1728500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P20020 Plasma membrane calcium-transporting ATPase 1;Calcium-transporting ATPaseATP2B1 >sp|P20020-6|AT2B1_HUMAN Isoform K of Plasma membrane calcium-transporting ATPase 1 OS=Homo sapiens GN=ATP2B1;>sp|P20020-3|AT2B1_HUMAN Isoform B of Plasma membrane calcium-transporting ATPase 1 OS=Homo sapiens GN=ATP2B1;>sp|P20020-4|AT2B1_HUMAN Isoform C o25 9 4 4 130.62 1184 1184;1220;1249;1258;1171;1176;963;1099;1115;1129;1154;1159;1168;1173;1198;1206;1212;1220;1229;1243;1154;1168;1185;1199;1620 6.4117 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1099000 0 0 0 0 0 0 0 0 0 0 0 0

P20290 Transcription factor BTF3BTF3 >sp|P20290-2|BTF3_HUMAN Isoform 2 of Transcription factor BTF3 OS=Homo sapiens GN=BTF3;>sp|P20290|BTF3_HUMAN Transcription factor BTF3 OS=Homo sapiens GN=BTF3 PE=1 SV=1;>tr|H0Y9Y1|H0Y9Y1_HUMAN Transcription factor BTF3 (Fragment) OS=Homo sapiens GN=BTF3 PE4 2 2 2 17.699 162 162;206;86;109 0 28.56 0 0 1377400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P20591 "Interferon-induced GTP-binding protein Mx1;Interferon-induced GTP-binding protein Mx1, N-terminally processed;Interferon-induced GTP-binding protein Mx2"MX1;MX2 >tr|H9KVC7|H9KVC7_HUMAN Interferon-induced GTP-binding protein Mx1 (Fragment) OS=Homo sapiens GN=MX1 PE=1 SV=1;>tr|H9KVC9|H9KVC9_HUMAN Interferon-induced GTP-binding protein Mx1 (Fragment) OS=Homo sapiens GN=MX1 PE=1 SV=1;>sp|P20591-2|MX1_HUMAN Isoform 2 o6 2 2 1 20.898 197 197;201;508;662;639;2010 8.3626 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1975300

P20933 N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase;Glycosylasparaginase alpha chain;Glycosylasparaginase beta chainAGA >sp|P20933|ASPG_HUMAN N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase OS=Homo sapiens GN=AGA PE=1 SV=2;>tr|H0Y9C7|H0Y9C7_HUMAN N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase (Fragment) OS=Homo sapiens GN=AGA PE=1 SV=32 2 2 2 37.208 346 346;155 0 16.182 1481200 1500100 0 0 0 0 0 0 0 0 0 0 0 0 1077800 0 0 0 0 0 0 0 0 0 0 0 0 0

P20962 ParathymosinPTMS >sp|P20962|PTMS_HUMAN Parathymosin OS=Homo sapiens GN=PTMS PE=1 SV=2;>tr|F5H7R9|F5H7R9_HUMAN Parathymosin (Fragment) OS=Homo sapiens GN=PTMS PE=1 SV=1;>tr|F5GXR3|F5GXR3_HUMAN Parathymosin OS=Homo sapiens GN=PTMS PE=1 SV=13 2 2 2 11.53 102 102;57;104 0 8.4211 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1611200

P21810 Biglycan BGN >sp|P21810|PGS1_HUMAN Biglycan OS=Homo sapiens GN=BGN PE=1 SV=21 1 1 1 41.654 368 368 0 4.2916 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4238700

P21926 CD9 antigenCD9 >tr|A6NNI4|A6NNI4_HUMAN Tetraspanin OS=Homo sapiens GN=CD9 PE=1 SV=1;>tr|G8JLH6|G8JLH6_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD9 PE=1 SV=1;>sp|P21926|CD9_HUMAN CD9 antigen OS=Homo sapiens GN=CD9 PE=1 SV=4;>tr|F5GXT1|F5GXT1_HUMAN CD9 antigen (Frag6 4 4 4 17.764 159 159;228;228;142;181;1820 45.706 0 0 0 0 0 0 0 0 0 0 1098200 1328300 0 0 1497900 2234900 0 0 0 0 0 0 0 0 0 0 0 0

P22748 Carbonic anhydrase 4CA4 >sp|P22748|CAH4_HUMAN Carbonic anhydrase 4 OS=Homo sapiens GN=CA4 PE=1 SV=2;>tr|K7EKY5|K7EKY5_HUMAN Carbonic anhydrase 4 (Fragment) OS=Homo sapiens GN=CA4 PE=4 SV=14 3 3 3 35.032 312 312;184;38;99 0 5.2724 0 0 0 0 0 0 0 0 0 0 0 419920 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P22830 "Ferrochelatase, mitochondrial"FECH >tr|K7ELX4|K7ELX4_HUMAN Ferrochelatase, mitochondrial (Fragment) OS=Homo sapiens GN=FECH PE=1 SV=1;>sp|P22830|HEMH_HUMAN Ferrochelatase, mitochondrial OS=Homo sapiens GN=FECH PE=1 SV=2;>sp|P22830-2|HEMH_HUMAN Isoform 2 of Ferrochelatase, mitochondrial OS=H4 2 2 2 37.01 326 326;423;429;90 0 5.771 0 419620 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P23193 Transcription elongation factor A protein 1TCEA1 >sp|P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 OS=Homo sapiens GN=TCEA1 PE=1 SV=2;>tr|E5RIS7|E5RIS7_HUMAN Transcription elongation factor A protein 1 OS=Homo sapiens GN=TCEA1 PE=1 SV=1;>tr|E5RJ93|E5RJ93_HUMAN Transcription elongation fa7 4 4 4 33.969 301 301;111;90;280;45;47;1170 5.8567 1281700 0 0 0 0 1014400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P23229 Integrin alpha-6;Integrin alpha-6 heavy chain;Integrin alpha-6 light chain;Processed integrin alpha-6ITGA6 >sp|P23229-7|ITA6_HUMAN Isoform 7 of Integrin alpha-6 OS=Homo sapiens GN=ITGA6;>sp|P23229-4|ITA6_HUMAN Isoform Alpha-6X2A of Integrin alpha-6 OS=Homo sapiens GN=ITGA6;>sp|P23229-2|ITA6_HUMAN Isoform Alpha-6X1A of Integrin alpha-6 OS=Homo sapiens GN=ITGA6;>9 5 5 5 106.58 954 954;1068;1073;1086;1091;1097;1112;1130;2580 22.536 0 0 0 0 0 0 0 0 0 0 4617500 881660 0 0 1608000 1117000 0 0 0 0 0 0 0 0 0 0 3738600 950380

P23297 Protein S100;Protein S100-A1S100A1 >tr|Q5T7Y6|Q5T7Y6_HUMAN Protein S100 OS=Homo sapiens GN=S100A1 PE=1 SV=1;>sp|P23297|S10A1_HUMAN Protein S100-A1 OS=Homo sapiens GN=S100A1 PE=1 SV=22 1 1 1 15.895 147 147;94 0 6.4962 0 0 0 0 0 0 0 0 0 0 2562600 1956400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P23610 Factor VIII intron 22 proteinF8A1 >sp|P23610|F8I2_HUMAN Factor VIII intron 22 protein OS=Homo sapiens GN=F8A1 PE=1 SV=21 1 1 1 39.103 371 371 0 7.0223 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 816890 0

P25685 DnaJ homolog subfamily B member 1DNAJB1 >sp|P25685|DNJB1_HUMAN DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 PE=1 SV=4;>sp|P25685-2|DNJB1_HUMAN Isoform 2 of DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1;>tr|M0R080|M0R080_HUMAN DnaJ homolog subfamily B member 1 (Fragme9 5 5 5 38.044 340 340;240;183;91;107;116;162;80;3370 45.65 0 0 937580 706090 847400 952610 890220 0 0 0 3108900 4959200 915120 1436200 1559600 0 0 0 0 0 0 0 0 0 2765400 2915400 1557400 2361800

P25686 DnaJ homolog subfamily B member 2DNAJB2 >tr|C9J1G2|C9J1G2_HUMAN DnaJ homolog subfamily B member 2 (Fragment) OS=Homo sapiens GN=DNAJB2 PE=4 SV=1;>tr|E7ETU0|E7ETU0_HUMAN DnaJ homolog subfamily B member 2 (Fragment) OS=Homo sapiens GN=DNAJB2 PE=4 SV=1;>tr|C9JX00|C9JX00_HUMAN DnaJ homolog subfamily7 1 1 1 13.794 122 122;132;148;228;244;277;3240.000341 2.7787 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 246880

P25774 Cathepsin SCTSS >sp|P25774-2|CATS_HUMAN Isoform 2 of Cathepsin S OS=Homo sapiens GN=CTSS;>sp|P25774|CATS_HUMAN Cathepsin S OS=Homo sapiens GN=CTSS PE=1 SV=32 1 1 1 31.626 281 281;331 0 5.0013 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 332630

P26583 High mobility group protein B2HMGB2 >tr|D6R9A6|D6R9A6_HUMAN High mobility group protein B2 (Fragment) OS=Homo sapiens GN=HMGB2 PE=1 SV=1;>sp|P26583|HMGB2_HUMAN High mobility group protein B2 OS=Homo sapiens GN=HMGB2 PE=1 SV=22 3 2 2 15.404 134 134;209 0 3.7373 0 0 0 0 0 0 0 0 0 0 0 241830 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P27105 Erythrocyte band 7 integral membrane proteinSTOM >sp|P27105|STOM_HUMAN Erythrocyte band 7 integral membrane protein OS=Homo sapiens GN=STOM PE=1 SV=3;>tr|F8VSL7|F8VSL7_HUMAN Erythrocyte band 7 integral membrane protein OS=Homo sapiens GN=STOM PE=1 SV=1;>sp|P27105-2|STOM_HUMAN Isoform 2 of Erythrocyte ban3 2 2 2 31.73 288 288;168;123 0 58.535 762620 0 0 0 0 0 0 0 0 0 0 1000100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 683950

P27144 "Adenylate kinase 4, mitochondrial"AK4 >tr|D3DQ64|D3DQ64_HUMAN Adenylate kinase 4, mitochondrial OS=Homo sapiens GN=AK4 PE=1 SV=1;>sp|P27144|KAD4_HUMAN Adenylate kinase 4, mitochondrial OS=Homo sapiens GN=AK4 PE=1 SV=12 1 1 1 19.78 171 171;223 0.002868 1.9459 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 222560

P27361 Mitogen-activated protein kinase 3;Mitogen-activated protein kinaseMAPK3 >sp|P27361|MK03_HUMAN Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=1 SV=4;>tr|B3KR49|B3KR49_HUMAN Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=1 SV=1;>tr|E9PBK7|E9PBK7_HUMAN Mitogen-activated protein kinase 3 OS=Homo sap9 5 3 3 43.135 379 379;265;311;316;339;335;357;121;1360 3.6945 0 0 477700 0 440380 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P27487 Dipeptidyl peptidase 4;Dipeptidyl peptidase 4 membrane form;Dipeptidyl peptidase 4 soluble formDPP4 >sp|P27487|DPP4_HUMAN Dipeptidyl peptidase 4 OS=Homo sapiens GN=DPP4 PE=1 SV=21 5 5 5 88.278 766 766 0 14.015 0 0 0 0 0 0 0 0 0 0 0 0 1044900 0 1152300 0 0 0 0 0 0 0 0 0 0 0 0 1426700

P28062 Proteasome subunit beta type-8PSMB8 >sp|P28062-2|PSB8_HUMAN Isoform 2 of Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8;>sp|P28062|PSB8_HUMAN Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8 PE=1 SV=3;>tr|Q5JNW7|Q5JNW7_HUMAN Proteasome subunit beta type-8 OS=Homo sapiens GN=P3 3 3 3 29.769 272 272;276;252 0 13.504 0 0 991310 0 1501100 1532200 1842100 1611200 0 0 1354000 1353400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P28330 "Long-chain specific acyl-CoA dehydrogenase, mitochondrial"ACADL >sp|P28330|ACADL_HUMAN Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACADL PE=2 SV=21 1 1 1 47.655 430 430 0.002247 2.0012 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 110630

P28676 Grancalcin GCA >tr|H7C2Z6|H7C2Z6_HUMAN Grancalcin (Fragment) OS=Homo sapiens GN=GCA PE=1 SV=1;>tr|H7BXD5|H7BXD5_HUMAN Grancalcin OS=Homo sapiens GN=GCA PE=1 SV=1;>sp|P28676|GRAN_HUMAN Grancalcin OS=Homo sapiens GN=GCA PE=1 SV=23 3 3 3 16.712 146 146;198;217 0 5.8545 0 0 0 0 2276400 1788900 2072000 1731700 0 0 1817700 981370 0 0 1622600 980140 0 0 0 0 0 0 0 0 0 0 1120800 1386800

P287-4 BRCA2 and CDKN1A-interacting proteinBCCIP >sp|Q9P287-4|BCCIP_HUMAN Isoform 4 of BRCA2 and CDKN1A-interacting protein OS=Homo sapiens GN=BCCIP;>sp|Q9P287-3|BCCIP_HUMAN Isoform 3 of BRCA2 and CDKN1A-interacting protein OS=Homo sapiens GN=BCCIP;>sp|Q9P287|BCCIP_HUMAN BRCA2 and CDKN1A-interacting prot4 3 3 3 33.242 292 292;292;314;322 0 93.256 0 0 0 987290 811000 1144300 938690 780950 0 0 0 1097300 0 0 10373000 0 0 0 0 0 0 0 0 0 0 0 1420000 0

P28799 Granulins;Acrogranin;Paragranulin;Granulin-1;Granulin-2;Granulin-3;Granulin-4;Granulin-5;Granulin-6;Granulin-7GRN >tr|K7EMR1|K7EMR1_HUMAN Paragranulin (Fragment) OS=Homo sapiens GN=GRN PE=4 SV=1;>tr|K7EPL0|K7EPL0_HUMAN Paragranulin (Fragment) OS=Homo sapiens GN=GRN PE=4 SV=1;>sp|P28799-2|GRN_HUMAN Isoform 2 of Granulins OS=Homo sapiens GN=GRN;>sp|P28799|GRN_HUMAN Gran4 1 1 1 18.07 172 172;191;438;593 0 2.995 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 166630

P28906 Hematopoietic progenitor cell antigen CD34CD34 >tr|Q5JTA5|Q5JTA5_HUMAN Hematopoietic progenitor cell antigen CD34 OS=Homo sapiens GN=CD34 PE=4 SV=1;>sp|P28906-2|CD34_HUMAN Isoform CD34-T of Hematopoietic progenitor cell antigen CD34 OS=Homo sapiens GN=CD34;>sp|P28906|CD34_HUMAN Hematopoietic progenitor3 1 1 1 24.5 227 227;328;385 0 3.7486 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 635690

P29144 Tripeptidyl-peptidase 2TPP2 >tr|Q5VZU9|Q5VZU9_HUMAN Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=1;>sp|P29144|TPP2_HUMAN Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=42 5 5 5 139.76 1262 1262;1249 0 18.485 0 0 0 0 1460500 0 1583800 0 0 0 1711300 2371500 2118500 0 0 1767100 0 0 0 0 0 0 0 0 0 0 1977000 1858800

P29692 Elongation factor 1-deltaEEF1D >tr|A0A087X1X7|A0A087X1X7_HUMAN Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=1;>tr|E9PRY8|E9PRY8_HUMAN Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=1;>sp|P29692-2|EF1D_HUMAN Isoform 2 of Elongation factor 1-delta OS=Homo sapiens16 9 1 1 69.282 631 631;697;647;137;210;119;156;36;129;146;157;179;181;190;257;3000 33.066 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2118300

P29972 Aquaporin-1AQP1 >tr|K7N7A8|K7N7A8_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=3 SV=2;>sp|P29972-4|AQP1_HUMAN Isoform 4 of Aquaporin-1 OS=Homo sapiens GN=AQP1;>sp|P29972-2|AQP1_HUMAN Isoform 2 of Aquaporin-1 OS=Homo sapiens GN=AQP1;>sp|P29972-3|AQP1_HUMAN I5 1 1 1 48.685 449 449;154;186;218;2690 113.94 0 0 0 0 0 0 1457600 1416200 0 0 4324500 2254400 676190 0 4129700 3612600 0 0 0 0 0 0 0 0 0 0 2107800 2951900

P30483 "HLA class I histocompatibility antigen, B-45 alpha chain;HLA class I histocompatibility antigen, B-44 alpha chain"HLA-B >sp|P30483|1B45_HUMAN HLA class I histocompatibility antigen, B-45 alpha chain OS=Homo sapiens GN=HLA-B PE=1 SV=1;>sp|P30481|1B44_HUMAN HLA class I histocompatibility antigen, B-44 alpha chain OS=Homo sapiens GN=HLA-B PE=1 SV=12 5 2 1 40.414 362 362;362 0.000672 2.566 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 641860 0 0 0

P30519 Heme oxygenase 2HMOX2 >sp|P30519|HMOX2_HUMAN Heme oxygenase 2 OS=Homo sapiens GN=HMOX2 PE=1 SV=2;>tr|I3L276|I3L276_HUMAN Heme oxygenase 2 (Fragment) OS=Homo sapiens GN=HMOX2 PE=1 SV=1;>tr|I3L1Y2|I3L1Y2_HUMAN Heme oxygenase 2 (Fragment) OS=Homo sapiens GN=HMOX2 PE=1 SV=1;>tr|I3L9 2 2 2 36.032 316 316;110;110;131;132;229;238;370;2870 8.7977 0 0 0 0 0 0 0 0 0 0 0 0 0 0 273210 0 0 0 0 0 0 0 0 0 0 0 0 0

P30566 Adenylosuccinate lyaseADSL >sp|P30566-2|PUR8_HUMAN Isoform 2 of Adenylosuccinate lyase OS=Homo sapiens GN=ADSL;>sp|P30566|PUR8_HUMAN Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=2;>tr|A0A096LNY4|A0A096LNY4_HUMAN Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=1;>tr|5 2 2 2 48.328 425 425;484;164;262;3600 4.632 0 0 0 0 0 0 0 0 0 0 11857000 3065300 0 0 1610200 1214700 0 0 0 0 0 0 0 0 0 0 3771300 0

P30622 CAP-Gly domain-containing linker protein 1CLIP1 >sp|P30622-2|CLIP1_HUMAN Isoform 3 of CAP-Gly domain-containing linker protein 1 OS=Homo sapiens GN=CLIP1;>sp|P30622-1|CLIP1_HUMAN Isoform 2 of CAP-Gly domain-containing linker protein 1 OS=Homo sapiens GN=CLIP1;>sp|P30622|CLIP1_HUMAN CAP-Gly domain-contai6 4 4 4 156.78 1392 1392;1427;1438;1316;803;10130 5.8555 0 0 0 0 0 0 0 0 0 0 0 0 527350 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P30711 Glutathione S-transferase theta-1GSTT1 >sp|P30711|GSTT1_HUMAN Glutathione S-transferase theta-1 OS=Homo sapiens GN=GSTT1 PE=1 SV=42 5 5 5 27.335 240 240;122 0 11.928 2592800 1613800 2703900 10200000 1310000 0 1871200 0 0 0 3023700 3274000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P31323 cAMP-dependent protein kinase type II-beta regulatory subunitPRKAR2B >sp|P31323|KAP3_HUMAN cAMP-dependent protein kinase type II-beta regulatory subunit OS=Homo sapiens GN=PRKAR2B PE=1 SV=31 5 3 3 46.302 418 418 0 51.562 0 0 0 0 0 0 0 0 0 0 1435700 1823200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P31749 RAC-alpha serine/threonine-protein kinaseAKT1 >sp|P31749-2|AKT1_HUMAN Isoform 2 of RAC-alpha serine/threonine-protein kinase OS=Homo sapiens GN=AKT1;>sp|P31749|AKT1_HUMAN RAC-alpha serine/threonine-protein kinase OS=Homo sapiens GN=AKT1 PE=1 SV=2;>tr|A0A087WY56|A0A087WY56_HUMAN RAC-alpha serine/threon8 4 4 3 48.346 418 418;480;146;170;184;292;450;4810 11.383 0 0 0 0 377410 320990 0 356850 0 0 0 0 3252200 749780 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P32321 Deoxycytidylate deaminaseDCTD >tr|D6RBJ9|D6RBJ9_HUMAN Deoxycytidylate deaminase (Fragment) OS=Homo sapiens GN=DCTD PE=1 SV=1;>sp|P32321|DCTD_HUMAN Deoxycytidylate deaminase OS=Homo sapiens GN=DCTD PE=1 SV=2;>sp|P32321-2|DCTD_HUMAN Isoform 2 of Deoxycytidylate deaminase OS=Homo sapiens 3 1 1 1 18.977 169 169;178;189 0 3.2684 0 0 0 0 0 0 0 0 0 0 0 0 0 0 873640 0 0 0 0 0 0 0 0 0 0 0 0 0

P32456 Interferon-induced guanylate-binding protein 2;Interferon-induced guanylate-binding protein 1GBP2;GBP1>sp|P32456|GBP2_HUMAN Interferon-induced guanylate-binding protein 2 OS=Homo sapiens GN=GBP2 PE=1 SV=3;>sp|P32455|GBP1_HUMAN Interferon-induced guanylate-binding protein 1 OS=Homo sapiens GN=GBP1 PE=1 SV=22 1 1 1 67.208 591 591;592 0 14.483 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1289400 0 0 0 0 0 0 0 0 0 0 0 0 0

P32519 ETS-related transcription factor Elf-1ELF1 >tr|Q6MZZ4|Q6MZZ4_HUMAN ETS-related transcription factor Elf-1 OS=Homo sapiens GN=DKFZp686H0575 PE=2 SV=1;>sp|P32519-2|ELF1_HUMAN Isoform 2 of ETS-related transcription factor Elf-1 OS=Homo sapiens GN=ELF1;>sp|P32519|ELF1_HUMAN ETS-related transcription fa3 1 1 1 38.995 361 361;595;619 0 3.7688 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 50572

P34059 N-acetylgalactosamine-6-sulfataseGALNS >tr|H3BP66|H3BP66_HUMAN N-acetylgalactosamine-6-sulfatase (Fragment) OS=Homo sapiens GN=GALNS PE=4 SV=1;>sp|P34059|GALNS_HUMAN N-acetylgalactosamine-6-sulfatase OS=Homo sapiens GN=GALNS PE=1 SV=12 1 1 1 19.382 170 170;522 0.000992 2.3799 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 463730

P34949 Mannose-6-phosphate isomeraseMPI >tr|F5GX71|F5GX71_HUMAN Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV=1;>tr|H3BPB8|H3BPB8_HUMAN Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV=1;>sp|P34949|MPI_HUMAN Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV=17 3 3 3 41.205 373 373;403;423;173;185;264;287;288;319;339;362;119;168;174;176;213;2280 10.144 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2242900 0 0 0 0 0 0 0 0 0 0 0 0 0

P35030 Trypsin-3 PRSS3 >sp|P35030-5|TRY3_HUMAN Isoform 5 of Trypsin-3 OS=Homo sapiens GN=PRSS3;>sp|P35030-3|TRY3_HUMAN Isoform 3 of Trypsin-3 OS=Homo sapiens GN=PRSS3;>sp|P35030-2|TRY3_HUMAN Isoform 2 of Trypsin-3 OS=Homo sapiens GN=PRSS3;>sp|P35030-4|TRY3_HUMAN Isoform 4 of Try6 5 3 3 25.924 240 240;247;260;261;304;1780 8.7382 0 0 0 0 1196100 627060 1415200 1305600 0 0 559160 433170 848200 0 679180 359440 0 0 0 0 0 0 0 0 0 949480 441270 0

P35244 Replication protein A 14 kDa subunitRPA3 >sp|P35244|RFA3_HUMAN Replication protein A 14 kDa subunit OS=Homo sapiens GN=RPA3 PE=1 SV=1;>tr|B5MC59|B5MC59_HUMAN Replication protein A 14 kDa subunit OS=Homo sapiens GN=RPA3 PE=1 SV=12 5 5 5 13.569 121 121;82 0 7.1726 0 0 4764800 2136300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P35269 General transcription factor IIF subunit 1GTF2F1 >tr|M0R0Z3|M0R0Z3_HUMAN General transcription factor IIF subunit 1 (Fragment) OS=Homo sapiens GN=GTF2F1 PE=1 SV=1;>sp|P35269|T2FA_HUMAN General transcription factor IIF subunit 1 OS=Homo sapiens GN=GTF2F1 PE=1 SV=22 1 1 1 14.685 127 127;517 0 37.185 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 246520

P35318 ADM;Adrenomedullin;Proadrenomedullin N-20 terminal peptideADM >tr|E9PQE6|E9PQE6_HUMAN Proadrenomedullin N-20 terminal peptide OS=Homo sapiens GN=ADM PE=4 SV=1;>tr|E9PL83|E9PL83_HUMAN Proadrenomedullin N-20 terminal peptide OS=Homo sapiens GN=ADM PE=4 SV=1;>sp|P35318|ADML_HUMAN ADM OS=Homo sapiens GN=ADM PE=1 SV=13 1 1 1 12.859 117 117;138;1850.009454 1.5012 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 47618

P35354 Prostaglandin G/H synthase 2PTGS2 >sp|P35354|PGH2_HUMAN Prostaglandin G/H synthase 2 OS=Homo sapiens GN=PTGS2 PE=1 SV=21 1 1 1 68.995 604 604 0 3.041 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207200

P35573 "Glycogen debranching enzyme;4-alpha-glucanotransferase;Amylo-alpha-1,6-glucosidase"AGL >sp|P35573-2|GDE_HUMAN Isoform 5 of Glycogen debranching enzyme OS=Homo sapiens GN=AGL;>sp|P35573-3|GDE_HUMAN Isoform 6 of Glycogen debranching enzyme OS=Homo sapiens GN=AGL;>sp|P35573|GDE_HUMAN Glycogen debranching enzyme OS=Homo sapiens GN=AGL PE=1 SV=33 1 1 1 172.62 1515 1515;1516;1532 0 4.2968 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 310390

P35613 Basigin BSG >tr|A0A087WUV8|A0A087WUV8_HUMAN Basigin OS=Homo sapiens GN=BSG PE=1 SV=1;>sp|P35613-3|BASI_HUMAN Isoform 3 of Basigin OS=Homo sapiens GN=BSG;>sp|P35613-4|BASI_HUMAN Isoform 4 of Basigin OS=Homo sapiens GN=BSG;>sp|P35613-2|BASI_HUMAN Isoform 2 of Basigin OS9 3 3 3 20.542 189 189;176;205;269;385;221;52;84;1610 6.7866 0 0 0 0 0 0 0 0 0 0 0 0 0 1048400 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P35625 Metalloproteinase inhibitor 3TIMP3 >sp|P35625|TIMP3_HUMAN Metalloproteinase inhibitor 3 OS=Homo sapiens GN=TIMP3 PE=1 SV=21 4 4 4 24.145 211 211 0 10.215 0 0 0 0 0 0 0 927080 0 0 1733900 740650 0 0 5113500 3822200 0 0 0 0 0 0 0 0 0 0 802130 0

P35658 Nuclear pore complex protein Nup214NUP214 >tr|E9PKD2|E9PKD2_HUMAN Nuclear pore complex protein Nup214 (Fragment) OS=Homo sapiens GN=NUP214 PE=1 SV=1;>tr|B7ZAV2|B7ZAV2_HUMAN Nuclear pore complex protein Nup214 OS=Homo sapiens GN=NUP214 PE=1 SV=1;>tr|H0Y837|H0Y837_HUMAN Nuclear pore complex protein 9 1 1 1 48.039 495 495;916;967;1519;2079;2080;2090;2091;20930 6.9871 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 40285 0 0 0 0 0 0 0 0 0 0 0 0

P35754 Glutaredoxin-1GLRX >sp|P35754|GLRX1_HUMAN Glutaredoxin-1 OS=Homo sapiens GN=GLRX PE=1 SV=21 4 4 4 11.776 106 106 0 27.567 0 0 0 0 1409900 2034600 2048200 1931900 0 0 3014400 3930900 1389100 0 1076700 0 0 0 0 0 0 0 0 0 0 0 0 3714700

P35813 Protein phosphatase 1A;Protein phosphatase 1BPPM1A;PPM1B>sp|P35813|PPM1A_HUMAN Protein phosphatase 1A OS=Homo sapiens GN=PPM1A PE=1 SV=1;>sp|P35813-3|PPM1A_HUMAN Isoform 3 of Protein phosphatase 1A OS=Homo sapiens GN=PPM1A;>sp|P35813-2|PPM1A_HUMAN Isoform Alpha-2 of Protein phosphatase 1A OS=Homo sapiens GN=PPM12 4 4 4 42.447 382 382;455;324;187;303;378;327;380;387;479;129;1480 3.8881 0 0 0 0 0 0 0 0 0 0 0 0 0 478980 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P36954 DNA-directed RNA polymerase II subunit RPB9POLR2I >tr|K7EKS1|K7EKS1_HUMAN DNA-directed RNA polymerase II subunit RPB9 OS=Homo sapiens GN=POLR2I PE=1 SV=1;>sp|P36954|RPB9_HUMAN DNA-directed RNA polymerase II subunit RPB9 OS=Homo sapiens GN=POLR2I PE=1 SV=12 1 1 1 10.245 88 88;125 0 5.878 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 130360 0 0

P36959 GMP reductase 1GMPR >sp|P36959|GMPR1_HUMAN GMP reductase 1 OS=Homo sapiens GN=GMPR PE=1 SV=11 1 1 1 37.418 345 345 0 4.1911 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 433080 0

P38571 Lysosomal acid lipase/cholesteryl ester hydrolaseLIPA >tr|A0A0A0MT32|A0A0A0MT32_HUMAN Lysosomal acid lipase/cholesteryl ester hydrolase OS=Homo sapiens GN=LIPA PE=4 SV=1;>tr|Q5T073|Q5T073_HUMAN Lysosomal acid lipase/cholesteryl ester hydrolase (Fragment) OS=Homo sapiens GN=LIPA PE=1 SV=1;>sp|P38571-2|LICH_HUM4 1 1 1 32.57 283 283;290;343;399 0 7.9101 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 353630

P39210 Protein Mpv17MPV17 >tr|G5E9F5|G5E9F5_HUMAN MpV17 transgene, murine homolog, glomerulosclerosis, isoform CRA_d OS=Homo sapiens GN=MPV17 PE=4 SV=1;>tr|B5MC53|B5MC53_HUMAN MpV17 transgene, murine homolog, glomerulosclerosis, isoform CRA_f OS=Homo sapiens GN=MPV17 PE=4 SV=1;>tr|4 1 1 1 12.958 113 113;170;171;176 0 5.6641 0 0 0 0 0 0 0 0 0 0 0 0 0 39257 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P40313 Chymotrypsin-like protease CTRL-1CTRL >tr|I3NI28|I3NI28_HUMAN Chymotrypsin-like protease CTRL-1 (Fragment) OS=Homo sapiens GN=CTRL PE=3 SV=1;>sp|P40313|CTRL_HUMAN Chymotrypsin-like protease CTRL-1 OS=Homo sapiens GN=CTRL PE=2 SV=12 1 1 1 20.086 190 190;264 0 9.0257 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 331090 0

P41180 Extracellular calcium-sensing receptorCASR >tr|E7ENE0|E7ENE0_HUMAN Extracellular calcium-sensing receptor OS=Homo sapiens GN=CASR PE=4 SV=1;>sp|P41180|CASR_HUMAN Extracellular calcium-sensing receptor OS=Homo sapiens GN=CASR PE=1 SV=2;>sp|P41180-2|CASR_HUMAN Isoform 2 of Extracellular calcium-sensi3 1 1 1 121.77 1088 1088;1078;10880.000999 2.4516 0 0 0 0 0 0 0 0 0 0 0 0 0 626470 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P41208 Centrin-1;Centrin-2CETN1 >sp|Q12798|CETN1_HUMAN Centrin-1 OS=Homo sapiens GN=CETN1 PE=1 SV=1;>sp|P41208|CETN2_HUMAN Centrin-2 OS=Homo sapiens GN=CETN2 PE=1 SV=12 1 1 1 19.57 172 172;172 0.003174 1.9158 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 648540

P41217 OX-2 membrane glycoproteinCD200 >tr|U3KQG5|U3KQG5_HUMAN OX-2 membrane glycoprotein (Fragment) OS=Homo sapiens GN=CD200 PE=4 SV=1;>sp|P41217-2|OX2G_HUMAN Isoform 2 of OX-2 membrane glycoprotein OS=Homo sapiens GN=CD200;>sp|P41217|OX2G_HUMAN OX-2 membrane glycoprotein OS=Homo sapiens GN=CD6 2 2 2 22.522 202 202;269;278;294;150;1950 3.8993 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1808800 0 0 0 0 0 0 0 0 0 0 0 0

P41219 Peripherin PRPH >sp|P41219|PERI_HUMAN Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2;>sp|P41219-2|PERI_HUMAN Isoform 2 of Peripherin OS=Homo sapiens GN=PRPH3 5 2 2 53.65 470 470;471;2070.000343 2.8387 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4583500 0 0 0 0 0 0 0 0 0 0 0 0 0

P41227 N-alpha-acetyltransferase 10NAA10 >sp|P41227-2|NAA10_HUMAN Isoform 2 of N-alpha-acetyltransferase 10 OS=Homo sapiens GN=NAA10;>sp|P41227|NAA10_HUMAN N-alpha-acetyltransferase 10 OS=Homo sapiens GN=NAA10 PE=1 SV=12 1 1 1 24.783 220 220;235 0 14.088 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 387900

P41743 Protein kinase C iota typePRKCI >sp|P41743|KPCI_HUMAN Protein kinase C iota type OS=Homo sapiens GN=PRKCI PE=1 SV=21 1 1 1 68.262 596 596 0 6.7169 0 0 0 0 0 0 0 0 0 0 0 0 0 85650 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P42285 Superkiller viralicidic activity 2-like 2SKIV2L2 >sp|P42285|SK2L2_HUMAN Superkiller viralicidic activity 2-like 2 OS=Homo sapiens GN=SKIV2L2 PE=1 SV=32 3 3 3 117.8 1042 1042;88 0 10.333 0 0 0 0 1062100 893520 1188000 1041300 0 0 1679000 1627100 0 829630 714830 0 0 0 0 0 0 0 0 0 0 835370 0 817260

P42566 Epidermal growth factor receptor substrate 15EPS15 >tr|B1AUU8|B1AUU8_HUMAN Epidermal growth factor receptor substrate 15 OS=Homo sapiens GN=EPS15 PE=1 SV=1;>sp|P42566|EPS15_HUMAN Epidermal growth factor receptor substrate 15 OS=Homo sapiens GN=EPS15 PE=1 SV=23 3 3 3 83.653 762 762;896;90 0 6.1063 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1591600 0 0

P42892 Endothelin-converting enzyme 1ECE1 >tr|B4DKB2|B4DKB2_HUMAN Endothelin-converting enzyme 1 OS=Homo sapiens GN=ECE1 PE=1 SV=1;>sp|P42892-3|ECE1_HUMAN Isoform C of Endothelin-converting enzyme 1 OS=Homo sapiens GN=ECE1;>sp|P42892-2|ECE1_HUMAN Isoform A of Endothelin-converting enzyme 1 OS=Homo5 1 1 1 83.573 738 738;754;758;767;7700 6.2431 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 458720

P43007 Neutral amino acid transporter ASLC1A4 >sp|P43007|SATT_HUMAN Neutral amino acid transporter A OS=Homo sapiens GN=SLC1A4 PE=1 SV=11 1 1 1 55.722 532 532 0.002874 1.9543 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 492470

P43246 DNA mismatch repair protein Msh2MSH2 >tr|V9H019|V9H019_HUMAN DNA mismatch repair protein Msh2 OS=Homo sapiens GN=MSH2 PE=1 SV=1;>tr|E9PHA6|E9PHA6_HUMAN DNA mismatch repair protein Msh2 OS=Homo sapiens GN=MSH2 PE=1 SV=1;>sp|P43246-2|MSH2_HUMAN Isoform 2 of DNA mismatch repair protein Msh2 OS=H7 2 2 2 90.854 810 810;921;868;934;410;485;5330.006832 1.6844 0 0 0 0 0 0 133560 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P43897 "Elongation factor Ts, mitochondrial"TSFM >sp|P43897|EFTS_HUMAN Elongation factor Ts, mitochondrial OS=Homo sapiens GN=TSFM PE=1 SV=2;>sp|P43897-2|EFTS_HUMAN Isoform 2 of Elongation factor Ts, mitochondrial OS=Homo sapiens GN=TSFM2 2 2 2 35.39 325 325;346 0 4.9698 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 325670 0 0 0 0 0 0 0 0 0 0 0 0

P45985 Dual specificity mitogen-activated protein kinase kinase 4MAP2K4 >sp|P45985|MP2K4_HUMAN Dual specificity mitogen-activated protein kinase kinase 4 OS=Homo sapiens GN=MAP2K4 PE=1 SV=1;>sp|P45985-2|MP2K4_HUMAN Isoform 2 of Dual specificity mitogen-activated protein kinase kinase 4 OS=Homo sapiens GN=MAP2K42 3 3 3 44.287 399 399;410 0 26.09 0 0 0 738130 0 0 689710 661810 0 0 1571900 5561200 0 0 0 0 0 0 0 0 0 0 0 0 728270 617010 664680 1876700

P46087 Probable 28S rRNA (cytosine(4447)-C(5))-methyltransferaseNOP2 >tr|A0A087WV73|A0A087WV73_HUMAN Probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase OS=Homo sapiens GN=NOP2 PE=1 SV=1;>sp|P46087-3|NOP2_HUMAN Isoform 3 of Probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase OS=Homo sapiens GN=NOP2;>sp|P46087-2|7 3 3 3 94.095 855 855;628;808;812;845;250;2750 6.7511 0 0 0 443890 0 0 695830 696300 0 0 1612400 5813700 0 0 0 0 0 0 0 0 0 0 0 0 525590 0 501100 0

P46379 Large proline-rich protein BAG6BAG6 >sp|P46379-4|BAG6_HUMAN Isoform 4 of Large proline-rich protein BAG6 OS=Homo sapiens GN=BAG6;>sp|P46379-5|BAG6_HUMAN Isoform 5 of Large proline-rich protein BAG6 OS=Homo sapiens GN=BAG6;>sp|P46379-2|BAG6_HUMAN Isoform 2 of Large proline-rich protein BAG6 O16 5 5 5 96.798 903 903;1077;1126;1132;1162;515;743;158;197;206;215;233;244;258;259;2620 25.099 0 0 0 1306700 0 0 0 0 0 0 3467200 1837400 0 0 2165400 0 0 0 0 0 0 0 0 0 0 2031600 0 0

P46734 Dual specificity mitogen-activated protein kinase kinase 3MAP2K3 >tr|J3KRV4|J3KRV4_HUMAN Dual-specificity mitogen-activated protein kinase kinase 3 (Fragment) OS=Homo sapiens GN=MAP2K3 PE=1 SV=1;>sp|P46734-2|MP2K3_HUMAN Isoform 1 of Dual specificity mitogen-activated protein kinase kinase 3 OS=Homo sapiens GN=MAP2K3;>sp4 1 1 1 15.005 136 136;318;347;3520.002245 1.9964 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 124020

P46779 60S ribosomal protein L28RPL28 >tr|H0YLP6|H0YLP6_HUMAN 60S ribosomal protein L28 OS=Homo sapiens GN=RPL28 PE=1 SV=1;>tr|H0YMF4|H0YMF4_HUMAN 60S ribosomal protein L28 OS=Homo sapiens GN=RPL28 PE=1 SV=1;>tr|H0YKD8|H0YKD8_HUMAN 60S ribosomal protein L28 OS=Homo sapiens GN=RPL28 PE=1 SV=1;>8 1 1 1 9.657 89 89;112;170;69;87;137;163;1690.002862 1.929 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 123050

P46952 "3-hydroxyanthranilate 3,4-dioxygenase"HAAO >tr|C9IY88|C9IY88_HUMAN 3-hydroxyanthranilate 3,4-dioxygenase (Fragment) OS=Homo sapiens GN=HAAO PE=4 SV=3;>sp|P46952-2|3HAO_HUMAN Isoform 2 of 3-hydroxyanthranilate 3,4-dioxygenase OS=Homo sapiens GN=HAAO;>sp|P46952|3HAO_HUMAN 3-hydroxyanthranilate 3,4-di3 1 1 1 20.547 177 177;147;286 0 7.2801 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 449570

P47736 Rap1 GTPase-activating protein 1RAP1GAP >tr|F2Z357|F2Z357_HUMAN Rap1 GTPase-activating protein 1 OS=Homo sapiens GN=RAP1GAP PE=1 SV=1;>tr|A0A0A0MQY8|A0A0A0MQY8_HUMAN Rap1 GTPase-activating protein 1 OS=Homo sapiens GN=RAP1GAP PE=4 SV=1;>tr|J3KPC5|J3KPC5_HUMAN RAP1, GTPase activating protein 1, i8 2 2 2 66.98 602 602;692;694;748;663;681;727;6930 7.7275 0 0 0 0 0 0 0 0 0 0 0 0 0 0 162440 0 0 0 0 0 0 0 0 0 0 0 0 0

P47914 60S ribosomal protein L29RPL29 >sp|P47914|RL29_HUMAN 60S ribosomal protein L29 OS=Homo sapiens GN=RPL29 PE=1 SV=21 1 1 1 17.752 159 159 0 3.1814 0 0 0 0 0 0 0 0 0 0 337510 0 0 0 374610 617390 0 0 0 0 0 0 0 0 1652100 1394400 691940 0

P48165 Gap junction alpha-8 proteinGJA8 >sp|P48165|CXA8_HUMAN Gap junction alpha-8 protein OS=Homo sapiens GN=GJA8 PE=1 SV=31 1 1 1 48.228 433 433 0.004724 1.82 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 904960 0 0

P48506 Glutamate--cysteine ligase catalytic subunitGCLC >sp|P48506|GSH1_HUMAN Glutamate--cysteine ligase catalytic subunit OS=Homo sapiens GN=GCLC PE=1 SV=2;>tr|E1CEI4|E1CEI4_HUMAN Glutamate--cysteine ligase catalytic subunit OS=Homo sapiens GN=GCLC PE=1 SV=15 4 4 4 72.765 637 637;599;93;154;1730 14.642 0 0 0 0 0 0 0 0 0 0 1411400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P48507 Glutamate--cysteine ligase regulatory subunitGCLM >sp|P48507|GSH0_HUMAN Glutamate--cysteine ligase regulatory subunit OS=Homo sapiens GN=GCLM PE=1 SV=1;>tr|D3DT44|D3DT44_HUMAN Glutamate--cysteine ligase regulatory subunit OS=Homo sapiens GN=GCLM PE=1 SV=1;>sp|P48507-2|GSH0_HUMAN Isoform 2 of Glutamate--cy3 2 2 2 30.727 274 274;254;252 0 8.5802 1067700 0 0 0 1016200 1080300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P48509 CD151 antigenCD151 >tr|E9PMR4|E9PMR4_HUMAN Tetraspanin OS=Homo sapiens GN=CD151 PE=1 SV=1;>sp|P48509|CD151_HUMAN CD151 antigen OS=Homo sapiens GN=CD151 PE=1 SV=3;>tr|E9PRJ3|E9PRJ3_HUMAN Tetraspanin (Fragment) OS=Homo sapiens GN=CD151 PE=1 SV=13 2 2 2 28.067 251 251;253;178 0 7.8983 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 433320

P48681 Nestin NES >sp|P48681|NEST_HUMAN Nestin OS=Homo sapiens GN=NES PE=1 SV=21 3 3 3 177.44 1621 1621 0 28.082 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4602000

P48723 Heat shock 70 kDa protein 13HSPA13 >sp|P48723|HSP13_HUMAN Heat shock 70 kDa protein 13 OS=Homo sapiens GN=HSPA13 PE=1 SV=11 5 5 5 51.927 471 471 0 33.484 0 1440800 0 4108200 0 0 0 0 0 0 0 0 3060500 2115200 4655900 3520500 0 0 0 0 0 0 0 0 0 0 0 0

P48729 Casein kinase I isoform alphaCSNK1A1 >sp|P48729-3|KC1A_HUMAN Isoform 3 of Casein kinase I isoform alpha OS=Homo sapiens GN=CSNK1A1;>tr|D6REM4|D6REM4_HUMAN Casein kinase I isoform alpha OS=Homo sapiens GN=CSNK1A1 PE=1 SV=1;>sp|P48729|KC1A_HUMAN Casein kinase I isoform alpha OS=Homo sapiens GN=8 3 3 3 37.567 325 325;236;337;78;89;264;337;3650 4.7001 500150 561730 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P49005 DNA polymerase delta subunit 2POLD2 >tr|H7C1B3|H7C1B3_HUMAN DNA polymerase delta subunit 2 (Fragment) OS=Homo sapiens GN=POLD2 PE=1 SV=1;>tr|F8W8R3|F8W8R3_HUMAN DNA polymerase delta subunit 2 OS=Homo sapiens GN=POLD2 PE=1 SV=1;>tr|A0A087WWF6|A0A087WWF6_HUMAN DNA polymerase delta subunit 2 OS4 1 1 1 9.2495 83 83;455;504;469 0 8.9405 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 328350

P49006 MARCKS-related proteinMARCKSL1 >sp|P49006|MRP_HUMAN MARCKS-related protein OS=Homo sapiens GN=MARCKSL1 PE=1 SV=21 1 1 1 19.529 195 195 0 5.8008 0 0 0 0 0 0 0 0 0 0 0 257940 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P49023 Paxillin PXN >tr|F5GZ78|F5GZ78_HUMAN Paxillin OS=Homo sapiens GN=PXN PE=1 SV=1;>sp|P49023-2|PAXI_HUMAN Isoform Alpha of Paxillin OS=Homo sapiens GN=PXN;>sp|P49023|PAXI_HUMAN Paxillin OS=Homo sapiens GN=PXN PE=1 SV=3;>sp|P49023-3|PAXI_HUMAN Isoform Gamma of Paxillin OS=6 2 2 2 64.232 589 589;557;591;605;177;4240 5.711 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 76731 0

P49247 Ribose-5-phosphate isomeraseRPIA >sp|P49247|RPIA_HUMAN Ribose-5-phosphate isomerase OS=Homo sapiens GN=RPIA PE=1 SV=31 1 1 1 33.269 311 311 0 3.6624 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 474890

P49407 Beta-arrestin-1ARRB1 >tr|E9PM35|E9PM35_HUMAN Beta-arrestin-1 (Fragment) OS=Homo sapiens GN=ARRB1 PE=1 SV=3;>sp|P49407-2|ARRB1_HUMAN Isoform 1B of Beta-arrestin-1 OS=Homo sapiens GN=ARRB1;>sp|P49407|ARRB1_HUMAN Beta-arrestin-1 OS=Homo sapiens GN=ARRB1 PE=1 SV=23 1 1 1 29.239 258 258;410;4180.000669 2.5256 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 37881 0 0

P49585 Choline-phosphate cytidylyltransferase B;Choline-phosphate cytidylyltransferase APCYT1A >tr|H7BZN1|H7BZN1_HUMAN Choline-phosphate cytidylyltransferase A (Fragment) OS=Homo sapiens GN=PCYT1A PE=1 SV=1;>tr|H7C1T3|H7C1T3_HUMAN Choline-phosphate cytidylyltransferase A (Fragment) OS=Homo sapiens GN=PCYT1A PE=1 SV=1;>tr|C9J050|C9J050_HUMAN Choline-9 1 1 1 15.769 137 137;201;293;380;330;351;351;367;3690.001946 2.1016 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 314210 0 0

P49593 Protein phosphatase 1FPPM1F >tr|B5MCT7|B5MCT7_HUMAN Protein phosphatase 1F OS=Homo sapiens GN=PPM1F PE=1 SV=1;>sp|P49593-2|PPM1F_HUMAN Isoform 2 of Protein phosphatase 1F OS=Homo sapiens GN=PPM1F;>sp|P49593|PPM1F_HUMAN Protein phosphatase 1F OS=Homo sapiens GN=PPM1F PE=1 SV=33 2 2 2 31.263 286 286;350;454 0 7.1951 0 0 0 0 1115700 0 0 0 0 0 611130 759410 0 0 0 0 0 0 0 0 0 0 0 0 0 732440 865140 716350

P49792 E3 SUMO-protein ligase RanBP2RANBP2 >sp|P49792|RBP2_HUMAN E3 SUMO-protein ligase RanBP2 OS=Homo sapiens GN=RANBP2 PE=1 SV=21 10 10 4 358.2 3224 3224 0 35.786 0 0 0 1294600 3461400 2215600 2367800 3239700 0 0 3548900 1720300 4084900 1835900 3870300 2573300 0 0 0 0 0 0 0 0 3002100 5534300 3946300 9728500

P49902 Cytosolic purine 5-nucleotidaseNT5C2 >sp|P49902-2|5NTC_HUMAN Isoform 2 of Cytosolic purine 5-nucleotidase OS=Homo sapiens GN=NT5C2;>sp|P49902|5NTC_HUMAN Cytosolic purine 5-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV=1;>tr|Q5JUV6|Q5JUV6_HUMAN Cytosolic purine 5-nucleotidase (Fragment) OS=6 3 3 3 61.44 532 532;561;147;157;174;2650 4.7573 0 0 0 0 673000 804100 0 725400 0 0 1011300 768850 0 0 0 647490 0 0 0 0 0 0 0 0 550480 1052800 0 0

P49903 "Selenide, water dikinase 1"SEP15 >tr|A0A087X1G7|A0A087X1G7_HUMAN 15 kDa selenoprotein OS=Homo sapiens GN=SEP15 PE=4 SV=1;>sp|O60613|SEP15_HUMAN 15 kDa selenoprotein OS=Homo sapiens GN=SEP15 PE=1 SV=32 2 2 2 17.942 164 164;162 0 41.727 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 86819

P49914 5-formyltetrahydrofolate cyclo-ligaseMTHFS >sp|P49914-2|MTHFS_HUMAN Isoform 2 of 5-formyltetrahydrofolate cyclo-ligase OS=Homo sapiens GN=MTHFS;>sp|P49914|MTHFS_HUMAN 5-formyltetrahydrofolate cyclo-ligase OS=Homo sapiens GN=MTHFS PE=1 SV=22 1 1 1 20.519 179 179;203 0 3.0197 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2290500 0 0 0

P49918 Cyclin-dependent kinase inhibitor 1CCDKN1C >sp|P49918-2|CDN1C_HUMAN Isoform Short of Cyclin-dependent kinase inhibitor 1C OS=Homo sapiens GN=CDKN1C;>sp|P49918|CDN1C_HUMAN Cyclin-dependent kinase inhibitor 1C OS=Homo sapiens GN=CDKN1C PE=1 SV=12 1 1 1 31.04 305 305;316 0 8.0785 0 0 0 0 0 0 0 0 0 0 245240 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P50135 Histamine N-methyltransferaseHNMT >sp|P50135|HNMT_HUMAN Histamine N-methyltransferase OS=Homo sapiens GN=HNMT PE=1 SV=11 4 4 4 33.295 292 292 0 14.896 0 0 0 0 0 8720000 0 0 0 0 4434100 6930100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P50148 Guanine nucleotide-binding protein G(q) subunit alphaGNAQ >sp|P50148|GNAQ_HUMAN Guanine nucleotide-binding protein G(q) subunit alpha OS=Homo sapiens GN=GNAQ PE=1 SV=4;>tr|B1AM21|B1AM21_HUMAN Guanine nucleotide-binding protein G(q) subunit alpha (Fragment) OS=Homo sapiens GN=GNAQ PE=1 SV=12 6 5 5 42.142 359 359;170 0 23.788 0 0 0 0 0 0 0 0 0 0 2737700 2018300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P50281 Matrix metalloproteinase-14MMP14 >sp|P50281|MMP14_HUMAN Matrix metalloproteinase-14 OS=Homo sapiens GN=MMP14 PE=1 SV=31 1 1 1 65.893 582 582 0.009469 1.5105 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 166350 0

P50336 Protoporphyrinogen oxidasePPOX >sp|P50336|PPOX_HUMAN Protoporphyrinogen oxidase OS=Homo sapiens GN=PPOX PE=1 SV=12 3 3 3 50.765 477 477;230 0 6.472 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 753820 0 0 0 0 0 0 0 0 0 0 0 0

P50416 "Carnitine O-palmitoyltransferase 1, liver isoform"CPT1A >sp|P50416-2|CPT1A_HUMAN Isoform 2 of Carnitine O-palmitoyltransferase 1, liver isoform OS=Homo sapiens GN=CPT1A;>sp|P50416|CPT1A_HUMAN Carnitine O-palmitoyltransferase 1, liver isoform OS=Homo sapiens GN=CPT1A PE=1 SV=23 5 5 5 86.238 756 756;773;78 0 16.652 3377200 0 0 0 0 0 0 0 0 0 0 5093700 0 0 0 2155700 0 0 0 0 0 0 0 0 0 0 0 0

P50453 Serpin B9 SERPINB9 >sp|P50453|SPB9_HUMAN Serpin B9 OS=Homo sapiens GN=SERPINB9 PE=1 SV=11 4 3 3 42.403 376 376 0 5.3975 0 0 0 0 0 0 0 0 0 0 6162400 0 0 0 1221000 992400 0 0 0 0 0 0 0 0 1170000 0 0 1454200

P50552 Vasodilator-stimulated phosphoproteinVASP >sp|P50552|VASP_HUMAN Vasodilator-stimulated phosphoprotein OS=Homo sapiens GN=VASP PE=1 SV=34 3 3 3 39.829 380 380;59;103;183 0 13.755 0 0 0 0 0 696630 898960 876080 0 0 582220 615330 238490 283910 476970 712060 0 0 0 0 0 0 0 0 0 417510 620390 566220

P50579 Methionine aminopeptidase 2METAP2 >sp|P50579-3|MAP2_HUMAN Isoform 3 of Methionine aminopeptidase 2 OS=Homo sapiens GN=METAP2;>sp|P50579|MAP2_HUMAN Methionine aminopeptidase 2 OS=Homo sapiens GN=METAP2 PE=1 SV=1;>tr|G3V1U3|G3V1U3_HUMAN Methionine aminopeptidase 2 OS=Homo sapiens GN=METAP2 P9 5 5 5 50.496 455 455;478;328;442;477;455;161;163;1780 45.472 0 0 0 0 1271500 1162700 1135500 660030 0 0 649020 1216400 590440 404550 359980 420050 0 0 0 0 0 0 0 0 1073800 0 619230 524170

P51003 Poly(A) polymerase alphaPAPOLA >tr|G3XAH6|G3XAH6_HUMAN Poly(A) polymerase alpha OS=Homo sapiens GN=PAPOLA PE=1 SV=1;>sp|P51003|PAPOA_HUMAN Poly(A) polymerase alpha OS=Homo sapiens GN=PAPOLA PE=1 SV=46 3 3 3 80.625 724 724;745;203;475;285;6360 13.992 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 422800

P51114 Fragile X mental retardation syndrome-related protein 1;Fragile X mental retardation protein 1;Fragile X mental retardation syndrome-related protein 2FXR1 >tr|E7EU85|E7EU85_HUMAN Fragile X mental retardation syndrome-related protein 1 OS=Homo sapiens GN=FXR1 PE=1 SV=1;>tr|E9PFF5|E9PFF5_HUMAN Fragile X mental retardation syndrome-related protein 1 OS=Homo sapiens GN=FXR1 PE=1 SV=1;>tr|B4DXZ6|B4DXZ6_HUMAN Frag19 2 2 2 50.99 454 454;490;608;536;539;621;544;582;592;586;590;594;603;607;611;615;620;632;6730 5.0039 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 846860

P51151 Ras-related protein Rab-9ARAB9A >sp|P51151|RAB9A_HUMAN Ras-related protein Rab-9A OS=Homo sapiens GN=RAB9A PE=1 SV=11 1 1 1 22.837 201 201 0.000669 2.5246 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 433430

P51153 Ras-related protein Rab-8B;Ras-related protein Rab-13RAB8B >tr|H0YNE9|H0YNE9_HUMAN Ras-related protein Rab-8B (Fragment) OS=Homo sapiens GN=RAB8B PE=1 SV=1;>sp|Q92930|RAB8B_HUMAN Ras-related protein Rab-8B OS=Homo sapiens GN=RAB8B PE=1 SV=2;>tr|H0YMN7|H0YMN7_HUMAN Ras-related protein Rab-8B OS=Homo sapiens GN=RAB84 3 1 1 21.868 188 188;207;92;203 0 4.3252 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 125010 0

P51398 "28S ribosomal protein S29, mitochondrial"DAP3 >sp|P51398-2|RT29_HUMAN Isoform 2 of 28S ribosomal protein S29, mitochondrial OS=Homo sapiens GN=DAP3;>sp|P51398-3|RT29_HUMAN Isoform 3 of 28S ribosomal protein S29, mitochondrial OS=Homo sapiens GN=DAP3;>sp|P51398|RT29_HUMAN 28S ribosomal protein S29, mit7 2 2 2 41.044 357 357;364;398;45;106;140;2100 23.751 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 378530 0 0

P51570 GalactokinaseGALK1 >sp|P51570|GALK1_HUMAN Galactokinase OS=Homo sapiens GN=GALK1 PE=1 SV=1;>sp|P51570-2|GALK1_HUMAN Isoform 2 of Galactokinase OS=Homo sapiens GN=GALK1;>tr|K7ERJ9|K7ERJ9_HUMAN Galactokinase OS=Homo sapiens GN=GALK1 PE=1 SV=14 4 4 4 42.272 392 392;422;120;184 0 41.676 0 0 0 0 2545400 4971700 0 0 0 0 3013200 8414200 0 0 1079000 2271600 0 0 0 0 0 0 0 0 0 0 3320900 8773100

P51580 Thiopurine S-methyltransferaseTPMT >sp|P51580|TPMT_HUMAN Thiopurine S-methyltransferase OS=Homo sapiens GN=TPMT PE=1 SV=11 3 3 3 28.18 245 245 0.000341 2.7717 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 687540 0 0 0 0 0 0 0 0 0 0 0 0

P51610 Host cell factor 1;HCF N-terminal chain 1;HCF N-terminal chain 2;HCF N-terminal chain 3;HCF N-terminal chain 4;HCF N-terminal chain 5;HCF N-terminal chain 6;HCF C-terminal chain 1;HCF C-terminal chain 2;HCF C-terminal chain 3;HCF C-terminal chain 4;HCF C-HCFC1 >tr|A6NEM2|A6NEM2_HUMAN HCF N-terminal chain 5 OS=Homo sapiens GN=HCFC1 PE=1 SV=2;>sp|P51610-2|HCFC1_HUMAN Isoform 2 of Host cell factor 1 OS=Homo sapiens GN=HCFC1;>sp|P51610|HCFC1_HUMAN Host cell factor 1 OS=Homo sapiens GN=HCFC1 PE=1 SV=2;>sp|P51610-4|HC6 3 3 3 213.47 2080 2080;1966;2035;2079;611;4280 14.408 0 0 0 268200 0 377910 459550 0 0 0 2138300 1458900 230560 0 1400100 1127600 0 0 0 0 0 0 0 0 0 0 0 0

P51688 N-sulphoglucosamine sulphohydrolaseSGSH >tr|I3L2I6|I3L2I6_HUMAN N-sulphoglucosamine sulphohydrolase (Fragment) OS=Homo sapiens GN=SGSH PE=4 SV=1;>tr|I3L4B7|I3L4B7_HUMAN N-sulphoglucosamine sulphohydrolase (Fragment) OS=Homo sapiens GN=SGSH PE=4 SV=1;>tr|I3L2L4|I3L2L4_HUMAN N-sulphoglucosamine su4 1 1 1 11.305 106 106;110;188;502 0 14.785 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 45975 0

P51689 Arylsulfatase DARSD >sp|P51689-3|ARSD_HUMAN Isoform 3 of Arylsulfatase D OS=Homo sapiens GN=ARSD;>sp|P51689|ARSD_HUMAN Arylsulfatase D OS=Homo sapiens GN=ARSD PE=1 SV=2;>tr|H7C327|H7C327_HUMAN Arylsulfatase D (Fragment) OS=Homo sapiens GN=ARSD PE=4 SV=1;>sp|P51689-2|ARSD_HUMA4 2 2 2 54.933 503 503;593;159;382 0 40.198 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 605710

P51690 Arylsulfatase EARSE >tr|F5H324|F5H324_HUMAN Arylsulfatase E OS=Homo sapiens GN=ARSE PE=4 SV=1;>tr|F5GYY5|F5GYY5_HUMAN Arylsulfatase E OS=Homo sapiens GN=ARSE PE=4 SV=1;>sp|P51690|ARSE_HUMAN Arylsulfatase E OS=Homo sapiens GN=ARSE PE=1 SV=23 1 1 1 61.077 544 544;614;589 0 25.892 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 153690

P51692 Signal transducer and activator of transcription 5BSTAT5B >sp|P51692|STA5B_HUMAN Signal transducer and activator of transcription 5B OS=Homo sapiens GN=STAT5B PE=1 SV=22 3 3 2 89.865 787 787;156 0 5.3263 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2315500 0 0 0 0 0 0 0 0 0 0 0 0 0

P51809 Vesicle-associated membrane protein 7VAMP7 >sp|P51809-3|VAMP7_HUMAN Isoform 3 of Vesicle-associated membrane protein 7 OS=Homo sapiens GN=VAMP7;>sp|P51809|VAMP7_HUMAN Vesicle-associated membrane protein 7 OS=Homo sapiens GN=VAMP7 PE=1 SV=3;>sp|P51809-2|VAMP7_HUMAN Isoform 2 of Vesicle-associated me3 1 1 1 20.12 179 179;220;2600.001951 2.1204 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 595650

P51857 3-oxo-5-beta-steroid 4-dehydrogenaseAKR1D1 >sp|P51857-2|AK1D1_HUMAN Isoform 2 of 3-oxo-5-beta-steroid 4-dehydrogenase OS=Homo sapiens GN=AKR1D1;>sp|P51857|AK1D1_HUMAN 3-oxo-5-beta-steroid 4-dehydrogenase OS=Homo sapiens GN=AKR1D1 PE=1 SV=12 1 1 1 32.747 290 290;326 0 2.9897 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 105650

P52434 "DNA-directed RNA polymerases I, II, and III subunit RPABC3"POLR2H >tr|C9JLU1|C9JLU1_HUMAN DNA-directed RNA polymerases I, II, and III subunit RPABC3 (Fragment) OS=Homo sapiens GN=POLR2H PE=1 SV=3;>sp|P52434-5|RPAB3_HUMAN Isoform 5 of DNA-directed RNA polymerases I, II, and III subunit RPABC3 OS=Homo sapiens GN=POLR2H;>sp5 1 1 1 16.996 149 149;86;114;122;1500.000344 2.9144 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 248720

P52566 Rho GDP-dissociation inhibitor 2ARHGDIB >tr|F5H2R5|F5H2R5_HUMAN Rho GDP-dissociation inhibitor 2 (Fragment) OS=Homo sapiens GN=ARHGDIB PE=1 SV=1;>tr|F5H6Q0|F5H6Q0_HUMAN Rho GDP-dissociation inhibitor 2 (Fragment) OS=Homo sapiens GN=ARHGDIB PE=1 SV=1;>tr|F5H3P3|F5H3P3_HUMAN Rho GDP-dissociation i5 2 2 2 9.792 88 88;112;159;201;1950 35.616 0 0 0 609400 2039300 1924200 2386600 2154100 0 0 1525600 1615100 385190 0 926190 706710 0 0 0 0 0 0 0 0 0 961040 1495300 1088400

P52594 Arf-GAP domain and FG repeat-containing protein 1AGFG1 >tr|C9J2I0|C9J2I0_HUMAN Arf-GAP domain and FG repeat-containing protein 1 (Fragment) OS=Homo sapiens GN=AGFG1 PE=1 SV=3;>tr|B8ZZY2|B8ZZY2_HUMAN Arf-GAP domain and FG repeat-containing protein 1 OS=Homo sapiens GN=AGFG1 PE=1 SV=1;>sp|P52594-2|AGFG1_HUMAN Is6 3 3 3 25.497 238 238;541;522;560;562;5840 6.1109 0 0 0 0 820090 0 970180 1564400 0 0 641440 951240 627490 726680 486200 1067100 0 0 0 0 0 0 0 0 795020 964200 584010 594020

P52655 Transcription initiation factor IIA subunit 1;Transcription initiation factor IIA alpha chain;Transcription initiation factor IIA beta chainHIST1H4F >tr|J3KNC0|J3KNC0_HUMAN Transcription initiation factor IIA subunit 1 OS=Homo sapiens GN=GTF2A1 PE=1 SV=1;>sp|P52655|TF2AA_HUMAN Transcription initiation factor IIA subunit 1 OS=Homo sapiens GN=GTF2A1 PE=1 SV=12 1 1 1 6.7407 59 59;376 0 8.8008 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1758100

P52756 RNA-binding protein 5RBM5 >tr|C9J9P7|C9J9P7_HUMAN RNA-binding protein 5 (Fragment) OS=Homo sapiens GN=RBM5 PE=1 SV=1;>tr|C9JFQ5|C9JFQ5_HUMAN RNA-binding protein 5 (Fragment) OS=Homo sapiens GN=RBM5 PE=1 SV=1;>sp|P52756-4|RBM5_HUMAN Isoform 4 of RNA-binding protein 5 OS=Homo sapiens6 1 1 1 14.526 120 120;137;141;143;150;8150.006244 1.7259 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 232030 0

P52758 Ribonuclease UK114HRSP12 >sp|P52758|UK114_HUMAN Ribonuclease UK114 OS=Homo sapiens GN=HRSP12 PE=1 SV=11 1 1 1 14.494 137 137 0.000673 2.601 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 562860

P52888 Thimet oligopeptidaseTHOP1 >tr|K7EP46|K7EP46_HUMAN Thimet oligopeptidase OS=Homo sapiens GN=THOP1 PE=1 SV=1;>sp|P52888|THOP1_HUMAN Thimet oligopeptidase OS=Homo sapiens GN=THOP1 PE=1 SV=2;>tr|K7EIK4|K7EIK4_HUMAN Thimet oligopeptidase (Fragment) OS=Homo sapiens GN=THOP1 PE=1 SV=1;>tr6 2 2 2 65.119 568 568;689;169;216;260;2580 3.96 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1520700 0 798830

P52948 Nuclear pore complex protein Nup98-Nup96;Nuclear pore complex protein Nup98;Nuclear pore complex protein Nup96NUP98 >tr|H0YCT1|H0YCT1_HUMAN Nuclear pore complex protein Nup98-Nup96 (Fragment) OS=Homo sapiens GN=NUP98 PE=1 SV=1;>tr|H7C3P6|H7C3P6_HUMAN Nuclear pore complex protein Nup98-Nup96 (Fragment) OS=Homo sapiens GN=NUP98 PE=1 SV=1;>sp|P52948-6|NUP98_HUMAN Isoform 66 1 1 1 10.524 93 93;753;1714;1726;1800;18170 3.1861 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 190860

P53384 Cytosolic Fe-S cluster assembly factor NUBP1NUBP1 >tr|I3L531|I3L531_HUMAN Cytosolic Fe-S cluster assembly factor NUBP1 (Fragment) OS=Homo sapiens GN=NUBP1 PE=1 SV=1;>sp|P53384-2|NUBP1_HUMAN Isoform 2 of Cytosolic Fe-S cluster assembly factor NUBP1 OS=Homo sapiens GN=NUBP1;>sp|P53384|NUBP1_HUMAN Cytosolic 3 1 1 1 17.87 168 168;309;320 0 3.2899 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 645910 0

P53582 Methionine aminopeptidase 1METAP1 >sp|P53582|MAP11_HUMAN Methionine aminopeptidase 1 OS=Homo sapiens GN=METAP1 PE=1 SV=2;>tr|H0Y955|H0Y955_HUMAN Methionine aminopeptidase 1 (Fragment) OS=Homo sapiens GN=METAP1 PE=1 SV=13 3 3 3 43.215 386 386;170;116 0 5.0412 0 0 0 378230 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P53602 Diphosphomevalonate decarboxylaseMVD >tr|H3BP35|H3BP35_HUMAN Diphosphomevalonate decarboxylase (Fragment) OS=Homo sapiens GN=MVD PE=1 SV=1;>sp|P53602|MVD1_HUMAN Diphosphomevalonate decarboxylase OS=Homo sapiens GN=MVD PE=1 SV=12 1 1 1 29.378 271 271;400 0.00195 2.1151 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 631440

P53634 Dipeptidyl peptidase 1;Dipeptidyl peptidase 1 exclusion domain chain;Dipeptidyl peptidase 1 heavy chain;Dipeptidyl peptidase 1 light chainCTSC >sp|P53634|CATC_HUMAN Dipeptidyl peptidase 1 OS=Homo sapiens GN=CTSC PE=1 SV=2;>tr|H0YCY8|H0YCY8_HUMAN Dipeptidyl peptidase 1 (Fragment) OS=Homo sapiens GN=CTSC PE=1 SV=32 2 2 2 51.853 463 463;245 0 8.2765 0 0 0 0 1085100 0 1409800 0 0 0 0 0 430320 459870 0 933240 0 0 0 0 0 0 0 0 0 0 1254200 1184500

P53675 Clathrin heavy chain 2CLTCL1 >tr|A0A087WX41|A0A087WX41_HUMAN Clathrin heavy chain 2 OS=Homo sapiens GN=CLTCL1 PE=1 SV=1;>sp|P53675-2|CLH2_HUMAN Isoform 2 of Clathrin heavy chain 2 OS=Homo sapiens GN=CLTCL1;>sp|P53675|CLH2_HUMAN Clathrin heavy chain 2 OS=Homo sapiens GN=CLTCL1 PE=1 SV=3 19 2 2 142.46 1260 1260;1583;16400.000342 2.8152 0 0 0 0 0 0 394480 382090 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P53680 AP-2 complex subunit sigmaAP2S1 >tr|M0R0N4|M0R0N4_HUMAN AP-2 complex subunit sigma OS=Homo sapiens GN=AP2S1 PE=1 SV=1;>tr|X6R390|X6R390_HUMAN AP-2 complex subunit sigma OS=Homo sapiens GN=AP2S1 PE=1 SV=1;>tr|M0QYZ2|M0QYZ2_HUMAN AP-2 complex subunit sigma OS=Homo sapiens GN=AP2S1 PE=1 SV=7 4 4 4 17.303 144 144;156;158;104;142;122;920 4.9836 0 1077600 1451800 904560 0 1045000 0 0 0 0 0 0 4307700 0 761220 1347300 0 0 0 0 0 0 0 0 0 0 0 866910

P53814 SmoothelinSMTN >tr|C9JGQ0|C9JGQ0_HUMAN Smoothelin (Fragment) OS=Homo sapiens GN=SMTN PE=1 SV=1;>tr|H7C372|H7C372_HUMAN Smoothelin (Fragment) OS=Homo sapiens GN=SMTN PE=1 SV=2;>sp|P53814-5|SMTN_HUMAN Isoform B2 of Smoothelin OS=Homo sapiens GN=SMTN;>sp|P53814|SMTN_HUMAN S5 1 1 1 4.1227 37 37;127;915;917;9400 3.889 0 0 0 0 0 0 0 0 0 0 0 298250 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P54619 5-AMP-activated protein kinase subunit gamma-1;5-AMP-activated protein kinase subunit gamma-2PRKAG1;PRKAG2>tr|H0YHF8|H0YHF8_HUMAN 5-AMP-activated protein kinase subunit gamma-1 (Fragment) OS=Homo sapiens GN=PRKAG1 PE=1 SV=1;>tr|F8VYY9|F8VYY9_HUMAN 5-AMP-activated protein kinase subunit gamma-1 OS=Homo sapiens GN=PRKAG1 PE=1 SV=1;>sp|P54619-2|AAKG1_HUMAN Isof11 2 2 2 10.713 93 93;280;299;331;340;203;251;445;328;525;5690.007403 1.6083 0 0 0 0 0 0 0 0 0 0 0 0 0 0 995100 0 0 0 0 0 0 0 0 0 0 0 0 0

P54802 Alpha-N-acetylglucosaminidase;Alpha-N-acetylglucosaminidase 82 kDa form;Alpha-N-acetylglucosaminidase 77 kDa formNAGLU >sp|P54802|ANAG_HUMAN Alpha-N-acetylglucosaminidase OS=Homo sapiens GN=NAGLU PE=1 SV=21 1 1 1 82.265 743 743 0 6.485 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 863720

P54803 GalactocerebrosidaseGALC >tr|A0A0A0MS42|A0A0A0MS42_HUMAN Galactocerebrosidase OS=Homo sapiens GN=GALC PE=4 SV=1;>tr|A0A0A0MQV0|A0A0A0MQV0_HUMAN Galactocerebrosidase OS=Homo sapiens GN=GALC PE=4 SV=1;>sp|P54803-4|GALC_HUMAN Isoform 4 of Galactocerebrosidase OS=Homo sapiens GN=GALC;10 2 2 2 74.763 659 659;685;659;685;112;211;404;662;589;6620.002858 1.9176 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 478720

P55039 Developmentally-regulated GTP-binding protein 2DRG2 >tr|A8MZF9|A8MZF9_HUMAN Developmentally-regulated GTP-binding protein 2 OS=Homo sapiens GN=DRG2 PE=1 SV=1;>sp|P55039|DRG2_HUMAN Developmentally-regulated GTP-binding protein 2 OS=Homo sapiens GN=DRG2 PE=1 SV=1;>tr|J3QR71|J3QR71_HUMAN Developmentally-regula8 3 3 3 38.129 343 343;364;158;172;244;112;113;1610 6.3134 0 980560 0 0 701420 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1212200

P55268 Laminin subunit beta-2LAMB2 >sp|P55268|LAMB2_HUMAN Laminin subunit beta-2 OS=Homo sapiens GN=LAMB2 PE=1 SV=22 3 3 3 195.98 1798 1798;151 0 14.657 0 0 0 0 0 0 0 0 0 0 0 0 0 0 522220 472170 0 0 0 0 0 0 0 0 0 0 0 668330

P55789 Sulfhydryl oxidase;FAD-linked sulfhydryl oxidase ALRGFER >tr|H3BRW3|H3BRW3_HUMAN FAD-linked sulfhydryl oxidase ALR OS=Homo sapiens GN=GFER PE=1 SV=1;>tr|H3BRD2|H3BRD2_HUMAN Sulfhydryl oxidase (Fragment) OS=Homo sapiens GN=GFER PE=1 SV=1;>sp|P55789|ALR_HUMAN FAD-linked sulfhydryl oxidase ALR OS=Homo sapiens GN=GF3 1 1 1 11.66 109 109;139;205 0 13.43 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 107240

P56199 Integrin alpha-1ITGA1 >sp|P56199|ITA1_HUMAN Integrin alpha-1 OS=Homo sapiens GN=ITGA1 PE=1 SV=21 3 3 3 130.85 1179 1179 0.004723 1.8193 0 0 0 0 0 0 0 0 0 0 239230 0 0 0 481560 458000 0 0 0 0 0 0 0 0 0 0 0 0

P56211 cAMP-regulated phosphoprotein 19ARPP19 >tr|H3BMD8|H3BMD8_HUMAN cAMP-regulated phosphoprotein 19 OS=Homo sapiens GN=ARPP19 PE=1 SV=1;>sp|P56211-2|ARP19_HUMAN Isoform ARPP-16 of cAMP-regulated phosphoprotein 19 OS=Homo sapiens GN=ARPP19;>sp|P56211|ARP19_HUMAN cAMP-regulated phosphoprotein 19 OS=H5 2 2 2 14.484 131 131;96;112;71;72 0 5.4598 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1131600 0

P56277 Cx9C motif-containing protein 4CMC4 >sp|P56277|CMC4_HUMAN Cx9C motif-containing protein 4 OS=Homo sapiens GN=CMC4 PE=1 SV=11 2 2 2 7.7469 68 68 0 26.862 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1434200

P56556 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6NDUFA6 >tr|R4GN43|R4GN43_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Homo sapiens GN=NDUFA6 PE=1 SV=1;>sp|P56556|NDUA6_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Homo sapiens GN=NDUFA6 PE=1 SV=32 2 2 2 8.5099 71 71;154 0.006233 1.7174 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3235500 2320900 0 0 0 0 0 0 0 0 5369300 0 0 0

P56557 Transmembrane protein 50BTMEM50B >tr|F8WBF4|F8WBF4_HUMAN Transmembrane protein 50B OS=Homo sapiens GN=TMEM50B PE=1 SV=1;>tr|C9K0I4|C9K0I4_HUMAN Transmembrane protein 50B (Fragment) OS=Homo sapiens GN=TMEM50B PE=1 SV=1;>tr|F8WDH1|F8WDH1_HUMAN Transmembrane protein 50B OS=Homo sapiens GN=TM4 1 1 1 4.9386 44 44;81;151;1580.001942 2.0876 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 404670

P56962 Syntaxin-17STX17 >sp|P56962|STX17_HUMAN Syntaxin-17 OS=Homo sapiens GN=STX17 PE=1 SV=2;>tr|E9PJW1|E9PJW1_HUMAN Syntaxin-17 OS=Homo sapiens GN=STX17 PE=1 SV=1;>tr|E9PQU9|E9PQU9_HUMAN Syntaxin-17 OS=Homo sapiens GN=STX17 PE=1 SV=1;>tr|E9PJV6|E9PJV6_HUMAN Syntaxin-17 OS=Homo 5 2 2 2 33.403 302 302;41;45;68;141 0 4.2255 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 356980 0 0 0 0 0 0 0 0 0 0 0 0

P57105 Synaptojanin-2-binding proteinSYNJ2BP >tr|A0A087X1F5|A0A087X1F5_HUMAN Protein SYNJ2BP-COX16 (Fragment) OS=Homo sapiens GN=SYNJ2BP-COX16 PE=4 SV=1;>tr|A0A087WYV9|A0A087WYV9_HUMAN Protein SYNJ2BP-COX16 OS=Homo sapiens GN=SYNJ2BP-COX16 PE=4 SV=1;>tr|A0A087WUM0|A0A087WUM0_HUMAN Protein SYNJ2BP-COX4 1 1 1 17.301 153 153;182;186;145 0 15.013 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8703500

P57735 Ras-related protein Rab-25RAB25 >sp|P57735|RAB25_HUMAN Ras-related protein Rab-25 OS=Homo sapiens GN=RAB25 PE=1 SV=21 4 3 3 23.495 213 213 0.001642 2.2694 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 172480

P57772 Selenocysteine-specific elongation factorEEFSEC >sp|P57772|SELB_HUMAN Selenocysteine-specific elongation factor OS=Homo sapiens GN=EEFSEC PE=1 SV=4;>sp|P57772-2|SELB_HUMAN Isoform 2 of Selenocysteine-specific elongation factor OS=Homo sapiens GN=EEFSEC3 3 3 3 65.304 596 596;569;436 0 4.5789 0 0 0 0 0 0 0 0 0 0 0 3701200 0 0 0 1823400 0 0 0 0 0 0 0 0 0 0 0 0

P60484 "Phosphatidylinositol 3,4,5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN"PTEN >tr|A0A087WT17|A0A087WT17_HUMAN Phosphatidylinositol 3,4,5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN OS=Homo sapiens GN=PTEN PE=1 SV=1;>sp|P60484-3|PTEN_HUMAN Isoform 3 of Phosphatidylinositol 3,4,5-trisphosphate 3-phosphata4 1 1 1 17.725 156 156;175;403;5760.000672 2.566 0 0 0 0 0 0 0 0 0 0 0 149050 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P60510 Serine/threonine-protein phosphatase;Serine/threonine-protein phosphatase 4 catalytic subunitPPP4C >tr|H3BTA2|H3BTA2_HUMAN Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP4C PE=1 SV=1;>sp|P60510|PP4C_HUMAN Serine/threonine-protein phosphatase 4 catalytic subunit OS=Homo sapiens GN=PPP4C PE=1 SV=1;>tr|H3BV22|H3BV22_HUMAN Serine/thre4 3 2 2 30.561 267 267;307;203;120 0 3.1213 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 44786

P61225 Ras-related protein Rap-2bRAP2B >sp|P61225|RAP2B_HUMAN Ras-related protein Rap-2b OS=Homo sapiens GN=RAP2B PE=1 SV=11 1 1 1 20.504 183 183 0.006242 1.7222 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 964940

P61601 Neurocalcin-deltaNCALD >sp|P61601|NCALD_HUMAN Neurocalcin-delta OS=Homo sapiens GN=NCALD PE=2 SV=2;>tr|E5RIZ1|E5RIZ1_HUMAN Neurocalcin-delta (Fragment) OS=Homo sapiens GN=NCALD PE=4 SV=1;>tr|E5RGA9|E5RGA9_HUMAN Neurocalcin-delta OS=Homo sapiens GN=NCALD PE=4 SV=13 2 1 1 22.245 193 193;136;194 0 21.191 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 80061 0 0 0

P61925 cAMP-dependent protein kinase inhibitor alphaPKIA >sp|P61925|IPKA_HUMAN cAMP-dependent protein kinase inhibitor alpha OS=Homo sapiens GN=PKIA PE=1 SV=21 1 1 1 7.9884 76 76 0 3.3783 0 0 0 0 0 0 0 0 0 0 181530 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P61962 DDB1- and CUL4-associated factor 7DCAF7 >sp|P61962|DCAF7_HUMAN DDB1- and CUL4-associated factor 7 OS=Homo sapiens GN=DCAF7 PE=1 SV=1;>tr|A0A087WWI6|A0A087WWI6_HUMAN DDB1- and CUL4-associated factor 7 (Fragment) OS=Homo sapiens GN=DCAF7 PE=1 SV=1;>sp|P61962-2|DCAF7_HUMAN Isoform 2 of DDB1- and CU3 2 2 2 38.926 342 342;207;142 0 15.989 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2533600

P61964 WD repeat-containing protein 5WDR5 >sp|P61964|WDR5_HUMAN WD repeat-containing protein 5 OS=Homo sapiens GN=WDR5 PE=1 SV=11 2 2 2 36.588 334 334 0 11.022 0 0 0 0 0 506730 0 0 0 0 1404300 597100 0 0 701690 738020 0 0 0 0 0 0 0 0 0 436630 0 280320

P61966 AP-1 complex subunit sigma-1AAP1S1 >tr|H7C1E4|H7C1E4_HUMAN AP-1 complex subunit sigma-1A (Fragment) OS=Homo sapiens GN=AP1S1 PE=1 SV=1;>sp|P61966|AP1S1_HUMAN AP-1 complex subunit sigma-1A OS=Homo sapiens GN=AP1S1 PE=1 SV=12 1 1 1 22.065 191 191;158 0 45.706 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 358520

P61978 Heterogeneous nuclear ribonucleoprotein KHNRNPK >sp|P61978|HNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1;>sp|P61978-2|HNRPK_HUMAN Isoform 2 of Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK;>tr|Q5T6W1|Q5T6W1_HUMAN Heterogeneous nuclear rib5 19 1 1 50.976 463 463;464;306;100;770 13.18 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7512000 0

P62072 Mitochondrial import inner membrane translocase subunit Tim10TIMM10 >sp|P62072|TIM10_HUMAN Mitochondrial import inner membrane translocase subunit Tim10 OS=Homo sapiens GN=TIMM10 PE=1 SV=11 1 1 1 10.333 90 90 0 4.4761 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 116400

P62136 Serine/threonine-protein phosphatase PP1-alpha catalytic subunit;Serine/threonine-protein phosphatasePPP1CA >sp|P62136|PP1A_HUMAN Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Homo sapiens GN=PPP1CA PE=1 SV=1;>sp|P62136-2|PP1A_HUMAN Isoform 2 of Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Homo sapiens GN=PPP1CA;>sp|P6 14 5 4 37.512 330 330;341;286;253;169;1800 33.843 0 0 0 0 4267200 3527200 3356900 3264800 0 0 0 0 0 0 6560600 8130000 0 0 0 0 0 0 0 0 0 0 4941800 0

P62253 "Ubiquitin-conjugating enzyme E2 G1;Ubiquitin-conjugating enzyme E2 G1, N-terminally processed"UBE2G1 >tr|I3L0Q0|I3L0Q0_HUMAN Ubiquitin-conjugating enzyme E2 G1 OS=Homo sapiens GN=UBE2G1 PE=1 SV=1;>tr|I3L2Q4|I3L2Q4_HUMAN Ubiquitin-conjugating enzyme E2 G1 OS=Homo sapiens GN=UBE2G1 PE=1 SV=1;>sp|P62253|UB2G1_HUMAN Ubiquitin-conjugating enzyme E2 G1 OS=Homo 3 1 1 1 5.5393 49 49;50;170 0.00226 2.0517 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 210400 0

P62256 Ubiquitin-conjugating enzyme E2 HUBE2H >tr|H7C4M9|H7C4M9_HUMAN Ubiquitin-conjugating enzyme E2 H (Fragment) OS=Homo sapiens GN=UBE2H PE=1 SV=1;>tr|C9JZG9|C9JZG9_HUMAN Ubiquitin-conjugating enzyme E2 H (Fragment) OS=Homo sapiens GN=UBE2H PE=1 SV=1;>tr|C9JZY6|C9JZY6_HUMAN Ubiquitin-conjugating en6 2 2 2 7.0801 62 62;103;123;152;183;1490.000342 2.7986 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 482190 0 0

P62308 Small nuclear ribonucleoprotein G;Putative small nuclear ribonucleoprotein G-like protein 15SNRPG;SNRPGP15>tr|Q49AN9|Q49AN9_HUMAN SNRPG protein OS=Homo sapiens GN=SNRPG PE=2 SV=1;>tr|F5H013|F5H013_HUMAN Small nuclear ribonucleoprotein G OS=Homo sapiens GN=SNRPG PE=4 SV=1;>sp|P62308|RUXG_HUMAN Small nuclear ribonucleoprotein G OS=Homo sapiens GN=SNRPG PE=1 SV=15 3 3 3 7.1013 64 64;68;76;76;96 0 15.635 3383000 1070300 1908900 2353500 435480 424450 305610 429080 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P62341 Selenoprotein TSELT >tr|Q6IAK0|Q6IAK0_HUMAN SELT protein OS=Homo sapiens GN=SELT PE=2 SV=1;>tr|A0A087WTN3|A0A087WTN3_HUMAN Selenoprotein T OS=Homo sapiens GN=SELT PE=4 SV=1;>tr|A0A087WVA1|A0A087WVA1_HUMAN Selenoprotein T OS=Homo sapiens GN=SELT PE=4 SV=1;>sp|P62341|SELT_HUMAN4 1 1 1 15.844 137 137;162;195;195 0 21.44 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 478590

P62633 Cellular nucleic acid-binding proteinCNBP >sp|P62633-2|CNBP_HUMAN Isoform 2 of Cellular nucleic acid-binding protein OS=Homo sapiens GN=CNBP;>sp|P62633-8|CNBP_HUMAN Isoform 8 of Cellular nucleic acid-binding protein OS=Homo sapiens GN=CNBP;>sp|P62633-5|CNBP_HUMAN Isoform 5 of Cellular nucleic acid6 1 1 1 18.742 170 170;171;172;177;178;1790 28.786 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1640100 0

P62736 "Actin, aortic smooth muscle;Actin, gamma-enteric smooth muscle"ACTA2 >sp|P62736|ACTA_HUMAN Actin, aortic smooth muscle OS=Homo sapiens GN=ACTA2 PE=1 SV=1;>sp|P63267|ACTH_HUMAN Actin, gamma-enteric smooth muscle OS=Homo sapiens GN=ACTG2 PE=1 SV=1;>tr|Q5T8M7|Q5T8M7_HUMAN Actin, alpha skeletal muscle OS=Homo sapiens GN=ACTA1 P9 27 1 1 42.009 377 377;376;342;333;145;151;151;105;1190 5.4694 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 78840

P62841 40S ribosomal protein S15RPS15 >tr|S4R456|S4R456_HUMAN 40S ribosomal protein S15 (Fragment) OS=Homo sapiens GN=RPS15 PE=1 SV=1;>tr|K7EM56|K7EM56_HUMAN 40S ribosomal protein S15 OS=Homo sapiens GN=RPS15 PE=1 SV=2;>tr|K7EJ78|K7EJ78_HUMAN 40S ribosomal protein S15 OS=Homo sapiens GN=RPS15 7 1 1 1 8.0266 68 68;112;129;135;141;152;1450.006818 1.6585 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 24691

P62891 Putative 60S ribosomal protein L39-like 5;60S ribosomal protein L39RPL39P5 >sp|Q59GN2|R39L5_HUMAN Putative 60S ribosomal protein L39-like 5 OS=Homo sapiens GN=RPL39P5 PE=5 SV=2;>sp|P62891|RL39_HUMAN 60S ribosomal protein L39 OS=Homo sapiens GN=RPL39 PE=1 SV=22 1 1 1 6.3225 51 51;51 0 6.7705 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 313260

P63098 Calcineurin subunit B type 1HZGJ >tr|Q86YQ0|Q86YQ0_HUMAN HZGJ OS=Homo sapiens GN=HZGJ PE=1 SV=1;>tr|F6U1T9|F6U1T9_HUMAN Calcineurin subunit B type 1 OS=Homo sapiens GN=PPP3R1 PE=4 SV=1;>tr|D3YTA9|D3YTA9_HUMAN Calcineurin subunit B type 1 OS=Homo sapiens GN=PPP3R1 PE=4 SV=1;>tr|H7BYZ3|H7BY8 3 3 3 84.72 765 765;160;189;331;170;187;288;3570 4.3624 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 722020

P63165 Small ubiquitin-related modifier 1SUMO1 >tr|B8ZZN6|B8ZZN6_HUMAN Small ubiquitin-related modifier 1 OS=Homo sapiens GN=SUMO1 PE=1 SV=1;>sp|P63165|SUMO1_HUMAN Small ubiquitin-related modifier 1 OS=Homo sapiens GN=SUMO1 PE=1 SV=1;>tr|B8ZZJ0|B8ZZJ0_HUMAN Small ubiquitin-related modifier 1 OS=Homo sa6 2 2 2 16.645 146 146;101;58;62;77;760 3.0312 0 0 0 0 0 0 0 0 0 0 0 0 556370 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P63172 Dynein light chain Tctex-type 1DYNLT1 >tr|Q5VTU3|Q5VTU3_HUMAN Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV=1;>sp|P63172|DYLT1_HUMAN Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV=12 2 2 2 10.2 92 92;113 0 6.8526 0 0 0 0 0 0 0 0 0 0 436450 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 608240

P63313 Thymosin beta-10TMSB10 >sp|P63313|TYB10_HUMAN Thymosin beta-10 OS=Homo sapiens GN=TMSB10 PE=1 SV=21 2 2 2 5.0256 44 44 0 7.8986 0 0 3543200 0 4332300 5383600 3155600 2959800 0 0 2555800 2401100 0 0 3364500 2905700 0 0 0 0 0 0 0 0 0 0 0 0

P78344 Eukaryotic translation initiation factor 4 gamma 2EIF4G2 >tr|H0Y3P2|H0Y3P2_HUMAN Eukaryotic translation initiation factor 4 gamma 2 OS=Homo sapiens GN=EIF4G2 PE=1 SV=1;>tr|D3DQV9|D3DQV9_HUMAN Eukaryotic translation initiation factor 4 gamma 2 (Fragment) OS=Homo sapiens GN=EIF4G2 PE=1 SV=1;>sp|P78344-2|IF4G2_HUMA9 5 5 5 98.117 869 869;907;869;907;186;444;234;244;2820 7.3183 1112800 1146300 1482500 1355000 0 0 1114400 1268000 0 0 5401500 0 0 1120300 574250 798430 0 0 0 0 0 0 0 0 1885400 1146600 1637200 1241200

P82094 TATA element modulatory factorTMF1 >tr|F8WF45|F8WF45_HUMAN TATA element modulatory factor OS=Homo sapiens GN=TMF1 PE=1 SV=1;>tr|A0A0A0MTG4|A0A0A0MTG4_HUMAN TATA element modulatory factor OS=Homo sapiens GN=TMF1 PE=4 SV=1;>sp|P82094|TMF1_HUMAN TATA element modulatory factor OS=Homo sapiens G4 1 1 1 86.432 775 775;1092;1093;10960.000997 2.4304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 91114

P82650 "28S ribosomal protein S22, mitochondrial"MRPS22 >tr|H7C5F2|H7C5F2_HUMAN 28S ribosomal protein S22, mitochondrial (Fragment) OS=Homo sapiens GN=MRPS22 PE=1 SV=1;>tr|H7C5H3|H7C5H3_HUMAN 28S ribosomal protein S22, mitochondrial (Fragment) OS=Homo sapiens GN=MRPS22 PE=1 SV=1;>tr|G5E9W7|G5E9W7_HUMAN 28S ribo7 3 3 3 18.573 165 165;200;319;359;168;360;1210 4.4586 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 346560 0 0 0 0 0 0 0 0 0 0 0 0

P82909 "28S ribosomal protein S36, mitochondrial"MRPS36 >sp|P82909|RT36_HUMAN 28S ribosomal protein S36, mitochondrial OS=Homo sapiens GN=MRPS36 PE=1 SV=22 3 3 3 11.466 103 103;38 0 6.7203 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168390 0 0 0

P82912 "28S ribosomal protein S11, mitochondrial"MRPS11 >sp|P82912-3|RT11_HUMAN Isoform 3 of 28S ribosomal protein S11, mitochondrial OS=Homo sapiens GN=MRPS11;>sp|P82912-2|RT11_HUMAN Isoform 2 of 28S ribosomal protein S11, mitochondrial OS=Homo sapiens GN=MRPS11;>sp|P82912|RT11_HUMAN 28S ribosomal protein S11,3 1 1 1 16.903 161 161;193;1940.000345 2.9328 0 0 0 0 0 0 0 0 0 0 101000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P82921 "28S ribosomal protein S21, mitochondrial"MRPS21 >tr|A0A075B746|A0A075B746_HUMAN 28S ribosomal protein S21, mitochondrial OS=Homo sapiens GN=MRPS21 PE=1 SV=1;>sp|P82921|RT21_HUMAN 28S ribosomal protein S21, mitochondrial OS=Homo sapiens GN=MRPS21 PE=1 SV=22 1 1 1 10.688 87 87;87 0 5.4037 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 69583 0 0

P82930 "28S ribosomal protein S34, mitochondrial"MRPS34 >tr|A0A087WUZ8|A0A087WUZ8_HUMAN 28S ribosomal protein S34, mitochondrial OS=Homo sapiens GN=MRPS34 PE=1 SV=1;>tr|C9JJ19|C9JJ19_HUMAN 28S ribosomal protein S34, mitochondrial OS=Homo sapiens GN=MRPS34 PE=1 SV=2;>sp|P82930|RT34_HUMAN 28S ribosomal protein S33 1 1 1 20.662 176 176;225;218 0 3.365 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 360290

P83436 Conserved oligomeric Golgi complex subunit 7COG7 >sp|P83436|COG7_HUMAN Conserved oligomeric Golgi complex subunit 7 OS=Homo sapiens GN=COG7 PE=1 SV=11 3 3 3 86.343 770 770 0 5.2407 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 746610 0 0 0 0 0 0 0 0 0 0 0 0

P83916 Chromobox protein homolog 1CBX1 >tr|J3KS05|J3KS05_HUMAN Chromobox protein homolog 1 (Fragment) OS=Homo sapiens GN=CBX1 PE=1 SV=3;>sp|P83916|CBX1_HUMAN Chromobox protein homolog 1 OS=Homo sapiens GN=CBX1 PE=1 SV=1;>tr|K7ELA4|K7ELA4_HUMAN Chromobox protein homolog 1 OS=Homo sapiens GN=CBX15 3 2 2 20.127 174 174;185;138;168;1100 36.744 0 0 0 0 0 0 0 0 0 0 0 0 3371400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P84085 ADP-ribosylation factor 5ARF5 >sp|P84085|ARF5_HUMAN ADP-ribosylation factor 5 OS=Homo sapiens GN=ARF5 PE=1 SV=2;>tr|C9J1Z8|C9J1Z8_HUMAN ADP-ribosylation factor 5 (Fragment) OS=Homo sapiens GN=ARF5 PE=1 SV=12 8 3 3 20.529 180 180;150 0.000344 2.8954 0 0 0 0 0 0 0 0 0 0 0 0 573180 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

P98160 Basement membrane-specific heparan sulfate proteoglycan core protein;Endorepellin;LG3 peptideHSPG2 >sp|P98160|PGBM_HUMAN Basement membrane-specific heparan sulfate proteoglycan core protein OS=Homo sapiens GN=HSPG2 PE=1 SV=41 2 2 2 468.83 4391 4391 0.006837 1.689 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 258570 0 0 0 0 0 0 0 0 0 0 0 0

P98194 Calcium-transporting ATPase;Calcium-transporting ATPase type 2C member 1ATP2C1 >tr|H0Y8X9|H0Y8X9_HUMAN Calcium-transporting ATPase type 2C member 1 (Fragment) OS=Homo sapiens GN=ATP2C1 PE=1 SV=1;>tr|H0Y9V7|H0Y9V7_HUMAN Calcium-transporting ATPase type 2C member 1 (Fragment) OS=Homo sapiens GN=ATP2C1 PE=1 SV=1;>tr|B4E2Q0|B4E2Q0_HUMAN 12 1 1 1 23.902 215 215;903;953;888;903;919;923;939;944;949;959;9730 8.8304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 160480

Q00013 55 kDa erythrocyte membrane proteinMPP1 >sp|Q00013-2|EM55_HUMAN Isoform 2 of 55 kDa erythrocyte membrane protein OS=Homo sapiens GN=MPP1;>sp|Q00013-3|EM55_HUMAN Isoform 3 of 55 kDa erythrocyte membrane protein OS=Homo sapiens GN=MPP1;>sp|Q00013|EM55_HUMAN 55 kDa erythrocyte membrane protein OS=H3 1 1 1 49.074 436 436;446;466 0 4.0334 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 220340 0 0

Q00587 Cdc42 effector protein 1CDC42EP1 >sp|Q00587-2|BORG5_HUMAN Isoform 2 of Cdc42 effector protein 1 OS=Homo sapiens GN=CDC42EP1;>sp|Q00587|BORG5_HUMAN Cdc42 effector protein 1 OS=Homo sapiens GN=CDC42EP1 PE=1 SV=12 1 1 1 39.686 384 384;391 0 4.8618 0 0 0 0 0 0 0 0 0 0 0 357350 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q01085 Nucleolysin TIAR;Nucleolysin TIA-1 isoform p40TIA1;TIAL1 >tr|F8WE16|F8WE16_HUMAN Nucleolysin TIA-1 isoform p40 (Fragment) OS=Homo sapiens GN=TIA1 PE=4 SV=1;>tr|C9JTN7|C9JTN7_HUMAN Nucleolysin TIA-1 isoform p40 OS=Homo sapiens GN=TIA1 PE=1 SV=1;>tr|F8W8I6|F8W8I6_HUMAN Nucleolysin TIA-1 isoform p40 OS=Homo sapiens7 1 1 1 13.052 114 114;285;385;375;375;386;3920 4.3961 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 92613 0 0 0 0 0 0 0 0 0 0 0 0

Q01415 N-acetylgalactosamine kinaseGALK2 >tr|B7ZAX5|B7ZAX5_HUMAN N-acetylgalactosamine kinase OS=Homo sapiens GN=GALK2 PE=1 SV=1;>sp|Q01415-2|GALK2_HUMAN Isoform 2 of N-acetylgalactosamine kinase OS=Homo sapiens GN=GALK2;>sp|Q01415|GALK2_HUMAN N-acetylgalactosamine kinase OS=Homo sapiens GN=GALK26 2 2 2 47.635 434 434;447;458;157;162;2090 3.0901 0 0 0 0 0 1686900 0 2043000 0 0 0 961520 1312000 0 930780 1826000 0 0 0 0 0 0 0 0 2223700 0 0 3102400

Q01581 "Hydroxymethylglutaryl-CoA synthase, cytoplasmic;Hydroxymethylglutaryl-CoA synthase, mitochondrial"HMGCS1 >sp|Q01581|HMCS1_HUMAN Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Homo sapiens GN=HMGCS1 PE=1 SV=2;>tr|D6RIW1|D6RIW1_HUMAN Hydroxymethylglutaryl-CoA synthase, cytoplasmic (Fragment) OS=Homo sapiens GN=HMGCS1 PE=1 SV=3;>sp|P54868-3|HMCS2_HUMAN Isofo5 2 2 2 57.293 520 520;96;453;466;5080.000997 2.4291 0 0 0 0 0 0 0 0 0 0 247270 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q01658 Protein Dr1DR1 >sp|Q01658|NC2B_HUMAN Protein Dr1 OS=Homo sapiens GN=DR1 PE=1 SV=11 2 2 2 19.443 176 176 0 26.262 0 0 0 0 0 0 0 0 0 0 0 0 0 6526700 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q02083 N-acylethanolamine-hydrolyzing acid amidase;N-acylethanolamine-hydrolyzing acid amidase subunit alpha;N-acylethanolamine-hydrolyzing acid amidase subunit betaNAAA >tr|D6R9S9|D6R9S9_HUMAN N-acylethanolamine-hydrolyzing acid amidase OS=Homo sapiens GN=NAAA PE=4 SV=1;>tr|R4GNC0|R4GNC0_HUMAN N-acylethanolamine-hydrolyzing acid amidase (Fragment) OS=Homo sapiens GN=NAAA PE=4 SV=1;>tr|B4DVL2|B4DVL2_HUMAN N-acylethanolamin6 1 1 1 18.522 167 167;222;252;199;323;3590.00473 1.8396 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 447170 0

Q02127 "Dihydroorotate dehydrogenase (quinone), mitochondrial"DHODH >tr|I3NI32|I3NI32_HUMAN Dihydroorotate dehydrogenase (quinone), mitochondrial OS=Homo sapiens GN=DHODH PE=1 SV=1;>sp|Q02127|PYRD_HUMAN Dihydroorotate dehydrogenase (quinone), mitochondrial OS=Homo sapiens GN=DHODH PE=1 SV=3;>tr|J3QRJ4|J3QRJ4_HUMAN Dihydroo5 2 2 2 42.653 393 393;395;76;144;1930 3.6611 0 0 0 0 0 0 0 0 0 0 0 625220 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q02809 "Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1"PLOD1 >sp|Q02809|PLOD1_HUMAN Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD1 PE=1 SV=2;>sp|Q02809-2|PLOD1_HUMAN Isoform 2 of Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD12 1 1 1 83.549 727 727;774 0 3.4523 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 82089 0

Q03001 Dystonin DST >tr|F8W9J4|F8W9J4_HUMAN Dystonin OS=Homo sapiens GN=DST PE=1 SV=1;>sp|Q03001|DYST_HUMAN Dystonin OS=Homo sapiens GN=DST PE=1 SV=4;>tr|E7ERU0|E7ERU0_HUMAN Dystonin OS=Homo sapiens GN=DST PE=1 SV=1;>tr|E9PHM6|E9PHM6_HUMAN Dystonin OS=Homo sapiens GN=DST PE=18 7 5 5 847.96 7461 7461;7570;5375;5497;5537;5675;5171;30600 5.1309 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1220800 0 0 0 0 0 0 0 0 0 0 0 0



Q03013 Glutathione S-transferase Mu 4GSTM4 >tr|A0A0A0MR85|A0A0A0MR85_HUMAN Glutathione S-transferase Mu 4 OS=Homo sapiens GN=GSTM4 PE=4 SV=1;>sp|Q03013|GSTM4_HUMAN Glutathione S-transferase Mu 4 OS=Homo sapiens GN=GSTM4 PE=1 SV=3;>sp|Q03013-2|GSTM4_HUMAN Isoform 2 of Glutathione S-transferase Mu 4 7 8 1 1 25.563 218 218;218;195;149;157;85;2020 11.515 0 0 0 0 0 0 0 0 0 0 0 2355100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6375900 8573300

Q03154 Aminoacylase-1ACY1 >tr|C9JMV9|C9JMV9_HUMAN Protein ABHD14A-ACY1 OS=Homo sapiens GN=ABHD14A-ACY1 PE=4 SV=1;>sp|Q03154-2|ACY1_HUMAN Isoform 2 of Aminoacylase-1 OS=Homo sapiens GN=ACY1;>sp|Q03154-3|ACY1_HUMAN Isoform 3 of Aminoacylase-1 OS=Homo sapiens GN=ACY1;>sp|Q03154-4|ACY15 1 1 1 56.435 509 509;336;343;373;4080.000681 2.7356 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 198630 0

Q03405 Urokinase plasminogen activator surface receptorPLAUR >tr|M0R2E9|M0R2E9_HUMAN Urokinase plasminogen activator surface receptor (Fragment) OS=Homo sapiens GN=PLAUR PE=4 SV=1;>tr|M0R0H5|M0R0H5_HUMAN Urokinase plasminogen activator surface receptor (Fragment) OS=Homo sapiens GN=PLAUR PE=4 SV=3;>tr|M0QYR6|M0QYR6_7 1 1 1 17.195 152 152;153;226;286;281;290;3350 3.4604 0 0 0 0 0 0 0 0 0 0 0 459230 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q03426 Mevalonate kinaseMVK >tr|F5H8H2|F5H8H2_HUMAN Mevalonate kinase OS=Homo sapiens GN=MVK PE=1 SV=1;>sp|Q03426|KIME_HUMAN Mevalonate kinase OS=Homo sapiens GN=MVK PE=1 SV=1;>tr|F5GXC0|F5GXC0_HUMAN Mevalonate kinase (Fragment) OS=Homo sapiens GN=MVK PE=1 SV=3;>tr|F5H092|F5H092_HUMA6 3 3 3 37.171 344 344;396;171;201;83;1170 3.5156 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 802990

Q04828 Aldo-keto reductase family 1 member C1;Aldo-keto reductase family 1 member C2AKR1C1 >tr|A0A0A0MT30|A0A0A0MT30_HUMAN Aldo-keto reductase family 1 member C1 OS=Homo sapiens GN=AKR1C1 PE=4 SV=1;>sp|Q04828|AK1C1_HUMAN Aldo-keto reductase family 1 member C1 OS=Homo sapiens GN=AKR1C1 PE=1 SV=1;>tr|H0Y804|H0Y804_HUMAN Aldo-keto reductase family 8 7 2 2 37.115 324 324;323;248;297;323;323;200;1390 7.5733 0 0 0 0 1039700 955420 408190 474230 0 0 664410 644490 0 0 752260 819980 0 0 0 0 0 0 0 0 0 0 584170 754690

Q04941 Proteolipid protein 2PLP2 >sp|Q04941|PLP2_HUMAN Proteolipid protein 2 OS=Homo sapiens GN=PLP2 PE=1 SV=1;>sp|Q04941-2|PLP2_HUMAN Isoform 2 of Proteolipid protein 2 OS=Homo sapiens GN=PLP22 2 2 2 16.691 152 152;145 0 7.3654 0 0 0 0 0 0 0 0 0 0 626230 0 0 0 777770 0 0 0 0 0 0 0 0 0 0 0 0 727590

Q05048 Cleavage stimulation factor subunit 1CSTF1 >sp|Q05048|CSTF1_HUMAN Cleavage stimulation factor subunit 1 OS=Homo sapiens GN=CSTF1 PE=1 SV=1;>tr|A0A0A0MSZ9|A0A0A0MSZ9_HUMAN Cleavage stimulation factor subunit 1 (Fragment) OS=Homo sapiens GN=CSTF1 PE=4 SV=12 2 2 2 48.357 431 431;345 0.004732 1.8429 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 357270

Q05397 Focal adhesion kinase 1PTK2 >tr|H0YBP1|H0YBP1_HUMAN Focal adhesion kinase 1 (Fragment) OS=Homo sapiens GN=PTK2 PE=1 SV=1;>tr|E7ESA6|E7ESA6_HUMAN Focal adhesion kinase 1 OS=Homo sapiens GN=PTK2 PE=1 SV=1;>sp|Q05397-2|FAK1_HUMAN Isoform 2 of Focal adhesion kinase 1 OS=Homo sapiens GN=P16 4 4 4 115.45 1017 1017;1096;879;1006;1052;1065;680;724;753;115;120;362;360;319;431;5540 36.185 2304600 0 0 2716300 0 0 0 2438700 0 0 10500000 6642400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q05655 Protein kinase C delta type;Protein kinase C delta type regulatory subunit;Protein kinase C delta type catalytic subunitPRKCD >sp|Q05655|KPCD_HUMAN Protein kinase C delta type OS=Homo sapiens GN=PRKCD PE=1 SV=2;>sp|Q05655-2|KPCD_HUMAN Isoform 2 of Protein kinase C delta type OS=Homo sapiens GN=PRKCD2 2 2 2 77.504 676 676;707 0 63.212 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 479030

Q06141 Regenerating islet-derived protein 3-alpha;Regenerating islet-derived protein 3-alpha 16.5 kDa form;Regenerating islet-derived protein 3-alpha 15 kDa formREG3A >sp|Q06141|REG3A_HUMAN Regenerating islet-derived protein 3-alpha OS=Homo sapiens GN=REG3A PE=1 SV=11 3 3 3 19.395 175 175 0 46.296 0 0 0 0 1319400 3778100 3440200 4409500 0 0 1215100 1505900 0 0 1560300 1785200 0 0 0 0 0 0 0 0 0 0 0 1537500

Q06278 Aldehyde oxidaseAOX1 >sp|Q06278|AOXA_HUMAN Aldehyde oxidase OS=Homo sapiens GN=AOX1 PE=1 SV=22 8 8 8 147.92 1338 1338;151 0 16.78 0 0 0 1634900 1542000 3476100 2501100 1171800 0 0 9858800 9157100 2290400 0 0 3283600 0 0 0 0 0 0 0 0 4455800 0 2178800 1454800

Q07954 Prolow-density lipoprotein receptor-related protein 1;Low-density lipoprotein receptor-related protein 1 85 kDa subunit;Low-density lipoprotein receptor-related protein 1 515 kDa subunit;Low-density lipoprotein receptor-related protein 1 intracellular domLRP1 >sp|Q07954|LRP1_HUMAN Prolow-density lipoprotein receptor-related protein 1 OS=Homo sapiens GN=LRP1 PE=1 SV=21 1 1 1 504.6 4544 4544 0 11.281 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 175770

Q08209 Serine/threonine-protein phosphatase;Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform;Serine/threonine-protein phosphatase 2B catalytic subunit beta isoformPPP3CA >tr|E9PPC8|E9PPC8_HUMAN Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP3CA PE=1 SV=1;>tr|E9PK68|E9PK68_HUMAN Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP3CA PE=1 SV=1;>sp|Q08209-3|PP2BA_HUMAN Isoform 3 of Se18 3 3 3 15.365 132 132;147;469;511;521;423;496;454;514;515;524;525;153;326;289;502;512;5210 13.104 0 0 0 0 0 0 0 0 0 0 0 0 1266800 0 0 0 0 0 0 0 0 0 0 0 1471100 1615000 0 0

Q08378 Golgin subfamily A member 3GOLGA3 >sp|Q08378-4|GOGA3_HUMAN Isoform 3 of Golgin subfamily A member 3 OS=Homo sapiens GN=GOLGA3;>sp|Q08378-2|GOGA3_HUMAN Isoform 2 of Golgin subfamily A member 3 OS=Homo sapiens GN=GOLGA3;>sp|Q08378|GOGA3_HUMAN Golgin subfamily A member 3 OS=Homo sapiens GN=GO3 1 1 1 126.13 1134 1134;1390;14980.000993 2.3818 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 241660 0

Q08379 Golgin subfamily A member 2GOLGA2 >sp|Q08379-2|GOGA2_HUMAN Isoform 2 of Golgin subfamily A member 2 OS=Homo sapiens GN=GOLGA2;>sp|Q08379|GOGA2_HUMAN Golgin subfamily A member 2 OS=Homo sapiens GN=GOLGA2 PE=1 SV=3;>tr|A0A087WYC0|A0A087WYC0_HUMAN Golgin subfamily A member 2 OS=Homo sapiens G4 3 3 2 70.472 620 620;1002;286;473 0 27.852 0 0 0 0 762950 782970 804240 0 0 0 461370 1057400 0 552620 0 0 0 0 0 0 0 0 0 0 1253400 915900 0 0

Q08J23 tRNA (cytosine(34)-C(5))-methyltransferaseNSUN2 >sp|Q08J23-2|NSUN2_HUMAN Isoform 2 of tRNA (cytosine(34)-C(5))-methyltransferase OS=Homo sapiens GN=NSUN2;>sp|Q08J23|NSUN2_HUMAN tRNA (cytosine(34)-C(5))-methyltransferase OS=Homo sapiens GN=NSUN2 PE=1 SV=2;>sp|Q08J23-3|NSUN2_HUMAN Isoform 3 of tRNA (cytos3 6 6 6 82.392 732 732;767;531 0 44.954 0 1574800 0 0 0 0 1571300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1797300

Q09161 Nuclear cap-binding protein subunit 1NCBP1 >tr|F2Z2T1|F2Z2T1_HUMAN Nuclear cap-binding protein subunit 1 OS=Homo sapiens GN=NCBP1 PE=1 SV=1;>sp|Q09161|NCBP1_HUMAN Nuclear cap-binding protein subunit 1 OS=Homo sapiens GN=NCBP1 PE=1 SV=12 1 1 1 9.1873 82 82;790 0 3.7098 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 278050

Q09428 ATP-binding cassette sub-family C member 8ABCC8 >sp|Q09428|ABCC8_HUMAN ATP-binding cassette sub-family C member 8 OS=Homo sapiens GN=ABCC8 PE=1 SV=6;>sp|Q09428-2|ABCC8_HUMAN Isoform 2 of ATP-binding cassette sub-family C member 8 OS=Homo sapiens GN=ABCC8;>tr|E9PK50|E9PK50_HUMAN ATP-binding cassette sub-4 6 6 6 176.99 1581 1581;1582;997;204 0 88.836 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1375800

Q0VGL1 "Ragulator complex protein LAMTOR4;Ragulator complex protein LAMTOR4, N-terminally processed"LAMTOR4 >tr|A0A087X1E5|A0A087X1E5_HUMAN Ragulator complex protein LAMTOR4 OS=Homo sapiens GN=LAMTOR4 PE=1 SV=1;>tr|A0A087WV46|A0A087WV46_HUMAN Ragulator complex protein LAMTOR4 OS=Homo sapiens GN=LAMTOR4 PE=1 SV=1;>tr|C9JXA7|C9JXA7_HUMAN Ragulator complex protein 4 1 1 1 3.2737 30 30;82;137;99 0 7.3664 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 570350

Q12756 Kinesin-like protein KIF1AKIF1A >sp|Q12756|KIF1A_HUMAN Kinesin-like protein KIF1A OS=Homo sapiens GN=KIF1A PE=1 SV=2;>sp|Q12756-3|KIF1A_HUMAN Isoform 3 of Kinesin-like protein KIF1A OS=Homo sapiens GN=KIF1A;>sp|Q12756-2|KIF1A_HUMAN Isoform 2 of Kinesin-like protein KIF1A OS=Homo sapiens 4 2 2 2 191.06 1690 1690;1791;1799;14710 8.8846 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 804270 0 0

Q12768 WASH complex subunit strumpellinKIAA0196 >sp|Q12768|STRUM_HUMAN WASH complex subunit strumpellin OS=Homo sapiens GN=KIAA0196 PE=1 SV=1;>tr|E7EQI7|E7EQI7_HUMAN WASH complex subunit strumpellin OS=Homo sapiens GN=KIAA0196 PE=1 SV=13 6 6 6 134.28 1159 1159;1011;164 0 13.855 0 0 0 0 0 0 0 0 0 0 4050300 0 0 0 1384900 0 0 0 0 0 0 0 0 0 0 0 6234500 0

Q12769 Nuclear pore complex protein Nup160NUP160 >tr|G3V198|G3V198_HUMAN Nuclear pore complex protein Nup160 (Fragment) OS=Homo sapiens GN=NUP160 PE=1 SV=2;>sp|Q12769|NU160_HUMAN Nuclear pore complex protein Nup160 OS=Homo sapiens GN=NUP160 PE=1 SV=32 1 1 1 148.86 1314 1314;1436 0.002259 2.0515 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1116100 0 0 0 0 0 0 0 0 0 0 0 0

Q12800 Alpha-globin transcription factor CP2;Upstream-binding protein 1UBP1 >tr|C9JWL3|C9JWL3_HUMAN Upstream-binding protein 1 (Fragment) OS=Homo sapiens GN=UBP1 PE=4 SV=1;>tr|F8VX55|F8VX55_HUMAN Alpha-globin transcription factor CP2 OS=Homo sapiens GN=TFCP2 PE=1 SV=1;>sp|Q12800-2|TFCP2_HUMAN Isoform 2 of Alpha-globin transcriptio8 1 1 1 16.822 148 148;424;450;451;501;502;504;5400 6.2148 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 337790

Q12846 Syntaxin-4 STX4 >sp|Q12846-2|STX4_HUMAN Isoform 2 of Syntaxin-4 OS=Homo sapiens GN=STX4;>sp|Q12846|STX4_HUMAN Syntaxin-4 OS=Homo sapiens GN=STX4 PE=1 SV=2;>tr|C9JFM5|C9JFM5_HUMAN Syntaxin-4 (Fragment) OS=Homo sapiens GN=STX4 PE=1 SV=13 2 2 2 33.84 295 295;297;175 0 4.9471 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 386570

Q12849 G-rich sequence factor 1GRSF1 >tr|H0YAM1|H0YAM1_HUMAN G-rich sequence factor 1 (Fragment) OS=Homo sapiens GN=GRSF1 PE=1 SV=1;>tr|H0Y8R1|H0Y8R1_HUMAN G-rich sequence factor 1 (Fragment) OS=Homo sapiens GN=GRSF1 PE=1 SV=1;>tr|F5H5I6|F5H5I6_HUMAN G-rich sequence factor 1 OS=Homo sapiens G6 1 1 1 13.361 114 114;417;424;453;318;4800.000679 2.6966 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 52422

Q12884 Seprase FAP >tr|B4DLR2|B4DLR2_HUMAN Prolyl endopeptidase FAP OS=Homo sapiens GN=FAP PE=2 SV=1;>sp|Q12884|SEPR_HUMAN Prolyl endopeptidase FAP OS=Homo sapiens GN=FAP PE=1 SV=52 2 2 2 84.861 735 735;760 0 6.1117 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 977000 0 0 0 0 0 0 0 0 0 0 0 0

Q12972 Nuclear inhibitor of protein phosphatase 1;Activator of RNA decayPPP1R8 >tr|A0A0A0MT09|A0A0A0MT09_HUMAN Nuclear inhibitor of protein phosphatase 1 (Fragment) OS=Homo sapiens GN=PPP1R8 PE=4 SV=1;>sp|Q12972-2|PP1R8_HUMAN Isoform Beta of Nuclear inhibitor of protein phosphatase 1 OS=Homo sapiens GN=PPP1R8;>sp|Q12972|PP1R8_HUMAN N3 1 1 1 22.284 205 205;209;351 0 12.402 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1831500

Q13033 Striatin-3 STRN3 >sp|Q13033-2|STRN3_HUMAN Isoform Alpha of Striatin-3 OS=Homo sapiens GN=STRN3;>sp|Q13033|STRN3_HUMAN Striatin-3 OS=Homo sapiens GN=STRN3 PE=1 SV=32 2 2 2 77.744 713 713;797 0 10.292 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4306100

Q13085 Acetyl-CoA carboxylase 1;Biotin carboxylaseACACA >sp|Q13085-3|ACACA_HUMAN Isoform 3 of Acetyl-CoA carboxylase 1 OS=Homo sapiens GN=ACACA;>sp|Q13085-2|ACACA_HUMAN Isoform 2 of Acetyl-CoA carboxylase 1 OS=Homo sapiens GN=ACACA;>sp|Q13085|ACACA_HUMAN Acetyl-CoA carboxylase 1 OS=Homo sapiens GN=ACACA PE=1 SV5 3 3 2 257.24 2268 2268;2288;2346;2383;9980 4.3844 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 408560 0 0

Q13131 5-AMP-activated protein kinase catalytic subunit alpha-1PRKAA1 >sp|Q13131|AAPK1_HUMAN 5-AMP-activated protein kinase catalytic subunit alpha-1 OS=Homo sapiens GN=PRKAA1 PE=1 SV=4;>sp|Q13131-2|AAPK1_HUMAN Isoform 2 of 5-AMP-activated protein kinase catalytic subunit alpha-1 OS=Homo sapiens GN=PRKAA12 1 1 1 64.009 559 559;574 0.009726 1.472 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 246570

Q13188 Serine/threonine-protein kinase 3;Serine/threonine-protein kinase 3 36kDa subunit;Serine/threonine-protein kinase 3 20kDa subunitSTK3 >sp|Q13188|STK3_HUMAN Serine/threonine-protein kinase 3 OS=Homo sapiens GN=STK3 PE=1 SV=2;>sp|Q13188-2|STK3_HUMAN Isoform 2 of Serine/threonine-protein kinase 3 OS=Homo sapiens GN=STK32 1 1 1 56.3 491 491;519 0 3.0215 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1332600

Q13190 Syntaxin-5 STX5 >tr|H7C3X5|H7C3X5_HUMAN Syntaxin-5 (Fragment) OS=Homo sapiens GN=STX5 PE=1 SV=1;>sp|Q13190-3|STX5_HUMAN Isoform 3 of Syntaxin-5 OS=Homo sapiens GN=STX5;>sp|Q13190-2|STX5_HUMAN Isoform 2 of Syntaxin-5 OS=Homo sapiens GN=STX5;>sp|Q13190-4|STX5_HUMAN Isoform 6 2 2 2 17.5 158 158;267;301;321;355;2500 23.417 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1126800 0 0

Q13202 Dual specificity protein phosphatase 8DUSP8 >sp|Q13202|DUS8_HUMAN Dual specificity protein phosphatase 8 OS=Homo sapiens GN=DUSP8 PE=1 SV=21 2 2 2 65.826 625 625 0.000674 2.6101 0 0 0 0 0 0 0 0 0 0 3084300 0 1706600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13242 Serine/arginine-rich splicing factor 9SRSF9 >tr|H0YIB4|H0YIB4_HUMAN Serine/arginine-rich-splicing factor 9 (Fragment) OS=Homo sapiens GN=SRSF9 PE=1 SV=3;>tr|S4R3G0|S4R3G0_HUMAN Serine/arginine-rich-splicing factor 9 OS=Homo sapiens GN=SRSF9 PE=1 SV=1;>sp|Q13242|SRSF9_HUMAN Serine/arginine-rich splic3 3 3 3 12.727 110 110;119;221 0 12.534 2033200 2073300 2071800 0 3048100 3119900 4022000 3628600 0 0 2352700 3021200 1769500 1911300 1857500 1724900 0 0 0 0 0 0 0 0 2578800 2692700 2500700 2615400

Q13418 Integrin-linked protein kinaseILK >tr|A0A0A0MTH3|A0A0A0MTH3_HUMAN Integrin-linked protein kinase OS=Homo sapiens GN=ILK PE=4 SV=1;>sp|Q13418-2|ILK_HUMAN Isoform 2 of Integrin-linked protein kinase OS=Homo sapiens GN=ILK;>sp|Q13418|ILK_HUMAN Integrin-linked protein kinase OS=Homo sapiens GN6 3 3 3 54.611 483 483;391;452;318;36;400 7.1946 875050 816930 798030 763700 864500 0 0 0 0 0 0 0 0 0 1540700 4557900 0 0 0 0 0 0 0 0 0 0 0 0

Q13425 Beta-2-syntrophinSNTB2 >sp|Q13425|SNTB2_HUMAN Beta-2-syntrophin OS=Homo sapiens GN=SNTB2 PE=1 SV=1;>sp|Q13425-2|SNTB2_HUMAN Isoform 2 of Beta-2-syntrophin OS=Homo sapiens GN=SNTB22 2 2 2 57.949 540 540;267 0 20.533 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2417100

Q13432 Protein unc-119 homolog A;Protein unc-119 homolog BUNC119 >tr|K7EJU3|K7EJU3_HUMAN Protein unc-119 homolog A OS=Homo sapiens GN=UNC119 PE=4 SV=1;>tr|K7EN86|K7EN86_HUMAN Protein unc-119 homolog A OS=Homo sapiens GN=UNC119 PE=4 SV=1;>tr|C9JSK0|C9JSK0_HUMAN Protein unc-119 homolog A (Fragment) OS=Homo sapiens GN=UNC16 1 1 1 14.231 125 125;145;208;220;240;2510.000345 2.9423 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 311240

Q13445 Transmembrane emp24 domain-containing protein 1TMED1 >sp|Q13445|TMED1_HUMAN Transmembrane emp24 domain-containing protein 1 OS=Homo sapiens GN=TMED1 PE=1 SV=11 1 1 1 25.206 227 227 0 4.1145 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 809380

Q13505 Metaxin-1 MTX1 >tr|A0A0A0MRK6|A0A0A0MRK6_HUMAN Metaxin 1, isoform CRA_b OS=Homo sapiens GN=MTX1 PE=4 SV=1;>sp|Q13505-3|MTX1_HUMAN Isoform 3 of Metaxin-1 OS=Homo sapiens GN=MTX1;>sp|Q13505|MTX1_HUMAN Metaxin-1 OS=Homo sapiens GN=MTX1 PE=1 SV=2;>sp|Q13505-2|MTX1_HUMAN Isof4 3 3 3 51.462 466 466;317;466;435 0 8.2773 0 0 0 0 0 0 0 0 0 0 0 0 501680 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13523 Serine/threonine-protein kinase PRP4 homologPRPF4B >sp|Q13523|PRP4B_HUMAN Serine/threonine-protein kinase PRP4 homolog OS=Homo sapiens GN=PRPF4B PE=1 SV=3;>tr|H0YDJ3|H0YDJ3_HUMAN Serine/threonine-protein kinase PRP4 homolog (Fragment) OS=Homo sapiens GN=PRPF4B PE=1 SV=12 2 2 2 116.99 1007 1007;587 0 14.921 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3276700

Q13546 Receptor-interacting serine/threonine-protein kinase 1RIPK1 >sp|Q13546|RIPK1_HUMAN Receptor-interacting serine/threonine-protein kinase 1 OS=Homo sapiens GN=RIPK1 PE=1 SV=3;>sp|Q13546-2|RIPK1_HUMAN Isoform 2 of Receptor-interacting serine/threonine-protein kinase 1 OS=Homo sapiens GN=RIPK12 2 2 2 75.93 671 671;625 0 35.166 0 0 0 0 0 0 0 0 0 0 0 0 0 0 951870 0 0 0 0 0 0 0 0 0 0 0 0 1550500

Q13573 SNW domain-containing protein 1SNW1 >tr|G3V5R3|G3V5R3_HUMAN SNW domain-containing protein 1 (Fragment) OS=Homo sapiens GN=SNW1 PE=1 SV=1;>tr|G3V3A4|G3V3A4_HUMAN SNW domain-containing protein 1 OS=Homo sapiens GN=SNW1 PE=1 SV=1;>sp|Q13573|SNW1_HUMAN SNW domain-containing protein 1 OS=Homo sap3 1 1 1 20.974 185 185;571;536 0 9.1944 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 464950 0 0 0 0 0 0 0 0 0 0 0 0

Q13620 Cullin-4B;Cullin-4ACUL4B >tr|K4DI93|K4DI93_HUMAN Cullin 4B, isoform CRA_e OS=Homo sapiens GN=CUL4B PE=1 SV=1;>sp|Q13620-3|CUL4B_HUMAN Isoform 3 of Cullin-4B OS=Homo sapiens GN=CUL4B;>sp|Q13620-1|CUL4B_HUMAN Isoform 2 of Cullin-4B OS=Homo sapiens GN=CUL4B;>sp|Q13620|CUL4B_HUMAN Cul9 3 3 3 102.75 900 900;717;895;913;234;667;659;759;1740 5.378 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 613970 0 0

Q13637 Ras-related protein Rab-7L1;Ras-related protein Rab-38;Ras-related protein Rab-32RAB29;RAB38;RAB32>sp|O14966|RAB7L_HUMAN Ras-related protein Rab-7L1 OS=Homo sapiens GN=RAB29 PE=1 SV=1;>sp|P57729|RAB38_HUMAN Ras-related protein Rab-38 OS=Homo sapiens GN=RAB38 PE=1 SV=1;>sp|Q13637|RAB32_HUMAN Ras-related protein Rab-32 OS=Homo sapiens GN=RAB32 PE=1 SV=33 2 2 2 23.155 203 203;211;225 0 6.3111 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1810100 0 0 0 0 0 0 0 0 0 0 0 0

Q13698 Voltage-dependent L-type calcium channel subunit alpha-1SCACNA1S >tr|B1ALM3|B1ALM3_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1S OS=Homo sapiens GN=CACNA1S PE=3 SV=1;>sp|Q13698|CAC1S_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1S OS=Homo sapiens GN=CACNA1S PE=1 SV=42 1 1 1 210.59 1854 1854;1873 0.002857 1.9172 0 0 0 0 0 0 0 0 0 0 0 0 0 889650 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13751 Laminin subunit beta-3LAMB3 >sp|Q13751|LAMB3_HUMAN Laminin subunit beta-3 OS=Homo sapiens GN=LAMB3 PE=1 SV=1;>tr|X1WI29|X1WI29_HUMAN Laminin subunit beta-3 (Fragment) OS=Homo sapiens GN=LAMB3 PE=1 SV=22 2 2 2 129.57 1172 1172;160 0 4.3972 0 0 0 0 0 0 0 0 0 0 0 490980 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q13813 "Spectrin alpha chain, non-erythrocytic 1"SPTAN1 >sp|Q13813-2|SPTN1_HUMAN Isoform 2 of Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN11 86 1 1 285.09 2477 2477 0 3.4502 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 739920

Q13884 Beta-1-syntrophinSNTB1 >sp|Q13884|SNTB1_HUMAN Beta-1-syntrophin OS=Homo sapiens GN=SNTB1 PE=1 SV=3;>sp|Q13884-2|SNTB1_HUMAN Isoform 2 of Beta-1-syntrophin OS=Homo sapiens GN=SNTB13 6 6 6 58.06 538 538;382;28 0 45.504 0 0 0 0 941830 666420 1187100 875630 0 0 774810 1947800 0 0 1656300 2086100 0 0 0 0 0 0 0 0 0 0 0 873230

Q13907 Isopentenyl-diphosphate Delta-isomerase 1IDI1 >sp|Q13907|IDI1_HUMAN Isopentenyl-diphosphate Delta-isomerase 1 OS=Homo sapiens GN=IDI1 PE=1 SV=2;>sp|Q13907-2|IDI1_HUMAN Isoform 2 of Isopentenyl-diphosphate Delta-isomerase 1 OS=Homo sapiens GN=IDI12 1 1 1 26.319 227 227;284 0 3.0155 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 93404

Q13938 CalcyphosinCAPS >tr|K7EL21|K7EL21_HUMAN Calcyphosin OS=Homo sapiens GN=CAPS PE=4 SV=1;>sp|Q13938-3|CAYP1_HUMAN Isoform 2 of Calcyphosin OS=Homo sapiens GN=CAPS;>sp|Q13938|CAYP1_HUMAN Calcyphosin OS=Homo sapiens GN=CAPS PE=1 SV=1;>tr|K7ES72|K7ES72_HUMAN Calcyphosin (Fragme4 2 2 2 30.24 275 275;162;189;118 0 45.437 0 0 0 0 0 1806900 1901400 2096400 0 0 0 0 1282200 1425500 1247300 0 0 0 0 0 0 0 0 0 2014400 2206600 919580 1734400

Q13951 Core-binding factor subunit betaCBFB >tr|J3KRT0|J3KRT0_HUMAN Core-binding factor subunit beta (Fragment) OS=Homo sapiens GN=CBFB PE=1 SV=1;>tr|J3KS23|J3KS23_HUMAN Core-binding factor subunit beta OS=Homo sapiens GN=CBFB PE=1 SV=1;>sp|Q13951|PEBB_HUMAN Core-binding factor subunit beta OS=Homo 5 2 2 2 7.3251 61 61;82;182;187;930.001635 2.214 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 365790 0 0 0 0 0 0 0 0 0 0 0 0

Q14008 Cytoskeleton-associated protein 5CKAP5 >sp|Q14008-2|CKAP5_HUMAN Isoform 2 of Cytoskeleton-associated protein 5 OS=Homo sapiens GN=CKAP5;>sp|Q14008|CKAP5_HUMAN Cytoskeleton-associated protein 5 OS=Homo sapiens GN=CKAP5 PE=1 SV=3;>sp|Q14008-3|CKAP5_HUMAN Isoform 3 of Cytoskeleton-associated prote3 6 6 6 218.52 1972 1972;2032;2039 0 10.325 0 0 0 0 865080 0 0 0 0 0 10394000 0 0 0 0 0 0 0 0 0 0 0 0 0 2414300 1856400 0 0

Q14151 Scaffold attachment factor B2SAFB2 >sp|Q14151|SAFB2_HUMAN Scaffold attachment factor B2 OS=Homo sapiens GN=SAFB2 PE=1 SV=14 9 3 3 107.47 953 953;87;124;115 0 40.362 0 0 0 1536200 0 0 1169900 0 0 0 2289500 1443100 0 1453400 828510 0 0 0 0 0 0 0 0 0 1449000 1511200 1533800 1437800

Q14160 Protein scribble homologSCRIB >sp|Q14160|SCRIB_HUMAN Protein scribble homolog OS=Homo sapiens GN=SCRIB PE=1 SV=4;>sp|Q14160-3|SCRIB_HUMAN Isoform 3 of Protein scribble homolog OS=Homo sapiens GN=SCRIB;>sp|Q14160-2|SCRIB_HUMAN Isoform 2 of Protein scribble homolog OS=Homo sapiens GN=SCR3 4 4 3 174.88 1630 1630;1655;1549 0 6.0921 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1660500

Q14166 Tubulin--tyrosine ligase-like protein 12TTLL12 >sp|Q14166|TTL12_HUMAN Tubulin--tyrosine ligase-like protein 12 OS=Homo sapiens GN=TTLL12 PE=1 SV=21 4 4 4 74.403 644 644 0 7.0316 0 0 0 0 0 0 0 838880 0 0 1488500 0 0 0 1822600 0 0 0 0 0 0 0 0 0 1267700 1484300 1167100 0

Q14232 Translation initiation factor eIF-2B subunit alphaEIF2B1 >sp|Q14232-2|EI2BA_HUMAN Isoform 2 of Translation initiation factor eIF-2B subunit alpha OS=Homo sapiens GN=EIF2B1;>sp|Q14232|EI2BA_HUMAN Translation initiation factor eIF-2B subunit alpha OS=Homo sapiens GN=EIF2B1 PE=1 SV=1;>tr|H0YGG4|H0YGG4_HUMAN Transla4 3 3 3 24.617 222 222;305;152;202 0 18.521 630710 667210 811750 679340 1472600 1305800 936590 1395800 0 0 599330 0 1186000 1738500 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q14257 Reticulocalbin-2RCN2 >sp|Q14257|RCN2_HUMAN Reticulocalbin-2 OS=Homo sapiens GN=RCN2 PE=1 SV=1;>sp|Q14257-2|RCN2_HUMAN Isoform 2 of Reticulocalbin-2 OS=Homo sapiens GN=RCN2;>tr|H0YL43|H0YL43_HUMAN Reticulocalbin-2 (Fragment) OS=Homo sapiens GN=RCN2 PE=1 SV=14 3 3 3 36.876 317 317;335;155;216 0 86.758 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2354200

Q14320 Protein FAM50AFAM50A >sp|Q14320|FA50A_HUMAN Protein FAM50A OS=Homo sapiens GN=FAM50A PE=1 SV=2;>tr|B0S8I6|B0S8I6_HUMAN Protein FAM50A (Fragment) OS=Homo sapiens GN=FAM50A PE=1 SV=12 2 2 2 40.241 339 339;260 0 3.7719 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 24921

Q14344 Guanine nucleotide-binding protein subunit alpha-13GNA13 >sp|Q14344-2|GNA13_HUMAN Isoform 2 of Guanine nucleotide-binding protein subunit alpha-13 OS=Homo sapiens GN=GNA13;>sp|Q14344|GNA13_HUMAN Guanine nucleotide-binding protein subunit alpha-13 OS=Homo sapiens GN=GNA13 PE=1 SV=22 4 4 4 33.287 282 282;377 0 19.882 0 1136000 0 0 814060 869790 0 855930 0 0 799550 986350 0 0 2871400 1130200 0 0 0 0 0 0 0 0 1126200 1036500 2183200 892590

Q14554 Protein disulfide-isomerase A5PDIA5 >sp|Q14554|PDIA5_HUMAN Protein disulfide-isomerase A5 OS=Homo sapiens GN=PDIA5 PE=1 SV=13 4 4 4 59.594 519 519;83;262 0 26.106 0 1244400 1280000 0 1635000 2126600 2073700 2524500 0 0 5277500 3606500 1006400 0 3806700 4532600 0 0 0 0 0 0 0 0 0 0 5258900 4580600

Q14657 EKC/KEOPS complex subunit LAGE3LAGE3 >sp|Q14657|LAGE3_HUMAN EKC/KEOPS complex subunit LAGE3 OS=Homo sapiens GN=LAGE3 PE=1 SV=21 1 1 1 14.804 143 143 0.007114 1.638 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 83670 0 0 0

Q14677 Clathrin interactor 1CLINT1 >sp|Q14677|EPN4_HUMAN Clathrin interactor 1 OS=Homo sapiens GN=CLINT1 PE=1 SV=1;>sp|Q14677-3|EPN4_HUMAN Isoform 3 of Clathrin interactor 1 OS=Homo sapiens GN=CLINT1;>sp|Q14677-2|EPN4_HUMAN Isoform 2 of Clathrin interactor 1 OS=Homo sapiens GN=CLINT13 5 5 5 68.259 625 625;643;625 0 16.638 0 0 0 0 0 0 0 0 0 0 3981600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q14690 Protein RRP5 homologPDCD11 >sp|Q14690|RRP5_HUMAN Protein RRP5 homolog OS=Homo sapiens GN=PDCD11 PE=1 SV=31 1 1 1 208.7 1871 1871 0.00741 1.6158 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 382640 0 0

Q14694 Ubiquitin carboxyl-terminal hydrolase 10USP10 >sp|Q14694|UBP10_HUMAN Ubiquitin carboxyl-terminal hydrolase 10 OS=Homo sapiens GN=USP10 PE=1 SV=2;>sp|Q14694-3|UBP10_HUMAN Isoform 3 of Ubiquitin carboxyl-terminal hydrolase 10 OS=Homo sapiens GN=USP10;>sp|Q14694-2|UBP10_HUMAN Isoform 2 of Ubiquitin carbo6 2 2 2 87.133 798 798;802;846;76;110;2080 3.4319 429190 0 0 0 0 0 0 0 0 0 15206000 1221500 0 418960 724470 845470 0 0 0 0 0 0 0 0 0 0 865670 1286700

Q14728 Major facilitator superfamily domain-containing protein 10MFSD10 >tr|D6RIZ4|D6RIZ4_HUMAN Major facilitator superfamily domain-containing protein 10 OS=Homo sapiens GN=MFSD10 PE=4 SV=1;>tr|D6RA47|D6RA47_HUMAN Major facilitator superfamily domain-containing protein 10 OS=Homo sapiens GN=MFSD10 PE=4 SV=1;>tr|D6RE79|D6RE79_4 1 1 1 38.247 356 356;366;480;4550.001648 2.3253 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 116570

Q14738 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform;Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform;Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform;Serine/threonPPP2R5D >tr|E9PFR3|E9PFR3_HUMAN Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform OS=Homo sapiens GN=PPP2R5D PE=1 SV=1;>sp|Q14738-3|2A5D_HUMAN Isoform Delta-3 of Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta 19 2 2 2 69.116 594 594;496;570;602;89;155;384;504;553;391;449;462;467;485;494;497;524;540;5550 3.0194 0 824780 860170 777670 0 0 0 990840 0 0 1232400 1046800 0 0 0 0 0 0 0 0 0 0 0 0 1771400 817220 0 572790

Q14739 Lamin-B receptorLBR >sp|Q14739|LBR_HUMAN Lamin-B receptor OS=Homo sapiens GN=LBR PE=1 SV=21 1 1 1 70.702 615 615 0 9.7119 0 0 0 0 0 0 0 0 0 0 0 0 0 0 445820 424200 0 0 0 0 0 0 0 0 0 0 294810 189400

Q14839 Chromodomain-helicase-DNA-binding protein 4;Chromodomain-helicase-DNA-binding protein 5CHD4 >tr|F5GWX5|F5GWX5_HUMAN Chromodomain-helicase-DNA-binding protein 4 OS=Homo sapiens GN=CHD4 PE=1 SV=1;>sp|Q14839|CHD4_HUMAN Chromodomain-helicase-DNA-binding protein 4 OS=Homo sapiens GN=CHD4 PE=1 SV=2;>sp|Q14839-2|CHD4_HUMAN Isoform 2 of Chromodomain-heli6 3 3 3 217.1 1905 1905;1912;1940;1060;1954;12250 9.1161 0 0 0 0 557360 670770 668060 0 0 0 475130 477000 504300 0 818220 889300 0 0 0 0 0 0 0 0 689800 0 549710 0

Q14966 Zinc finger protein 638ZNF638 >sp|Q14966-5|ZN638_HUMAN Isoform 5 of Zinc finger protein 638 OS=Homo sapiens GN=ZNF638;>sp|Q14966|ZN638_HUMAN Zinc finger protein 638 OS=Homo sapiens GN=ZNF638 PE=1 SV=2;>tr|A0A096LNS4|A0A096LNS4_HUMAN Zinc finger protein 638 (Fragment) OS=Homo sapiens GN5 2 2 2 119.29 1075 1075;1978;158;285;19570.00067 2.5279 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2932600 0

Q14C86 GTPase-activating protein and VPS9 domain-containing protein 1GAPVD1 >tr|F8W9S7|F8W9S7_HUMAN GTPase-activating protein and VPS9 domain-containing protein 1 OS=Homo sapiens GN=GAPVD1 PE=1 SV=1;>sp|Q14C86-3|GAPD1_HUMAN Isoform 3 of GTPase-activating protein and VPS9 domain-containing protein 1 OS=Homo sapiens GN=GAPVD1;>sp|Q17 1 1 1 157.46 1412 1412;1433;1439;1452;1460;1478;14870 3.1181 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 190140

Q15019 Septin-2 SEP-6 >tr|B1AMS2|B1AMS2_HUMAN Septin 6, isoform CRA_b OS=Homo sapiens GN=SEPT6 PE=1 SV=1;>sp|Q14141-2|SEPT6_HUMAN Isoform I of Septin-6 OS=Homo sapiens GN=SEPT6;>sp|Q14141-4|SEPT6_HUMAN Isoform V of Septin-6 OS=Homo sapiens GN=SEPT6;>sp|Q14141|SEPT6_HUMAN Septin5 5 2 2 49.303 431 431;427;429;434;2670 10.208 0 0 0 0 2735600 2683700 2486800 0 0 0 0 0 0 0 0 2269200 0 0 0 0 0 0 0 0 0 0 4770800 3196900

Q15024 Exosome complex component RRP42EXOSC7 >sp|Q15024|EXOS7_HUMAN Exosome complex component RRP42 OS=Homo sapiens GN=EXOSC7 PE=1 SV=31 2 2 2 31.821 291 291 0.00256 1.9831 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 870110 0 0

Q15036 Sorting nexin-17SNX17 >sp|Q15036-2|SNX17_HUMAN Isoform 2 of Sorting nexin-17 OS=Homo sapiens GN=SNX17;>sp|Q15036|SNX17_HUMAN Sorting nexin-17 OS=Homo sapiens GN=SNX17 PE=1 SV=1;>tr|F8WAZ0|F8WAZ0_HUMAN Sorting nexin-17 OS=Homo sapiens GN=SNX17 PE=1 SV=13 2 2 2 49.998 445 445;470;87 0 3.341 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 337790 0

Q15042 Rab3 GTPase-activating protein catalytic subunitRAB3GAP1 >sp|Q15042-4|RB3GP_HUMAN Isoform 3 of Rab3 GTPase-activating protein catalytic subunit OS=Homo sapiens GN=RAB3GAP1;>sp|Q15042|RB3GP_HUMAN Rab3 GTPase-activating protein catalytic subunit OS=Homo sapiens GN=RAB3GAP1 PE=1 SV=3;>sp|Q15042-3|RB3GP_HUMAN Isofor3 3 3 3 105.29 935 935;981;988 0 5.4252 0 0 679910 676330 737840 733370 768500 804680 0 0 0 0 0 0 620680 884780 0 0 0 0 0 0 0 0 810640 1268200 656150 625590

Q15058 Kinesin-like protein KIF14KIF14 >sp|Q15058|KIF14_HUMAN Kinesin-like protein KIF14 OS=Homo sapiens GN=KIF14 PE=1 SV=11 2 2 2 186.49 1648 1648 0.00738 1.5832 0 0 9876900 7349900 5920700 6858200 5582600 5943300 0 0 9519300 11193000 0 0 2190000 4571000 0 0 0 0 0 0 0 0 0 0 0 0

Q15125 "3-beta-hydroxysteroid-Delta(8),Delta(7)-isomerase"EBP >tr|C9J719|C9J719_HUMAN 3-beta-hydroxysteroid-Delta(8),Delta(7)-isomerase (Fragment) OS=Homo sapiens GN=EBP PE=4 SV=3;>tr|C9JJ78|C9JJ78_HUMAN 3-beta-hydroxysteroid-Delta(8),Delta(7)-isomerase (Fragment) OS=Homo sapiens GN=EBP PE=4 SV=1;>sp|Q15125|EBP_HUMAN3 1 1 1 16.721 146 146;160;230 0 3.5992 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 559820

Q15126 Phosphomevalonate kinasePMVK >sp|Q15126|PMVK_HUMAN Phosphomevalonate kinase OS=Homo sapiens GN=PMVK PE=1 SV=31 5 5 5 21.995 192 192 0 24.433 764280 678460 0 0 0 0 0 0 0 0 0 0 0 0 0 707280 0 0 0 0 0 0 0 0 889780 733250 0 0

Q15276 Rab GTPase-binding effector protein 1RABEP1 >sp|Q15276-2|RABE1_HUMAN Isoform 2 of Rab GTPase-binding effector protein 1 OS=Homo sapiens GN=RABEP1;>sp|Q15276|RABE1_HUMAN Rab GTPase-binding effector protein 1 OS=Homo sapiens GN=RABEP1 PE=1 SV=22 1 1 1 95.478 829 829;862 0 3.592 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 104540 0

Q15287 RNA-binding protein with serine-rich domain 1RNPS1 >tr|H3BV80|H3BV80_HUMAN RNA-binding protein with serine-rich domain 1 OS=Homo sapiens GN=RNPS1 PE=1 SV=2;>tr|H3BMS0|H3BMS0_HUMAN RNA-binding protein with serine-rich domain 1 OS=Homo sapiens GN=RNPS1 PE=1 SV=1;>tr|H3BMM9|H3BMM9_HUMAN RNA-binding protein wi8 3 3 3 24.561 211 211;257;284;302;268;282;305;1280 32.098 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1259200 0 0 0 0 0 0 0 0 0 0 0 0

Q15382 GTP-binding protein RhebRHEB >sp|Q15382|RHEB_HUMAN GTP-binding protein Rheb OS=Homo sapiens GN=RHEB PE=1 SV=1;>tr|F8WBL3|F8WBL3_HUMAN GTP-binding protein Rheb OS=Homo sapiens GN=RHEB PE=1 SV=1;>tr|C9J931|C9J931_HUMAN GTP-binding protein Rheb OS=Homo sapiens GN=RHEB PE=1 SV=13 2 2 2 20.497 184 184;47;79 0 3.5627 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1093100 0 0

Q15427 Splicing factor 3B subunit 4SF3B4 >sp|Q15427|SF3B4_HUMAN Splicing factor 3B subunit 4 OS=Homo sapiens GN=SF3B4 PE=1 SV=11 1 1 1 44.385 424 424 0.00067 2.5509 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 351920 0 0

Q15477 Helicase SKI2WSKIV2L >sp|Q15477|SKIV2_HUMAN Helicase SKI2W OS=Homo sapiens GN=SKIV2L PE=1 SV=35 7 7 7 137.75 1246 1246;156;182;69;2300 15.19 0 0 0 0 2328300 2398100 0 2601700 0 0 3255800 0 0 0 3004700 983260 0 0 0 0 0 0 0 0 0 0 0 0

Q15629 Translocating chain-associated membrane protein 1TRAM1 >tr|G3XAN4|G3XAN4_HUMAN Translocating chain-associated membrane protein 1 OS=Homo sapiens GN=TRAM1 PE=1 SV=1;>sp|Q15629-2|TRAM1_HUMAN Isoform 2 of Translocating chain-associated membrane protein 1 OS=Homo sapiens GN=TRAM1;>sp|Q15629|TRAM1_HUMAN Translocati3 2 2 2 33.435 288 288;343;374 0 41.436 1920100 0 1352200 1346500 1592300 2125600 0 2907000 0 0 4898000 3256200 0 0 14190000 0 0 0 0 0 0 0 0 0 0 0 0 0

Q15637 Splicing factor 1SF1 >sp|Q15637-4|SF01_HUMAN Isoform 4 of Splicing factor 1 OS=Homo sapiens GN=SF1;>sp|Q15637-6|SF01_HUMAN Isoform 6 of Splicing factor 1 OS=Homo sapiens GN=SF1;>sp|Q15637-7|SF01_HUMAN Isoform 7 of Splicing factor 1 OS=Homo sapiens GN=SF1;>sp|Q15637-3|SF01_HUMA9 2 2 2 59.711 548 548;571;613;623;638;639;673;62;1100 3.8134 0 0 0 0 0 0 0 0 0 0 0 0 2135100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q15643 Thyroid receptor-interacting protein 11TRIP11 >tr|H0YJ97|H0YJ97_HUMAN Thyroid receptor-interacting protein 11 (Fragment) OS=Homo sapiens GN=TRIP11 PE=1 SV=1;>tr|A0A087WXK9|A0A087WXK9_HUMAN Thyroid receptor-interacting protein 11 OS=Homo sapiens GN=TRIP11 PE=1 SV=1;>sp|Q15643|TRIPB_HUMAN Thyroid recept3 3 3 3 195.7 1695 1695;1978;1979 0 3.1257 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4782300 0 0 0 0 0 0 0 0 0 0 0 0

Q15714 TSC22 domain family protein 1;TSC22 domain family protein 2TSC22D1 >tr|A0A087X0H8|A0A087X0H8_HUMAN TSC22 domain family protein 1 OS=Homo sapiens GN=TSC22D1 PE=1 SV=1;>sp|Q15714-2|T22D1_HUMAN Isoform 2 of TSC22 domain family protein 1 OS=Homo sapiens GN=TSC22D1;>sp|Q15714-3|T22D1_HUMAN Isoform 3 of TSC22 domain family prot7 2 2 2 9.3684 86 86;144;585;1073;204;756;7800 6.7951 0 0 0 0 0 669460 914160 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 538010 0 0 0

Q15738 "Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating"NSDHL >sp|Q15738|NSDHL_HUMAN Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating OS=Homo sapiens GN=NSDHL PE=1 SV=2;>tr|C9JDR0|C9JDR0_HUMAN Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating (Fragment) OS=Homo sapiens GN=NSDHL PE=1 SV=12 2 2 2 41.9 373 373;254 0.002863 1.9291 0 0 0 0 0 0 0 0 0 0 0 351760 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q15785 Mitochondrial import receptor subunit TOM34TOMM34 >sp|Q15785|TOM34_HUMAN Mitochondrial import receptor subunit TOM34 OS=Homo sapiens GN=TOMM34 PE=1 SV=21 2 2 2 34.559 309 309 0 28.595 0 891850 712380 0 0 0 0 994570 0 0 1790700 3702000 0 0 1514900 0 0 0 0 0 0 0 0 0 0 0 1535200 1314900

Q15796 Mothers against decapentaplegic homolog 2;Mothers against decapentaplegic homolog 3;Mothers against decapentaplegic homolog 9SMAD2 >tr|K7EJX0|K7EJX0_HUMAN Mothers against decapentaplegic homolog 2 (Fragment) OS=Homo sapiens GN=SMAD2 PE=1 SV=1;>tr|B7Z5N5|B7Z5N5_HUMAN Mothers against decapentaplegic homolog OS=Homo sapiens GN=SMAD2 PE=1 SV=1;>sp|Q15796-2|SMAD2_HUMAN Isoform Short of Mot16 2 2 2 24.494 217 217;431;437;467;63;92;108;109;114;137;213;320;381;425;430;4670.000346 2.9632 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4360700

Q15836 Vesicle-associated membrane protein 3VAMP3 >sp|Q15836|VAMP3_HUMAN Vesicle-associated membrane protein 3 OS=Homo sapiens GN=VAMP3 PE=1 SV=31 4 1 1 11.309 100 100 0 14.532 0 0 0 0 0 0 0 0 0 0 0 0 0 1340200 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q15843 NEDD8 NEDD8 >tr|F8VSA6|F8VSA6_HUMAN NEDD8 OS=Homo sapiens GN=NEDD8 PE=4 SV=1;>tr|E9PS38|E9PS38_HUMAN Protein NEDD8-MDP1 OS=Homo sapiens GN=NEDD8-MDP1 PE=4 SV=2;>tr|S4R3E9|S4R3E9_HUMAN Protein NEDD8-MDP1 OS=Homo sapiens GN=NEDD8-MDP1 PE=4 SV=1;>tr|E9PL57|E9PL57_HUMAN P5 1 1 1 5.8668 50 50;67;84;170;81 0 15.476 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2192200

Q15942 Zyxin ZYX >tr|H0Y2Y8|H0Y2Y8_HUMAN Zyxin (Fragment) OS=Homo sapiens GN=ZYX PE=1 SV=1;>sp|Q15942|ZYX_HUMAN Zyxin OS=Homo sapiens GN=ZYX PE=1 SV=1;>sp|Q15942-2|ZYX_HUMAN Isoform 2 of Zyxin OS=Homo sapiens GN=ZYX;>tr|C9JJK5|C9JJK5_HUMAN Zyxin (Fragment) OS=Homo sapiens 6 4 4 4 57.643 540 540;572;415;171;164;1760 10.083 0 482210 0 0 557800 820500 0 0 0 0 368490 389600 0 411700 576760 560320 0 0 0 0 0 0 0 0 0 579360 574280 538790

Q16143 Beta-synucleinSNCB >sp|Q16143|SYUB_HUMAN Beta-synuclein OS=Homo sapiens GN=SNCB PE=1 SV=11 1 1 1 14.288 134 134 0 3.9821 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 118330

Q16204 Coiled-coil domain-containing protein 6CCDC6 >sp|Q16204|CCDC6_HUMAN Coiled-coil domain-containing protein 6 OS=Homo sapiens GN=CCDC6 PE=1 SV=21 2 2 2 53.29 474 474 0 84.736 1225700 1520500 0 0 0 0 0 0 0 0 4593400 3840300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q16513 Serine/threonine-protein kinase N2PKN2 >sp|Q16513-5|PKN2_HUMAN Isoform 5 of Serine/threonine-protein kinase N2 OS=Homo sapiens GN=PKN2;>sp|Q16513-4|PKN2_HUMAN Isoform 4 of Serine/threonine-protein kinase N2 OS=Homo sapiens GN=PKN2;>sp|Q16513-3|PKN2_HUMAN Isoform 3 of Serine/threonine-protein ki5 1 1 1 75.171 658 658;827;936;968;9840.007414 1.6242 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 160800

Q16540 "39S ribosomal protein L23, mitochondrial"MRPL23 >tr|H7C2P7|H7C2P7_HUMAN 39S ribosomal protein L23, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL23 PE=1 SV=1;>tr|A6NJD9|A6NJD9_HUMAN 39S ribosomal protein L23, mitochondrial OS=Homo sapiens GN=MRPL23 PE=1 SV=1;>tr|A8MVT4|A8MVT4_HUMAN 39S ribosomal prote5 1 1 1 13.669 118 118;163;166;191;1530 14.758 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 10256000

Q16563 Synaptophysin-like protein 1SYPL1 >tr|C9JYN0|C9JYN0_HUMAN Synaptophysin-like protein 1 OS=Homo sapiens GN=SYPL1 PE=1 SV=1;>sp|Q16563-2|SYPL1_HUMAN Isoform 2 of Synaptophysin-like protein 1 OS=Homo sapiens GN=SYPL1;>sp|Q16563|SYPL1_HUMAN Synaptophysin-like protein 1 OS=Homo sapiens GN=SYPL13 2 2 2 24.784 224 224;241;259 0 9.3651 0 0 0 0 0 0 0 0 0 0 0 0 0 0 975750 2280600 0 0 0 0 0 0 0 0 0 0 0 3367900

Q16576 Histone-binding protein RBBP7RBBP7 >sp|Q16576|RBBP7_HUMAN Histone-binding protein RBBP7 OS=Homo sapiens GN=RBBP7 PE=1 SV=1;>sp|Q16576-2|RBBP7_HUMAN Isoform 2 of Histone-binding protein RBBP7 OS=Homo sapiens GN=RBBP7;>tr|E9PC52|E9PC52_HUMAN Histone-binding protein RBBP7 OS=Homo sapiens GN=RB4 6 2 2 47.82 425 425;469;416;285 0 7.4362 0 0 0 0 0 1126800 0 0 0 0 0 0 0 0 1146400 0 0 0 0 0 0 0 0 0 0 0 0 0

Q16595 "Frataxin, mitochondrial;Frataxin intermediate form;Frataxin(56-210);Frataxin(78-210);Frataxin mature form"FXN >tr|H7C585|H7C585_HUMAN Frataxin, mitochondrial (Fragment) OS=Homo sapiens GN=FXN PE=1 SV=1;>tr|C9JAX1|C9JAX1_HUMAN Frataxin, mitochondrial OS=Homo sapiens GN=FXN PE=1 SV=1;>sp|Q16595-2|FRDA_HUMAN Isoform 2 of Frataxin, mitochondrial OS=Homo sapiens GN=FXN5 1 1 1 11.901 108 108;135;171;196;2100.001953 2.1355 0 0 0 0 0 0 0 0 0 0 0 536410 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q16630 Cleavage and polyadenylation specificity factor subunit 6CPSF6 >tr|F8WJN3|F8WJN3_HUMAN Cleavage and polyadenylation-specificity factor subunit 6 OS=Homo sapiens GN=CPSF6 PE=1 SV=1;>sp|Q16630-3|CPSF6_HUMAN Isoform 3 of Cleavage and polyadenylation specificity factor subunit 6 OS=Homo sapiens GN=CPSF6;>sp|Q16630|CPSF6_H4 2 2 2 52.269 478 478;478;551;588 0 50.098 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2053600

Q16666 Gamma-interferon-inducible protein 16IFI16 >tr|H3BM18|H3BM18_HUMAN Gamma-interferon-inducible protein 16 (Fragment) OS=Homo sapiens GN=IFI16 PE=1 SV=1;>tr|X6RHM1|X6RHM1_HUMAN Gamma-interferon-inducible protein 16 (Fragment) OS=Homo sapiens GN=IFI16 PE=1 SV=1;>sp|Q16666-3|IF16_HUMAN Isoform 3 of Gam6 1 1 1 18.33 167 167;180;673;729;729;7850 3.152 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 165210 0 0

Q16774 Guanylate kinaseGUK1 >tr|B1ANH5|B1ANH5_HUMAN Guanylate kinase OS=Homo sapiens GN=GUK1 PE=1 SV=1;>tr|B1ANH0|B1ANH0_HUMAN Guanylate kinase (Fragment) OS=Homo sapiens GN=GUK1 PE=1 SV=1;>tr|B1ANG9|B1ANG9_HUMAN Guanylate kinase OS=Homo sapiens GN=GUK1 PE=1 SV=2;>tr|B1ANH2|B1ANH2_HU8 1 1 1 21.999 199 199;217;235;253;272;197;218;2410 4.6662 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1658100 0 0 0 0 0 0 0 0 0 0 0 0

Q17RN3 Protein FAM98CFAM98C >sp|Q17RN3|FA98C_HUMAN Protein FAM98C OS=Homo sapiens GN=FAM98C PE=2 SV=1;>tr|K7EQL1|K7EQL1_HUMAN Protein FAM98C (Fragment) OS=Homo sapiens GN=FAM98C PE=4 SV=1;>tr|K7EQT7|K7EQT7_HUMAN Protein FAM98C OS=Homo sapiens GN=FAM98C PE=4 SV=1;>sp|Q17RN3-2|FA98C_HU4 3 3 3 37.329 349 349;181;186;267 0 13.471 0 0 0 0 0 0 0 0 0 0 0 1350200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q29RF7 Sister chromatid cohesion protein PDS5 homolog APDS5A >sp|Q29RF7|PDS5A_HUMAN Sister chromatid cohesion protein PDS5 homolog A OS=Homo sapiens GN=PDS5A PE=1 SV=13 4 4 4 150.83 1337 1337;126;600 0 17.972 0 0 0 0 0 1054600 1122900 1057300 0 0 2182800 3267200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q2M389 WASH complex subunit 7KIAA1033 >tr|A0A087X256|A0A087X256_HUMAN WASH complex subunit 7 OS=Homo sapiens GN=KIAA1033 PE=1 SV=1;>sp|Q2M389|WASH7_HUMAN WASH complex subunit 7 OS=Homo sapiens GN=KIAA1033 PE=1 SV=2;>sp|Q2M389-2|WASH7_HUMAN Isoform 2 of WASH complex subunit 7 OS=Homo sapiens GN5 6 6 6 136.5 1174 1174;1173;851;189;1160 22.184 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2925300 0 0 0 0 0 0 0 0 0 0 0 0

Q2TAM5 Transcription factor p65RELA >tr|Q2TAM5|Q2TAM5_HUMAN RELA protein OS=Homo sapiens GN=RELA PE=1 SV=1;>tr|E9PI38|E9PI38_HUMAN Transcription factor p65 (Fragment) OS=Homo sapiens GN=RELA PE=1 SV=1;>tr|E9PQS6|E9PQS6_HUMAN Transcription factor p65 (Fragment) OS=Homo sapiens GN=RELA PE=1 SV15 3 3 3 42.868 377 377;185;208;237;246;418;448;537;541;548;551;90;95;153;1610 3.2462 0 0 0 0 0 0 788360 827240 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q3MHD2 Protein LSM12 homologLSM12 >tr|K7ELG9|K7ELG9_HUMAN Protein LSM12 homolog OS=Homo sapiens GN=LSM12 PE=1 SV=1;>sp|Q3MHD2|LSM12_HUMAN Protein LSM12 homolog OS=Homo sapiens GN=LSM12 PE=1 SV=2;>sp|Q3MHD2-2|LSM12_HUMAN Isoform 2 of Protein LSM12 homolog OS=Homo sapiens GN=LSM123 1 1 1 24.955 230 230;195;198 0 3.357 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 305980

Q3SXM5 Inactive hydroxysteroid dehydrogenase-like protein 1HSDL1 >tr|H3BNH5|H3BNH5_HUMAN Inactive hydroxysteroid dehydrogenase-like protein 1 (Fragment) OS=Homo sapiens GN=HSDL1 PE=4 SV=1;>tr|H3BQI7|H3BQI7_HUMAN Inactive hydroxysteroid dehydrogenase-like protein 1 (Fragment) OS=Homo sapiens GN=HSDL1 PE=4 SV=1;>tr|H3BT525 1 1 1 8.1425 70 70;108;111;275;3300.000676 2.6466 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 147620 0

Q3ZAQ7 Vacuolar ATPase assembly integral membrane protein VMA21VMA21 >sp|Q3ZAQ7|VMA21_HUMAN Vacuolar ATPase assembly integral membrane protein VMA21 OS=Homo sapiens GN=VMA21 PE=1 SV=11 1 1 1 11.354 101 101 0 6.1618 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 583690

Q4G0F5 Vacuolar protein sorting-associated protein 26BVPS26B >sp|Q4G0F5|VP26B_HUMAN Vacuolar protein sorting-associated protein 26B OS=Homo sapiens GN=VPS26B PE=1 SV=22 5 4 4 39.154 336 336;72 0 5.755 0 0 0 0 0 0 0 0 0 0 0 485370 0 0 0 0 0 0 0 0 0 0 0 0 0 1723600 0 0

Q4G0N4 "NAD kinase 2, mitochondrial"NADK2 >tr|B7Z8V7|B7Z8V7_HUMAN NAD kinase 2, mitochondrial OS=Homo sapiens GN=NADK2 PE=1 SV=1;>sp|Q4G0N4-3|NAKD2_HUMAN Isoform 3 of NAD kinase 2, mitochondrial OS=Homo sapiens GN=NADK2;>sp|Q4G0N4-2|NAKD2_HUMAN Isoform 2 of NAD kinase 2, mitochondrial OS=Homo sapi4 2 2 2 34.175 301 301;279;410;442 0 20.65 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7524300 0

Q4TT38 "39S ribosomal protein L28, mitochondrial"MRPL28 >tr|A2IDC6|A2IDC6_HUMAN 39S ribosomal protein L28, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL28 PE=1 SV=1;>tr|Q4TT38|Q4TT38_HUMAN 39S ribosomal protein L28, mitochondrial OS=Homo sapiens GN=MRPL28 PE=1 SV=1;>sp|Q13084|RM28_HUMAN 39S ribosomal protein5 3 3 3 28.506 240 240;256;256;218;1940 3.6729 0 0 0 0 0 0 0 0 0 0 0 0 0 669450 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q4V328 GRIP1-associated protein 1GRIPAP1 >tr|A0A087WT45|A0A087WT45_HUMAN GRIP1-associated protein 1 OS=Homo sapiens GN=GRIPAP1 PE=1 SV=1;>sp|Q4V328|GRAP1_HUMAN GRIP1-associated protein 1 OS=Homo sapiens GN=GRIPAP1 PE=1 SV=1;>tr|A0A075B793|A0A075B793_HUMAN GRIP1-associated protein 1 OS=Homo sapien7 7 7 7 90.856 796 796;841;810;810;594;625;700 44.585 0 0 0 0 0 0 1199800 0 0 0 3119300 1669000 0 0 0 0 0 0 0 0 0 0 0 0 0 1835300 1872300 0

Q4VC31 Coiled-coil domain-containing protein 58CCDC58 >tr|C9JQ41|C9JQ41_HUMAN Coiled-coil domain-containing protein 58 OS=Homo sapiens GN=CCDC58 PE=1 SV=1;>tr|H7C525|H7C525_HUMAN Coiled-coil domain-containing protein 58 (Fragment) OS=Homo sapiens GN=CCDC58 PE=1 SV=1;>sp|Q4VC31|CCD58_HUMAN Coiled-coil domain-c3 1 1 1 15.296 130 130;141;144 0 3.8484 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 516040

Q53EP0 Fibronectin type III domain-containing protein 3BFNDC3B >sp|Q53EP0|FND3B_HUMAN Fibronectin type III domain-containing protein 3B OS=Homo sapiens GN=FNDC3B PE=1 SV=2;>sp|Q53EP0-2|FND3B_HUMAN Isoform 2 of Fibronectin type III domain-containing protein 3B OS=Homo sapiens GN=FNDC3B2 2 2 2 132.89 1204 1204;629 0 5.8531 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 252180

Q53GG5 PDZ and LIM domain protein 3PDLIM3 >tr|D6RAF1|D6RAF1_HUMAN PDZ and LIM domain protein 3 OS=Homo sapiens GN=PDLIM3 PE=1 SV=1;>tr|A0A087WYF8|A0A087WYF8_HUMAN PDZ and LIM domain protein 3 OS=Homo sapiens GN=PDLIM3 PE=1 SV=1;>tr|A0A0A0MQY0|A0A0A0MQY0_HUMAN PDZ and LIM domain protein 3 OS=Homo s6 1 1 1 4.5253 42 42;197;276;189;316;3640 12.63 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 621700

Q53GS9 U4/U6.U5 tri-snRNP-associated protein 2USP39 >tr|A0A087X1B2|A0A087X1B2_HUMAN U4/U6.U5 tri-snRNP-associated protein 2 OS=Homo sapiens GN=USP39 PE=1 SV=1;>tr|B9A018|B9A018_HUMAN U4/U6.U5 tri-snRNP-associated protein 2 OS=Homo sapiens GN=USP39 PE=1 SV=1;>sp|Q53GS9-2|SNUT2_HUMAN Isoform 2 of U4/U6.U5 tri5 2 2 2 56.399 487 487;536;462;565;4880 3.5387 0 0 277530 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q53H82 Beta-lactamase-like protein 2LACTB2 >sp|Q53H82|LACB2_HUMAN Beta-lactamase-like protein 2 OS=Homo sapiens GN=LACTB2 PE=1 SV=21 1 1 1 32.805 288 288 0 3.2031 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1318300

Q53SF7 Cordon-bleu protein-like 1COBLL1 >sp|Q53SF7-4|COBL1_HUMAN Isoform 4 of Cordon-bleu protein-like 1 OS=Homo sapiens GN=COBLL1;>sp|Q53SF7-3|COBL1_HUMAN Isoform 3 of Cordon-bleu protein-like 1 OS=Homo sapiens GN=COBLL1;>sp|Q53SF7-2|COBL1_HUMAN Isoform 2 of Cordon-bleu protein-like 1 OS=Homo s4 1 1 1 123.87 1128 1128;1166;1166;12040 3.1991 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 247840

Q53T59 HCLS1-binding protein 3HS1BP3 >tr|F6TR53|F6TR53_HUMAN HCLS1-binding protein 3 OS=Homo sapiens GN=HS1BP3 PE=1 SV=1;>sp|Q53T59|H1BP3_HUMAN HCLS1-binding protein 3 OS=Homo sapiens GN=HS1BP3 PE=1 SV=12 1 1 1 23.6 213 213;392 0 3.3837 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 219570

Q587I9 Vesicle transport protein SFT2CSFT2D3 >sp|Q587I9|SFT2C_HUMAN Vesicle transport protein SFT2C OS=Homo sapiens GN=SFT2D3 PE=2 SV=11 1 1 1 21.789 215 215 0 6.0295 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 811550 0 0 0 0 0 0 0 0 0 0 0 0

Q5BKZ1 DBIRD complex subunit ZNF326ZNF326 >tr|A0A0A0MRN4|A0A0A0MRN4_HUMAN DBIRD complex subunit ZNF326 OS=Homo sapiens GN=ZNF326 PE=4 SV=1;>sp|Q5BKZ1-3|ZN326_HUMAN Isoform 3 of DBIRD complex subunit ZNF326 OS=Homo sapiens GN=ZNF326;>sp|Q5BKZ1|ZN326_HUMAN DBIRD complex subunit ZNF326 OS=Homo sapien3 1 1 1 55.57 493 493;376;582 0 4.7797 0 864580 0 0 882350 1042900 1154300 946430 0 0 1110300 3908200 713920 604640 1813600 1128300 0 0 0 0 0 0 0 0 835460 697760 2972800 508170

Q5EB52 Mesoderm-specific transcript homolog proteinMEST >tr|R4GN52|R4GN52_HUMAN Mesoderm-specific transcript homolog protein (Fragment) OS=Homo sapiens GN=MEST PE=4 SV=1;>tr|C9JW74|C9JW74_HUMAN Mesoderm-specific transcript homolog protein OS=Homo sapiens GN=MEST PE=4 SV=1;>sp|Q5EB52-2|MEST_HUMAN Isoform 2 of Me7 2 2 2 20.054 173 173;296;326;335;213;232;2920.001639 2.2297 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 853260

Q5GLZ8 Probable E3 ubiquitin-protein ligase HERC4HERC4 >sp|Q5GLZ8-6|HERC4_HUMAN Isoform 6 of Probable E3 ubiquitin-protein ligase HERC4 OS=Homo sapiens GN=HERC4;>sp|Q5GLZ8-3|HERC4_HUMAN Isoform 3 of Probable E3 ubiquitin-protein ligase HERC4 OS=Homo sapiens GN=HERC4;>sp|Q5GLZ8-2|HERC4_HUMAN Isoform 2 of Probab4 3 3 3 106.71 947 947;979;1049;1057 0 11.141 0 0 0 0 0 0 2305300 0 0 0 0 3065500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5H8X8 Urotensin-2UTS2 >tr|Q5H8X8|Q5H8X8_HUMAN Urotensin-2 OS=Homo sapiens GN=UTS2 PE=1 SV=1;>sp|O95399|UTS2_HUMAN Urotensin-2 OS=Homo sapiens GN=UTS2 PE=1 SV=1;>sp|O95399-2|UTS2_HUMAN Isoform 2 of Urotensin-2 OS=Homo sapiens GN=UTS23 1 1 1 16.276 139 139;124;139 0 3.3503 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1719700

Q5H909 Melanoma-associated antigen D2MAGED2 >tr|Q5H909|Q5H909_HUMAN Melanoma-associated antigen D2 OS=Homo sapiens GN=MAGED2 PE=1 SV=2;>sp|Q9UNF1-2|MAGD2_HUMAN Isoform 2 of Melanoma-associated antigen D2 OS=Homo sapiens GN=MAGED2;>sp|Q9UNF1|MAGD2_HUMAN Melanoma-associated antigen D2 OS=Homo sapiens 11 3 3 3 63.138 588 588;588;606;521;357;681;309;706;962;1034;14310 4.673 0 0 0 0 0 1091000 0 0 0 0 542280 537140 657610 0 0 0 0 0 0 0 0 0 0 0 0 0 0 481110

Q5J8M3 ER membrane protein complex subunit 4EMC4 >tr|S4R329|S4R329_HUMAN ER membrane protein complex subunit 4 OS=Homo sapiens GN=EMC4 PE=1 SV=1;>tr|H0YK61|H0YK61_HUMAN ER membrane protein complex subunit 4 OS=Homo sapiens GN=EMC4 PE=1 SV=1;>tr|H0YNK0|H0YNK0_HUMAN ER membrane protein complex subunit 4 OS9 2 2 2 7.8036 72 72;78;84;102;136;149;183;72;1250.002875 1.9633 0 0 0 0 0 0 0 0 0 0 0 0 492260 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5JPT2 SH3 domain-containing kinase-binding protein 1SH3KBP1 >tr|Q5JPT2|Q5JPT2_HUMAN SH3 domain-containing kinase-binding protein 1 (Fragment) OS=Homo sapiens GN=SH3KBP1 PE=1 SV=1;>sp|Q96B97-3|SH3K1_HUMAN Isoform 3 of SH3 domain-containing kinase-binding protein 1 OS=Homo sapiens GN=SH3KBP1;>sp|Q96B97-2|SH3K1_HUMAN 4 1 1 1 70.443 645 645;427;628;665 0 4.9026 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 340690 0

Q5JRA6 Melanoma inhibitory activity protein 3MIA3 >sp|Q5JRA6-2|MIA3_HUMAN Isoform 2 of Melanoma inhibitory activity protein 3 OS=Homo sapiens GN=MIA3;>sp|Q5JRA6|MIA3_HUMAN Melanoma inhibitory activity protein 3 OS=Homo sapiens GN=MIA3 PE=1 SV=1;>tr|A0A0A0MRH6|A0A0A0MRH6_HUMAN Melanoma inhibitory activity 5 7 7 7 206.89 1848 1848;1907;1016;785;5000 11.591 3323400 3496300 0 1686300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5JS37 NHL repeat-containing protein 3NHLRC3 >tr|C9J973|C9J973_HUMAN NHL repeat-containing protein 3 OS=Homo sapiens GN=NHLRC3 PE=4 SV=1;>sp|Q5JS37-2|NHLC3_HUMAN Isoform 2 of NHL repeat-containing protein 3 OS=Homo sapiens GN=NHLRC3;>sp|Q5JS37|NHLC3_HUMAN NHL repeat-containing protein 3 OS=Homo sapie3 1 1 1 16.28 150 150;280;347 0 15.762 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 590290

Q5JSH3 WD repeat-containing protein 44WDR44 >sp|Q5JSH3-4|WDR44_HUMAN Isoform 4 of WD repeat-containing protein 44 OS=Homo sapiens GN=WDR44;>sp|Q5JSH3-2|WDR44_HUMAN Isoform 2 of WD repeat-containing protein 44 OS=Homo sapiens GN=WDR44;>sp|Q5JSH3|WDR44_HUMAN WD repeat-containing protein 44 OS=Homo sap4 2 2 2 91.271 824 824;905;913;806 0 3.4232 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 299740 0 0 0

Q5JTC4 Laminin subunit gamma-3LAMC3 >tr|Q5JTC4|Q5JTC4_HUMAN Laminin subunit gamma-3 OS=Homo sapiens GN=LAMC3 PE=4 SV=1;>sp|Q9Y6N6|LAMC3_HUMAN Laminin subunit gamma-3 OS=Homo sapiens GN=LAMC3 PE=1 SV=32 6 6 6 172.46 1587 1587;1575 0 17.213 0 0 0 0 0 0 0 0 0 0 655610 516980 0 0 2255400 2227800 0 0 0 0 0 0 0 0 0 0 1082800 1012700

Q5JTH9 RRP12-like proteinRRP12 >sp|Q5JTH9-2|RRP12_HUMAN Isoform 2 of RRP12-like protein OS=Homo sapiens GN=RRP12;>sp|Q5JTH9-3|RRP12_HUMAN Isoform 3 of RRP12-like protein OS=Homo sapiens GN=RRP12;>sp|Q5JTH9|RRP12_HUMAN RRP12-like protein OS=Homo sapiens GN=RRP12 PE=1 SV=23 2 2 2 132.71 1197 1197;1236;12970.000677 2.6604 0 0 0 0 0 339570 385510 365210 0 0 0 0 0 0 770070 1162400 0 0 0 0 0 0 0 0 0 0 2397500 513860

Q5JUA8 Vacuolar protein sorting-associated protein 16 homologVPS16 >tr|Q5JUA8|Q5JUA8_HUMAN Vacuolar protein sorting-associated protein 16 homolog OS=Homo sapiens GN=VPS16 PE=1 SV=1;>sp|Q9H269-2|VPS16_HUMAN Isoform 2 of Vacuolar protein sorting-associated protein 16 homolog OS=Homo sapiens GN=VPS16;>sp|Q9H269|VPS16_HUMAN V4 3 3 3 59.346 525 525;695;839;274 0 10.991 0 0 0 0 936430 0 777110 692320 0 0 1903900 1390400 650490 0 521800 665360 0 0 0 0 0 0 0 0 862560 0 1116700 0

Q5JVC1 "Citrate lyase subunit beta-like protein, mitochondrial"CLYBL >tr|Q5JVC1|Q5JVC1_HUMAN Citrate lyase subunit beta-like protein, mitochondrial (Fragment) OS=Homo sapiens GN=CLYBL PE=4 SV=1;>tr|Q5JVC2|Q5JVC2_HUMAN Citrate lyase subunit beta-like protein, mitochondrial (Fragment) OS=Homo sapiens GN=CLYBL PE=4 SV=1;>sp|Q84 1 1 1 16.28 147 147;181;306;340 0 68.771 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2297200 0 0 0

Q5JW30 Double-stranded RNA-binding protein Staufen homolog 1STAU1 >tr|A0A087X1A5|A0A087X1A5_HUMAN Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 PE=1 SV=1;>tr|Q5JW30|Q5JW30_HUMAN Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 PE=1 SV=1;>sp|O95793-2|STAU1_HUM5 2 2 2 54.945 493 493;494;496;577;5020 5.0878 0 0 0 0 765440 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5LJA5 Ubiquitin carboxyl-terminal hydrolase isozyme L5UCHL5 >tr|Q5LJA5|Q5LJA5_HUMAN Ubiquitin carboxyl-terminal hydrolase OS=Homo sapiens GN=UCHL5 PE=1 SV=1;>tr|Q5LJA9|Q5LJA9_HUMAN Ubiquitin carboxyl-terminal hydrolase (Fragment) OS=Homo sapiens GN=UCHL5 PE=1 SV=1;>sp|Q9Y5K5-2|UCHL5_HUMAN Isoform 2 of Ubiquitin car11 5 5 5 40.423 355 355;368;316;326;328;329;218;258;183;99;1150 16.263 0 0 0 0 0 1590500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5MNZ6 WD repeat domain phosphoinositide-interacting protein 3WDR45B >sp|Q5MNZ6|WIPI3_HUMAN WD repeat domain phosphoinositide-interacting protein 3 OS=Homo sapiens GN=WDR45B PE=2 SV=21 1 1 1 38.121 344 344 0.009724 1.4701 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1622400 0 0

Q5QPP3 UDP-glucose 4-epimeraseGALE >tr|Q5QPP3|Q5QPP3_HUMAN UDP-glucose 4-epimerase (Fragment) OS=Homo sapiens GN=GALE PE=1 SV=1;>tr|Q5QPP4|Q5QPP4_HUMAN UDP-glucose 4-epimerase (Fragment) OS=Homo sapiens GN=GALE PE=1 SV=1;>sp|Q14376-2|GALE_HUMAN Isoform 2 of UDP-glucose 4-epimerase OS=Homo s7 2 2 2 25.03 227 227;239;274;348;108;194;1950 26.64 0 0 0 0 718540 705690 756530 801960 0 0 1695600 744100 0 599960 540360 509460 0 0 0 0 0 0 0 0 0 0 0 0

Q5R3B4 Mitochondrial pyruvate carrier 2MPC2 >tr|Q5R3B4|Q5R3B4_HUMAN Mitochondrial pyruvate carrier 2 (Fragment) OS=Homo sapiens GN=MPC2 PE=1 SV=1;>sp|O95563|MPC2_HUMAN Mitochondrial pyruvate carrier 2 OS=Homo sapiens GN=MPC2 PE=1 SV=12 2 2 2 11.681 105 105;127 0.000345 2.9469 0 0 0 0 0 129510 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5RGS4 Pleckstrin homology domain-containing family A member 1PLEKHA1 >tr|Q5RGS4|Q5RGS4_HUMAN Pleckstrin homology domain-containing family A member 1 OS=Homo sapiens GN=PLEKHA1 PE=4 SV=1;>sp|Q9HB21-2|PKHA1_HUMAN Isoform 2 of Pleckstrin homology domain-containing family A member 1 OS=Homo sapiens GN=PLEKHA1;>sp|Q9HB21|PKHA1_H3 1 1 1 43.671 383 383;334;4040.004735 1.8552 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1333100

Q5RI15 Cytochrome c oxidase protein 20 homologCOX20 >sp|Q5RI15|COX20_HUMAN Cytochrome c oxidase protein 20 homolog OS=Homo sapiens GN=COX20 PE=1 SV=2;>sp|Q5RI15-2|COX20_HUMAN Isoform 2 of Cytochrome c oxidase protein 20 homolog OS=Homo sapiens GN=COX202 2 2 2 13.291 118 118;130 0.000672 2.573 0 0 0 0 0 0 0 0 0 0 0 662250 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5RKV6 Exosome complex component MTR3EXOSC6 >sp|Q5RKV6|EXOS6_HUMAN Exosome complex component MTR3 OS=Homo sapiens GN=EXOSC6 PE=1 SV=11 1 1 1 28.235 272 272 0 6.7439 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 147140 0

Q5SGD2 Protein phosphatase 1LPPM1L >sp|Q5SGD2-4|PPM1L_HUMAN Isoform 4 of Protein phosphatase 1L OS=Homo sapiens GN=PPM1L;>sp|Q5SGD2|PPM1L_HUMAN Protein phosphatase 1L OS=Homo sapiens GN=PPM1L PE=1 SV=12 1 1 1 22.474 194 194;360 0 4.4116 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 287810

Q5SNT2 Transmembrane protein 201TMEM201 >sp|Q5SNT2-2|TM201_HUMAN Isoform SAMP1 of Transmembrane protein 201 OS=Homo sapiens GN=TMEM201;>sp|Q5SNT2|TM201_HUMAN Transmembrane protein 201 OS=Homo sapiens GN=TMEM201 PE=1 SV=12 1 1 1 43.382 392 392;666 0.000668 2.4982 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 183610

Q5SPY9 Neural proliferation differentiation and control protein 1NPDC1 >tr|Q5SPY9|Q5SPY9_HUMAN Neural proliferation differentiation and control protein 1 OS=Homo sapiens GN=NPDC1 PE=1 SV=1;>sp|Q9NQX5|NPDC1_HUMAN Neural proliferation differentiation and control protein 1 OS=Homo sapiens GN=NPDC1 PE=1 SV=22 3 3 3 42.75 403 403;325 0 52.016 1913200 1100800 532680 0 0 0 0 0 0 0 0 0 633630 0 294720 0 0 0 0 0 0 0 0 0 0 1657200 1821800 0

Q5SQH5 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX16DHX16 >tr|Q5SQH5|Q5SQH5_HUMAN DEAH (Asp-Glu-Ala-His) box polypeptide 16, isoform CRA_a OS=Homo sapiens GN=DHX16 PE=1 SV=1;>sp|O60231|DHX16_HUMAN Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX16 OS=Homo sapiens GN=DHX16 PE=1 SV=22 2 2 2 63.513 560 560;1041 0.004719 1.8117 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 232810 0

Q5SQP8 C-terminal-binding protein 2CTBP2 >tr|Q5SQP8|Q5SQP8_HUMAN C-terminal-binding protein 2 OS=Homo sapiens GN=CTBP2 PE=1 SV=1;>sp|P56545|CTBP2_HUMAN C-terminal-binding protein 2 OS=Homo sapiens GN=CTBP2 PE=1 SV=1;>sp|P56545-2|CTBP2_HUMAN Isoform 2 of C-terminal-binding protein 2 OS=Homo sapien3 2 1 1 56.101 513 513;445;985 0 3.7677 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1228300 0

Q5SRE7 Phytanoyl-CoA dioxygenase domain-containing protein 1PHYHD1 >sp|Q5SRE7-2|PHYD1_HUMAN Isoform 2 of Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sapiens GN=PHYHD1;>sp|Q5SRE7|PHYD1_HUMAN Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sapiens GN=PHYHD1 PE=1 SV=22 1 1 1 30.047 270 270;291 0 16.639 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 198740

Q5SW96 Low density lipoprotein receptor adapter protein 1LDLRAP1 >sp|Q5SW96|ARH_HUMAN Low density lipoprotein receptor adapter protein 1 OS=Homo sapiens GN=LDLRAP1 PE=1 SV=31 2 2 2 33.885 308 308 0 3.894 423970 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5SWX3 Calcium/calmodulin-dependent protein kinase type II subunit gammaCAMK2G >tr|Q5SWX3|Q5SWX3_HUMAN Calcium/calmodulin-dependent protein kinase (CaM kinase) II gamma, isoform CRA_n OS=Homo sapiens GN=CAMK2G PE=1 SV=1;>tr|A0A0A0MS52|A0A0A0MS52_HUMAN Calcium/calmodulin-dependent protein kinase (CaM kinase) II gamma, isoform CRA_a OS17 4 1 1 57.796 516 516;539;558;495;524;527;529;533;542;547;556;558;588;453;335;24;1730.002241 1.9888 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 312160

Q5SWX8 Protein odr-4 homologODR4 >sp|Q5SWX8-3|ODR4_HUMAN Isoform 3 of Protein odr-4 homolog OS=Homo sapiens GN=ODR4;>sp|Q5SWX8-4|ODR4_HUMAN Isoform 4 of Protein odr-4 homolog OS=Homo sapiens GN=ODR4;>sp|Q5SWX8|ODR4_HUMAN Protein odr-4 homolog OS=Homo sapiens GN=ODR4 PE=2 SV=13 1 1 1 37.773 335 335;422;454 0 17.106 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 604870

Q5SXH7 Pleckstrin homology domain-containing family S member 1PLEKHS1 >tr|X6R7B3|X6R7B3_HUMAN Pleckstrin homology domain-containing family S member 1 OS=Homo sapiens GN=PLEKHS1 PE=4 SV=1;>sp|Q5SXH7-4|PKHS1_HUMAN Isoform 4 of Pleckstrin homology domain-containing family S member 1 OS=Homo sapiens GN=PLEKHS1;>sp|Q5SXH7-3|PKHS16 1 1 1 31.214 282 282;363;366;448;462;4650.000674 2.6058 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1953600

Q5SZR1 "39S ribosomal protein L9, mitochondrial"MRPL9 >tr|Q5SZR1|Q5SZR1_HUMAN 39S ribosomal protein L9, mitochondrial OS=Homo sapiens GN=MRPL9 PE=1 SV=1;>sp|Q9BYD2|RM09_HUMAN 39S ribosomal protein L9, mitochondrial OS=Homo sapiens GN=MRPL9 PE=1 SV=22 2 2 2 26.184 233 233;267 0 8.516 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 592510 0 0 0 0 0 0 0 0 0 0 0 0

Q5T063 "Hexaprenyldihydroxybenzoate methyltransferase, mitochondrial"COQ3 >tr|Q5T063|Q5T063_HUMAN Hexaprenyldihydroxybenzoate methyltransferase, mitochondrial OS=Homo sapiens GN=COQ3 PE=1 SV=2;>sp|Q9NZJ6|COQ3_HUMAN Hexaprenyldihydroxybenzoate methyltransferase, mitochondrial OS=Homo sapiens GN=COQ3 PE=1 SV=32 1 1 1 34.647 310 310;369 0 3.4745 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 378400

Q5T093 Protein RER1RER1 >tr|Q5T093|Q5T093_HUMAN Protein RER1 OS=Homo sapiens GN=RER1 PE=1 SV=1;>tr|Q5T092|Q5T092_HUMAN Protein RER1 (Fragment) OS=Homo sapiens GN=RER1 PE=1 SV=1;>tr|A0A0A0MR06|A0A0A0MR06_HUMAN Protein RER1 (Fragment) OS=Homo sapiens GN=RER1 PE=4 SV=1;>tr|Q5T091|Q56 2 2 2 13.439 117 117;158;177;187;214;1960 11.638 0 0 1200800 0 0 0 1313600 0 0 0 1781200 1303900 0 0 1510800 2342100 0 0 0 0 0 0 0 0 0 0 1504500 1248600

Q5T0H9 GSN >tr|Q5T0H9|Q5T0H9_HUMAN Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=11 23 1 1 52.372 485 485 0 6.712 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168070

Q5T0N5 Formin-binding protein 1-likeFNBP1L >tr|A0A075B6Q2|A0A075B6Q2_HUMAN Formin-binding protein 1-like (Fragment) OS=Homo sapiens GN=FNBP1L PE=1 SV=1;>tr|S4R347|S4R347_HUMAN Formin-binding protein 1-like OS=Homo sapiens GN=FNBP1L PE=1 SV=1;>sp|Q5T0N5-3|FBP1L_HUMAN Isoform 3 of Formin-binding prot7 1 1 1 51.232 451 451;609;547;551;600;604;6050.000671 2.551 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 70648 0 0

Q5T0W7 APOBEC1 complementation factorA1CF >tr|Q5T0W7|Q5T0W7_HUMAN APOBEC1 complementation factor (Fragment) OS=Homo sapiens GN=A1CF PE=4 SV=1;>tr|F8W9F8|F8W9F8_HUMAN APOBEC1 complementation factor OS=Homo sapiens GN=A1CF PE=4 SV=2;>sp|Q9NQ94-6|A1CF_HUMAN Isoform 6 of APOBEC1 complementation factor7 2 1 1 22.477 201 201;602;539;569;586;594;5940 4.1068 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5636400

Q5T0Y8 Acid sphingomyelinase-like phosphodiesterase 3bSMPDL3B >tr|Q5T0Y8|Q5T0Y8_HUMAN Acid sphingomyelinase-like phosphodiesterase 3b (Fragment) OS=Homo sapiens GN=SMPDL3B PE=4 SV=1;>tr|F8VWW8|F8VWW8_HUMAN Acid sphingomyelinase-like phosphodiesterase 3b OS=Homo sapiens GN=SMPDL3B PE=4 SV=1;>sp|Q92485-2|ASM3B_HUMAN Is4 2 2 2 29.529 269 269;407;373;455 0 6.0203 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1017600

Q5T160 "Probable arginine--tRNA ligase, mitochondrial"RARS2 >tr|H0Y450|H0Y450_HUMAN Probable arginine--tRNA ligase, mitochondrial (Fragment) OS=Homo sapiens GN=RARS2 PE=1 SV=1;>sp|Q5T160|SYRM_HUMAN Probable arginine--tRNA ligase, mitochondrial OS=Homo sapiens GN=RARS2 PE=1 SV=12 2 2 2 23.155 206 206;578 0 5.0237 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 572240

Q5T1P5 Chloride channel CLIC-like protein 1CLCC1 >tr|Q5T1P5|Q5T1P5_HUMAN Chloride channel CLIC-like protein 1 OS=Homo sapiens GN=CLCC1 PE=1 SV=1;>sp|Q96S66-4|CLCC1_HUMAN Isoform 4 of Chloride channel CLIC-like protein 1 OS=Homo sapiens GN=CLCC1;>sp|Q96S66-3|CLCC1_HUMAN Isoform 3 of Chloride channel CLIC-5 1 1 1 30.126 262 262;366;430;501;5510 5.3495 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 401360

Q5T321 NeurobeachinNBEA >tr|Q5T321|Q5T321_HUMAN Neurobeachin OS=Homo sapiens GN=NBEA PE=1 SV=1;>tr|F5GXV7|F5GXV7_HUMAN Neurobeachin OS=Homo sapiens GN=NBEA PE=1 SV=2;>sp|Q8NFP9|NBEA_HUMAN Neurobeachin OS=Homo sapiens GN=NBEA PE=1 SV=33 3 2 2 327.55 2943 2943;2947;2946 0 7.0442 0 0 0 0 0 0 0 0 0 0 0 0 1369700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5T3R7 Nucleolar GTP-binding protein 1GTPBP4 >tr|Q5T3R7|Q5T3R7_HUMAN Nucleolar GTP-binding protein 1 (Fragment) OS=Homo sapiens GN=GTPBP4 PE=1 SV=1;>sp|Q9BZE4-2|NOG1_HUMAN Isoform 2 of Nucleolar GTP-binding protein 1 OS=Homo sapiens GN=GTPBP4;>sp|Q9BZE4|NOG1_HUMAN Nucleolar GTP-binding protein 1 OS=H3 2 2 2 16.48 140 140;587;6340.001649 2.337 0 0 0 0 0 0 0 0 0 0 0 604890 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5T440 "Putative transferase CAF17, mitochondrial"IBA57 >sp|Q5T440|CAF17_HUMAN Putative transferase CAF17, mitochondrial OS=Homo sapiens GN=IBA57 PE=1 SV=11 1 1 1 38.155 356 356 0 2.9793 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 304110

Q5T447 E3 ubiquitin-protein ligase HECTD3HECTD3 >sp|Q5T447|HECD3_HUMAN E3 ubiquitin-protein ligase HECTD3 OS=Homo sapiens GN=HECTD3 PE=1 SV=11 2 2 2 97.112 861 861 0.000675 2.6284 0 0 0 0 0 0 0 0 0 0 0 0 0 976350 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5T481 RNA-binding protein 20RBM20 >sp|Q5T481|RBM20_HUMAN RNA-binding protein 20 OS=Homo sapiens GN=RBM20 PE=1 SV=31 1 1 1 134.36 1227 1227 0.010012 1.4488 0 0 2081400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5T6N4 Actin-binding LIM protein 1ABLIM1 >tr|H0Y3K7|H0Y3K7_HUMAN Actin-binding LIM protein 1 OS=Homo sapiens GN=ABLIM1 PE=1 SV=2;>tr|F8W8M4|F8W8M4_HUMAN Actin-binding LIM protein 1 OS=Homo sapiens GN=ABLIM1 PE=1 SV=1;>tr|A0A0A0MRL6|A0A0A0MRL6_HUMAN Actin-binding LIM protein 1 OS=Homo sapiens GN=A14 2 2 2 73.232 655 655;718;746;846;718;748;778;172;173;401;530;401;427;4550 6.2758 0 0 1112000 976850 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 725750 0 0 0

Q5T6V7 UPF0553 protein C9orf64C9orf64 >tr|Q5T6V7|Q5T6V7_HUMAN Chromosome 9 open reading frame 64, isoform CRA_c OS=Homo sapiens GN=C9orf64 PE=1 SV=1;>sp|Q5T6V5|CI064_HUMAN UPF0553 protein C9orf64 OS=Homo sapiens GN=C9orf64 PE=1 SV=1;>tr|Q5T6V6|Q5T6V6_HUMAN UPF0553 protein C9orf64 OS=Homo sapie3 2 2 2 23.275 200 200;341;60 0 3.1274 0 0 0 0 0 0 0 0 0 0 0 966000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5T7M9 Protein FAM69AFAM69A >tr|A0A087X2C2|A0A087X2C2_HUMAN Protein FAM69A OS=Homo sapiens GN=FAM69A PE=4 SV=1;>tr|A0A087WZ97|A0A087WZ97_HUMAN Protein FAM69A OS=Homo sapiens GN=FAM69A PE=4 SV=1;>sp|Q5T7M9-2|FA69A_HUMAN Isoform 2 of Protein FAM69A OS=Homo sapiens GN=FAM69A;>sp|Q5T7M9|4 1 1 1 43.532 383 383;403;162;4280.005025 1.7996 0 0 0 0 15761000 19841000 0 0 0 0 35136000 15716000 6994000 0 0 37086000 0 0 0 0 0 0 0 0 0 0 28295000 36951000

Q5T7U1 General transcription factor 3C polypeptide 5GTF3C5 >tr|Q5T7U1|Q5T7U1_HUMAN General transcription factor 3C polypeptide 5 OS=Homo sapiens GN=GTF3C5 PE=1 SV=1;>sp|Q9Y5Q8-2|TF3C5_HUMAN Isoform 2 of General transcription factor 3C polypeptide 5 OS=Homo sapiens GN=GTF3C5;>sp|Q9Y5Q8|TF3C5_HUMAN General transcrip4 1 1 1 52.29 457 457;509;519;526 0 49.138 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 651520

Q5T9W8 HSP90AB1 >tr|Q5T9W8|Q5T9W8_HUMAN Heat shock protein HSP 90-beta (Fragment) OS=Homo sapiens GN=HSP90AB1 PE=4 SV=11 11 1 1 19.134 168 168 0 5.2665 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 519650

Q5TAW7 Calcium-binding protein 39-likeCAB39L >tr|B7ZBJ6|B7ZBJ6_HUMAN Calcium-binding protein 39-like (Fragment) OS=Homo sapiens GN=CAB39L PE=4 SV=1;>tr|B7ZBJ5|B7ZBJ5_HUMAN Calcium-binding protein 39-like (Fragment) OS=Homo sapiens GN=CAB39L PE=1 SV=1;>tr|Q5TAW7|Q5TAW7_HUMAN Calcium-binding protein 394 1 1 1 14.421 128 128;188;280;337 0 3.084 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 182310 0 0

Q5TBF2 Asporin ASPN >tr|Q5TBF2|Q5TBF2_HUMAN Asporin OS=Homo sapiens GN=ASPN PE=4 SV=1;>sp|Q9BXN1|ASPN_HUMAN Asporin OS=Homo sapiens GN=ASPN PE=1 SV=22 2 2 2 27.748 243 243;380 0.010006 1.446 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 833870 0 0

Q5TCM7 Protein tyrosine phosphatase type IVA 2;Protein tyrosine phosphatase type IVA 1PTP4A2 >tr|E9PMY3|E9PMY3_HUMAN Protein tyrosine phosphatase type IVA 2 (Fragment) OS=Homo sapiens GN=PTP4A2 PE=1 SV=1;>tr|E9PML8|E9PML8_HUMAN Protein tyrosine phosphatase type IVA 2 OS=Homo sapiens GN=PTP4A2 PE=1 SV=1;>tr|E9PJC0|E9PJC0_HUMAN Protein tyrosine phos10 1 1 1 7.2082 63 63;66;69;73;148;82;136;142;167;1730.005024 1.7996 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 187150

Q5TDF0 Cancer-related nucleoside-triphosphataseNTPCR >tr|Q5TDF0|Q5TDF0_HUMAN Cancer-related nucleoside-triphosphatase OS=Homo sapiens GN=NTPCR PE=1 SV=1;>sp|Q9BSD7|NTPCR_HUMAN Cancer-related nucleoside-triphosphatase OS=Homo sapiens GN=NTPCR PE=1 SV=12 3 3 3 25.072 228 228;190 0 41.409 0 0 0 0 0 0 0 0 0 0 2862800 845360 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5TFJ7 Importin subunit alpha-7KPNA6 >tr|Q5TFJ7|Q5TFJ7_HUMAN Importin subunit alpha-7 (Fragment) OS=Homo sapiens GN=KPNA6 PE=1 SV=1;>sp|O60684|IMA7_HUMAN Importin subunit alpha-7 OS=Homo sapiens GN=KPNA6 PE=1 SV=14 3 3 2 35.457 321 321;536;186;536 0 4.1418 0 0 0 0 611310 0 647700 886950 0 0 0 0 0 622490 0 529770 0 0 0 0 0 0 0 0 0 599660 577810 647090

Q5THK1 Protein PRR14LPRR14L >tr|C9J9V0|C9J9V0_HUMAN Protein PRR14L (Fragment) OS=Homo sapiens GN=PRR14L PE=1 SV=1;>sp|Q5THK1-3|PR14L_HUMAN Isoform 3 of Protein PRR14L OS=Homo sapiens GN=PRR14L;>sp|Q5THK1-2|PR14L_HUMAN Isoform 2 of Protein PRR14L OS=Homo sapiens GN=PRR14L;>sp|Q5THK1-45 1 1 1 19.347 180 180;1239;2006;2149;21510.001949 2.1145 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 273040 0 0 0 0 0 0 0 0 0 0 0 0

Q5TZA2 Rootletin CROCC >tr|B1AKD8|B1AKD8_HUMAN Rootletin (Fragment) OS=Homo sapiens GN=CROCC PE=4 SV=2;>sp|Q5TZA2-2|CROCC_HUMAN Isoform 2 of Rootletin OS=Homo sapiens GN=CROCC;>sp|Q5TZA2|CROCC_HUMAN Rootletin OS=Homo sapiens GN=CROCC PE=1 SV=1;>tr|A0A087WW81|A0A087WW81_HUMAN Roo4 2 2 2 149.06 1311 1311;1313;2017;8390 12.021 0 0 0 0 0 0 0 0 0 0 738830 2019500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5U8S2 Syntaxin-10STX10 >tr|F6RTM7|F6RTM7_HUMAN Syntaxin-10 OS=Homo sapiens GN=STX10 PE=1 SV=1;>tr|K7EK75|K7EK75_HUMAN Syntaxin-10 OS=Homo sapiens GN=STX10 PE=1 SV=1;>tr|X6R2W0|X6R2W0_HUMAN Syntaxin-10 OS=Homo sapiens GN=STX10 PE=1 SV=1;>tr|Q5U8S2|Q5U8S2_HUMAN Syntaxin 10 OS=Homo6 1 1 1 8.4503 73 73;113;220;246;200;2490.002561 1.9849 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 96793 0

Q5VTB9 E3 ubiquitin-protein ligase RNF220RNF220 >sp|Q5VTB9|RN220_HUMAN E3 ubiquitin-protein ligase RNF220 OS=Homo sapiens GN=RNF220 PE=1 SV=1;>sp|Q5VTB9-3|RN220_HUMAN Isoform 2 of E3 ubiquitin-protein ligase RNF220 OS=Homo sapiens GN=RNF2202 2 2 2 62.765 566 566;353 0.005939 1.7363 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8032800

Q5VTI5 Pleckstrin homology domain-containing family A member 6PLEKHA6 >tr|Q5VTI5|Q5VTI5_HUMAN Pleckstrin homology domain-containing family A member 6 OS=Homo sapiens GN=PLEKHA6 PE=1 SV=1;>sp|Q9Y2H5|PKHA6_HUMAN Pleckstrin homology domain-containing family A member 6 OS=Homo sapiens GN=PLEKHA6 PE=1 SV=42 1 1 1 119.29 1068 1068;1048 0.004122 1.9051 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 638480

Q5VW32 BRO1 domain-containing protein BROXBROX >sp|Q5VW32-2|BROX_HUMAN Isoform 2 of BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX;>sp|Q5VW32|BROX_HUMAN BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX PE=1 SV=1;>tr|Q5VW33|Q5VW33_HUMAN BRO1 domain-containing protein BROX (Fragme4 2 2 2 42.871 379 379;411;215;338 0 6.2513 0 0 0 0 1342600 1209300 1360000 1123700 0 0 1820900 1466800 0 0 1129100 944730 0 0 0 0 0 0 0 0 0 0 0 1121100

Q5VWN6 Protein FAM208BFAM208B >sp|Q5VWN6|F208B_HUMAN Protein FAM208B OS=Homo sapiens GN=FAM208B PE=1 SV=1;>sp|Q5VWN6-2|F208B_HUMAN Isoform 2 of Protein FAM208B OS=Homo sapiens GN=FAM208B2 2 2 2 268.84 2430 2430;1625 0.009718 1.4607 0 0 0 0 0 0 1745200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6419200 0

Q5VWP3 Muscular LMNA-interacting proteinMLIP >tr|E9PFJ4|E9PFJ4_HUMAN Muscular LMNA-interacting protein (Fragment) OS=Homo sapiens GN=MLIP PE=4 SV=1;>sp|Q5VWP3|MLIP_HUMAN Muscular LMNA-interacting protein OS=Homo sapiens GN=MLIP PE=1 SV=3;>sp|Q5VWP3-4|MLIP_HUMAN Isoform 4 of Muscular LMNA-interacting 4 1 1 1 21.319 196 196;458;915;9930.008578 1.5437 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 172750

Q5VXI4 Rho guanine nucleotide exchange factor 10-like proteinARHGEF10L>tr|Q5VXI4|Q5VXI4_HUMAN Rho guanine nucleotide exchange factor 10-like protein OS=Homo sapiens GN=ARHGEF10L PE=1 SV=2;>sp|Q9HCE6-4|ARGAL_HUMAN Isoform 4 of Rho guanine nucleotide exchange factor 10-like protein OS=Homo sapiens GN=ARHGEF10L;>sp|Q9HCE6-5|ARG6 2 2 2 115.57 1052 1052;982;1067;1235;1240;12790 5.2205 0 0 0 0 0 0 0 0 0 0 0 175350 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q5W111 SPRY domain-containing protein 7SPRYD7 >sp|Q5W111|SPRY7_HUMAN SPRY domain-containing protein 7 OS=Homo sapiens GN=SPRYD7 PE=1 SV=2;>sp|Q5W111-2|SPRY7_HUMAN Isoform 2 of SPRY domain-containing protein 7 OS=Homo sapiens GN=SPRYD72 3 3 3 21.666 196 196;157 0 6.5226 0 0 0 0 0 0 388670 446390 0 0 656000 1228200 0 0 603220 385540 0 0 0 0 0 0 0 0 0 0 0 0

Q5XKP0 Protein QIL1QIL1 >tr|K7EIR2|K7EIR2_HUMAN Protein QIL1 OS=Homo sapiens GN=C19orf70 PE=4 SV=1;>tr|K7EKR0|K7EKR0_HUMAN Protein QIL1 OS=Homo sapiens GN=C19orf70 PE=4 SV=1;>sp|Q5XKP0|QIL1_HUMAN Protein QIL1 OS=Homo sapiens GN=QIL1 PE=1 SV=13 1 1 1 9.7002 88 88;110;118 0.000342 2.813 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 359230 0

Q5ZPR3 CD276 antigenCD276 >sp|Q5ZPR3-3|CD276_HUMAN Isoform 3 of CD276 antigen OS=Homo sapiens GN=CD276;>sp|Q5ZPR3-4|CD276_HUMAN Isoform 4 of CD276 antigen OS=Homo sapiens GN=CD276;>sp|Q5ZPR3|CD276_HUMAN CD276 antigen OS=Homo sapiens GN=CD276 PE=1 SV=13 1 1 1 52.761 493 493;533;5340.000666 2.4736 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 73964

Q63ZY3 KN motif and ankyrin repeat domain-containing protein 2KANK2 >sp|Q63ZY3-3|KANK2_HUMAN Isoform 3 of KN motif and ankyrin repeat domain-containing protein 2 OS=Homo sapiens GN=KANK2;>sp|Q63ZY3|KANK2_HUMAN KN motif and ankyrin repeat domain-containing protein 2 OS=Homo sapiens GN=KANK2 PE=1 SV=1;>sp|Q63ZY3-2|KANK2_HUMA3 1 1 1 90.043 841 841;851;859 0 4.6306 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 48435

Q658Y4 Protein FAM91A1FAM91A1 >tr|E7ER68|E7ER68_HUMAN Protein FAM91A1 OS=Homo sapiens GN=FAM91A1 PE=1 SV=1;>sp|Q658Y4|F91A1_HUMAN Protein FAM91A1 OS=Homo sapiens GN=FAM91A1 PE=1 SV=34 3 3 3 88.986 789 789;838;114;218 0 19.687 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1010400 0 0

Q66K14 TBC1 domain family member 9BTBC1D9B >sp|Q66K14-2|TBC9B_HUMAN Isoform 2 of TBC1 domain family member 9B OS=Homo sapiens GN=TBC1D9B;>sp|Q66K14|TBC9B_HUMAN TBC1 domain family member 9B OS=Homo sapiens GN=TBC1D9B PE=1 SV=34 3 3 3 138.67 1233 1233;1250;100;166 0 4.59 0 0 0 7091700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 27757000 21927000 0 0

Q684P5 Rap1 GTPase-activating protein 2RAP1GAP2 >sp|Q684P5-3|RPGP2_HUMAN Isoform 3 of Rap1 GTPase-activating protein 2 OS=Homo sapiens GN=RAP1GAP2;>sp|Q684P5-2|RPGP2_HUMAN Isoform 2 of Rap1 GTPase-activating protein 2 OS=Homo sapiens GN=RAP1GAP2;>sp|Q684P5|RPGP2_HUMAN Rap1 GTPase-activating protein 2 OS3 4 4 4 77.897 711 711;715;730 0 8.5492 1063000 1226200 1153200 1258700 0 709080 0 0 0 0 0 0 1013600 833000 639200 0 0 0 0 0 0 0 0 0 0 0 0 0

Q687X5 Metalloreductase STEAP4STEAP4 >tr|C9JS50|C9JS50_HUMAN Uncharacterized protein OS=Homo sapiens GN=STEAP4 PE=4 SV=1;>sp|Q687X5-2|STEA4_HUMAN Isoform 2 of Metalloreductase STEAP4 OS=Homo sapiens GN=STEAP4;>sp|Q687X5|STEA4_HUMAN Metalloreductase STEAP4 OS=Homo sapiens GN=STEAP4 PE=1 SV=13 3 3 3 38.579 339 339;283;459 0 16.092 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 942960 0

Q69YU3 Ankyrin repeat domain-containing protein 34AANKRD34A>tr|A0A087X1I1|A0A087X1I1_HUMAN Ankyrin repeat domain-containing protein 34A (Fragment) OS=Homo sapiens GN=ANKRD34A PE=4 SV=1;>tr|A0A087WTW1|A0A087WTW1_HUMAN Ankyrin repeat domain-containing protein 34A (Fragment) OS=Homo sapiens GN=ANKRD34A PE=4 SV=1;>sp|3 1 1 1 10.862 104 104;119;4960.006826 1.6787 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 122690

Q6DKJ4 NucleoredoxinNXN >sp|Q6DKJ4|NXN_HUMAN Nucleoredoxin OS=Homo sapiens GN=NXN PE=1 SV=21 1 1 1 48.392 435 435 0 3.6774 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 64661

Q6FI81 Anamorsin CIAPIN1 >tr|H3BUG4|H3BUG4_HUMAN Anamorsin OS=Homo sapiens GN=CIAPIN1 PE=1 SV=1;>tr|H3BV90|H3BV90_HUMAN Anamorsin OS=Homo sapiens GN=CIAPIN1 PE=1 SV=1;>tr|H3BT65|H3BT65_HUMAN Anamorsin OS=Homo sapiens GN=CIAPIN1 PE=1 SV=1;>sp|Q6FI81-3|CPIN1_HUMAN Isoform 3 of Anamo5 1 1 1 20.197 188 188;246;266;299;3120 19.074 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 249120

Q6GTX8 Leukocyte-associated immunoglobulin-like receptor 1LAIR1 >tr|A8MZ84|A8MZ84_HUMAN Leukocyte-associated immunoglobulin-like receptor 1 OS=Homo sapiens GN=LAIR1 PE=1 SV=2;>tr|D3YTC8|D3YTC8_HUMAN Leukocyte-associated immunoglobulin-like receptor 1 OS=Homo sapiens GN=LAIR1 PE=1 SV=2;>sp|Q6GTX8-3|LAIR1_HUMAN Isoform 35 1 1 1 29.69 269 269;286;269;270;2870.009451 1.4941 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 390140

Q6IAN0 Dehydrogenase/reductase SDR family member 7BDHRS7B >tr|J3KRS1|J3KRS1_HUMAN Dehydrogenase/reductase SDR family member 7B (Fragment) OS=Homo sapiens GN=DHRS7B PE=1 SV=1;>sp|Q6IAN0|DRS7B_HUMAN Dehydrogenase/reductase SDR family member 7B OS=Homo sapiens GN=DHRS7B PE=1 SV=22 1 1 1 13.61 125 125;325 0 27.103 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1151100 0 0 0 0 0 0 0 0 0 0 0 0

Q6IQ22 Ras-related protein Rab-12RAB12 >sp|Q6IQ22|RAB12_HUMAN Ras-related protein Rab-12 OS=Homo sapiens GN=RAB12 PE=1 SV=31 1 1 1 27.248 244 244 0.000994 2.3981 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 609750

Q6NUM9 "All-trans-retinol 13,14-reductase"RETSAT >tr|H7BZ16|H7BZ16_HUMAN All-trans-retinol 13,14-reductase (Fragment) OS=Homo sapiens GN=RETSAT PE=1 SV=1;>tr|H7BZ81|H7BZ81_HUMAN All-trans-retinol 13,14-reductase (Fragment) OS=Homo sapiens GN=RETSAT PE=1 SV=1;>sp|Q6NUM9-2|RETST_HUMAN Isoform 2 of All-tran5 2 2 2 27.936 255 255;320;481;610;3990 9.017 0 0 655970 664920 484320 0 0 0 0 0 0 0 717710 588240 1015900 579800 0 0 0 0 0 0 0 0 0 0 0 0

Q6NXG1 Epithelial splicing regulatory protein 1ESRP1 >tr|H0YBR2|H0YBR2_HUMAN Epithelial-splicing regulatory protein 1 (Fragment) OS=Homo sapiens GN=ESRP1 PE=4 SV=1;>tr|H0YBB3|H0YBB3_HUMAN Epithelial-splicing regulatory protein 1 (Fragment) OS=Homo sapiens GN=ESRP1 PE=4 SV=1;>sp|Q6NXG1-2|ESRP1_HUMAN Isoform 27 1 1 1 56.035 502 502;522;608;659;663;677;6810 3.3857 0 0 0 0 0 0 0 0 0 0 0 515470 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6P1J9 ParafibrominCDC73 >sp|Q6P1J9|CDC73_HUMAN Parafibromin OS=Homo sapiens GN=CDC73 PE=1 SV=11 2 2 2 60.576 531 531 0 3.5902 0 0 0 0 0 0 0 0 0 0 839460 0 0 295840 0 0 0 0 0 0 0 0 0 0 1165100 0 429500 0

Q6P1L8 "39S ribosomal protein L14, mitochondrial"MRPL14 >sp|Q6P1L8|RM14_HUMAN 39S ribosomal protein L14, mitochondrial OS=Homo sapiens GN=MRPL14 PE=1 SV=11 1 1 1 15.947 145 145 0.000994 2.3868 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 439600

Q6P1M0 Long-chain fatty acid transport protein 4SLC27A4 >sp|Q6P1M0|S27A4_HUMAN Long-chain fatty acid transport protein 4 OS=Homo sapiens GN=SLC27A4 PE=1 SV=11 1 1 1 72.063 643 643 0.000341 2.7719 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 431500

Q6P1M3 Lethal(2) giant larvae protein homolog 2SPATS2 >tr|J3QRV5|J3QRV5_HUMAN Lethal(2) giant larvae protein homolog 2 OS=Homo sapiens GN=LLGL2 PE=1 SV=1;>sp|Q6P1M3-2|L2GL2_HUMAN Isoform A of Lethal(2) giant larvae protein homolog 2 OS=Homo sapiens GN=LLGL2;>sp|Q6P1M3|L2GL2_HUMAN Lethal(2) giant larvae protei8 3 3 3 113.38 1019 1019;1015;1020;103;105;140;151;3560 4.3263 0 0 0 0 0 0 0 0 0 0 0 0 0 0 306220 685780 0 0 0 0 0 0 0 0 0 0 343460 0

Q6P1N0 Coiled-coil and C2 domain-containing protein 1ACC2D1A >sp|Q6P1N0-2|C2D1A_HUMAN Isoform 2 of Coiled-coil and C2 domain-containing protein 1A OS=Homo sapiens GN=CC2D1A;>sp|Q6P1N0|C2D1A_HUMAN Coiled-coil and C2 domain-containing protein 1A OS=Homo sapiens GN=CC2D1A PE=1 SV=1;>tr|K7EMP1|K7EMP1_HUMAN Coiled-coil a3 2 2 2 103.93 950 950;951;4050.000671 2.5646 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 389320

Q6P1Q0 LETM1 domain-containing protein 1LETMD1 >tr|H0YIV5|H0YIV5_HUMAN LETM1 domain-containing protein 1 (Fragment) OS=Homo sapiens GN=LETMD1 PE=4 SV=1;>tr|F8VP71|F8VP71_HUMAN LETM1 domain-containing protein 1 OS=Homo sapiens GN=LETMD1 PE=4 SV=1;>tr|F8VVQ3|F8VVQ3_HUMAN LETM1 domain-containing protein 18 1 1 1 16.263 144 144;243;261;291;203;304;360;3730.000995 2.4029 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 178010

Q6P1X6 UPF0598 protein C8orf82C8orf82 >tr|H0YF29|H0YF29_HUMAN UPF0598 protein C8orf82 (Fragment) OS=Homo sapiens GN=C8orf82 PE=4 SV=1;>sp|Q6P1X6-2|CH082_HUMAN Isoform 2 of UPF0598 protein C8orf82 OS=Homo sapiens GN=C8orf82;>sp|Q6P1X6|CH082_HUMAN UPF0598 protein C8orf82 OS=Homo sapiens GN=C8orf3 1 1 1 28.487 261 261;208;2160.001636 2.2187 0 0 0 0 0 0 0 0 0 0 0 0 0 0 289870 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6P4A8 Phospholipase B-like 1;Phospholipase B-like 1 chain A;Phospholipase B-like 1 chain B;Phospholipase B-like 1 chain CPLBD1 >sp|Q6P4A8|PLBL1_HUMAN Phospholipase B-like 1 OS=Homo sapiens GN=PLBD1 PE=1 SV=21 2 2 2 63.254 553 553 0 5.047 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1022300 0

Q6P6B1 Glutamate-rich protein 5ERICH5 >sp|Q6P6B1|ERIC5_HUMAN Glutamate-rich protein 5 OS=Homo sapiens GN=ERICH5 PE=2 SV=11 2 2 2 39.935 374 374 0 8.5121 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 142930

Q6P6C2 RNA demethylase ALKBH5ALKBH5 >sp|Q6P6C2|ALKB5_HUMAN RNA demethylase ALKBH5 OS=Homo sapiens GN=ALKBH5 PE=1 SV=2;>sp|Q6P6C2-1|ALKB5_HUMAN Isoform 1 of RNA demethylase ALKBH5 OS=Homo sapiens GN=ALKBH52 1 1 1 44.255 394 394;467 0 26.02 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 892650

Q6P9A2 Q6P9A2-2 >sp|Q6P9A2-2|GLT18_HUMAN Isoform 2 of Polypeptide N-acetylgalactosaminyltransferase 18 OS=Homo sapiens GN=GALNT181 1 1 1 10.397 91 91 0.00165 2.338 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 622590

Q6PCE3 "Glucose 1,6-bisphosphate synthase"PGM2L1 >sp|Q6PCE3|PGM2L_HUMAN Glucose 1,6-bisphosphate synthase OS=Homo sapiens GN=PGM2L1 PE=1 SV=31 2 2 2 70.441 622 622 0.000342 2.814 0 0 0 0 0 0 0 0 0 0 0 789860 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6PD62 RNA polymerase-associated protein CTR9 homologCTR9 >sp|Q6PD62|CTR9_HUMAN RNA polymerase-associated protein CTR9 homolog OS=Homo sapiens GN=CTR9 PE=1 SV=11 1 1 1 133.5 1173 1173 0.002872 1.9538 0 0 0 0 0 0 0 0 0 0 169770 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6PI78 Transmembrane protein 65TMEM65 >sp|Q6PI78|TMM65_HUMAN Transmembrane protein 65 OS=Homo sapiens GN=TMEM65 PE=1 SV=21 1 1 1 25.498 240 240 0 8.436 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3548300

Q6PML9 Zinc transporter 9SLC30A9 >sp|Q6PML9|ZNT9_HUMAN Zinc transporter 9 OS=Homo sapiens GN=SLC30A9 PE=1 SV=11 1 1 1 63.514 568 568 0 11.86 0 0 0 0 0 0 0 0 0 0 0 0 681350 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6QNY0 Biogenesis of lysosome-related organelles complex 1 subunit 3BLOC1S3 >sp|Q6QNY0|BL1S3_HUMAN Biogenesis of lysosome-related organelles complex 1 subunit 3 OS=Homo sapiens GN=BLOC1S3 PE=1 SV=1;>tr|K7EN58|K7EN58_HUMAN Biogenesis of lysosome-related organelles complex 1 subunit 3 (Fragment) OS=Homo sapiens GN=BLOC1S3 PE=4 SV=12 2 2 2 21.255 202 202;78 0 3.3943 0 238730 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6QNY1 Biogenesis of lysosome-related organelles complex 1 subunit 2BLOC1S2 >sp|Q6QNY1|BL1S2_HUMAN Biogenesis of lysosome-related organelles complex 1 subunit 2 OS=Homo sapiens GN=BLOC1S2 PE=1 SV=11 2 2 2 15.961 142 142 0 73.119 1737300 0 0 0 1962200 1299900 1834500 1942300 0 0 4919400 2017600 880550 1043800 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6RW13 Type-1 angiotensin II receptor-associated proteinAGTRAP >sp|Q6RW13-2|ATRAP_HUMAN Isoform 2 of Type-1 angiotensin II receptor-associated protein OS=Homo sapiens GN=AGTRAP;>sp|Q6RW13|ATRAP_HUMAN Type-1 angiotensin II receptor-associated protein OS=Homo sapiens GN=AGTRAP PE=1 SV=12 1 1 1 16.669 152 152;159 0 3.1856 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 470850

Q6SZW1 Sterile alpha and TIR motif-containing protein 1SARM1 >sp|Q6SZW1|SARM1_HUMAN Sterile alpha and TIR motif-containing protein 1 OS=Homo sapiens GN=SARM1 PE=1 SV=12 3 3 3 79.387 724 724;690 0 23.289 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 403500

Q6UB35 "Monofunctional C1-tetrahydrofolate synthase, mitochondrial"MTHFD1L >tr|A0A087WVM4|A0A087WVM4_HUMAN Monofunctional C1-tetrahydrofolate synthase, mitochondrial OS=Homo sapiens GN=MTHFD1L PE=1 SV=1;>tr|B7ZM99|B7ZM99_HUMAN MTHFD1L protein OS=Homo sapiens GN=MTHFD1L PE=1 SV=1;>sp|Q6UB35|C1TM_HUMAN Monofunctional C1-tetrahydrof6 3 3 3 99.31 913 913;979;978;57;92;3320 6.5455 0 0 0 0 0 0 0 0 0 0 1163700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2412400 865390

Q6UN15 Pre-mRNA 3-end-processing factor FIP1FIP1L1 >sp|Q6UN15-4|FIP1_HUMAN Isoform 4 of Pre-mRNA 3-end-processing factor FIP1 OS=Homo sapiens GN=FIP1L1;>sp|Q6UN15-3|FIP1_HUMAN Isoform 3 of Pre-mRNA 3-end-processing factor FIP1 OS=Homo sapiens GN=FIP1L1;>sp|Q6UN15-5|FIP1_HUMAN Isoform 5 of Pre-mRNA 3-end4 1 1 1 40.834 378 378;520;588;5940.004119 1.8983 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 229350 0

Q6UW02 Cytochrome P450 20A1CYP20A1 >tr|E9PHG5|E9PHG5_HUMAN Cytochrome P450 20A1 OS=Homo sapiens GN=CYP20A1 PE=4 SV=1;>sp|Q6UW02-2|CP20A_HUMAN Isoform 2 of Cytochrome P450 20A1 OS=Homo sapiens GN=CYP20A1;>sp|Q6UW02|CP20A_HUMAN Cytochrome P450 20A1 OS=Homo sapiens GN=CYP20A1 PE=2 SV=1;>tr|Q8W6 3 3 3 53.448 470 470;435;462;192;208;2580.000345 2.9579 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2457300 0

Q6UW15 Regenerating islet-derived protein 3-gamma;Regenerating islet-derived protein 3-gamma 16.5 kDa form;Regenerating islet-derived protein 3-gamma 15 kDa formREG3G >sp|Q6UW15|REG3G_HUMAN Regenerating islet-derived protein 3-gamma OS=Homo sapiens GN=REG3G PE=1 SV=1;>sp|Q6UW15-2|REG3G_HUMAN Isoform 2 of Regenerating islet-derived protein 3-gamma OS=Homo sapiens GN=REG3G2 2 2 2 19.33 175 175;129 0 49.704 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3194700 0

Q6UW68 Transmembrane protein 205TMEM205 >tr|K7EM09|K7EM09_HUMAN Transmembrane protein 205 (Fragment) OS=Homo sapiens GN=TMEM205 PE=1 SV=1;>tr|K7EPR0|K7EPR0_HUMAN Transmembrane protein 205 OS=Homo sapiens GN=TMEM205 PE=1 SV=1;>tr|K7ELQ9|K7ELQ9_HUMAN Transmembrane protein 205 (Fragment) OS=Homo sa4 1 1 1 13.389 120 120;128;170;189 0 6.2064 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1429700

Q6UWP2 Dehydrogenase/reductase SDR family member 11DHRS11 >tr|A0A087X0R1|A0A087X0R1_HUMAN Dehydrogenase/reductase SDR family member 11 (Fragment) OS=Homo sapiens GN=DHRS11 PE=1 SV=1;>tr|A0A087WZN3|A0A087WZN3_HUMAN Dehydrogenase/reductase SDR family member 11 (Fragment) OS=Homo sapiens GN=DHRS11 PE=1 SV=1;>sp|Q6UW4 1 1 1 12.177 109 109;150;181;2600.001946 2.1015 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 157650

Q6UXB0 Protein FAM131AFAM131A >tr|C9JP51|C9JP51_HUMAN Protein FAM131A (Fragment) OS=Homo sapiens GN=FAM131A PE=4 SV=3;>tr|C9JPT9|C9JPT9_HUMAN Protein FAM131A OS=Homo sapiens GN=FAM131A PE=4 SV=1;>sp|Q6UXB0-2|F131A_HUMAN Isoform 2 of Protein FAM131A OS=Homo sapiens GN=FAM131A;>sp|Q6UXB05 1 1 1 24.835 232 232;251;281;335;3660.001944 2.0944 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 187480

Q6UXH1 Cysteine-rich with EGF-like domain protein 2CRELD2 >sp|Q6UXH1-4|CREL2_HUMAN Isoform 4 of Cysteine-rich with EGF-like domain protein 2 OS=Homo sapiens GN=CRELD2;>sp|Q6UXH1|CREL2_HUMAN Cysteine-rich with EGF-like domain protein 2 OS=Homo sapiens GN=CRELD2 PE=1 SV=1;>sp|Q6UXH1-6|CREL2_HUMAN Isoform 6 of Cyste7 2 2 2 35.288 325 325;353;373;402;229;284;3210 3.2203 0 0 0 0 0 0 0 0 0 0 0 0 435590 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q6VY07 Phosphofurin acidic cluster sorting protein 1PACS1 >tr|B4DF77|B4DF77_HUMAN Phosphofurin acidic cluster sorting protein 1 OS=Homo sapiens GN=PACS1 PE=1 SV=1;>sp|Q6VY07|PACS1_HUMAN Phosphofurin acidic cluster sorting protein 1 OS=Homo sapiens GN=PACS1 PE=1 SV=2;>sp|Q6VY07-2|PACS1_HUMAN Isoform 2 of Phosphofu4 2 2 2 54.46 499 499;963;1008;79 0 3.071 0 0 0 0 0 0 0 0 0 0 2337400 0 0 0 2827500 0 0 0 0 0 0 0 0 0 0 0 0 3040800

Q6WKZ4 Rab11 family-interacting protein 1RAB11FIP1 >sp|Q6WKZ4|RFIP1_HUMAN Rab11 family-interacting protein 1 OS=Homo sapiens GN=RAB11FIP1 PE=1 SV=3;>sp|Q6WKZ4-1|RFIP1_HUMAN Isoform 3 of Rab11 family-interacting protein 1 OS=Homo sapiens GN=RAB11FIP1;>sp|Q6WKZ4-3|RFIP1_HUMAN Isoform 2 of Rab11 family-intera7 3 3 3 137.17 1283 1283;612;649;501;142;512;5320 14.89 0 0 0 0 0 0 0 0 0 0 0 0 0 1563000 0 863480 0 0 0 0 0 0 0 0 1727400 0 0 0

Q6XQN6 Nicotinate phosphoribosyltransferaseNAPRT >sp|Q6XQN6-3|PNCB_HUMAN Isoform 3 of Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT;>sp|Q6XQN6|PNCB_HUMAN Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT PE=1 SV=2;>tr|C9J8U2|C9J8U2_HUMAN Nicotinate phosphoribosyltransferase OS5 2 2 2 56.099 525 525;538;490;584;5670 65.424 0 0 0 0 1685800 0 1821400 1641500 0 0 2297400 1749900 0 0 0 0 0 0 0 0 0 0 0 0 2602000 1369800 7615800 3136100

Q6Y7W6 PERQ amino acid-rich with GYF domain-containing protein 2GIGYF2 >tr|E7ESB6|E7ESB6_HUMAN PERQ amino acid-rich with GYF domain-containing protein 2 (Fragment) OS=Homo sapiens GN=GIGYF2 PE=1 SV=1;>sp|Q6Y7W6-4|PERQ2_HUMAN Isoform 3 of PERQ amino acid-rich with GYF domain-containing protein 2 OS=Homo sapiens GN=GIGYF2;>sp|Q14 2 2 2 96.24 836 836;1286;1293;1299;68;92;93;100;106;113;115;720;1321;13200 10.719 0 0 0 0 0 0 0 0 0 0 0 0 185750 0 288520 0 0 0 0 0 0 0 0 0 0 0 236970 0

Q6ZNB6 NF-X1-type zinc finger protein NFXL1NFXL1 >sp|Q6ZNB6-2|NFXL1_HUMAN Isoform 2 of NF-X1-type zinc finger protein NFXL1 OS=Homo sapiens GN=NFXL1;>sp|Q6ZNB6|NFXL1_HUMAN NF-X1-type zinc finger protein NFXL1 OS=Homo sapiens GN=NFXL1 PE=1 SV=22 1 1 1 80.507 733 733;911 0.00287 1.9504 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 99267 0 0

Q6ZRP7 Sulfhydryl oxidase 2QSOX2 >tr|A0A087X176|A0A087X176_HUMAN Sulfhydryl oxidase OS=Homo sapiens GN=QSOX2 PE=1 SV=1;>sp|Q6ZRP7|QSOX2_HUMAN Sulfhydryl oxidase 2 OS=Homo sapiens GN=QSOX2 PE=1 SV=32 1 1 1 77.249 696 696;698 0 6.4905 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 436890 827590

Q6ZVM7 TOM1-like protein 2TOM1L2 >sp|Q6ZVM7-5|TM1L2_HUMAN Isoform 5 of TOM1-like protein 2 OS=Homo sapiens GN=TOM1L2;>sp|Q6ZVM7|TM1L2_HUMAN TOM1-like protein 2 OS=Homo sapiens GN=TOM1L2 PE=1 SV=1;>sp|Q6ZVM7-3|TM1L2_HUMAN Isoform 3 of TOM1-like protein 2 OS=Homo sapiens GN=TOM1L2;>tr|F5H3S8 5 5 5 53.368 483 483;507;462;388;389;240;457;830 13.726 992340 0 893560 1783500 840850 812520 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1588200 0 0

Q75T13 GPI inositol-deacylasePGAP1 >tr|A6NI33|A6NI33_HUMAN GPI inositol-deacylase (Fragment) OS=Homo sapiens GN=PGAP1 PE=4 SV=2;>tr|B4DYY6|B4DYY6_HUMAN GPI inositol-deacylase OS=Homo sapiens GN=PGAP1 PE=2 SV=1;>sp|Q75T13-4|PGAP1_HUMAN Isoform 4 of GPI inositol-deacylase OS=Homo sapiens GN=P6 2 2 2 21.592 182 182;304;431;592;748;9220.000342 2.8166 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 876490 0 0 0 0 0 0 0 0 0 0 0 0

Q7KZ85 Transcription elongation factor SPT6SUPT6H >sp|Q7KZ85|SPT6H_HUMAN Transcription elongation factor SPT6 OS=Homo sapiens GN=SUPT6H PE=1 SV=21 1 1 1 199.07 1726 1726 0.00067 2.537 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 91789

Q7L014 Probable ATP-dependent RNA helicase DDX46DDX46 >sp|Q7L014|DDX46_HUMAN Probable ATP-dependent RNA helicase DDX46 OS=Homo sapiens GN=DDX46 PE=1 SV=21 2 2 2 117.36 1031 1031 0 3.0469 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 116100

Q7L099 Protein RUFY3RUFY3 >tr|D6REM9|D6REM9_HUMAN Protein RUFY3 (Fragment) OS=Homo sapiens GN=RUFY3 PE=1 SV=1;>tr|D6RCQ1|D6RCQ1_HUMAN Protein RUFY3 (Fragment) OS=Homo sapiens GN=RUFY3 PE=1 SV=1;>sp|Q7L099|RUFY3_HUMAN Protein RUFY3 OS=Homo sapiens GN=RUFY3 PE=1 SV=1;>sp|Q7L099-2|RUF6 1 1 1 17.317 155 155;201;469;506;567;6200 14.718 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 529430 0

Q7L1Q6 Basic leucine zipper and W2 domain-containing protein 1BZW1 >sp|Q7L1Q6-2|BZW1_HUMAN Isoform 2 of Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1;>sp|Q7L1Q6|BZW1_HUMAN Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1 PE=1 SV=1;>sp|Q7L1Q6-4|BZW1_HUMAN Iso9 4 3 3 40.538 353 353;419;423;451;216;294;116;155;1620 7.4248 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 812240 0 0 0 0 0 0 0 0 0 0 0 0

Q7L2E3 Putative ATP-dependent RNA helicase DHX30DHX30 >tr|H7BXY3|H7BXY3_HUMAN Putative ATP-dependent RNA helicase DHX30 OS=Homo sapiens GN=DHX30 PE=1 SV=1;>sp|Q7L2E3-3|DHX30_HUMAN Isoform 3 of Putative ATP-dependent RNA helicase DHX30 OS=Homo sapiens GN=DHX30;>sp|Q7L2E3|DHX30_HUMAN Putative ATP-dependent RNA 4 7 7 7 130.55 1166 1166;1155;1194;12220 14.106 0 0 0 0 0 0 0 0 0 0 0 0 0 2342900 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q7L311 Armadillo repeat-containing X-linked protein 2ARMCX2 >sp|Q7L311|ARMX2_HUMAN Armadillo repeat-containing X-linked protein 2 OS=Homo sapiens GN=ARMCX2 PE=2 SV=11 1 1 1 65.683 632 632 0 27.254 0 0 0 0 0 0 0 0 0 0 0 0 0 759270 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q7L523 Ras-related GTP-binding protein ARRAGA >sp|Q7L523|RRAGA_HUMAN Ras-related GTP-binding protein A OS=Homo sapiens GN=RRAGA PE=1 SV=11 2 2 1 36.566 313 313 0 4.1707 0 0 687170 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0



Q7L7V1 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX32DHX32 >sp|Q7L7V1-2|DHX32_HUMAN Isoform 2 of Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX32 OS=Homo sapiens GN=DHX32;>sp|Q7L7V1|DHX32_HUMAN Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX32 OS=Homo sapiens GN=DHX32 PE=1 SV=12 1 1 1 75.087 662 662;743 0.001321 2.351 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 236810

Q7LG56 Ribonucleoside-diphosphate reductase subunit M2 BRRM2B >sp|Q7LG56|RIR2B_HUMAN Ribonucleoside-diphosphate reductase subunit M2 B OS=Homo sapiens GN=RRM2B PE=1 SV=1;>tr|H0YAV1|H0YAV1_HUMAN Ribonucleoside-diphosphate reductase subunit M2 B (Fragment) OS=Homo sapiens GN=RRM2B PE=1 SV=1;>sp|Q7LG56-6|RIR2B_HUMAN Iso6 5 5 5 40.736 351 351;408;423;299;43;1390 11.716 0 0 0 0 0 0 0 0 0 0 211020 205030 0 0 0 0 0 0 0 0 0 0 0 0 418350 0 0 0

Q7RTV0 PHD finger-like domain-containing protein 5APHF5A >sp|Q7RTV0|PHF5A_HUMAN PHD finger-like domain-containing protein 5A OS=Homo sapiens GN=PHF5A PE=1 SV=11 2 2 2 12.405 110 110 0 3.5523 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 298150

Q7Z2K6 Endoplasmic reticulum metallopeptidase 1ERMP1 >tr|E7ER77|E7ER77_HUMAN Endoplasmic reticulum metallopeptidase 1 OS=Homo sapiens GN=ERMP1 PE=1 SV=1;>sp|Q7Z2K6-2|ERMP1_HUMAN Isoform 2 of Endoplasmic reticulum metallopeptidase 1 OS=Homo sapiens GN=ERMP1;>sp|Q7Z2K6|ERMP1_HUMAN Endoplasmic reticulum metallo3 2 2 2 93.159 841 841;351;9040.000667 2.484 0 0 0 0 0 0 0 0 0 0 1905400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q7Z2Z2 Elongation factor Tu GTP-binding domain-containing protein 1EFTUD1 >sp|Q7Z2Z2-2|ETUD1_HUMAN Isoform 2 of Elongation factor Tu GTP-binding domain-containing protein 1 OS=Homo sapiens GN=EFTUD1;>sp|Q7Z2Z2|ETUD1_HUMAN Elongation factor Tu GTP-binding domain-containing protein 1 OS=Homo sapiens GN=EFTUD1 PE=1 SV=22 1 1 1 119.89 1069 1069;1120 0.007389 1.5875 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 164830

Q7Z3B1 Neuronal growth regulator 1NEGR1 >tr|F6X2W2|F6X2W2_HUMAN Neuronal growth regulator 1 OS=Homo sapiens GN=NEGR1 PE=4 SV=1;>sp|Q7Z3B1-2|NEGR1_HUMAN Isoform 2 of Neuronal growth regulator 1 OS=Homo sapiens GN=NEGR1;>sp|Q7Z3B1|NEGR1_HUMAN Neuronal growth regulator 1 OS=Homo sapiens GN=NEGR1 PE3 1 1 1 32.85 299 299;226;3540.007412 1.6238 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 112730

Q7Z3D6 "UPF0317 protein C14orf159, mitochondrial"C14orf159 >tr|H0YB62|H0YB62_HUMAN UPF0317 protein C14orf159, mitochondrial (Fragment) OS=Homo sapiens GN=C14orf159 PE=1 SV=1;>tr|H0YB09|H0YB09_HUMAN UPF0317 protein C14orf159, mitochondrial (Fragment) OS=Homo sapiens GN=C14orf159 PE=1 SV=1;>sp|Q7Z3D6-5|CN159_HUMAN I8 2 2 2 54.199 506 506;564;564;579;581;616;621;2760 35.147 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 335080

Q7Z3U7 Protein MON2 homologMON2 >sp|Q7Z3U7-2|MON2_HUMAN Isoform 2 of Protein MON2 homolog OS=Homo sapiens GN=MON2;>sp|Q7Z3U7-6|MON2_HUMAN Isoform 6 of Protein MON2 homolog OS=Homo sapiens GN=MON2;>sp|Q7Z3U7-5|MON2_HUMAN Isoform 5 of Protein MON2 homolog OS=Homo sapiens GN=MON2;>sp|Q7Z3U75 2 2 2 185.85 1675 1675;1688;1711;1717;5860.000996 2.426 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1868700 0 0 0

Q7Z434 Mitochondrial antiviral-signaling proteinMAVS >sp|Q7Z434-4|MAVS_HUMAN Isoform 4 of Mitochondrial antiviral-signaling protein OS=Homo sapiens GN=MAVS;>sp|Q7Z434|MAVS_HUMAN Mitochondrial antiviral-signaling protein OS=Homo sapiens GN=MAVS PE=1 SV=22 1 1 1 40.467 399 399;540 0 43.024 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 612590 0

Q7Z460 CLIP-associating protein 1;CLIP-associating protein 2CLASP1 >tr|F8WA11|F8WA11_HUMAN CLIP-associating protein 1 OS=Homo sapiens GN=CLASP1 PE=1 SV=2;>sp|Q7Z460-2|CLAP1_HUMAN Isoform 2 of CLIP-associating protein 1 OS=Homo sapiens GN=CLASP1;>sp|Q7Z460-4|CLAP1_HUMAN Isoform 4 of CLIP-associating protein 1 OS=Homo sapie13 4 4 4 162.76 1478 1478;1471;1477;1479;1494;1538;1273;1293;1513;1514;1294;1515;7040 10.126 0 0 0 0 0 0 0 0 0 0 1089400 1918000 0 0 0 0 0 0 0 0 0 0 0 0 1947300 0 0 0

Q7Z4H3 HD domain-containing protein 2HDDC2 >tr|V9GYS5|V9GYS5_HUMAN HD domain-containing protein 2 OS=Homo sapiens GN=HDDC2 PE=1 SV=1;>tr|V9GZ04|V9GZ04_HUMAN HD domain-containing protein 2 OS=Homo sapiens GN=HDDC2 PE=1 SV=1;>sp|Q7Z4H3-3|HDDC2_HUMAN Isoform 3 of HD domain-containing protein 2 OS=Homo5 1 1 1 12.276 107 107;108;71;170;2040.009437 1.4862 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 203370

Q7Z4V5 Hepatoma-derived growth factor-related protein 2HDGFRP2 >sp|Q7Z4V5-2|HDGR2_HUMAN Isoform 2 of Hepatoma-derived growth factor-related protein 2 OS=Homo sapiens GN=HDGFRP2;>sp|Q7Z4V5|HDGR2_HUMAN Hepatoma-derived growth factor-related protein 2 OS=Homo sapiens GN=HDGFRP2 PE=1 SV=1;>tr|K7EPS6|K7EPS6_HUMAN Hepatoma-7 3 2 2 74.229 670 670;671;153;675;676;68;1750 4.6115 797400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q7Z5L9 Interferon regulatory factor 2-binding protein 2IRF2BP2 >sp|Q7Z5L9-2|I2BP2_HUMAN Isoform 2 of Interferon regulatory factor 2-binding protein 2 OS=Homo sapiens GN=IRF2BP2;>sp|Q7Z5L9|I2BP2_HUMAN Interferon regulatory factor 2-binding protein 2 OS=Homo sapiens GN=IRF2BP2 PE=1 SV=22 2 1 1 59.48 571 571;587 0 3.8124 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 308440 0

Q7Z777 Caseinolytic peptidase B protein homologCLPB >tr|Q7Z777|Q7Z777_HUMAN CLPB protein OS=Homo sapiens GN=CLPB PE=1 SV=1;>tr|H0YFF5|H0YFF5_HUMAN Caseinolytic peptidase B protein homolog (Fragment) OS=Homo sapiens GN=CLPB PE=1 SV=1;>tr|F5GX99|F5GX99_HUMAN Caseinolytic peptidase B protein homolog OS=Homo sa9 1 1 1 36.173 315 315;327;501;506;712;648;662;677;7070 3.5855 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 256890

Q7Z7F7 "39S ribosomal protein L55, mitochondrial"MRPL55 >sp|Q7Z7F7|RM55_HUMAN 39S ribosomal protein L55, mitochondrial OS=Homo sapiens GN=MRPL55 PE=1 SV=1;>sp|Q7Z7F7-2|RM55_HUMAN Isoform 2 of 39S ribosomal protein L55, mitochondrial OS=Homo sapiens GN=MRPL55;>tr|X6R631|X6R631_HUMAN 39S ribosomal protein L55, mi4 2 2 2 15.128 128 128;164;55;760.000674 2.6156 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 137100

Q7Z7K0 COX assembly mitochondrial protein homologCMC1 >sp|Q7Z7K0|COXM1_HUMAN COX assembly mitochondrial protein homolog OS=Homo sapiens GN=CMC1 PE=1 SV=11 1 1 1 12.49 106 106 0.001942 2.0915 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 174810

Q7Z7K6 Centromere protein VCENPV >sp|Q7Z7K6-3|CENPV_HUMAN Isoform 3 of Centromere protein V OS=Homo sapiens GN=CENPV;>sp|Q7Z7K6|CENPV_HUMAN Centromere protein V OS=Homo sapiens GN=CENPV PE=1 SV=1;>sp|Q7Z7K6-2|CENPV_HUMAN Isoform 2 of Centromere protein V OS=Homo sapiens GN=CENPV3 2 2 2 29.73 272 272;275;118 0 4.9058 0 0 0 526550 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q86SK9 Stearoyl-CoA desaturase 5SCD5 >sp|Q86SK9-2|SCD5_HUMAN Isoform 2 of Stearoyl-CoA desaturase 5 OS=Homo sapiens GN=SCD5;>sp|Q86SK9|SCD5_HUMAN Stearoyl-CoA desaturase 5 OS=Homo sapiens GN=SCD5 PE=1 SV=22 2 2 2 28.982 256 256;330 0 37.421 0 0 3155300 0 0 1716300 0 0 0 0 0 10149000 2031000 1139000 0 2576600 0 0 0 0 0 0 0 0 0 0 0 0

Q86T03 "Type 1 phosphatidylinositol 4,5-bisphosphate 4-phosphatase"TMEM55B >tr|G3V3P3|G3V3P3_HUMAN Type 1 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Homo sapiens GN=TMEM55B PE=4 SV=1;>tr|H0YJ90|H0YJ90_HUMAN Type 1 phosphatidylinositol 4,5-bisphosphate 4-phosphatase (Fragment) OS=Homo sapiens GN=TMEM55B PE=4 SV=1;>sp|Q4 1 1 1 12.47 110 110;112;277;2840.004736 1.8552 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 82198

Q86TM6 E3 ubiquitin-protein ligase synoviolinSYVN1 >sp|Q86TM6-2|SYVN1_HUMAN Isoform 2 of E3 ubiquitin-protein ligase synoviolin OS=Homo sapiens GN=SYVN1;>sp|Q86TM6-3|SYVN1_HUMAN Isoform 3 of E3 ubiquitin-protein ligase synoviolin OS=Homo sapiens GN=SYVN1;>sp|Q86TM6|SYVN1_HUMAN E3 ubiquitin-protein ligase s3 1 1 1 61.731 565 565;616;6170.000992 2.3718 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 29844

Q86TP1 Protein prune homologPRUNE >sp|Q86TP1-2|PRUNE_HUMAN Isoform 2 of Protein prune homolog OS=Homo sapiens GN=PRUNE;>sp|Q86TP1|PRUNE_HUMAN Protein prune homolog OS=Homo sapiens GN=PRUNE PE=1 SV=22 1 1 1 42.455 386 386;453 0.005947 1.7443 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 402700

Q86UT6 NLR family member X1NLRX1 >tr|C9JLK8|C9JLK8_HUMAN NLR family member X1 (Fragment) OS=Homo sapiens GN=NLRX1 PE=4 SV=1;>tr|C9JQE9|C9JQE9_HUMAN NLR family member X1 (Fragment) OS=Homo sapiens GN=NLRX1 PE=4 SV=1;>tr|C9J0R6|C9J0R6_HUMAN NLR family member X1 (Fragment) OS=Homo sapiens GN5 1 1 1 14.716 127 127;137;151;921;9750.002258 2.0471 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 113870

Q86VN1 Vacuolar protein-sorting-associated protein 36VPS36 >sp|Q86VN1-2|VPS36_HUMAN Isoform 2 of Vacuolar protein-sorting-associated protein 36 OS=Homo sapiens GN=VPS36;>sp|Q86VN1|VPS36_HUMAN Vacuolar protein-sorting-associated protein 36 OS=Homo sapiens GN=VPS36 PE=1 SV=12 1 1 1 36.957 328 328;386 0 19.115 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2408300

Q86VS8 Protein Hook homolog 3HOOK3 >tr|H0YE69|H0YE69_HUMAN Protein Hook homolog 3 (Fragment) OS=Homo sapiens GN=HOOK3 PE=1 SV=1;>sp|Q86VS8|HOOK3_HUMAN Protein Hook homolog 3 OS=Homo sapiens GN=HOOK3 PE=1 SV=22 1 1 1 11.393 101 101;718 0 3.9401 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 155990

Q86WA6 Valacyclovir hydrolaseBPHL >sp|Q86WA6-2|BPHL_HUMAN Isoform 2 of Valacyclovir hydrolase OS=Homo sapiens GN=BPHL;>sp|Q86WA6|BPHL_HUMAN Valacyclovir hydrolase OS=Homo sapiens GN=BPHL PE=1 SV=1;>tr|Q49AI2|Q49AI2_HUMAN BPHL protein OS=Homo sapiens GN=BPHL PE=1 SV=1;>tr|B4DML3|B4DML3_HUMA4 2 2 2 31.106 274 274;291;194;2110.007121 1.6452 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 906560

Q86WQ0 Nuclear receptor 2C2-associated proteinNR2C2AP >sp|Q86WQ0|NR2CA_HUMAN Nuclear receptor 2C2-associated protein OS=Homo sapiens GN=NR2C2AP PE=1 SV=1;>sp|Q86WQ0-2|NR2CA_HUMAN Isoform 2 of Nuclear receptor 2C2-associated protein OS=Homo sapiens GN=NR2C2AP2 1 1 1 15.876 139 139;167 0 3.7815 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 316650

Q86X10 Ral GTPase-activating protein subunit betaRALGAPB >tr|A2A2F0|A2A2F0_HUMAN Ral GTPase-activating protein subunit beta (Fragment) OS=Homo sapiens GN=RALGAPB PE=1 SV=1;>sp|Q86X10-4|RLGPB_HUMAN Isoform 4 of Ral GTPase-activating protein subunit beta OS=Homo sapiens GN=RALGAPB;>sp|Q86X10-2|RLGPB_HUMAN Isoform 5 1 1 1 147.39 1323 1323;963;1273;1491;14940 3.4774 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 73082

Q86XE5 "4-hydroxy-2-oxoglutarate aldolase, mitochondrial"HOGA1 >sp|Q86XE5-3|HOGA1_HUMAN Isoform 2 of 4-hydroxy-2-oxoglutarate aldolase, mitochondrial OS=Homo sapiens GN=HOGA1;>sp|Q86XE5|HOGA1_HUMAN 4-hydroxy-2-oxoglutarate aldolase, mitochondrial OS=Homo sapiens GN=HOGA1 PE=1 SV=12 2 2 2 17.953 164 164;327 0 34.942 0 0 0 0 1383900 1353400 1690700 1528100 0 0 1185400 1570800 0 607930 1178500 981670 0 0 0 0 0 0 0 0 0 0 0 0

Q86YB7 "Enoyl-CoA hydratase domain-containing protein 2, mitochondrial"ECHDC2 >sp|Q86YB7-2|ECHD2_HUMAN Isoform 2 of Enoyl-CoA hydratase domain-containing protein 2, mitochondrial OS=Homo sapiens GN=ECHDC2;>sp|Q86YB7|ECHD2_HUMAN Enoyl-CoA hydratase domain-containing protein 2, mitochondrial OS=Homo sapiens GN=ECHDC2 PE=2 SV=2;>tr|F5G4 2 2 2 28.14 261 261;292;219;244 0 41.916 0 0 0 0 0 0 0 0 0 0 0 0 0 0 354200 0 0 0 0 0 0 0 0 0 0 0 0 0

Q86YJ5 E3 ubiquitin-protein ligase MARCH9MARCH9 >sp|Q86YJ5|MARH9_HUMAN E3 ubiquitin-protein ligase MARCH9 OS=Homo sapiens GN=MARCH9 PE=1 SV=21 1 1 1 37.772 346 346 0.00412 1.9035 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 80794 0

Q8IUF8 Bifunctional lysine-specific demethylase and histidyl-hydroxylase MINAMINA >tr|D6RCB6|D6RCB6_HUMAN Bifunctional lysine-specific demethylase and histidyl-hydroxylase MINA (Fragment) OS=Homo sapiens GN=MINA PE=1 SV=1;>sp|Q8IUF8-2|MINA_HUMAN Isoform 2 of Bifunctional lysine-specific demethylase and histidyl-hydroxylase MINA OS=Homo 4 1 1 1 12.413 112 112;280;464;4650.006238 1.7216 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 260800

Q8IWA4 Mitofusin-1MFN1 >sp|Q8IWA4|MFN1_HUMAN Mitofusin-1 OS=Homo sapiens GN=MFN1 PE=1 SV=21 1 1 1 84.099 741 741 0 4.4973 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 135640

Q8IWT0 Protein archeaseZBTB8OS >tr|A0A087WW18|A0A087WW18_HUMAN Protein archease (Fragment) OS=Homo sapiens GN=ZBTB8OS PE=1 SV=1;>tr|D3DPQ2|D3DPQ2_HUMAN Protein archease OS=Homo sapiens GN=ZBTB8OS PE=1 SV=1;>tr|H7C3R6|H7C3R6_HUMAN Protein archease (Fragment) OS=Homo sapiens GN=ZBTB8OS PE7 1 1 1 8.1802 72 72;110;147;169;179;136;1670 5.171 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 195830

Q8IWZ3 Ankyrin repeat and KH domain-containing protein 1;Ankyrin repeat domain-containing protein 17ANKHD1 >sp|Q8IWZ3|ANKH1_HUMAN Ankyrin repeat and KH domain-containing protein 1 OS=Homo sapiens GN=ANKHD1 PE=1 SV=1;>sp|Q8IWZ3-4|ANKH1_HUMAN Isoform 4 of Ankyrin repeat and KH domain-containing protein 1 OS=Homo sapiens GN=ANKHD1;>sp|Q8IWZ3-6|ANKH1_HUMAN Isoform 21 3 3 3 269.45 2542 2542;2544;2617;1565;2487;581;627;751;1187;2010;2352;2490;2602;2603;368;866;934;1024;1072;1215;6160.005333 1.778 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1803300

Q8IX12 Cell division cycle and apoptosis regulator protein 1CCAR1 >sp|Q8IX12-2|CCAR1_HUMAN Isoform 2 of Cell division cycle and apoptosis regulator protein 1 OS=Homo sapiens GN=CCAR1;>sp|Q8IX12|CCAR1_HUMAN Cell division cycle and apoptosis regulator protein 1 OS=Homo sapiens GN=CCAR1 PE=1 SV=2;>tr|F5H3E1|F5H3E1_HUMAN Cel5 3 3 3 131.04 1135 1135;1150;568;646;7720 5.9925 0 962220 0 830930 0 0 0 0 0 0 264740 0 0 0 0 0 0 0 0 0 0 0 0 0 653070 942660 0 0

Q8IXB1 DnaJ homolog subfamily C member 10DNAJC10 >sp|Q8IXB1|DJC10_HUMAN DnaJ homolog subfamily C member 10 OS=Homo sapiens GN=DNAJC10 PE=1 SV=2;>sp|Q8IXB1-2|DJC10_HUMAN Isoform 2 of DnaJ homolog subfamily C member 10 OS=Homo sapiens GN=DNAJC105 3 3 3 91.079 793 793;747;177;275;3320 3.5056 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 577150 0 0

Q8IXH7 Negative elongation factor C/DNELFCD >tr|X6RLT1|X6RLT1_HUMAN Negative elongation factor C/D (Fragment) OS=Homo sapiens GN=NELFCD PE=1 SV=1;>tr|H0UI80|H0UI80_HUMAN Negative elongation factor C/D OS=Homo sapiens GN=TH1L PE=1 SV=1;>sp|Q8IXH7-4|NELFD_HUMAN Isoform NELF-D of Negative elongation fa4 2 2 2 66.432 593 593;599;581;5900.000341 2.7454 0 0 0 0 0 0 0 0 0 0 0 6965000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6379400 0

Q8IXI1 Mitochondrial Rho GTPase 2RHOT2 >sp|Q8IXI1-2|MIRO2_HUMAN Isoform 2 of Mitochondrial Rho GTPase 2 OS=Homo sapiens GN=RHOT2;>sp|Q8IXI1|MIRO2_HUMAN Mitochondrial Rho GTPase 2 OS=Homo sapiens GN=RHOT2 PE=1 SV=2;>tr|H3BST5|H3BST5_HUMAN Mitochondrial Rho GTPase 2 (Fragment) OS=Homo sapiens GN=4 4 3 3 23.077 213 213;618;208;214 0 21.148 0 0 0 0 0 0 0 0 0 0 4643800 4568400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8IXM3 "39S ribosomal protein L41, mitochondrial"MRPL41 >sp|Q8IXM3|RM41_HUMAN 39S ribosomal protein L41, mitochondrial OS=Homo sapiens GN=MRPL41 PE=1 SV=11 3 3 3 15.383 137 137 0 4.4319 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3364400 0 0 0 0 0 0 0 0 0 0 0 0

Q8IXQ6 Poly [ADP-ribose] polymerase 9PARP9 >sp|Q8IXQ6-3|PARP9_HUMAN Isoform 3 of Poly [ADP-ribose] polymerase 9 OS=Homo sapiens GN=PARP9;>sp|Q8IXQ6-2|PARP9_HUMAN Isoform 2 of Poly [ADP-ribose] polymerase 9 OS=Homo sapiens GN=PARP9;>sp|Q8IXQ6|PARP9_HUMAN Poly [ADP-ribose] polymerase 9 OS=Homo sapien3 2 2 2 80.29 710 710;819;854 0 4.6658 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 671720

Q8IY17 Neuropathy target esterasePNPLA6 >sp|Q8IY17-5|PLPL6_HUMAN Isoform 5 of Neuropathy target esterase OS=Homo sapiens GN=PNPLA6;>sp|Q8IY17-2|PLPL6_HUMAN Isoform 2 of Neuropathy target esterase OS=Homo sapiens GN=PNPLA6;>sp|Q8IY17-3|PLPL6_HUMAN Isoform 3 of Neuropathy target esterase OS=Homo s5 3 3 3 143.35 1300 1300;1327;1365;1366;13750 21.462 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235920

Q8IY22 C-Maf-inducing proteinCMIP >tr|A0A087WU05|A0A087WU05_HUMAN C-Maf-inducing protein OS=Homo sapiens GN=CMIP PE=1 SV=1;>tr|A0A087WY48|A0A087WY48_HUMAN C-Maf-inducing protein OS=Homo sapiens GN=CMIP PE=1 SV=1;>sp|Q8IY22-3|CMIP_HUMAN Isoform 3 of C-Maf-inducing protein OS=Homo sapiens GN5 1 1 1 65.284 586 586;678;620;679;7730 5.7126 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 259540 0

Q8IY81 pre-rRNA processing protein FTSJ3FTSJ3 >sp|Q8IY81|SPB1_HUMAN pre-rRNA processing protein FTSJ3 OS=Homo sapiens GN=FTSJ3 PE=1 SV=21 1 1 1 96.557 847 847 0.000673 2.5999 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1346300

Q8IYB3 Serine/arginine repetitive matrix protein 1SRRM1 >tr|A9Z1X7|A9Z1X7_HUMAN Serine/arginine repetitive matrix protein 1 OS=Homo sapiens GN=SRRM1 PE=1 SV=1;>sp|Q8IYB3-2|SRRM1_HUMAN Isoform 2 of Serine/arginine repetitive matrix protein 1 OS=Homo sapiens GN=SRRM1;>sp|Q8IYB3|SRRM1_HUMAN Serine/arginine repetit5 2 2 2 103.39 913 913;902;904;681;8200 3.9888 0 0 0 0 749560 689080 721920 704310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8IZL8 "Proline-, glutamic acid- and leucine-rich protein 1"PELP1 >sp|Q8IZL8|PELP1_HUMAN Proline-, glutamic acid- and leucine-rich protein 1 OS=Homo sapiens GN=PELP1 PE=1 SV=2;>tr|C9JFV4|C9JFV4_HUMAN Proline-, glutamic acid- and leucine-rich protein 1 OS=Homo sapiens GN=PELP1 PE=1 SV=26 3 3 3 119.7 1130 1130;1180;148;156;301;9060 32.122 0 695080 0 539580 517590 672650 585630 582530 0 0 9141800 1703200 0 679690 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8IZP0 Abl interactor 1ABI1 >tr|B6VEX4|B6VEX4_HUMAN Abl interactor 1 OS=Homo sapiens GN=ABI1 PE=1 SV=1;>tr|A0A0A0MRT6|A0A0A0MRT6_HUMAN Abl interactor 1 OS=Homo sapiens GN=ABI1 PE=4 SV=1;>sp|Q8IZP0-10|ABI1_HUMAN Isoform 10 of Abl interactor 1 OS=Homo sapiens GN=ABI1;>sp|Q8IZP0-8|ABI1_14 3 3 3 43.294 393 393;475;388;393;422;446;451;452;476;480;481;508;329;4960 4.3869 0 0 0 0 0 0 0 0 0 0 0 768450 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8IZQ5 Selenoprotein HSELH >tr|H0YE28|H0YE28_HUMAN Selenoprotein H (Fragment) OS=Homo sapiens GN=C11orf31 PE=1 SV=1;>tr|A0A087WYP2|A0A087WYP2_HUMAN Selenoprotein H OS=Homo sapiens GN=C11orf31 PE=1 SV=1;>sp|Q8IZQ5|SELH_HUMAN Selenoprotein H OS=Homo sapiens GN=SELH PE=1 SV=2;>tr|H3BV84 2 2 2 10.331 94 94;121;122;18 0 3.1444 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 258630

Q8N0U8 Vitamin K epoxide reductase complex subunit 1-like protein 1VKORC1L1 >sp|Q8N0U8|VKORL_HUMAN Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Homo sapiens GN=VKORC1L1 PE=1 SV=21 1 1 1 19.835 176 176 0.000345 2.9611 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 246930

Q8N0X7 Spartin SPG20 >sp|Q8N0X7|SPG20_HUMAN Spartin OS=Homo sapiens GN=SPG20 PE=1 SV=11 2 2 2 72.832 666 666 0 7.5653 0 0 0 0 0 0 0 0 0 0 0 350500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N122 Regulatory-associated protein of mTORRPTOR >sp|Q8N122-3|RPTOR_HUMAN Isoform 3 of Regulatory-associated protein of mTOR OS=Homo sapiens GN=RPTOR;>sp|Q8N122|RPTOR_HUMAN Regulatory-associated protein of mTOR OS=Homo sapiens GN=RPTOR PE=1 SV=12 1 1 1 131.51 1177 1177;1335 0 3.2591 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235690

Q8N128 Protein FAM177A1FAM177A1>tr|G3V583|G3V583_HUMAN Protein FAM177A1 (Fragment) OS=Homo sapiens GN=FAM177A1 PE=1 SV=1;>sp|Q8N128|F177A_HUMAN Protein FAM177A1 OS=Homo sapiens GN=FAM177A1 PE=1 SV=1;>sp|Q8N128-2|F177A_HUMAN Isoform 2 of Protein FAM177A1 OS=Homo sapiens GN=FAM177A13 1 1 1 16.322 140 140;213;236 0 11.009 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 270320

Q8N129 Protein canopy homolog 4CNPY4 >sp|Q8N129|CNPY4_HUMAN Protein canopy homolog 4 OS=Homo sapiens GN=CNPY4 PE=2 SV=11 1 1 1 28.309 248 248 0 14.19 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 425630 0

Q8N142 Adenylosuccinate synthetase isozyme 1ADSSL1 >sp|Q8N142|PURA1_HUMAN Adenylosuccinate synthetase isozyme 1 OS=Homo sapiens GN=ADSSL1 PE=2 SV=1;>sp|Q8N142-2|PURA1_HUMAN Isoform 2 of Adenylosuccinate synthetase isozyme 1 OS=Homo sapiens GN=ADSSL12 2 2 2 50.208 457 457;500 0.001952 2.1236 0 754980 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N2F6 Armadillo repeat-containing protein 10ARMC10 >tr|H7C2M7|H7C2M7_HUMAN Armadillo repeat-containing protein 10 (Fragment) OS=Homo sapiens GN=ARMC10 PE=1 SV=1;>tr|C9J5N7|C9J5N7_HUMAN Armadillo repeat-containing protein 10 (Fragment) OS=Homo sapiens GN=ARMC10 PE=1 SV=1;>sp|Q8N2F6-6|ARM10_HUMAN Isoform 6 o8 1 1 1 20.565 185 185;233;225;249;284;284;308;3430.004726 1.8212 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 399520

Q8N2G8 GH3 domain-containing proteinGHDC >tr|K7ESN3|K7ESN3_HUMAN GH3 domain-containing protein OS=Homo sapiens GN=GHDC PE=1 SV=1;>sp|Q8N2G8-2|GHDC_HUMAN Isoform 2 of GH3 domain-containing protein OS=Homo sapiens GN=GHDC;>sp|Q8N2G8-3|GHDC_HUMAN Isoform 3 of GH3 domain-containing protein OS=Homo sa4 2 2 2 51.814 479 479;474;491;530 0 32.656 0 0 0 0 258020 0 0 0 0 0 5690900 0 0 0 0 0 0 0 0 0 0 0 0 0 383370 374600 551790 301760

Q8N2K0 Monoacylglycerol lipase ABHD12ABHD12 >sp|Q8N2K0-3|ABD12_HUMAN Isoform 3 of Monoacylglycerol lipase ABHD12 OS=Homo sapiens GN=ABHD12;>sp|Q8N2K0|ABD12_HUMAN Monoacylglycerol lipase ABHD12 OS=Homo sapiens GN=ABHD12 PE=1 SV=2;>sp|Q8N2K0-2|ABD12_HUMAN Isoform 2 of Monoacylglycerol lipase ABHD12 OS6 2 2 2 41.386 360 360;398;404;159;187;1940 3.214 0 0 0 0 124160 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N3C0 Activating signal cointegrator 1 complex subunit 3ASCC3 >sp|Q8N3C0|ASCC3_HUMAN Activating signal cointegrator 1 complex subunit 3 OS=Homo sapiens GN=ASCC3 PE=1 SV=31 1 1 1 251.46 2202 2202 0 3.02 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 220960

Q8N3F0 Maturin MTURN >sp|Q8N3F0-4|MTURN_HUMAN Isoform 4 of Maturin OS=Homo sapiens GN=MTURN;>sp|Q8N3F0-2|MTURN_HUMAN Isoform 2 of Maturin OS=Homo sapiens GN=MTURN;>sp|Q8N3F0|MTURN_HUMAN Maturin OS=Homo sapiens GN=MTURN PE=2 SV=23 1 1 1 10.147 90 90;124;131 0.000667 2.4805 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 267310 0

Q8N3U4 Cohesin subunit SA-2STAG2 >sp|Q8N3U4|STAG2_HUMAN Cohesin subunit SA-2 OS=Homo sapiens GN=STAG2 PE=1 SV=3;>sp|Q8N3U4-2|STAG2_HUMAN Isoform 2 of Cohesin subunit SA-2 OS=Homo sapiens GN=STAG22 1 1 1 141.32 1231 1231;1268 0 17.521 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2378000 0

Q8N4L2 "Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase"TMEM55A >tr|E5RJC2|E5RJC2_HUMAN Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Homo sapiens GN=TMEM55A PE=1 SV=1;>tr|E5RIP9|E5RIP9_HUMAN Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Homo sapiens GN=TMEM55A PE=1 SV=1;>tr|E5RIY0|E5RIY5 1 1 1 6.1708 56 56;57;166;251;257 0 5.3776 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 316360 0 0

Q8N4Q0 Zinc-binding alcohol dehydrogenase domain-containing protein 2ZADH2 >sp|Q8N4Q0|ZADH2_HUMAN Zinc-binding alcohol dehydrogenase domain-containing protein 2 OS=Homo sapiens GN=ZADH2 PE=1 SV=1;>sp|Q8N4Q0-2|ZADH2_HUMAN Isoform 2 of Zinc-binding alcohol dehydrogenase domain-containing protein 2 OS=Homo sapiens GN=ZADH22 2 2 2 40.14 377 377;254 0 5.8492 0 0 0 0 1020700 1056700 1228800 0 0 0 2916600 1965400 0 0 1808400 3699700 0 0 0 0 0 0 0 0 1334400 1093600 1929700 3446800

Q8N4V1 Membrane magnesium transporter 1MMGT1 >sp|Q8N4V1|MMGT1_HUMAN Membrane magnesium transporter 1 OS=Homo sapiens GN=MMGT1 PE=1 SV=1;>sp|Q8N4V1-2|MMGT1_HUMAN Isoform 2 of Membrane magnesium transporter 1 OS=Homo sapiens GN=MMGT12 1 1 1 14.686 131 131;196 0 58.105 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 521640

Q8N5C6 S1 RNA-binding domain-containing protein 1SRBD1 >sp|Q8N5C6|SRBD1_HUMAN S1 RNA-binding domain-containing protein 1 OS=Homo sapiens GN=SRBD1 PE=1 SV=21 3 3 3 111.77 995 995 0 9.2278 0 0 0 0 0 0 0 0 0 0 0 382030 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N5I4 Dehydrogenase/reductase SDR family member on chromosome XDHRSX >tr|H7C613|H7C613_HUMAN Dehydrogenase/reductase SDR family member on chromosome X OS=Homo sapiens GN=DHRSX PE=4 SV=1;>tr|H7C5T6|H7C5T6_HUMAN Dehydrogenase/reductase SDR family member on chromosome X (Fragment) OS=Homo sapiens GN=DHRSX PE=4 SV=1;>tr|C9JB06|4 1 1 1 6.7737 63 63;154;232;330 0 3.4473 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 132370

Q8N5J2 Protein FAM63AFAM63A >sp|Q8N5J2|FA63A_HUMAN Protein FAM63A OS=Homo sapiens GN=FAM63A PE=1 SV=2;>sp|Q8N5J2-3|FA63A_HUMAN Isoform 3 of Protein FAM63A OS=Homo sapiens GN=FAM63A2 1 1 1 51.777 469 469;517 0 9.8119 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 358540

Q8N5M9 Protein jagunal homolog 1JAGN1 >tr|A0A087WY88|A0A087WY88_HUMAN Protein jagunal homolog 1 OS=Homo sapiens GN=JAGN1 PE=1 SV=1;>sp|Q8N5M9|JAGN1_HUMAN Protein jagunal homolog 1 OS=Homo sapiens GN=JAGN1 PE=1 SV=12 1 1 1 20.791 181 181;183 0 3.2337 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 413310

Q8N5N7 "39S ribosomal protein L50, mitochondrial"MRPL50 >sp|Q8N5N7|RM50_HUMAN 39S ribosomal protein L50, mitochondrial OS=Homo sapiens GN=MRPL50 PE=1 SV=2;>sp|Q8N5N7-2|RM50_HUMAN Isoform 2 of 39S ribosomal protein L50, mitochondrial OS=Homo sapiens GN=MRPL502 2 2 2 18.325 158 158;135 0 4.6404 0 0 0 0 0 0 0 0 0 0 0 0 0 0 695650 672040 0 0 0 0 0 0 0 0 0 0 768540 0

Q8N684 Cleavage and polyadenylation specificity factor subunit 7CPSF7 >tr|J3QT54|J3QT54_HUMAN Cleavage and polyadenylation-specificity factor subunit 7 (Fragment) OS=Homo sapiens GN=CPSF7 PE=1 SV=3;>tr|F5H6M0|F5H6M0_HUMAN Cleavage and polyadenylation-specificity factor subunit 7 (Fragment) OS=Homo sapiens GN=CPSF7 PE=1 SV=1;10 3 3 3 22.776 205 205;219;288;374;462;471;514;144;146;1380 3.7175 0 0 0 0 0 0 0 0 0 0 0 0 0 517860 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8N6H7 ADP-ribosylation factor GTPase-activating protein 2ARFGAP2 >tr|E9PQP3|E9PQP3_HUMAN ADP-ribosylation factor GTPase-activating protein 2 (Fragment) OS=Homo sapiens GN=ARFGAP2 PE=1 SV=1;>tr|G5E9L0|G5E9L0_HUMAN ADP-ribosylation factor GTPase-activating protein 2 OS=Homo sapiens GN=ARFGAP2 PE=1 SV=2;>sp|Q8N6H7|ARFG2_HU15 6 6 6 30.597 274 274;493;521;414;237;327;252;156;70;89;94;110;173;239;2520 56.601 0 0 0 0 3275700 2852200 1540800 2311900 0 0 17576000 6135400 0 0 1170500 8161700 0 0 0 0 0 0 0 0 0 0 3217800 1009900

Q8N6L1 Keratinocyte-associated protein 2KRTCAP2 >sp|Q8N6L1|KTAP2_HUMAN Keratinocyte-associated protein 2 OS=Homo sapiens GN=KRTCAP2 PE=1 SV=2;>sp|Q8N6L1-2|KTAP2_HUMAN Isoform 2 of Keratinocyte-associated protein 2 OS=Homo sapiens GN=KRTCAP22 1 1 1 14.678 136 136;162 0 3.474 0 0 0 0 952520 960370 881070 924190 0 0 1784500 3726500 530470 496980 1522000 2554900 0 0 0 0 0 0 0 0 1200900 0 2831900 0

Q8N755 PQ-loop repeat-containing protein 3PQLC3 >tr|G5E9P4|G5E9P4_HUMAN PQ loop repeat containing 3, isoform CRA_b OS=Homo sapiens GN=PQLC3 PE=4 SV=1;>tr|C9J4B6|C9J4B6_HUMAN PQ-loop repeat-containing protein 3 (Fragment) OS=Homo sapiens GN=PQLC3 PE=4 SV=1;>sp|Q8N755-2|PQLC3_HUMAN Isoform 2 of PQ-loop re4 1 1 1 18.608 169 169;181;188;2020.000997 2.4283 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 200870

Q8N9N7 Leucine-rich repeat-containing protein 57LRRC57 >tr|H3BSW0|H3BSW0_HUMAN Leucine-rich repeat-containing protein 57 (Fragment) OS=Homo sapiens GN=LRRC57 PE=1 SV=1;>sp|Q8N9N7|LRC57_HUMAN Leucine-rich repeat-containing protein 57 OS=Homo sapiens GN=LRRC57 PE=1 SV=12 1 1 1 16.324 148 148;239 0.000677 2.6723 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 922600 0

Q8N9U0 Tandem C2 domains nuclear proteinTC2N >sp|Q8N9U0-2|TAC2N_HUMAN Isoform 2 of Tandem C2 domains nuclear protein OS=Homo sapiens GN=TC2N;>sp|Q8N9U0|TAC2N_HUMAN Tandem C2 domains nuclear protein OS=Homo sapiens GN=TC2N PE=1 SV=2;>tr|H0YJ73|H0YJ73_HUMAN Tandem C2 domains nuclear protein (Fragment) 3 2 2 2 47.947 426 426;490;242 0 4.1758 0 0 0 0 0 0 0 452680 0 0 622140 424510 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NAX2 Keratinocyte differentiation factor 1KDF1 >sp|Q8NAX2|KDF1_HUMAN Keratinocyte differentiation factor 1 OS=Homo sapiens GN=KDF1 PE=2 SV=21 1 1 1 43.641 398 398 0 4.8759 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 465210 0

Q8NB37 Parkinson disease 7 domain-containing protein 1PDDC1 >tr|E9PQD8|E9PQD8_HUMAN Parkinson disease 7 domain-containing protein 1 OS=Homo sapiens GN=PDDC1 PE=1 SV=1;>tr|H0YE25|H0YE25_HUMAN Parkinson disease 7 domain-containing protein 1 (Fragment) OS=Homo sapiens GN=PDDC1 PE=1 SV=1;>tr|H0YF25|H0YF25_HUMAN Parkins6 1 1 1 12.782 120 120;144;162;186;220;2500 6.9195 0 0 1125700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NBJ5 Procollagen galactosyltransferase 1COLGALT1 >sp|Q8NBJ5|GT251_HUMAN Procollagen galactosyltransferase 1 OS=Homo sapiens GN=COLGALT1 PE=1 SV=11 2 2 2 71.635 622 622 0 9.3672 0 0 0 0 0 0 0 0 0 0 1114500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NBL1 Protein O-glucosyltransferase 1POGLUT1 >sp|Q8NBL1|PGLT1_HUMAN Protein O-glucosyltransferase 1 OS=Homo sapiens GN=POGLUT1 PE=1 SV=14 3 3 3 46.189 392 392;163;187;189 0 3.8414 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 498230 0 0

Q8NBN7 Retinol dehydrogenase 13RDH13 >sp|Q8NBN7-2|RDH13_HUMAN Isoform 2 of Retinol dehydrogenase 13 OS=Homo sapiens GN=RDH13;>sp|Q8NBN7|RDH13_HUMAN Retinol dehydrogenase 13 OS=Homo sapiens GN=RDH13 PE=1 SV=22 2 2 2 28.793 260 260;331 0 4.1579 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 353900 0 0

Q8NC56 LEM domain-containing protein 2LEMD2 >sp|Q8NC56|LEMD2_HUMAN LEM domain-containing protein 2 OS=Homo sapiens GN=LEMD2 PE=1 SV=1;>tr|D6RBV0|D6RBV0_HUMAN LEM domain-containing protein 2 OS=Homo sapiens GN=LEMD2 PE=1 SV=13 5 5 5 56.974 503 503;114;280 0 57.521 1224100 1069900 1889600 0 812970 0 0 0 0 0 1684100 4401700 0 0 2490200 1288400 0 0 0 0 0 0 0 0 0 1293700 1260700 2192200

Q8NCA5 Protein FAM98AFAM98A >tr|E9PH82|E9PH82_HUMAN Protein FAM98A OS=Homo sapiens GN=FAM98A PE=1 SV=1;>sp|Q8NCA5-2|FA98A_HUMAN Isoform 2 of Protein FAM98A OS=Homo sapiens GN=FAM98A;>sp|Q8NCA5|FA98A_HUMAN Protein FAM98A OS=Homo sapiens GN=FAM98A PE=1 SV=14 4 4 4 34.431 312 312;518;519;68 0 56.178 0 0 0 0 0 0 0 2783500 0 0 0 3077500 0 0 0 2369800 0 0 0 0 0 0 0 0 3502500 0 0 0

Q8NCN5 "Pyruvate dehydrogenase phosphatase regulatory subunit, mitochondrial"PDPR >tr|A8MT40|A8MT40_HUMAN Pyruvate dehydrogenase phosphatase regulatory subunit, mitochondrial OS=Homo sapiens GN=PDPR PE=1 SV=2;>sp|Q8NCN5|PDPR_HUMAN Pyruvate dehydrogenase phosphatase regulatory subunit, mitochondrial OS=Homo sapiens GN=PDPR PE=1 SV=22 1 1 1 88.569 779 779;879 0.009448 1.4939 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 422810

Q8ND56 Protein LSM14 homolog ALSM14A >tr|A0A096LP11|A0A096LP11_HUMAN Protein LSM14 homolog A (Fragment) OS=Homo sapiens GN=LSM14A PE=1 SV=1;>sp|Q8ND56-3|LS14A_HUMAN Isoform 3 of Protein LSM14 homolog A OS=Homo sapiens GN=LSM14A;>sp|Q8ND56-2|LS14A_HUMAN Isoform 2 of Protein LSM14 homolog A OS=4 1 1 1 16.268 148 148;422;463;4630.007362 1.5575 0 0 0 0 0 0 0 0 0 0 0 0 244330 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NDH3 Probable aminopeptidase NPEPL1NPEPL1 >sp|Q8NDH3-2|PEPL1_HUMAN Isoform 2 of Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1;>sp|Q8NDH3-5|PEPL1_HUMAN Isoform 5 of Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1;>sp|Q8NDH3-4|PEPL1_HUMAN Isoform 4 of Probable aminopeptidase NPEP6 3 3 3 44.125 412 412;475;495;523;393;1800 13.874 0 0 0 0 0 0 0 0 0 0 2105900 1850800 0 0 817910 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NEN9 PDZ domain-containing protein 8PDZD8 >sp|Q8NEN9|PDZD8_HUMAN PDZ domain-containing protein 8 OS=Homo sapiens GN=PDZD8 PE=1 SV=11 2 2 2 128.56 1154 1154 0.00034 2.7431 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1143500 0 0

Q8NEU8 DCC-interacting protein 13-betaAPPL2 >sp|Q8NEU8-2|DP13B_HUMAN Isoform 2 of DCC-interacting protein 13-beta OS=Homo sapiens GN=APPL2;>sp|Q8NEU8|DP13B_HUMAN DCC-interacting protein 13-beta OS=Homo sapiens GN=APPL2 PE=1 SV=3;>sp|Q8NEU8-3|DP13B_HUMAN Isoform 3 of DCC-interacting protein 13-beta O5 2 2 2 69.745 621 621;664;670;144;2350 4.6958 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2559100 0

Q8NEZ5 F-box only protein 22FBXO22 >sp|Q8NEZ5-3|FBX22_HUMAN Isoform 3 of F-box only protein 22 OS=Homo sapiens GN=FBXO22;>sp|Q8NEZ5|FBX22_HUMAN F-box only protein 22 OS=Homo sapiens GN=FBXO22 PE=1 SV=1;>tr|H3BRE0|H3BRE0_HUMAN F-box only protein 22 OS=Homo sapiens GN=FBXO22 PE=1 SV=1;>tr|H3B7 3 3 3 30.588 276 276;403;93;241;46;153;1600 29.616 986460 552560 582620 0 0 742430 0 637040 0 0 675450 1672900 633700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8NHP8 Putative phospholipase B-like 2;Putative phospholipase B-like 2 32 kDa form;Putative phospholipase B-like 2 45 kDa formPLBD2 >sp|Q8NHP8-2|PLBL2_HUMAN Isoform 2 of Putative phospholipase B-like 2 OS=Homo sapiens GN=PLBD2;>sp|Q8NHP8|PLBL2_HUMAN Putative phospholipase B-like 2 OS=Homo sapiens GN=PLBD2 PE=1 SV=22 1 1 1 61.884 557 557;589 0.004727 1.827 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 185160

Q8NI22 Multiple coagulation factor deficiency protein 2MCFD2 >sp|Q8NI22-2|MCFD2_HUMAN Isoform 2 of Multiple coagulation factor deficiency protein 2 OS=Homo sapiens GN=MCFD2;>sp|Q8NI22-3|MCFD2_HUMAN Isoform 3 of Multiple coagulation factor deficiency protein 2 OS=Homo sapiens GN=MCFD2;>sp|Q8NI22|MCFD2_HUMAN Multiple 3 1 1 1 10.718 94 94;127;146 0 3.5868 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 788780

Q8NI60 "Chaperone activity of bc1 complex-like, mitochondrial"ADCK3 >sp|Q8NI60-3|ADCK3_HUMAN Isoform 3 of Chaperone activity of bc1 complex-like, mitochondrial OS=Homo sapiens GN=ADCK3;>sp|Q8NI60|ADCK3_HUMAN Chaperone activity of bc1 complex-like, mitochondrial OS=Homo sapiens GN=ADCK3 PE=1 SV=1;>sp|Q8NI60-2|ADCK3_HUMAN Is4 2 2 2 66.626 595 595;647;163;368 0 5.3006 0 0 0 0 1947900 1974900 2226400 1639000 0 0 0 0 3220600 2724100 0 0 0 0 0 0 0 0 0 0 3797200 0 5105900 3468900

Q8TAQ2 SWI/SNF complex subunit SMARCC2SMARCC2 >tr|F8VXC8|F8VXC8_HUMAN SWI/SNF complex subunit SMARCC2 OS=Homo sapiens GN=SMARCC2 PE=1 SV=1;>sp|Q8TAQ2-2|SMRC2_HUMAN Isoform 2 of SWI/SNF complex subunit SMARCC2 OS=Homo sapiens GN=SMARCC2;>sp|Q8TAQ2-3|SMRC2_HUMAN Isoform 3 of SWI/SNF complex subunit SMAR6 5 5 5 136.18 1245 1245;1130;1152;1214;1105;1050 34.82 0 0 0 0 0 0 0 0 0 0 0 0 3184700 0 3424300 4748200 0 0 0 0 0 0 0 0 4080100 0 6185100 6364300

Q8TB61 Adenosine 3-phospho 5-phosphosulfate transporter 1SLC35B2 >sp|Q8TB61-3|S35B2_HUMAN Isoform 3 of Adenosine 3-phospho 5-phosphosulfate transporter 1 OS=Homo sapiens GN=SLC35B2;>sp|Q8TB61-2|S35B2_HUMAN Isoform 2 of Adenosine 3-phospho 5-phosphosulfate transporter 1 OS=Homo sapiens GN=SLC35B2;>sp|Q8TB61|S35B2_HUM5 2 2 2 42.127 383 383;392;432;299;3390.00194 2.0778 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5188100 0

Q8TBC4 NEDD8-activating enzyme E1 catalytic subunitUBA3 >sp|Q8TBC4-2|UBA3_HUMAN Isoform 2 of NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=UBA3;>sp|Q8TBC4|UBA3_HUMAN NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=UBA3 PE=1 SV=2;>tr|F8W8D4|F8W8D4_HUMAN NEDD8-activating enzyme E4 6 6 6 50.072 449 449;463;422;129 0 26.457 3346900 4109900 2885100 4882100 3565800 2263100 3385000 4401400 0 0 1401800 1524400 2347400 2769000 1666300 1916400 0 0 0 0 0 0 0 0 2504300 2848300 2214600 0

Q8TBC5 Zinc finger and SCAN domain-containing protein 18ZSCAN18 >sp|Q8TBC5-4|ZSC18_HUMAN Isoform 4 of Zinc finger and SCAN domain-containing protein 18 OS=Homo sapiens GN=ZSCAN18;>sp|Q8TBC5-2|ZSC18_HUMAN Isoform 2 of Zinc finger and SCAN domain-containing protein 18 OS=Homo sapiens GN=ZSCAN18;>sp|Q8TBC5|ZSC18_HUMAN Zin4 1 1 1 39.59 374 374;509;510;566 0 14.417 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 322370 0

Q8TC07 TBC1 domain family member 15TBC1D15 >sp|Q8TC07-2|TBC15_HUMAN Isoform 2 of TBC1 domain family member 15 OS=Homo sapiens GN=TBC1D15;>sp|Q8TC07-3|TBC15_HUMAN Isoform 3 of TBC1 domain family member 15 OS=Homo sapiens GN=TBC1D15;>sp|Q8TC07|TBC15_HUMAN TBC1 domain family member 15 OS=Homo sapiens 5 8 8 8 77.394 674 674;682;691;278;1200 13.75 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2663700 0

Q8TCS8 "Polyribonucleotide nucleotidyltransferase 1, mitochondrial"PNPT1 >sp|Q8TCS8|PNPT1_HUMAN Polyribonucleotide nucleotidyltransferase 1, mitochondrial OS=Homo sapiens GN=PNPT1 PE=1 SV=21 3 3 3 85.95 783 783 0 11.183 0 0 0 0 0 0 0 0 0 0 1523000 2479300 0 0 830310 0 0 0 0 0 0 0 0 0 0 370390 0 0

Q8TCT8 Signal peptide peptidase-like 2ASPPL2A >tr|H0YNA7|H0YNA7_HUMAN Signal peptide peptidase-like 2A (Fragment) OS=Homo sapiens GN=SPPL2A PE=4 SV=3;>sp|Q8TCT8|SPP2A_HUMAN Signal peptide peptidase-like 2A OS=Homo sapiens GN=SPPL2A PE=1 SV=22 1 1 1 16.545 150 150;520 0.000345 2.9401 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1167300

Q8TD08 Mitogen-activated protein kinase 15MAPK15 >sp|Q8TD08-2|MK15_HUMAN Isoform 2 of Mitogen-activated protein kinase 15 OS=Homo sapiens GN=MAPK15;>sp|Q8TD08-3|MK15_HUMAN Isoform 3 of Mitogen-activated protein kinase 15 OS=Homo sapiens GN=MAPK15;>sp|Q8TD08|MK15_HUMAN Mitogen-activated protein kinase 15 3 1 1 1 28.696 254 254;277;5440.001956 2.1712 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 467900

Q8TDB6 E3 ubiquitin-protein ligase DTX3LDTX3L >sp|Q8TDB6|DTX3L_HUMAN E3 ubiquitin-protein ligase DTX3L OS=Homo sapiens GN=DTX3L PE=1 SV=12 3 3 3 83.553 740 740;228 0 6.1511 0 0 0 0 0 0 0 0 0 0 0 0 1082600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8TDQ7 Glucosamine-6-phosphate isomerase 2GNPDA2 >sp|Q8TDQ7-2|GNPI2_HUMAN Isoform 2 of Glucosamine-6-phosphate isomerase 2 OS=Homo sapiens GN=GNPDA2;>sp|Q8TDQ7|GNPI2_HUMAN Glucosamine-6-phosphate isomerase 2 OS=Homo sapiens GN=GNPDA2 PE=1 SV=1;>sp|Q8TDQ7-3|GNPI2_HUMAN Isoform 3 of Glucosamine-6-phosphate5 7 4 4 30.955 275 275;276;259;242;2060 35.361 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3096600 0 0 0 0 0 0 0 0 0 0 0 0

Q8TDW7 Protocadherin Fat 3FAT3 >tr|E9PQ73|E9PQ73_HUMAN Protocadherin Fat 3 OS=Homo sapiens GN=FAT3 PE=4 SV=1;>sp|Q8TDW7-3|FAT3_HUMAN Isoform 3 of Protocadherin Fat 3 OS=Homo sapiens GN=FAT3;>sp|Q8TDW7|FAT3_HUMAN Protocadherin Fat 3 OS=Homo sapiens GN=FAT3 PE=2 SV=23 2 2 2 488.84 4439 4439;4557;45890.001939 2.0732 0 0 0 0 0 0 0 5487100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8TDX7 Serine/threonine-protein kinase Nek7NEK7 >tr|F8WAG2|F8WAG2_HUMAN Serine/threonine-protein kinase Nek7 (Fragment) OS=Homo sapiens GN=NEK7 PE=1 SV=1;>sp|Q8TDX7-2|NEK7_HUMAN Isoform 2 of Serine/threonine-protein kinase Nek7 OS=Homo sapiens GN=NEK7;>sp|Q8TDX7|NEK7_HUMAN Serine/threonine-protein kinas3 1 1 1 9.1986 82 82;119;302 0.009457 1.5023 0 0 0 0 0 0 0 0 0 0 0 2471300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8TE77 Protein phosphatase Slingshot homolog 3SSH3 >tr|E9PIT5|E9PIT5_HUMAN Protein phosphatase Slingshot homolog 3 (Fragment) OS=Homo sapiens GN=SSH3 PE=4 SV=2;>tr|A0A087WWG1|A0A087WWG1_HUMAN Protein phosphatase Slingshot homolog 3 (Fragment) OS=Homo sapiens GN=SSH3 PE=1 SV=1;>sp|Q8TE77-2|SSH3_HUMAN Isofor5 1 1 1 24.628 219 219;316;471;513;6590 4.1327 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 712690

Q8TEA8 D-tyrosyl-tRNA(Tyr) deacylase 1DTD1 >sp|Q8TEA8|DTD1_HUMAN D-tyrosyl-tRNA(Tyr) deacylase 1 OS=Homo sapiens GN=DTD1 PE=1 SV=21 1 1 1 23.423 209 209 0 10.179 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 451900

Q8TEM1 Nuclear pore membrane glycoprotein 210NUP210 >sp|Q8TEM1|PO210_HUMAN Nuclear pore membrane glycoprotein 210 OS=Homo sapiens GN=NUP210 PE=1 SV=32 5 5 5 205.11 1887 1887;967 0 14.317 0 0 0 0 0 0 0 0 0 0 4420100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8TEX9 Importin-4 IPO4 >sp|Q8TEX9|IPO4_HUMAN Importin-4 OS=Homo sapiens GN=IPO4 PE=1 SV=2;>sp|Q8TEX9-2|IPO4_HUMAN Isoform 2 of Importin-4 OS=Homo sapiens GN=IPO4;>tr|H0YN14|H0YN14_HUMAN Importin-4 OS=Homo sapiens GN=IPO4 PE=1 SV=1;>tr|H0YLV0|H0YLV0_HUMAN Importin-4 OS=Homo sapie7 4 4 4 118.71 1081 1081;1083;911;98;101;312;5470 31.504 0 610370 0 0 0 0 0 0 0 0 0 0 0 0 590810 278810 0 0 0 0 0 0 0 0 0 0 0 0

Q8TF65 PDZ domain-containing protein GIPC2GIPC2 >sp|Q8TF65|GIPC2_HUMAN PDZ domain-containing protein GIPC2 OS=Homo sapiens GN=GIPC2 PE=1 SV=11 1 1 1 34.354 315 315 0 3.1437 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 115780

Q8WTW3 Conserved oligomeric Golgi complex subunit 1ADCK1 >tr|A0A087WVI0|A0A087WVI0_HUMAN Conserved oligomeric Golgi complex subunit 1 OS=Homo sapiens GN=COG1 PE=1 SV=1;>tr|E9PBL8|E9PBL8_HUMAN Conserved oligomeric Golgi complex subunit 1 (Fragment) OS=Homo sapiens GN=COG1 PE=1 SV=2;>sp|Q8WTW3|COG1_HUMAN Conserved3 5 5 5 104.79 940 940;962;980 0 17.614 0 0 0 0 0 0 0 0 0 0 2900100 1311500 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4915800

Q8WU76 Sec1 family domain-containing protein 2SCFD2 >sp|Q8WU76-2|SCFD2_HUMAN Isoform 2 of Sec1 family domain-containing protein 2 OS=Homo sapiens GN=SCFD2;>sp|Q8WU76|SCFD2_HUMAN Sec1 family domain-containing protein 2 OS=Homo sapiens GN=SCFD2 PE=1 SV=2;>tr|A0A087WUD7|A0A087WUD7_HUMAN Sec1 family domain-cont3 2 2 2 69.991 639 639;684;440 0 9.908 0 0 0 0 0 0 0 0 0 0 0 2346100 0 0 837390 0 0 0 0 0 0 0 0 0 0 0 1245600 1547000

Q8WUK0 Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1PTPMT1 >tr|E9PQM0|E9PQM0_HUMAN Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Homo sapiens GN=PTPMT1 PE=1 SV=1;>sp|Q8WUK0-2|PTPM1_HUMAN Isoform 2 of Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Homo sapiens GN=PTPMT1;4 2 2 2 18.215 168 168;137;151;201 0 6.6181 0 0 0 0 0 0 0 0 0 0 0 0 0 0 321600 338590 0 0 0 0 0 0 0 0 0 0 0 186190

Q8WUM0 Nuclear pore complex protein Nup133NUP133 >sp|Q8WUM0|NU133_HUMAN Nuclear pore complex protein Nup133 OS=Homo sapiens GN=NUP133 PE=1 SV=21 3 3 3 128.98 1156 1156 0 9.9185 0 0 0 0 0 0 0 248400 0 0 0 0 0 0 447580 441930 0 0 0 0 0 0 0 0 0 0 0 0

Q8WUP2 Filamin-binding LIM protein 1FBLIM1 >sp|Q8WUP2-3|FBLI1_HUMAN Isoform 3 of Filamin-binding LIM protein 1 OS=Homo sapiens GN=FBLIM1;>sp|Q8WUP2|FBLI1_HUMAN Filamin-binding LIM protein 1 OS=Homo sapiens GN=FBLIM1 PE=1 SV=2;>sp|Q8WUP2-2|FBLI1_HUMAN Isoform 2 of Filamin-binding LIM protein 1 OS=Ho3 1 1 1 30.77 276 276;373;374 0 3.5388 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 339380

Q8WVC6 Dephospho-CoA kinase domain-containing proteinDCAKD >tr|K7ESP4|K7ESP4_HUMAN Dephospho-CoA kinase domain-containing protein (Fragment) OS=Homo sapiens GN=DCAKD PE=1 SV=1;>sp|Q8WVC6|DCAKD_HUMAN Dephospho-CoA kinase domain-containing protein OS=Homo sapiens GN=DCAKD PE=1 SV=1;>sp|Q8WVC6-2|DCAKD_HUMAN Isoform 23 3 3 3 24.177 209 209;231;132 0 6.847 0 0 0 0 0 0 0 0 0 0 0 0 460790 514780 1851500 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8WVJ2 NudC domain-containing protein 2NUDCD2 >sp|Q8WVJ2|NUDC2_HUMAN NudC domain-containing protein 2 OS=Homo sapiens GN=NUDCD2 PE=1 SV=1;>tr|E5RFP0|E5RFP0_HUMAN NudC domain-containing protein 2 OS=Homo sapiens GN=NUDCD2 PE=1 SV=12 2 2 2 17.676 157 157;132 0 45.705 0 0 0 0 0 705430 1405000 1398400 0 0 631330 728230 569210 0 554420 0 0 0 0 0 0 0 0 0 0 0 535880 0

Q8WVV9 Heterogeneous nuclear ribonucleoprotein L-likeHNRNPLL >tr|H7C464|H7C464_HUMAN Heterogeneous nuclear ribonucleoprotein L-like (Fragment) OS=Homo sapiens GN=HNRNPLL PE=1 SV=1;>tr|B7WPG3|B7WPG3_HUMAN Uncharacterized protein OS=Homo sapiens GN=HNRPLL PE=1 SV=1;>tr|C9IYN3|C9IYN3_HUMAN Heterogeneous nuclear ribonuc7 4 3 3 14.876 133 133;508;537;542;508;537;5420 41.737 0 0 0 0 0 0 0 0 0 0 6709700 0 0 0 1971800 1770700 0 0 0 0 0 0 0 0 0 0 0 0

Q8WVY7 Ubiquitin-like domain-containing CTD phosphatase 1UBLCP1 >sp|Q8WVY7|UBCP1_HUMAN Ubiquitin-like domain-containing CTD phosphatase 1 OS=Homo sapiens GN=UBLCP1 PE=1 SV=21 2 2 2 36.804 318 318 0.002248 2.0051 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 838300

Q8WW12 PEST proteolytic signal-containing nuclear proteinPCNP >sp|Q8WW12-2|PCNP_HUMAN Isoform 2 of PEST proteolytic signal-containing nuclear protein OS=Homo sapiens GN=PCNP;>sp|Q8WW12|PCNP_HUMAN PEST proteolytic signal-containing nuclear protein OS=Homo sapiens GN=PCNP PE=1 SV=22 1 1 1 13.544 130 130;178 0.00068 2.7122 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 105350

Q8WWM7 Ataxin-2-like proteinATXN2L >sp|Q8WWM7-6|ATX2L_HUMAN Isoform 6 of Ataxin-2-like protein OS=Homo sapiens GN=ATXN2L;>sp|Q8WWM7-8|ATX2L_HUMAN Isoform 8 of Ataxin-2-like protein OS=Homo sapiens GN=ATXN2L;>sp|Q8WWM7-5|ATX2L_HUMAN Isoform 5 of Ataxin-2-like protein OS=Homo sapiens GN=ATXN29 2 2 2 102.89 968 968;1044;1044;1044;1062;1062;1075;1097;10680 4.0027 0 0 0 0 0 0 0 0 0 0 285580 324460 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8WWM9 Cytoglobin CYGB >tr|K7EMC7|K7EMC7_HUMAN Cytoglobin OS=Homo sapiens GN=CYGB PE=3 SV=1;>sp|Q8WWM9|CYGB_HUMAN Cytoglobin OS=Homo sapiens GN=CYGB PE=1 SV=12 1 1 1 24.993 226 226;190 0.001947 2.1065 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 342010

Q8WX92 Negative elongation factor BNELFB >sp|Q8WX92|NELFB_HUMAN Negative elongation factor B OS=Homo sapiens GN=NELFB PE=1 SV=11 1 1 1 65.697 580 580 0.000673 2.6021 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 195410

Q8WX93 Palladin PALLD >sp|Q8WX93-4|PALLD_HUMAN Isoform 4 of Palladin OS=Homo sapiens GN=PALLD;>sp|Q8WX93-8|PALLD_HUMAN Isoform 8 of Palladin OS=Homo sapiens GN=PALLD;>sp|Q8WX93-3|PALLD_HUMAN Isoform 3 of Palladin OS=Homo sapiens GN=PALLD;>sp|Q8WX93-2|PALLD_HUMAN Isoform 2 of Pa11 3 3 3 73.321 672 672;777;1001;1106;1123;1159;1383;90;160;164;3850 3.1976 0 0 0 0 0 0 473170 0 0 0 343510 0 0 288530 0 0 0 0 0 0 0 0 0 0 0 563910 0 0

Q8WXC6 Myeloma-overexpressed gene 2 proteinMYEOV2 >sp|Q8WXC6|MYOV2_HUMAN Myeloma-overexpressed gene 2 protein OS=Homo sapiens GN=MYEOV2 PE=2 SV=31 1 1 1 6.2107 57 57 0.00443 1.8817 0 0 843450 1010700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q8WXF7 Atlastin-1 ATL1 >sp|Q8WXF7-2|ATLA1_HUMAN Isoform 2 of Atlastin-1 OS=Homo sapiens GN=ATL1;>sp|Q8WXF7|ATLA1_HUMAN Atlastin-1 OS=Homo sapiens GN=ATL1 PE=1 SV=12 1 1 1 63.054 553 553;558 0.002243 1.9924 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 75753 0 0 0

Q8WY54 Protein phosphatase 1EPPM1E >sp|Q8WY54-2|PPM1E_HUMAN Isoform 2 of Protein phosphatase 1E OS=Homo sapiens GN=PPM1E;>sp|Q8WY54-3|PPM1E_HUMAN Isoform 3 of Protein phosphatase 1E OS=Homo sapiens GN=PPM1E;>sp|Q8WY54|PPM1E_HUMAN Protein phosphatase 1E OS=Homo sapiens GN=PPM1E PE=1 SV=23 2 2 2 83.951 755 755;764;764 0 6.7715 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1212900

Q8WY91 THAP domain-containing protein 4THAP4 >sp|Q8WY91-2|THAP4_HUMAN Isoform 2 of THAP domain-containing protein 4 OS=Homo sapiens GN=THAP4;>sp|Q8WY91|THAP4_HUMAN THAP domain-containing protein 4 OS=Homo sapiens GN=THAP4 PE=1 SV=22 1 1 1 18.627 165 165;577 0 5.9194 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 149250

Q92504 Zinc transporter SLC39A7SLC39A7 >tr|A0A087WTX2|A0A087WTX2_HUMAN Zinc transporter SLC39A7 OS=Homo sapiens GN=SLC39A7 PE=1 SV=1;>sp|Q92504|S39A7_HUMAN Zinc transporter SLC39A7 OS=Homo sapiens GN=SLC39A7 PE=1 SV=22 2 2 2 46.393 429 429;469 0 4.8324 0 0 0 930320 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92544 Transmembrane 9 superfamily member 4TM9SF4 >sp|Q92544|TM9S4_HUMAN Transmembrane 9 superfamily member 4 OS=Homo sapiens GN=TM9SF4 PE=1 SV=23 6 6 6 74.518 642 642;68;85 0 18.807 0 0 0 0 1509400 1074900 0 1175500 0 0 1112700 2011900 0 0 1710000 1354100 0 0 0 0 0 0 0 0 0 0 1141300 1212900

Q92599 Septin-8 SEPHS1 >sp|P49903-3|SPS1_HUMAN Isoform 3 of Selenide, water dikinase 1 OS=Homo sapiens GN=SEPHS1;>sp|P49903|SPS1_HUMAN Selenide, water dikinase 1 OS=Homo sapiens GN=SEPHS1 PE=1 SV=2;>sp|P49903-2|SPS1_HUMAN Isoform 2 of Selenide, water dikinase 1 OS=Homo sapiens G4 2 2 2 35.208 325 325;392;321;324 0 7.0173 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 575260

Q92600 Cell differentiation protein RCD1 homologRQCD1 >sp|Q92600-3|RCD1_HUMAN Isoform 3 of Cell differentiation protein RCD1 homolog OS=Homo sapiens GN=RQCD1;>sp|Q92600|RCD1_HUMAN Cell differentiation protein RCD1 homolog OS=Homo sapiens GN=RQCD1 PE=1 SV=12 1 1 1 29.14 258 258;299 0 5.6909 0 0 0 0 0 0 0 0 0 0 0 0 329410 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92614 Unconventional myosin-XVIIIaMYO18A >sp|Q92614-3|MY18A_HUMAN Isoform 3 of Unconventional myosin-XVIIIa OS=Homo sapiens GN=MYO18A;>sp|Q92614-4|MY18A_HUMAN Isoform 4 of Unconventional myosin-XVIIIa OS=Homo sapiens GN=MYO18A;>sp|Q92614|MY18A_HUMAN Unconventional myosin-XVIIIa OS=Homo sapiens GN5 2 2 2 226.69 2002 2002;2039;2054;1581;17230 12.509 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1884300 0

Q92665 "28S ribosomal protein S31, mitochondrial"MRPS31 >sp|Q92665|RT31_HUMAN 28S ribosomal protein S31, mitochondrial OS=Homo sapiens GN=MRPS31 PE=1 SV=31 2 2 2 45.318 395 395 0 20.112 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 441950 0

Q92673 Sortilin-related receptorSORL1 >sp|Q92673|SORL_HUMAN Sortilin-related receptor OS=Homo sapiens GN=SORL1 PE=1 SV=25 5 5 5 248.42 2214 2214;829;1060;1124;11580 9.55 0 0 0 0 0 0 0 0 0 0 5958400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1200700 0

Q92685 "Dol-P-Man:Man(5)GlcNAc(2)-PP-Dol alpha-1,3-mannosyltransferase"ALG3 >tr|H7C0X4|H7C0X4_HUMAN Dol-P-Man:Man(5)GlcNAc(2)-PP-Dol alpha-1,3-mannosyltransferase (Fragment) OS=Homo sapiens GN=ALG3 PE=1 SV=1;>tr|C9J7S5|C9J7S5_HUMAN Dol-P-Man:Man(5)GlcNAc(2)-PP-Dol alpha-1,3-mannosyltransferase OS=Homo sapiens GN=ALG3 PE=4 SV=1;>sp4 1 1 1 36.898 323 323;398;390;438 0 9.8304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1170100

Q92696 Geranylgeranyl transferase type-2 subunit alphaRABGGTA >sp|Q92696|PGTA_HUMAN Geranylgeranyl transferase type-2 subunit alpha OS=Homo sapiens GN=RABGGTA PE=1 SV=2;>tr|H0YLH3|H0YLH3_HUMAN Geranylgeranyl transferase type-2 subunit alpha OS=Homo sapiens GN=RABGGTA PE=1 SV=13 4 4 4 65.071 567 567;424;176 0 27.956 1488800 0 0 680120 1732800 1697600 1264700 575910 0 0 7268200 0 0 0 0 0 0 0 0 0 0 0 0 0 1215500 0 0 0

Q92769 Histone deacetylase 2HDAC2 >sp|Q92769-3|HDAC2_HUMAN Isoform 2 of Histone deacetylase 2 OS=Homo sapiens GN=HDAC2;>sp|Q92769|HDAC2_HUMAN Histone deacetylase 2 OS=Homo sapiens GN=HDAC2 PE=1 SV=22 4 2 2 51.998 458 458;488 0 3.9272 0 1181700 994070 0 0 0 0 0 0 0 0 0 0 0 0 1081900 0 0 0 0 0 0 0 0 0 0 0 0

Q92882 Osteoclast-stimulating factor 1OSTF1 >sp|Q92882|OSTF1_HUMAN Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=21 3 3 3 23.787 214 214 0 7.0142 0 0 0 0 0 0 0 0 0 0 0 965640 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92925 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2SMARCD2 >tr|J3KMX2|J3KMX2_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 OS=Homo sapiens GN=SMARCD2 PE=1 SV=1;>tr|B9EGA3|B9EGA3_HUMAN SMARCD2 protein OS=Homo sapiens GN=SMARCD2 PE=1 SV=1;>sp|Q92925-3|SMRD2_HUMAN8 3 3 3 52.238 456 456;494;483;510;531;231;470;4830 8.0994 0 0 0 0 0 0 0 0 0 0 0 0 0 0 275680 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92932 Receptor-type tyrosine-protein phosphatase N2PTPRN2 >sp|Q92932-4|PTPR2_HUMAN Isoform 4 of Receptor-type tyrosine-protein phosphatase N2 OS=Homo sapiens GN=PTPRN2;>sp|Q92932|PTPR2_HUMAN Receptor-type tyrosine-protein phosphatase N2 OS=Homo sapiens GN=PTPRN2 PE=1 SV=2;>sp|Q92932-3|PTPR2_HUMAN Isoform 3 of Rec6 8 7 7 109.62 998 998;1015;1038;977;986;4570 79.384 0 0 0 0 0 0 1887200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q92954 Proteoglycan 4;Proteoglycan 4 C-terminal partPRG4 >sp|Q92954-5|PRG4_HUMAN Isoform E of Proteoglycan 4 OS=Homo sapiens GN=PRG4;>sp|Q92954-4|PRG4_HUMAN Isoform D of Proteoglycan 4 OS=Homo sapiens GN=PRG4;>sp|Q92954-3|PRG4_HUMAN Isoform C of Proteoglycan 4 OS=Homo sapiens GN=PRG4;>sp|Q92954-6|PRG4_HUMAN Isof6 1 1 1 102.51 933 933;1270;1311;1361;1363;14040.002869 1.9477 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 164750 0 0 0 0 0 0 0 0 0 0 0 0

Q92990 Glomulin GLMN >tr|M0QX84|M0QX84_HUMAN Glomulin (Fragment) OS=Homo sapiens GN=GLMN PE=1 SV=1;>sp|Q92990-2|GLMN_HUMAN Isoform 2 of Glomulin OS=Homo sapiens GN=GLMN;>sp|Q92990|GLMN_HUMAN Glomulin OS=Homo sapiens GN=GLMN PE=1 SV=23 1 1 1 28.444 245 245;417;5940.001641 2.2674 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 82433

Q93034 Cullin-5 CUL5 >sp|Q93034|CUL5_HUMAN Cullin-5 OS=Homo sapiens GN=CUL5 PE=1 SV=41 2 2 2 90.954 780 780 0 4.1047 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4658900 0 0 0 0 0 0 0 0 0 0 0 0 0

Q969G5 Protein kinase C delta-binding proteinPRKCDBP >tr|E9PIE3|E9PIE3_HUMAN Protein kinase C delta-binding protein OS=Homo sapiens GN=PRKCDBP PE=1 SV=1;>sp|Q969G5|PRDBP_HUMAN Protein kinase C delta-binding protein OS=Homo sapiens GN=PRKCDBP PE=1 SV=32 1 1 1 31.088 293 293;261 0 3.9487 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2856400

Q969J3 Loss of heterozygosity 12 chromosomal region 1 proteinLOH12CR1 >tr|G3V1P3|G3V1P3_HUMAN Loss of heterozygosity 12 chromosomal region 1 protein OS=Homo sapiens GN=LOH12CR1 PE=1 SV=1;>sp|Q969J3|L12R1_HUMAN Loss of heterozygosity 12 chromosomal region 1 protein OS=Homo sapiens GN=LOH12CR1 PE=1 SV=12 1 1 1 20.247 177 177;196 0.002257 2.0441 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 823030

Q969L2 Protein MAL2MAL2 >sp|Q969L2|MAL2_HUMAN Protein MAL2 OS=Homo sapiens GN=MAL2 PE=1 SV=11 1 1 1 19.125 176 176 0 3.0513 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4541700

Q969S3 Zinc finger protein 622ZNF622 >sp|Q969S3|ZN622_HUMAN Zinc finger protein 622 OS=Homo sapiens GN=ZNF622 PE=1 SV=11 1 1 1 54.271 477 477 0.000344 2.8983 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 106660 0 0 0 0 0 0 0 0 0 0 0 0

Q96A35 "39S ribosomal protein L24, mitochondrial"MRPL24 >sp|Q96A35|RM24_HUMAN 39S ribosomal protein L24, mitochondrial OS=Homo sapiens GN=MRPL24 PE=1 SV=11 1 1 1 24.915 216 216 0.004428 1.8689 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1066200 0 0 0 0 0 0 0 0 0 0 0 0

Q96A49 Synapse-associated protein 1SYAP1 >sp|Q96A49|SYAP1_HUMAN Synapse-associated protein 1 OS=Homo sapiens GN=SYAP1 PE=1 SV=11 3 3 3 39.933 352 352 0 7.0024 0 0 0 0 0 744780 826730 724010 0 0 0 748150 0 0 0 1228800 0 0 0 0 0 0 0 0 0 0 0 0

Q96A65 Exocyst complex component 4EXOC4 >sp|Q96A65|EXOC4_HUMAN Exocyst complex component 4 OS=Homo sapiens GN=EXOC4 PE=1 SV=11 2 2 2 110.5 974 974 0 7.8315 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 201620 0 0 0 0 0 0 0 0 0 0 0 0

Q96AC1 Fermitin family homolog 2FERMT2 >tr|H0YJ34|H0YJ34_HUMAN Fermitin family homolog 2 (Fragment) OS=Homo sapiens GN=FERMT2 PE=1 SV=1;>sp|Q96AC1-2|FERM2_HUMAN Isoform 2 of Fermitin family homolog 2 OS=Homo sapiens GN=FERMT2;>sp|Q96AC1|FERM2_HUMAN Fermitin family homolog 2 OS=Homo sapiens GN=F9 4 4 4 73.352 640 640;633;680;687;155;420;495;554;6770 8.6725 0 311030 337390 632290 0 1023200 1283800 1408300 0 0 0 0 0 0 492800 439140 0 0 0 0 0 0 0 0 0 423310 559910 515000

Q96AQ6 Pre-B-cell leukemia transcription factor-interacting protein 1PBXIP1 >sp|Q96AQ6-2|PBIP1_HUMAN Isoform 2 of Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Homo sapiens GN=PBXIP1;>sp|Q96AQ6|PBIP1_HUMAN Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Homo sapiens GN=PBXIP1 PE=1 SV=1;>sp|Q964 5 5 5 77.683 702 702;731;662;315 0 13.435 0 0 0 0 0 839730 0 0 0 0 0 942810 0 0 0 0 0 0 0 0 0 0 0 0 1245200 1512700 0 1667400

Q96AY3 Peptidyl-prolyl cis-trans isomerase FKBP10FKBP10 >sp|Q96AY3|FKB10_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP10 OS=Homo sapiens GN=FKBP10 PE=1 SV=11 1 1 1 64.244 582 582 0.004716 1.8063 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 220370 0 0 0 0 0 0 0 0 0 0 0 0

Q96B45 UPF0693 protein C10orf32C10orf32 >sp|Q96B45|CJ032_HUMAN UPF0693 protein C10orf32 OS=Homo sapiens GN=C10orf32 PE=1 SV=11 1 1 1 11.564 105 105 0 4.5946 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 319410 0 0 0

Q96B49 Mitochondrial import receptor subunit TOM6 homologTOMM6 >sp|Q96B49|TOM6_HUMAN Mitochondrial import receptor subunit TOM6 homolog OS=Homo sapiens GN=TOMM6 PE=1 SV=11 1 1 1 8.0019 74 74 0 21.378 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 865140

Q96BJ3 "Axin interactor, dorsalization-associated protein"AIDA >sp|Q96BJ3-3|AIDA_HUMAN Isoform 3 of Axin interactor, dorsalization-associated protein OS=Homo sapiens GN=AIDA;>sp|Q96BJ3|AIDA_HUMAN Axin interactor, dorsalization-associated protein OS=Homo sapiens GN=AIDA PE=1 SV=12 1 1 1 25.913 224 224;306 0 6.5196 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 569170 0 0

Q96BW5 Phosphotriesterase-related proteinPTER >sp|Q96BW5-2|PTER_HUMAN Isoform 2 of Phosphotriesterase-related protein OS=Homo sapiens GN=PTER;>sp|Q96BW5|PTER_HUMAN Phosphotriesterase-related protein OS=Homo sapiens GN=PTER PE=1 SV=13 3 3 3 33.435 302 302;349;200 0 4.7008 0 0 0 0 814300 806560 854490 0 0 0 0 0 0 0 180320 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96C23 Aldose 1-epimeraseGALM >sp|Q96C23|GALM_HUMAN Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1;>tr|F8WB82|F8WB82_HUMAN Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1;>tr|B8ZZ75|B8ZZ75_HUMAN Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1;>tr|H7C320|H7C320_HUMAN Ald5 4 4 4 37.765 342 342;144;194;194;2180 8.5534 0 0 0 0 2172700 955040 1031700 0 0 0 2566400 0 0 1038800 1899000 1843100 0 0 0 0 0 0 0 0 0 2474500 0 3743300

Q96C90 Protein phosphatase 1 regulatory subunit 14BPPP1R14B >sp|Q96C90|PP14B_HUMAN Protein phosphatase 1 regulatory subunit 14B OS=Homo sapiens GN=PPP1R14B PE=1 SV=33 3 3 2 15.911 147 147;45;72 0 60.12 0 0 781830 1044300 1247300 1185400 1625200 1211600 0 0 686380 876120 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96CD0 F-box/LRR-repeat protein 8FBXL8 >tr|J3QRK9|J3QRK9_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1;>sp|Q96CD0|FBXL8_HUMAN F-box/LRR-repeat protein 8 OS=Homo sapiens GN=FBXL8 PE=1 SV=12 1 1 1 15.662 145 145;374 0 25.743 0 0 0 0 0 0 0 0 0 0 0 1040700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96CT7 Coiled-coil domain-containing protein 124CCDC124 >sp|Q96CT7|CC124_HUMAN Coiled-coil domain-containing protein 124 OS=Homo sapiens GN=CCDC124 PE=1 SV=1;>tr|M0R2F5|M0R2F5_HUMAN Coiled-coil domain-containing protein 124 (Fragment) OS=Homo sapiens GN=CCDC124 PE=1 SV=32 2 2 2 25.835 223 223;137 0 15.798 0 0 0 0 923920 0 999570 861120 0 0 861120 824790 0 0 832890 0 0 0 0 0 0 0 0 0 0 0 1479800 767350

Q96D46 60S ribosomal export protein NMD3NMD3 >tr|C9JA08|C9JA08_HUMAN 60S ribosomal export protein NMD3 OS=Homo sapiens GN=NMD3 PE=1 SV=1;>sp|Q96D46|NMD3_HUMAN 60S ribosomal export protein NMD3 OS=Homo sapiens GN=NMD3 PE=1 SV=12 1 1 1 60.125 529 529;503 0.000996 2.4239 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 955600 0

Q96DA2 Ras-related protein Rab-39BRAB39B >sp|Q96DA2|RB39B_HUMAN Ras-related protein Rab-39B OS=Homo sapiens GN=RAB39B PE=1 SV=11 2 1 1 24.622 213 213 0.009471 1.5155 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 325130

Q96DV4 "39S ribosomal protein L38, mitochondrial"MRPL38 >sp|Q96DV4|RM38_HUMAN 39S ribosomal protein L38, mitochondrial OS=Homo sapiens GN=MRPL38 PE=1 SV=2;>sp|Q96DV4-2|RM38_HUMAN Isoform 2 of 39S ribosomal protein L38, mitochondrial OS=Homo sapiens GN=MRPL382 3 3 3 44.596 380 380;196 0 23.85 0 0 0 0 0 0 0 0 0 0 0 0 870750 1368400 0 1064800 0 0 0 0 0 0 0 0 0 0 2268000 0

Q96E39 "RNA binding motif protein, X-linked-like-1"RBMXL1 >sp|Q96E39|RMXL1_HUMAN RNA binding motif protein, X-linked-like-1 OS=Homo sapiens GN=RBMXL1 PE=1 SV=11 5 1 1 42.141 390 390 0.002249 2.0113 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 37198

Q96EC8 Protein YIPF6YIPF6 >sp|Q96EC8|YIPF6_HUMAN Protein YIPF6 OS=Homo sapiens GN=YIPF6 PE=1 SV=21 1 1 1 26.256 236 236 0.00624 1.7222 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95948 0

Q96EE3 Nucleoporin SEH1SEH1L >tr|K7EPZ5|K7EPZ5_HUMAN Nucleoporin SEH1 (Fragment) OS=Homo sapiens GN=SEH1L PE=4 SV=1;>tr|K7EP88|K7EP88_HUMAN Nucleoporin SEH1 (Fragment) OS=Homo sapiens GN=SEH1L PE=4 SV=1;>tr|K7ELV2|K7ELV2_HUMAN Nucleoporin SEH1 (Fragment) OS=Homo sapiens GN=SEH1L PE=4 5 1 1 1 8.6984 77 77;189;263;360;4210 3.6402 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 488240 0 0 0 0 0 0 0 0 0 0 0 0

Q96EK5 KIF1-binding proteinKIAA1279 >sp|Q96EK5|KBP_HUMAN KIF1-binding protein OS=Homo sapiens GN=KIAA1279 PE=1 SV=11 3 3 3 71.813 621 621 0 7.3321 1104800 0 0 799880 0 411240 586950 0 0 0 1989000 2779200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96EK6 Glucosamine 6-phosphate N-acetyltransferaseGNPNAT1 >tr|G3V5E4|G3V5E4_HUMAN Glucosamine 6-phosphate N-acetyltransferase OS=Homo sapiens GN=GNPNAT1 PE=1 SV=1;>sp|Q96EK6|GNA1_HUMAN Glucosamine 6-phosphate N-acetyltransferase OS=Homo sapiens GN=GNPNAT1 PE=1 SV=1;>tr|G3V4W4|G3V4W4_HUMAN Glucosamine 6-phosphate 3 2 2 2 12.976 113 113;184;163 0 4.315 0 0 0 0 0 0 1551900 1409600 0 0 0 0 0 0 814550 0 0 0 0 0 0 0 0 0 0 0 1113100 0

Q96EL3 "39S ribosomal protein L53, mitochondrial"MRPL53 >sp|Q96EL3|RM53_HUMAN 39S ribosomal protein L53, mitochondrial OS=Homo sapiens GN=MRPL53 PE=1 SV=11 2 2 2 12.107 112 112 0.000679 2.6921 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 328000

Q96EU7 C1GALT1-specific chaperone 1C1GALT1C1>sp|Q96EU7|C1GLC_HUMAN C1GALT1-specific chaperone 1 OS=Homo sapiens GN=C1GALT1C1 PE=1 SV=11 1 1 1 36.382 318 318 0 5.3928 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 305970

Q96EY7 "Pentatricopeptide repeat domain-containing protein 3, mitochondrial"PTCD3 >sp|Q96EY7|PTCD3_HUMAN Pentatricopeptide repeat domain-containing protein 3, mitochondrial OS=Homo sapiens GN=PTCD3 PE=1 SV=3;>tr|B8ZZQ4|B8ZZQ4_HUMAN Pentatricopeptide repeat domain-containing protein 3, mitochondrial (Fragment) OS=Homo sapiens GN=PTCD3 PE3 2 2 2 78.549 689 689;187;280 0 5.5713 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 449020 0 0 0 0 0 0 0 0 0 0 0 0

Q96F85 CB1 cannabinoid receptor-interacting protein 1CNRIP1 >tr|B8ZZB8|B8ZZB8_HUMAN CB1 cannabinoid receptor-interacting protein 1 OS=Homo sapiens GN=CNRIP1 PE=1 SV=1;>sp|Q96F85-2|CNRP1_HUMAN Isoform 2 of CB1 cannabinoid receptor-interacting protein 1 OS=Homo sapiens GN=CNRIP1;>sp|Q96F85|CNRP1_HUMAN CB1 cannabinoid3 2 2 2 15.167 137 137;128;1640.001645 2.3118 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 236650 0

Q96FV2 Secernin-2 SCRN2 >tr|J3KS57|J3KS57_HUMAN Secernin-2 OS=Homo sapiens GN=SCRN2 PE=4 SV=1;>tr|J3KT79|J3KT79_HUMAN Secernin-2 OS=Homo sapiens GN=SCRN2 PE=4 SV=1;>tr|J3QR84|J3QR84_HUMAN Secernin-2 (Fragment) OS=Homo sapiens GN=SCRN2 PE=4 SV=1;>tr|J3QRJ1|J3QRJ1_HUMAN Secernin-2 7 1 1 1 9.8531 97 97;127;180;271;433;378;4250 5.624 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 215810

Q96FZ7 Charged multivesicular body protein 6CHMP6 >tr|I3L3E4|I3L3E4_HUMAN Charged multivesicular body protein 6 (Fragment) OS=Homo sapiens GN=CHMP6 PE=1 SV=1;>tr|I3L4G8|I3L4G8_HUMAN Charged multivesicular body protein 6 (Fragment) OS=Homo sapiens GN=CHMP6 PE=1 SV=1;>tr|I3L4A1|I3L4A1_HUMAN Charged multives4 1 1 1 12.939 113 113;173;224;201 0 4.4116 0 0 0 0 0 0 0 0 0 0 0 0 149880 0 304000 195220 0 0 0 0 0 0 0 0 160750 0 164400 211330

Q96GA7 Serine dehydratase-likeSDSL >tr|H0YIA2|H0YIA2_HUMAN Serine dehydratase-like (Fragment) OS=Homo sapiens GN=SDSL PE=1 SV=1;>tr|F8VYZ3|F8VYZ3_HUMAN Serine dehydratase-like (Fragment) OS=Homo sapiens GN=SDSL PE=1 SV=1;>tr|H0YID3|H0YID3_HUMAN Serine dehydratase-like (Fragment) OS=Homo sap4 1 1 1 6.1801 60 60;172;225;329 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 384460

Q96GQ5 UPF0420 protein C16orf58C16orf58 >tr|H3BR29|H3BR29_HUMAN RUS1 family protein C16orf58 OS=Homo sapiens GN=C16orf58 PE=1 SV=1;>tr|H3BSM7|H3BSM7_HUMAN RUS1 family protein C16orf58 OS=Homo sapiens GN=C16orf58 PE=1 SV=1;>sp|Q96GQ5|RUS1_HUMAN RUS1 family protein C16orf58 OS=Homo sapiens GN=C16o6 2 2 2 46.342 423 423;466;468;82;135;1400 34.822 0 0 0 0 0 0 251970 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96H20 Vacuolar-sorting protein SNF8SNF8 >sp|Q96H20-2|SNF8_HUMAN Isoform 2 of Vacuolar-sorting protein SNF8 OS=Homo sapiens GN=SNF8;>sp|Q96H20|SNF8_HUMAN Vacuolar-sorting protein SNF8 OS=Homo sapiens GN=SNF8 PE=1 SV=12 1 1 1 28.736 257 257;258 0 3.1217 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 247800

Q96H79 Zinc finger CCCH-type antiviral protein 1-likeZC3HAV1L >sp|Q96H79-2|ZCCHL_HUMAN Isoform 2 of Zinc finger CCCH-type antiviral protein 1-like OS=Homo sapiens GN=ZC3HAV1L;>sp|Q96H79|ZCCHL_HUMAN Zinc finger CCCH-type antiviral protein 1-like OS=Homo sapiens GN=ZC3HAV1L PE=1 SV=22 1 1 1 10.778 102 102;300 0.002246 1.9976 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 203460

Q96HC4 PDZ and LIM domain protein 5PDLIM5 >sp|Q96HC4-7|PDLI5_HUMAN Isoform 7 of PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5;>sp|Q96HC4-4|PDLI5_HUMAN Isoform 4 of PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5;>sp|Q96HC4-6|PDLI5_HUMAN Isoform 6 of PDZ and LIM domain protein 5 OS=5 12 1 1 52.645 483 483;487;625;234;1960.006843 1.697 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 227680

Q96HP4 Oxidoreductase NAD-binding domain-containing protein 1OXNAD1 >tr|U3KQU8|U3KQU8_HUMAN Oxidoreductase NAD-binding domain-containing protein 1 OS=Homo sapiens GN=OXNAD1 PE=1 SV=1;>tr|C9JLB7|C9JLB7_HUMAN Oxidoreductase NAD-binding domain-containing protein 1 OS=Homo sapiens GN=OXNAD1 PE=1 SV=2;>sp|Q96HP4|OXND1_HUMAN Oxi3 1 1 1 34.725 311 311;330;312 0 3.083 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 54001 0

Q96HQ2 CDKN2AIP N-terminal-like proteinCDKN2AIPNL>sp|Q96HQ2-2|C2AIL_HUMAN Isoform 2 of CDKN2AIP N-terminal-like protein OS=Homo sapiens GN=CDKN2AIPNL;>sp|Q96HQ2|C2AIL_HUMAN CDKN2AIP N-terminal-like protein OS=Homo sapiens GN=CDKN2AIPNL PE=1 SV=12 1 1 1 9.5086 85 85;116 0 13.729 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5632.7 0 0 0 0 0 0 0 0 0 0 0 0

Q96HR9 Receptor expression-enhancing protein 6REEP6 >sp|Q96HR9|REEP6_HUMAN Receptor expression-enhancing protein 6 OS=Homo sapiens GN=REEP6 PE=1 SV=11 1 1 1 20.733 184 184 0 3.6086 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 122590

Q96I15 Selenocysteine lyaseSCLY >tr|A0A0A0MQU4|A0A0A0MQU4_HUMAN Selenocysteine lyase OS=Homo sapiens GN=SCLY PE=4 SV=1;>sp|Q96I15|SCLY_HUMAN Selenocysteine lyase OS=Homo sapiens GN=SCLY PE=1 SV=4;>tr|H7C3V9|H7C3V9_HUMAN Selenocysteine lyase (Fragment) OS=Homo sapiens GN=SCLY PE=1 SV=1;>s10 6 6 6 48.793 453 453;445;241;317;122;251;151;168;171;1960 9.8932 0 0 0 0 0 0 0 0 0 0 0 0 7709500 0 4338200 5802300 0 0 0 0 0 0 0 0 0 3596000 10153000 7192400

Q96IZ0 PRKC apoptosis WT1 regulator proteinPAWR >sp|Q96IZ0|PAWR_HUMAN PRKC apoptosis WT1 regulator protein OS=Homo sapiens GN=PAWR PE=1 SV=1;>tr|H0YI16|H0YI16_HUMAN PRKC apoptosis WT1 regulator protein (Fragment) OS=Homo sapiens GN=PAWR PE=1 SV=13 4 4 4 36.567 340 340;194;76 0 16.439 0 0 0 0 0 685860 723620 696400 0 0 417470 725470 564420 619710 0 0 0 0 0 0 0 0 0 0 607830 678010 0 0

Q96JB6 Lysyl oxidase homolog 4LOXL4 >sp|Q96JB6|LOXL4_HUMAN Lysyl oxidase homolog 4 OS=Homo sapiens GN=LOXL4 PE=1 SV=11 2 2 2 84.483 756 756 0 5.4057 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 869530 0

Q96JJ7 Protein disulfide-isomerase TMX3TMX3 >sp|Q96JJ7|TMX3_HUMAN Protein disulfide-isomerase TMX3 OS=Homo sapiens GN=TMX3 PE=1 SV=21 1 1 1 51.871 454 454 0 3.8942 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 260720

Q96JM3 Chromosome alignment-maintaining phosphoprotein 1CHAMP1 >sp|Q96JM3|CHAP1_HUMAN Chromosome alignment-maintaining phosphoprotein 1 OS=Homo sapiens GN=CHAMP1 PE=1 SV=21 1 1 1 89.098 812 812 0.000677 2.6745 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 365560

Q96JQ2 Calmin CLMN >sp|Q96JQ2|CLMN_HUMAN Calmin OS=Homo sapiens GN=CLMN PE=1 SV=11 2 2 2 111.65 1002 1002 0 5.5391 0 0 520140 0 0 0 0 0 0 0 1064000 846900 0 0 426490 335330 0 0 0 0 0 0 0 0 0 0 943310 0

Q96JY6 PDZ and LIM domain protein 2PDLIM2 >tr|A0A087WUQ1|A0A087WUQ1_HUMAN PDZ and LIM domain protein 2 OS=Homo sapiens GN=PDLIM2 PE=4 SV=1;>tr|E5RGS7|E5RGS7_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>tr|H0YBP7|H0YBP7_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1;11 1 1 1 7.7495 72 72;132;141;146;254;291;325;278;352;366;6020 4.4129 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 257590

Q96K17 Transcription factor BTF3 homolog 4BTF3L4 >sp|Q96K17-2|BT3L4_HUMAN Isoform 2 of Transcription factor BTF3 homolog 4 OS=Homo sapiens GN=BTF3L4;>sp|Q96K17|BT3L4_HUMAN Transcription factor BTF3 homolog 4 OS=Homo sapiens GN=BTF3L4 PE=1 SV=12 1 1 1 10.905 100 100;158 0 39.045 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5490600 0

Q96K37 Solute carrier family 35 member E1SLC35E1 >sp|Q96K37|S35E1_HUMAN Solute carrier family 35 member E1 OS=Homo sapiens GN=SLC35E1 PE=1 SV=21 1 1 1 44.772 410 410 0 6.7624 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 126040 0 0

Q96K49 Transmembrane protein 87BTMEM87B >tr|H7C1G1|H7C1G1_HUMAN Transmembrane protein 87B (Fragment) OS=Homo sapiens GN=TMEM87B PE=4 SV=1;>tr|H7C0B3|H7C0B3_HUMAN Transmembrane protein 87B (Fragment) OS=Homo sapiens GN=TMEM87B PE=4 SV=1;>sp|Q96K49-2|TM87B_HUMAN Isoform 2 of Transmembrane protein 4 1 1 1 13.036 112 112;184;554;5550.002866 1.9438 0 0 0 0 0 0 0 0 0 0 0 0 0 0 334930 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96K76 Ubiquitin carboxyl-terminal hydrolase 47USP47 >sp|Q96K76-2|UBP47_HUMAN Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 47 OS=Homo sapiens GN=USP47;>sp|Q96K76-4|UBP47_HUMAN Isoform 4 of Ubiquitin carboxyl-terminal hydrolase 47 OS=Homo sapiens GN=USP47;>sp|Q96K76|UBP47_HUMAN Ubiquitin carboxyl-termin4 2 2 2 147.22 1287 1287;1355;1375;1570 4.2372 0 0 0 0 0 0 0 0 0 0 2832800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96KP1 Exocyst complex component 2EXOC2 >sp|Q96KP1|EXOC2_HUMAN Exocyst complex component 2 OS=Homo sapiens GN=EXOC2 PE=1 SV=11 4 4 4 104.07 924 924 0 26.855 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1486000 556820 0 0 0 0 0 0 0 0 0 0 0 0

Q96L92 Sorting nexin-27SNX27 >sp|Q96L92-2|SNX27_HUMAN Isoform 3 of Sorting nexin-27 OS=Homo sapiens GN=SNX27;>sp|Q96L92-3|SNX27_HUMAN Isoform 2 of Sorting nexin-27 OS=Homo sapiens GN=SNX27;>sp|Q96L92|SNX27_HUMAN Sorting nexin-27 OS=Homo sapiens GN=SNX27 PE=1 SV=23 1 1 1 52.334 448 448;528;5410.000341 2.7465 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 206990

Q96LJ7 Dehydrogenase/reductase SDR family member 1DHRS1 >sp|Q96LJ7|DHRS1_HUMAN Dehydrogenase/reductase SDR family member 1 OS=Homo sapiens GN=DHRS1 PE=1 SV=1;>tr|H0YNC2|H0YNC2_HUMAN Dehydrogenase/reductase (SDR family) member 1, isoform CRA_b OS=Homo sapiens GN=DHRS1 PE=1 SV=12 4 4 4 33.909 313 313;147 0 40.222 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1951200 1808300 0 0 0 0 0 0 0 0 0 1389900 0 0

Q96ME7 Zinc finger protein 512ZNF512 >tr|G3XAG1|G3XAG1_HUMAN Zinc finger protein 512 OS=Homo sapiens GN=ZNF512 PE=4 SV=1;>sp|Q96ME7-2|ZN512_HUMAN Isoform 2 of Zinc finger protein 512 OS=Homo sapiens GN=ZNF512;>sp|Q96ME7-3|ZN512_HUMAN Isoform 3 of Zinc finger protein 512 OS=Homo sapiens GN=ZNF4 1 1 1 64.594 566 566;490;538;5670.00068 2.6969 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 465950

Q96MW5 Conserved oligomeric Golgi complex subunit 8COG8 >tr|H3BQV3|H3BQV3_HUMAN Conserved oligomeric Golgi complex subunit 8 OS=Homo sapiens GN=COG8 PE=1 SV=1;>sp|Q96MW5|COG8_HUMAN Conserved oligomeric Golgi complex subunit 8 OS=Homo sapiens GN=COG8 PE=1 SV=2;>tr|H3BMQ9|H3BMQ9_HUMAN Uncharacterized protein (Fra3 2 2 2 60.438 534 534;612;156 0 4.8069 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1027800 0 0 0 0 0 0 0 0 0 739170 0 0 5672000

Q96P16 Regulation of nuclear pre-mRNA domain-containing protein 1ARPRD1A >sp|Q96P16-3|RPR1A_HUMAN Isoform 2 of Regulation of nuclear pre-mRNA domain-containing protein 1A OS=Homo sapiens GN=RPRD1A;>sp|Q96P16|RPR1A_HUMAN Regulation of nuclear pre-mRNA domain-containing protein 1A OS=Homo sapiens GN=RPRD1A PE=1 SV=1;>tr|K7EP82|K73 2 2 2 31.625 276 276;312;123 0 5.9109 0 0 0 0 0 0 0 0 0 0 0 0 0 0 339390 0 0 0 0 0 0 0 0 0 0 0 0 0

Q96P70 Importin-9 IPO9 >sp|Q96P70|IPO9_HUMAN Importin-9 OS=Homo sapiens GN=IPO9 PE=1 SV=31 4 4 4 115.96 1041 1041 0 40.285 0 0 494360 834820 797370 0 0 1383100 0 0 0 14994000 576170 0 0 265880 0 0 0 0 0 0 0 0 2085800 0 0 0

Q96PY5 Formin-like protein 2;Formin-like protein 3FMNL2;FMNL3>tr|C9IZY8|C9IZY8_HUMAN Formin-like protein 2 OS=Homo sapiens GN=FMNL2 PE=1 SV=1;>sp|Q96PY5|FMNL2_HUMAN Formin-like protein 2 OS=Homo sapiens GN=FMNL2 PE=1 SV=3;>sp|Q96PY5-3|FMNL2_HUMAN Isoform 2 of Formin-like protein 2 OS=Homo sapiens GN=FMNL2;>tr|F8W1F57 2 2 2 53.383 461 461;1086;1092;1027;976;1027;10280.004739 1.8588 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1705400 0 0 0 0 0 0 0 0 0 0 0 0

Q96Q11 "CCA tRNA nucleotidyltransferase 1, mitochondrial"TRNT1 >sp|Q96Q11-2|TRNT1_HUMAN Isoform 2 of CCA tRNA nucleotidyltransferase 1, mitochondrial OS=Homo sapiens GN=TRNT1;>sp|Q96Q11|TRNT1_HUMAN CCA tRNA nucleotidyltransferase 1, mitochondrial OS=Homo sapiens GN=TRNT1 PE=1 SV=25 4 4 4 47.828 414 414;434;62;65;57 0 6.8202 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3156600 0 2725200 0

Q96QR8 Transcriptional activator protein Pur-betaPURB >sp|Q96QR8|PURB_HUMAN Transcriptional activator protein Pur-beta OS=Homo sapiens GN=PURB PE=1 SV=31 2 2 2 33.24 312 312 0.005941 1.7368 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 559750 0 0 0 0 0 0 0 0 0 0 0 0

Q96S52 GPI transamidase component PIG-SPIGS >sp|Q96S52-2|PIGS_HUMAN Isoform 2 of GPI transamidase component PIG-S OS=Homo sapiens GN=PIGS;>sp|Q96S52|PIGS_HUMAN GPI transamidase component PIG-S OS=Homo sapiens GN=PIGS PE=1 SV=32 1 1 1 61.005 547 547;555 0 3.3802 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 40906

Q96SU4 Oxysterol-binding protein-related protein 9OSBPL9 >sp|Q96SU4-5|OSBL9_HUMAN Isoform 5 of Oxysterol-binding protein-related protein 9 OS=Homo sapiens GN=OSBPL9;>sp|Q96SU4-4|OSBL9_HUMAN Isoform 4 of Oxysterol-binding protein-related protein 9 OS=Homo sapiens GN=OSBPL9;>sp|Q96SU4-3|OSBL9_HUMAN Isoform 3 of Ox7 1 1 1 62.528 558 558;571;626;719;723;736;7460 5.186 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 194220

Q96T23 Remodeling and spacing factor 1RSF1 >tr|H7C306|H7C306_HUMAN Remodeling and spacing factor 1 (Fragment) OS=Homo sapiens GN=RSF1 PE=4 SV=1;>tr|H0YER1|H0YER1_HUMAN Remodeling and spacing factor 1 (Fragment) OS=Homo sapiens GN=RSF1 PE=1 SV=1;>sp|Q96T23-2|RSF1_HUMAN Isoform 2 of Remodeling and sp4 1 1 1 22.812 202 202;702;1410;14410.002865 1.943 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 26926 0 0 0 0 0 0 0 0 0 0 0 0

Q96TC7 Regulator of microtubule dynamics protein 3RMDN3 >tr|H0YNE5|H0YNE5_HUMAN Regulator of microtubule dynamics protein 3 (Fragment) OS=Homo sapiens GN=RMDN3 PE=1 SV=1;>tr|H0YLG5|H0YLG5_HUMAN Regulator of microtubule dynamics protein 3 (Fragment) OS=Homo sapiens GN=RMDN3 PE=1 SV=1;>sp|Q96TC7|RMD3_HUMAN Regula3 1 1 1 27.423 251 251;287;4700.002864 1.9367 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 698970 0

Q99418 Cytohesin-2;Cytohesin-3;Cytohesin-1CYTH2 >sp|Q99418-2|CYH2_HUMAN Isoform 2 of Cytohesin-2 OS=Homo sapiens GN=CYTH2;>sp|O43739-2|CYH3_HUMAN Isoform 2 of Cytohesin-3 OS=Homo sapiens GN=CYTH3;>sp|Q99418|CYH2_HUMAN Cytohesin-2 OS=Homo sapiens GN=CYTH2 PE=1 SV=2;>sp|O43739|CYH3_HUMAN Cytohesin-3 OS=Ho10 2 2 2 46.489 399 399;399;400;400;214;254;292;339;397;3980.009738 1.4795 0 0 0 0 0 0 0 0 0 0 0 561570 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q99496 E3 ubiquitin-protein ligase RING2;E3 ubiquitin-protein ligase RING1RNF2 >tr|X6RFN3|X6RFN3_HUMAN E3 ubiquitin-protein ligase RING2 (Fragment) OS=Homo sapiens GN=RNF2 PE=1 SV=2;>sp|Q99496|RING2_HUMAN E3 ubiquitin-protein ligase RING2 OS=Homo sapiens GN=RNF2 PE=1 SV=1;>sp|Q06587-2|RING1_HUMAN Isoform 2 of E3 ubiquitin-protein lig4 1 1 1 27.277 245 245;336;377;406 0 11.908 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 730410

Q99519 Sialidase-1 NEU1 >tr|E9PIF4|E9PIF4_HUMAN Sialidase-1 OS=Homo sapiens GN=NEU1 PE=1 SV=1;>sp|Q99519|NEUR1_HUMAN Sialidase-1 OS=Homo sapiens GN=NEU1 PE=1 SV=12 1 1 1 29 267 267;415 0.007376 1.5734 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 49688

Q99538 Legumain LGMN >tr|H0YJN9|H0YJN9_HUMAN Legumain (Fragment) OS=Homo sapiens GN=LGMN PE=1 SV=1;>tr|G3V2T4|G3V2T4_HUMAN Legumain (Fragment) OS=Homo sapiens GN=LGMN PE=1 SV=1;>tr|G3V4E4|G3V4E4_HUMAN Legumain OS=Homo sapiens GN=LGMN PE=1 SV=1;>sp|Q99538-3|LGMN_HUMAN Isoform 36 1 1 1 9.658 91 91;135;223;372;376;4330 3.2527 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207690

Q99541 Perilipin-2 PLIN2 >sp|Q99541|PLIN2_HUMAN Perilipin-2 OS=Homo sapiens GN=PLIN2 PE=1 SV=24 3 3 3 48.075 437 437;110;125;126 0 11.297 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1584100

Q99567 Nuclear pore complex protein Nup88NUP88 >tr|J3KMX1|J3KMX1_HUMAN Nuclear pore complex protein Nup88 (Fragment) OS=Homo sapiens GN=NUP88 PE=1 SV=1;>sp|Q99567|NUP88_HUMAN Nuclear pore complex protein Nup88 OS=Homo sapiens GN=NUP88 PE=1 SV=22 2 2 2 78.77 696 696;741 0 4.2406 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 345220 0 0 0 0 0 0 0 0 0 0 0 0

Q99574 NeuroserpinSERPINI1 >sp|Q99574|NEUS_HUMAN Neuroserpin OS=Homo sapiens GN=SERPINI1 PE=1 SV=11 1 1 1 46.426 410 410 0.004717 1.8076 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 787900

Q99584 Protein S100-A13S100A13 >sp|Q99584|S10AD_HUMAN Protein S100-A13 OS=Homo sapiens GN=S100A13 PE=1 SV=11 2 2 2 11.471 98 98 0.000999 2.4486 0 0 0 0 0 0 0 0 0 0 0 11821000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q99598 Translin-associated protein XTSNAX >sp|Q99598|TSNAX_HUMAN Translin-associated protein X OS=Homo sapiens GN=TSNAX PE=1 SV=1;>tr|Q5VVQ1|Q5VVQ1_HUMAN Translin-associated protein X (Fragment) OS=Homo sapiens GN=TSNAX PE=4 SV=1;>tr|C4P0D6|C4P0D6_HUMAN Disrupted in schizophrenia 1 isoform 49 OS=H5 4 4 4 33.112 290 290;163;186;188;1380 6.3098 0 0 0 0 0 0 0 0 0 0 0 571630 0 0 3252200 0 0 0 0 0 0 0 0 0 0 0 0 0

Q99643 "Succinate dehydrogenase cytochrome b560 subunit, mitochondrial"SDHC >sp|Q99643-5|C560_HUMAN Isoform 5 of Succinate dehydrogenase cytochrome b560 subunit, mitochondrial OS=Homo sapiens GN=SDHC;>sp|Q99643-3|C560_HUMAN Isoform 3 of Succinate dehydrogenase cytochrome b560 subunit, mitochondrial OS=Homo sapiens GN=SDHC;>sp|Q9963 1 1 1 12.474 116 116;135;169 0 4.5552 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1016100

Q99747 Gamma-soluble NSF attachment proteinNAPG >sp|Q99747-2|SNAG_HUMAN Isoform 2 of Gamma-soluble NSF attachment protein OS=Homo sapiens GN=NAPG;>sp|Q99747|SNAG_HUMAN Gamma-soluble NSF attachment protein OS=Homo sapiens GN=NAPG PE=1 SV=12 3 3 3 25.662 230 230;312 0 101.42 0 0 0 0 1616300 3683400 1650100 1662300 0 0 5531300 6237800 0 0 3026700 2460300 0 0 0 0 0 0 0 0 0 0 0 0

Q99766 "ATP synthase subunit s, mitochondrial"ATP5S >sp|Q99766|ATP5S_HUMAN ATP synthase subunit s, mitochondrial OS=Homo sapiens GN=ATP5S PE=1 SV=31 1 1 1 24.866 215 215 0 6.6853 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1898900

Q99828 Calcium and integrin-binding protein 1CIB1 >sp|Q99828|CIB1_HUMAN Calcium and integrin-binding protein 1 OS=Homo sapiens GN=CIB1 PE=1 SV=4;>sp|Q99828-2|CIB1_HUMAN Isoform 2 of Calcium and integrin-binding protein 1 OS=Homo sapiens GN=CIB12 2 2 2 21.703 191 191;231 0 8.6161 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 696480 0 0

Q99933 BAG family molecular chaperone regulator 1BAG1 >tr|J3QTA2|J3QTA2_HUMAN BAG family molecular chaperone regulator 1 OS=Homo sapiens GN=BAG1 PE=1 SV=1;>sp|Q99933-4|BAG1_HUMAN Isoform 4 of BAG family molecular chaperone regulator 1 OS=Homo sapiens GN=BAG1;>sp|Q99933-3|BAG1_HUMAN Isoform 3 of BAG family mol4 1 1 1 38.76 345 345;230;274;3450.010009 1.4465 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 184170 0 0

Q9BQ04 RNA-binding protein 4BRBM4B >tr|E9PLB0|E9PLB0_HUMAN RNA-binding protein 4B OS=Homo sapiens GN=RBM4B PE=1 SV=1;>tr|E9PM61|E9PM61_HUMAN RNA-binding protein 4B OS=Homo sapiens GN=RBM4B PE=1 SV=1;>tr|U3KQD5|U3KQD5_HUMAN RNA-binding protein 4B OS=Homo sapiens GN=RBM4B PE=1 SV=1;>sp|Q9BQ044 4 1 1 16.264 143 143;147;151;3590.000678 2.6753 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 94413

Q9BQ67 Glutamate-rich WD repeat-containing protein 1GRWD1 >sp|Q9BQ67|GRWD1_HUMAN Glutamate-rich WD repeat-containing protein 1 OS=Homo sapiens GN=GRWD1 PE=1 SV=11 1 1 1 49.419 446 446 0.000995 2.4028 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 372440

Q9BQA1 Methylosome protein 50WDR77 >sp|Q9BQA1-2|MEP50_HUMAN Isoform 2 of Methylosome protein 50 OS=Homo sapiens GN=WDR77;>sp|Q9BQA1|MEP50_HUMAN Methylosome protein 50 OS=Homo sapiens GN=WDR77 PE=1 SV=1;>tr|H0Y711|H0Y711_HUMAN Methylosome protein 50 (Fragment) OS=Homo sapiens GN=WDR77 PE=1 S3 2 2 2 29.651 278 278;342;2910.000669 2.5041 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 699800

Q9BQC6 "Ribosomal protein 63, mitochondrial"MRPL57 >sp|Q9BQC6|RT63_HUMAN Ribosomal protein 63, mitochondrial OS=Homo sapiens GN=MRPL57 PE=1 SV=11 1 1 1 12.266 102 102 0.00164 2.258 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 323820 0

Q9BQE5 Apolipoprotein L2APOL2 >tr|E9PM95|E9PM95_HUMAN Apolipoprotein L2 (Fragment) OS=Homo sapiens GN=APOL2 PE=1 SV=1;>tr|J3KQL8|J3KQL8_HUMAN Apolipoprotein L2 OS=Homo sapiens GN=APOL2 PE=1 SV=2;>sp|Q9BQE5|APOL2_HUMAN Apolipoprotein L2 OS=Homo sapiens GN=APOL2 PE=1 SV=13 1 1 1 14.948 128 128;449;337 0 3.4706 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 146340

Q9BQG0 Myb-binding protein 1AMYBBP1A >tr|I3L1L3|I3L1L3_HUMAN Myb-binding protein 1A (Fragment) OS=Homo sapiens GN=MYBBP1A PE=1 SV=1;>sp|Q9BQG0|MBB1A_HUMAN Myb-binding protein 1A OS=Homo sapiens GN=MYBBP1A PE=1 SV=2;>sp|Q9BQG0-2|MBB1A_HUMAN Isoform 2 of Myb-binding protein 1A OS=Homo sapiens G3 2 2 2 140.13 1252 1252;1328;1332 0 7.3105 0 0 0 0 0 1919800 0 609410 0 0 4359900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BQS8 FYVE and coiled-coil domain-containing protein 1FYCO1 >sp|Q9BQS8|FYCO1_HUMAN FYVE and coiled-coil domain-containing protein 1 OS=Homo sapiens GN=FYCO1 PE=1 SV=3;>sp|Q9BQS8-4|FYCO1_HUMAN Isoform 4 of FYVE and coiled-coil domain-containing protein 1 OS=Homo sapiens GN=FYCO14 6 6 6 166.98 1478 1478;1498;149;267 0 31.189 0 0 0 0 0 0 0 599680 0 0 324800 0 0 0 241570 325520 0 0 0 0 0 0 0 0 0 402570 0 0

Q9BRJ7 Protein syndesmosNUDT16L1 >tr|K7EIN2|K7EIN2_HUMAN Protein syndesmos (Fragment) OS=Homo sapiens GN=NUDT16L1 PE=1 SV=1;>sp|Q9BRJ7|SDOS_HUMAN Protein syndesmos OS=Homo sapiens GN=NUDT16L1 PE=1 SV=1;>tr|K7ENA3|K7ENA3_HUMAN Protein syndesmos OS=Homo sapiens GN=NUDT16L1 PE=1 SV=1;>tr|W4V5 2 1 1 21.809 198 198;211;171;192;2470 3.0051 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 228700

Q9BRT3 Migration and invasion enhancer 1MIEN1 >tr|J3KTI2|J3KTI2_HUMAN Migration and invasion enhancer 1 OS=Homo sapiens GN=MIEN1 PE=1 SV=1;>sp|Q9BRT3|MIEN1_HUMAN Migration and invasion enhancer 1 OS=Homo sapiens GN=MIEN1 PE=1 SV=12 2 2 2 12.401 116 116;115 0 3.7434 784320 942090 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BRZ2 E3 ubiquitin-protein ligase TRIM56TRIM56 >tr|C9JI91|C9JI91_HUMAN E3 ubiquitin-protein ligase TRIM56 (Fragment) OS=Homo sapiens GN=TRIM56 PE=1 SV=1;>sp|Q9BRZ2-2|TRI56_HUMAN Isoform 2 of E3 ubiquitin-protein ligase TRIM56 OS=Homo sapiens GN=TRIM56;>sp|Q9BRZ2|TRI56_HUMAN E3 ubiquitin-protein ligase 4 2 2 2 33.165 305 305;308;755;269 0 24.009 0 0 0 0 0 2587700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BS92 Protein NipSnap homolog 3BNIPSNAP3B>sp|Q9BS92|NPS3B_HUMAN Protein NipSnap homolog 3B OS=Homo sapiens GN=NIPSNAP3B PE=2 SV=11 2 1 1 28.313 247 247 0.007405 1.6115 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 327160 0 0

Q9BSH4 Translational activator of cytochrome c oxidase 1TACO1 >sp|Q9BSH4|TACO1_HUMAN Translational activator of cytochrome c oxidase 1 OS=Homo sapiens GN=TACO1 PE=1 SV=11 2 2 2 32.477 297 297 0.001944 2.093 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 358250 0

Q9BSJ2 Gamma-tubulin complex component 2TUBGCP2 >tr|B3KTU7|B3KTU7_HUMAN Gamma-tubulin complex component 2 OS=Homo sapiens GN=TUBGCP2 PE=1 SV=1;>sp|Q9BSJ2-3|GCP2_HUMAN Isoform 2 of Gamma-tubulin complex component 2 OS=Homo sapiens GN=TUBGCP2;>sp|Q9BSJ2|GCP2_HUMAN Gamma-tubulin complex component 2 OS=Homo4 1 1 1 57.183 495 495;772;902;930 0 6.6997 0 0 0 0 0 0 0 0 0 0 991620 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BSR8 Protein YIPF4YIPF4 >tr|H7C0D5|H7C0D5_HUMAN Protein YIPF4 (Fragment) OS=Homo sapiens GN=YIPF4 PE=1 SV=1;>sp|Q9BSR8|YIPF4_HUMAN Protein YIPF4 OS=Homo sapiens GN=YIPF4 PE=1 SV=12 1 1 1 6.447 58 58;244 0.007373 1.5675 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 601830

Q9BST9 Rhotekin RTKN >sp|Q9BST9|RTKN_HUMAN Rhotekin OS=Homo sapiens GN=RTKN PE=1 SV=21 1 1 1 62.667 563 563 0 17.973 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 57667

Q9BSW7 Synaptotagmin-17SYT17 >tr|H3BSU5|H3BSU5_HUMAN Synaptotagmin-17 (Fragment) OS=Homo sapiens GN=SYT17 PE=4 SV=1;>tr|H3BQZ6|H3BQZ6_HUMAN Synaptotagmin-17 OS=Homo sapiens GN=SYT17 PE=4 SV=2;>tr|H3BRH9|H3BRH9_HUMAN Synaptotagmin XVII, isoform CRA_a OS=Homo sapiens GN=SYT17 PE=4 SV=1;5 1 1 1 15.918 142 142;392;413;470;4740 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2774800

Q9BT22 Chitobiosyldiphosphodolichol beta-mannosyltransferaseALG1 >tr|K7EID2|K7EID2_HUMAN Chitobiosyldiphosphodolichol beta-mannosyltransferase (Fragment) OS=Homo sapiens GN=ALG1 PE=1 SV=3;>sp|Q9BT22-2|ALG1_HUMAN Isoform 2 of Chitobiosyldiphosphodolichol beta-mannosyltransferase OS=Homo sapiens GN=ALG1;>sp|Q9BT22|ALG1_HU3 1 1 1 19.377 168 168;353;464 0.00226 2.058 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 345850

Q9BTD8 RNA-binding protein 42RBM42 >tr|K7EQ03|K7EQ03_HUMAN RNA-binding protein 42 OS=Homo sapiens GN=RBM42 PE=1 SV=1;>tr|K7EP90|K7EP90_HUMAN RNA-binding protein 42 OS=Homo sapiens GN=RBM42 PE=1 SV=1;>sp|Q9BTD8-4|RBM42_HUMAN Isoform 4 of RNA-binding protein 42 OS=Homo sapiens GN=RBM42;>sp|Q96 1 1 1 44.638 426 426;458;446;450;451;4800 3.3689 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 566170 0 0

Q9BTM9 Ubiquitin-related modifier 1URM1 >sp|Q9BTM9-3|URM1_HUMAN Isoform 3 of Ubiquitin-related modifier 1 OS=Homo sapiens GN=URM1;>sp|Q9BTM9|URM1_HUMAN Ubiquitin-related modifier 1 OS=Homo sapiens GN=URM1 PE=1 SV=1;>sp|Q9BTM9-2|URM1_HUMAN Isoform 2 of Ubiquitin-related modifier 1 OS=Homo sapiens3 1 1 1 7.1432 63 63;101;146 0 9.1362 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 811730

Q9BTT6 Leucine-rich repeat-containing protein 1LRRC1 >sp|Q9BTT6|LRRC1_HUMAN Leucine-rich repeat-containing protein 1 OS=Homo sapiens GN=LRRC1 PE=1 SV=1;>sp|Q9BTT6-2|LRRC1_HUMAN Isoform 2 of Leucine-rich repeat-containing protein 1 OS=Homo sapiens GN=LRRC13 3 2 2 59.241 524 524;197;1540.000992 2.3691 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2860900 0 0 0 0 0 0 0 0 0 0 0 0

Q9BTW9 Tubulin-specific chaperone DTBCD >tr|I3L120|I3L120_HUMAN Tubulin-specific chaperone D (Fragment) OS=Homo sapiens GN=TBCD PE=1 SV=1;>tr|J3KR97|J3KR97_HUMAN Tubulin-specific chaperone D OS=Homo sapiens GN=TBCD PE=1 SV=1;>sp|Q9BTW9|TBCD_HUMAN Tubulin-specific chaperone D OS=Homo sapiens GN=T4 1 1 1 28.911 260 260;1230;1192;12480.008576 1.5421 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 113530 0 0 0 0 0 0 0 0 0 0 0 0

Q9BTY2 Plasma alpha-L-fucosidaseFUCA2 >sp|Q9BTY2|FUCO2_HUMAN Plasma alpha-L-fucosidase OS=Homo sapiens GN=FUCA2 PE=1 SV=2;>sp|Q9BTY2-2|FUCO2_HUMAN Isoform 2 of Plasma alpha-L-fucosidase OS=Homo sapiens GN=FUCA22 4 4 4 54.066 467 467;165 0 7.1854 0 0 0 0 0 0 0 0 0 0 1790800 2767700 0 0 1511000 2311400 0 0 0 0 0 0 0 0 0 0 1670800 4119100

Q9BU02 Thiamine-triphosphataseTHTPA >sp|Q9BU02|THTPA_HUMAN Thiamine-triphosphatase OS=Homo sapiens GN=THTPA PE=1 SV=3;>tr|G3V5B9|G3V5B9_HUMAN Thiamine-triphosphatase (Fragment) OS=Homo sapiens GN=THTPA PE=1 SV=3;>tr|G3V5Q5|G3V5Q5_HUMAN Thiamine triphosphatase OS=Homo sapiens GN=THTPA PE=1 SV4 2 2 2 25.566 230 230;123;140;105 0 4.922 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 287390 0

Q9BU23 Lipase maturation factor 2LMF2 >sp|Q9BU23-3|LMF2_HUMAN Isoform 3 of Lipase maturation factor 2 OS=Homo sapiens GN=LMF2;>sp|Q9BU23-2|LMF2_HUMAN Isoform 2 of Lipase maturation factor 2 OS=Homo sapiens GN=LMF2;>sp|Q9BU23|LMF2_HUMAN Lipase maturation factor 2 OS=Homo sapiens GN=LMF2 PE=1 SV3 1 1 1 67.155 594 594;682;707 0 3.7815 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 340720 0

Q9BUF5 Tubulin beta-6 chainTUBB6 >sp|Q9BUF5|TBB6_HUMAN Tubulin beta-6 chain OS=Homo sapiens GN=TUBB6 PE=1 SV=1;>tr|K7ESM5|K7ESM5_HUMAN Tubulin beta-6 chain (Fragment) OS=Homo sapiens GN=TUBB6 PE=1 SV=110 13 4 4 49.857 446 446;338;130;96;104;104;110;115;136;1410 11.898 0 1254400 1097800 1370700 1087700 1152200 881730 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0



Q9BUH6 Uncharacterized protein C9orf142C9orf142 >sp|Q9BUH6|CI142_HUMAN Uncharacterized protein C9orf142 OS=Homo sapiens GN=C9orf142 PE=1 SV=21 1 1 1 21.639 204 204 0.002251 2.0192 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 540830

Q9BUK0 Coiled-coil-helix-coiled-coil-helix domain-containing protein 7CHCHD7 >tr|E5RJ08|E5RJ08_HUMAN Coiled-coil-helix-coiled-coil-helix domain-containing protein 7 (Fragment) OS=Homo sapiens GN=CHCHD7 PE=4 SV=1;>tr|E5RHM5|E5RHM5_HUMAN Coiled-coil-helix-coiled-coil-helix domain-containing protein 7 OS=Homo sapiens GN=CHCHD7 PE=4 SV8 1 1 1 5.2317 44 44;46;60;61;94;85;97;1100 3.4154 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 165040

Q9BUL8 Programmed cell death protein 10PDCD10 >tr|C9J363|C9J363_HUMAN Programmed cell death 10, isoform CRA_b OS=Homo sapiens GN=PDCD10 PE=1 SV=1;>sp|Q9BUL8|PDC10_HUMAN Programmed cell death protein 10 OS=Homo sapiens GN=PDCD10 PE=1 SV=1;>tr|C9J6F3|C9J6F3_HUMAN Programmed cell death protein 10 OS=Homo4 2 2 2 17.534 149 149;212;186;202 0 6.786 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2806100

Q9BUN8 Derlin-1 DERL1 >tr|B4E1G1|B4E1G1_HUMAN Derlin-1 OS=Homo sapiens GN=DERL1 PE=1 SV=1;>sp|Q9BUN8-2|DERL1_HUMAN Isoform 2 of Derlin-1 OS=Homo sapiens GN=DERL1;>sp|Q9BUN8|DERL1_HUMAN Derlin-1 OS=Homo sapiens GN=DERL1 PE=1 SV=1;>tr|E5RGY0|E5RGY0_HUMAN Derlin-1 OS=Homo sapiens 4 2 2 2 17.033 151 151;231;251;151 0 4.716 0 0 0 0 0 0 0 0 0 0 950420 584830 0 0 2009700 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BUQ8 Probable ATP-dependent RNA helicase DDX23DDX23 >sp|Q9BUQ8|DDX23_HUMAN Probable ATP-dependent RNA helicase DDX23 OS=Homo sapiens GN=DDX23 PE=1 SV=33 3 3 3 95.581 820 820;152;182 0 2.9984 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 778110 0

Q9BUT1 3-hydroxybutyrate dehydrogenase type 2BDH2 >sp|Q9BUT1|BDH2_HUMAN 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2 PE=1 SV=2;>tr|D6RFG2|D6RFG2_HUMAN 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2 PE=1 SV=1;>tr|D6R9P2|D6R9P2_HUMAN Mitochondrial sodium/hydrogen exchanger 7 4 4 4 26.724 245 245;90;112;116;130;144;1730 27.615 0 0 0 0 3488500 4827300 5417100 4242800 0 0 2330200 3176300 877970 1118700 2411900 1638100 0 0 0 0 0 0 0 0 1951500 2096300 2136900 3104900

Q9BV10 "Dol-P-Man:Man(7)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase"ALG12 >tr|H7C4I6|H7C4I6_HUMAN Dol-P-Man:Man(7)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase (Fragment) OS=Homo sapiens GN=ALG12 PE=4 SV=1;>sp|Q9BV10|ALG12_HUMAN Dol-P-Man:Man(7)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase OS=Homo sapiens GN=ALG12 PE=1 SV=12 1 1 1 21.987 196 196;488 0.007385 1.5858 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 274940

Q9BV79 "Trans-2-enoyl-CoA reductase, mitochondrial"MECR >tr|H3BM30|H3BM30_HUMAN Trans-2-enoyl-CoA reductase, mitochondrial (Fragment) OS=Homo sapiens GN=MECR PE=1 SV=1;>sp|Q9BV79-2|MECR_HUMAN Isoform 2 of Trans-2-enoyl-CoA reductase, mitochondrial OS=Homo sapiens GN=MECR;>sp|Q9BV79|MECR_HUMAN Trans-2-enoyl-CoA 4 2 2 2 22.917 212 212;297;373;189 0 4.2929 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 375410

Q9BV86 "N-terminal Xaa-Pro-Lys N-methyltransferase 1;N-terminal Xaa-Pro-Lys N-methyltransferase 1, N-terminally processed"NTMT1 >sp|Q9BV86-2|NTM1A_HUMAN Isoform 2 of N-terminal Xaa-Pro-Lys N-methyltransferase 1 OS=Homo sapiens GN=NTMT1;>sp|Q9BV86|NTM1A_HUMAN N-terminal Xaa-Pro-Lys N-methyltransferase 1 OS=Homo sapiens GN=NTMT1 PE=1 SV=3;>tr|S4R344|S4R344_HUMAN N-terminal Xaa-Pro-Ly4 2 2 2 15.896 145 145;223;70;109 0 9.9129 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1385900 0 0 0 0 0 0 0 0 0 0 0 0

Q9BVA1 Tubulin beta-2B chainTUBB2B >sp|Q9BVA1|TBB2B_HUMAN Tubulin beta-2B chain OS=Homo sapiens GN=TUBB2B PE=1 SV=11 23 1 1 49.953 445 445 0.002256 2.0372 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 125540

Q9BVM4 Gamma-glutamylaminecyclotransferaseGGACT >sp|Q9BVM4|GGACT_HUMAN Gamma-glutamylaminecyclotransferase OS=Homo sapiens GN=GGACT PE=1 SV=23 3 3 3 17.328 153 153;26;32 0 29.383 0 0 0 0 936430 860890 0 769370 0 0 966520 0 0 0 794850 0 0 0 0 0 0 0 0 0 0 0 615330 0

Q9BW72 "HIG1 domain family member 2A, mitochondrial"HIGD2A >sp|Q9BW72|HIG2A_HUMAN HIG1 domain family member 2A, mitochondrial OS=Homo sapiens GN=HIGD2A PE=1 SV=11 1 1 1 11.528 106 106 0 22.299 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 822300

Q9BW83 Intraflagellar transport protein 27 homologIFT27 >tr|H0Y6C7|H0Y6C7_HUMAN Intraflagellar transport protein 27 homolog (Fragment) OS=Homo sapiens GN=IFT27 PE=1 SV=1;>tr|F5GZ09|F5GZ09_HUMAN Intraflagellar transport protein 27 homolog (Fragment) OS=Homo sapiens GN=IFT27 PE=1 SV=1;>sp|Q9BW83-2|IFT27_HUMAN Iso4 1 1 1 13.919 129 129;183;185;186 0 3.1152 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2277700

Q9BWD1 "Acetyl-CoA acetyltransferase, cytosolic"ACAT2 >sp|Q9BWD1|THIC_HUMAN Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT2 PE=1 SV=2;>sp|Q9BWD1-2|THIC_HUMAN Isoform 2 of Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT22 3 3 3 41.35 397 397;426 0 9.3543 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7637100 0 0 0 0 0 0 0 0 0 0 0 0

Q9BWQ6 Protein YIPF2YIPF2 >tr|K7EIP7|K7EIP7_HUMAN Protein YIPF (Fragment) OS=Homo sapiens GN=YIPF2 PE=1 SV=1;>tr|K7ERW0|K7ERW0_HUMAN Protein YIPF (Fragment) OS=Homo sapiens GN=YIPF2 PE=1 SV=1;>tr|K7ENM8|K7ENM8_HUMAN Protein YIPF2 OS=Homo sapiens GN=YIPF2 PE=1 SV=1;>sp|Q9BWQ6|YIPF2_4 1 1 1 20.715 186 186;217;277;316 0 100.81 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 735920

Q9BWU0 KanadaptinSLC4A1AP >tr|A0A087X0M4|A0A087X0M4_HUMAN Kanadaptin OS=Homo sapiens GN=SLC4A1AP PE=1 SV=1;>sp|Q9BWU0|NADAP_HUMAN Kanadaptin OS=Homo sapiens GN=SLC4A1AP PE=1 SV=1;>tr|A0A087WWF4|A0A087WWF4_HUMAN Kanadaptin (Fragment) OS=Homo sapiens GN=SLC4A1AP PE=1 SV=13 2 2 2 82.89 742 742;796;273 0 5.4806 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1644800

Q9BX66 Sorbin and SH3 domain-containing protein 1SORBS1 >sp|Q9BX66-7|SRBS1_HUMAN Isoform 7 of Sorbin and SH3 domain-containing protein 1 OS=Homo sapiens GN=SORBS1;>sp|Q9BX66-4|SRBS1_HUMAN Isoform 4 of Sorbin and SH3 domain-containing protein 1 OS=Homo sapiens GN=SORBS1;>sp|Q9BX66-9|SRBS1_HUMAN Isoform 9 of Sorb12 1 1 1 68.744 628 628;684;781;811;816;846;905;1004;1151;1266;1292;12940 4.6915 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1232000 0

Q9BXJ9 "N-alpha-acetyltransferase 15, NatA auxiliary subunit"NAA15 >sp|Q9BXJ9|NAA15_HUMAN N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Homo sapiens GN=NAA15 PE=1 SV=1;>sp|Q9BXJ9-4|NAA15_HUMAN Isoform 2 of N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Homo sapiens GN=NAA152 2 2 2 101.27 866 866;526 0 3.0709 0 0 520040 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BXR0 Queuine tRNA-ribosyltransferaseQTRT1 >sp|Q9BXR0|TGT_HUMAN Queuine tRNA-ribosyltransferase OS=Homo sapiens GN=QTRT1 PE=1 SV=34 3 3 3 44.047 403 403;124;136;225 0 10.688 856830 968980 0 0 0 0 0 1227900 0 0 2623300 0 0 0 2317100 1339100 0 0 0 0 0 0 0 0 2357700 1521700 5374100 1785900

Q9BXS5 AP-1 complex subunit mu-1AP1M1 >tr|K7EJL1|K7EJL1_HUMAN AP-1 complex subunit mu-1 OS=Homo sapiens GN=AP1M1 PE=1 SV=1;>tr|E7ENJ6|E7ENJ6_HUMAN AP-1 complex subunit mu-1 OS=Homo sapiens GN=AP1M1 PE=1 SV=1;>sp|Q9BXS5|AP1M1_HUMAN AP-1 complex subunit mu-1 OS=Homo sapiens GN=AP1M1 PE=1 SV=3;>s8 5 5 4 40.296 351 351;370;423;435;125;128;136;1760 13.35 2712300 0 2954500 2013300 1076500 970640 1021600 853600 0 0 1632800 0 2399000 1197200 2144000 0 0 0 0 0 0 0 0 0 846650 1083400 1098300 0

Q9BXW7 Cat eye syndrome critical region protein 5CECR5 >sp|Q9BXW7-2|CECR5_HUMAN Isoform 1 of Cat eye syndrome critical region protein 5 OS=Homo sapiens GN=CECR5;>sp|Q9BXW7|CECR5_HUMAN Cat eye syndrome critical region protein 5 OS=Homo sapiens GN=CECR5 PE=1 SV=1;>tr|A8MYZ9|A8MYZ9_HUMAN Cat eye syndrome critical3 2 2 2 43.588 393 393;423;223 0 6.2788 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1310700

Q9BY32 Inosine triphosphate pyrophosphataseITPA >sp|Q9BY32-2|ITPA_HUMAN Isoform 2 of Inosine triphosphate pyrophosphatase OS=Homo sapiens GN=ITPA;>sp|Q9BY32|ITPA_HUMAN Inosine triphosphate pyrophosphatase OS=Homo sapiens GN=ITPA PE=1 SV=2;>sp|Q9BY32-3|ITPA_HUMAN Isoform 3 of Inosine triphosphate pyropho3 2 2 2 19.603 177 177;194;153 0 8.1206 0 0 0 0 1707800 1755700 1697700 0 0 0 0 3587800 0 0 0 0 0 0 0 0 0 0 0 0 2543200 1676300 0 3031600

Q9BY43 Charged multivesicular body protein 4aCHMP4A >tr|E9PSI1|E9PSI1_HUMAN Transmembrane 9 superfamily member 1 OS=Homo sapiens GN=TM9SF1 PE=4 SV=1;>tr|E9PQI5|E9PQI5_HUMAN Charged multivesicular body protein 4a OS=Homo sapiens GN=CHMP4A PE=4 SV=1;>tr|E9PQ80|E9PQ80_HUMAN Charged multivesicular body protein 13 3 3 3 92.386 815 815;166;213;222;265;210;242;257;301;420;589;489;6060 12.995 1788900 0 0 2404400 2881300 0 3277000 0 0 0 3195900 3225700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BYT8 "Neurolysin, mitochondrial"NLN >tr|E9PCB6|E9PCB6_HUMAN Neurolysin, mitochondrial OS=Homo sapiens GN=NLN PE=1 SV=1;>sp|Q9BYT8|NEUL_HUMAN Neurolysin, mitochondrial OS=Homo sapiens GN=NLN PE=1 SV=1;>tr|H0YAF7|H0YAF7_HUMAN Neurolysin, mitochondrial (Fragment) OS=Homo sapiens GN=NLN PE=1 SV=4 2 2 2 68.867 600 600;704;283;414 0 3.7404 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235030 0 0

Q9BZE9 Tether containing UBX domain for GLUT4ASPSCR1 >sp|Q9BZE9|ASPC1_HUMAN Tether containing UBX domain for GLUT4 OS=Homo sapiens GN=ASPSCR1 PE=1 SV=1;>sp|Q9BZE9-2|ASPC1_HUMAN Isoform 2 of Tether containing UBX domain for GLUT4 OS=Homo sapiens GN=ASPSCR1;>sp|Q9BZE9-3|ASPC1_HUMAN Isoform 3 of Tether containi12 3 3 3 60.182 553 553;647;501;58;160;180;182;188;307;353;470;3480 7.9204 0 0 0 0 0 0 0 0 0 0 0 658830 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BZH6 WD repeat-containing protein 11WDR11 >sp|Q9BZH6|WDR11_HUMAN WD repeat-containing protein 11 OS=Homo sapiens GN=WDR11 PE=1 SV=12 4 4 4 136.68 1224 1224;312 0 5.1841 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1650600 0 0 0 0 0 0 0 0 0 0 3037300 0

Q9BZK3 Putative nascent polypeptide-associated complex subunit alpha-like proteinNACAP1 >sp|Q9BZK3|NACP1_HUMAN Putative nascent polypeptide-associated complex subunit alpha-like protein OS=Homo sapiens GN=NACAP1 PE=5 SV=11 2 1 1 23.306 213 213 0 3.3997 0 0 0 0 0 0 0 0 0 0 0 0 0 164140 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9BZK7 F-box-like/WD repeat-containing protein TBL1XR1TBL1XR1 >sp|Q9BZK7|TBL1R_HUMAN F-box-like/WD repeat-containing protein TBL1XR1 OS=Homo sapiens GN=TBL1XR1 PE=1 SV=1;>tr|C9IYU9|C9IYU9_HUMAN F-box-like/WD repeat-containing protein TBL1XR1 (Fragment) OS=Homo sapiens GN=TBL1XR1 PE=1 SV=114 3 3 3 55.594 514 514;142;33;55;62;68;73;76;81;87;96;120;526;5770 26.173 0 829570 0 0 0 1036000 1117700 0 0 0 1011400 1880200 0 0 1627500 606560 0 0 0 0 0 0 0 0 1237300 2179200 0 0

Q9BZQ8 Protein NibanFAM129A >sp|Q9BZQ8|NIBAN_HUMAN Protein Niban OS=Homo sapiens GN=FAM129A PE=1 SV=11 3 3 3 103.13 928 928 0 85.562 0 0 0 0 3483400 2888300 0 4641500 0 0 6325200 3049100 863480 0 2167400 2308700 0 0 0 0 0 0 0 0 1088500 984470 2253700 3347100

Q9C005 Protein dpy-30 homologDPY30 >sp|Q9C005|DPY30_HUMAN Protein dpy-30 homolog OS=Homo sapiens GN=DPY30 PE=1 SV=11 1 1 1 11.25 99 99 0.002252 2.024 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 133290

Q9C040 Tripartite motif-containing protein 2TRIM2 >sp|Q9C040|TRIM2_HUMAN Tripartite motif-containing protein 2 OS=Homo sapiens GN=TRIM2 PE=1 SV=1;>sp|Q9C040-2|TRIM2_HUMAN Isoform 2 of Tripartite motif-containing protein 2 OS=Homo sapiens GN=TRIM22 3 3 3 81.529 744 744;771 0 7.9064 0 0 0 0 0 0 0 0 0 0 819890 992010 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9C0C9 E2/E3 hybrid ubiquitin-protein ligase UBE2OUBE2O >tr|K7ES11|K7ES11_HUMAN E2/E3 hybrid ubiquitin-protein ligase UBE2O (Fragment) OS=Homo sapiens GN=UBE2O PE=1 SV=1;>sp|Q9C0C9|UBE2O_HUMAN E2/E3 hybrid ubiquitin-protein ligase UBE2O OS=Homo sapiens GN=UBE2O PE=1 SV=32 2 2 2 88.749 807 807;1292 0 2.9914 0 0 0 0 0 0 0 0 0 0 0 0 0 0 541520 650070 0 0 0 0 0 0 0 0 0 0 0 937310

Q9GZN8 UPF0687 protein C20orf27C20orf27 >sp|Q9GZN8|CT027_HUMAN UPF0687 protein C20orf27 OS=Homo sapiens GN=C20orf27 PE=1 SV=3;>sp|Q9GZN8-2|CT027_HUMAN Isoform 2 of UPF0687 protein C20orf27 OS=Homo sapiens GN=C20orf272 1 1 1 19.291 174 174;199 0.002559 1.9735 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 385680

Q9GZP9 Derlin-2 DERL2 >sp|Q9GZP9|DERL2_HUMAN Derlin-2 OS=Homo sapiens GN=DERL2 PE=1 SV=1;>tr|I3L3R8|I3L3R8_HUMAN Derlin-2 OS=Homo sapiens GN=DERL2 PE=4 SV=1;>tr|I3L4W7|I3L4W7_HUMAN Derlin-2 (Fragment) OS=Homo sapiens GN=DERL2 PE=4 SV=1;>tr|K7EQE8|K7EQE8_HUMAN Derlin-2 (Fragment8 2 2 2 27.567 239 239;74;79;82;103;144;158;2000 3.3181 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 461450 0 0 0 0 0 0 0 0 0 0 0 0

Q9GZR7 ATP-dependent RNA helicase DDX24DDX24 >tr|F5GYL3|F5GYL3_HUMAN ATP-dependent RNA helicase DDX24 OS=Homo sapiens GN=DDX24 PE=1 SV=1;>tr|G3V529|G3V529_HUMAN ATP-dependent RNA helicase DDX24 OS=Homo sapiens GN=DDX24 PE=1 SV=1;>sp|Q9GZR7-2|DDX24_HUMAN Isoform 2 of ATP-dependent RNA helicase DDX24 O4 1 1 1 68.973 609 609;816;804;8590.000681 2.7333 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 170640

Q9H008 Phospholysine phosphohistidine inorganic pyrophosphate phosphataseLHPP >sp|Q9H008|LHPP_HUMAN Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Homo sapiens GN=LHPP PE=1 SV=2;>tr|Q5T1Z0|Q5T1Z0_HUMAN Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Homo sapiens GN=LHPP PE=4 SV=1;>sp|Q9H03 3 3 3 29.165 270 270;212;210 0 6.8137 1327900 1365400 0 0 995090 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H019 Mitochondrial fission regulator 1-likeMTFR1L >tr|E9PPQ0|E9PPQ0_HUMAN Mitochondrial fission regulator 1-like (Fragment) OS=Homo sapiens GN=MTFR1L PE=1 SV=1;>tr|C9JF50|C9JF50_HUMAN Mitochondrial fission regulator 1-like (Fragment) OS=Homo sapiens GN=MTFR1L PE=1 SV=1;>tr|E9PPF9|E9PPF9_HUMAN Mitochondria9 1 1 1 5.8086 53 53;152;160;170;182;195;205;280;2920 4.0531 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 511470 0 0

Q9H061 Transmembrane protein 126ATMEM126A>sp|Q9H061-2|T126A_HUMAN Isoform 2 of Transmembrane protein 126A OS=Homo sapiens GN=TMEM126A;>sp|Q9H061|T126A_HUMAN Transmembrane protein 126A OS=Homo sapiens GN=TMEM126A PE=1 SV=12 1 1 1 13.844 125 125;195 0.001638 2.2288 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 75588

Q9H074 Polyadenylate-binding protein-interacting protein 1PAIP1 >tr|D6REB4|D6REB4_HUMAN Uncharacterized protein OS=Homo sapiens GN=PAIP1 PE=1 SV=1;>sp|Q9H074-3|PAIP1_HUMAN Isoform 3 of Polyadenylate-binding protein-interacting protein 1 OS=Homo sapiens GN=PAIP1;>sp|Q9H074-2|PAIP1_HUMAN Isoform 2 of Polyadenylate-bindin5 3 3 3 39.908 351 351;367;400;479;2000 3.4256 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1527300 0 0 0 0 0 0 0 0 0 0 0 0

Q9H0A8 COMM domain-containing protein 4COMMD4 >tr|H3BQF2|H3BQF2_HUMAN COMM domain-containing protein 4 OS=Homo sapiens GN=COMMD4 PE=1 SV=1;>tr|H3BM91|H3BM91_HUMAN COMM domain-containing protein 4 (Fragment) OS=Homo sapiens GN=COMMD4 PE=1 SV=1;>sp|Q9H0A8-3|COMD4_HUMAN Isoform 3 of COMM domain-containin7 2 2 2 15.559 146 146;211;113;140;199;110;1370 71.107 0 0 0 0 0 0 0 0 0 0 0 1131400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H0C8 Integrin-linked kinase-associated serine/threonine phosphatase 2CILKAP >tr|E9PC05|E9PC05_HUMAN Integrin-linked kinase-associated serine/threonine phosphatase 2C (Fragment) OS=Homo sapiens GN=ILKAP PE=1 SV=1;>sp|Q9H0C8|ILKAP_HUMAN Integrin-linked kinase-associated serine/threonine phosphatase 2C OS=Homo sapiens GN=ILKAP PE=1 S2 1 1 1 23.092 212 212;392 0.005334 1.7918 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 174970

Q9H0V9 VIP36-like proteinLMAN2L >sp|Q9H0V9-3|LMA2L_HUMAN Isoform 3 of VIP36-like protein OS=Homo sapiens GN=LMAN2L;>sp|Q9H0V9|LMA2L_HUMAN VIP36-like protein OS=Homo sapiens GN=LMAN2L PE=1 SV=1;>sp|Q9H0V9-2|LMA2L_HUMAN Isoform 2 of VIP36-like protein OS=Homo sapiens GN=LMAN2L3 2 2 2 24.711 214 214;348;359 0 6.3544 0 0 0 0 0 0 0 0 0 0 0 1117100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H115 Beta-soluble NSF attachment proteinNAPB >tr|A0A087WZQ7|A0A087WZQ7_HUMAN Beta-soluble NSF attachment protein OS=Homo sapiens GN=NAPB PE=4 SV=1;>sp|Q9H115-3|SNAB_HUMAN Isoform 3 of Beta-soluble NSF attachment protein OS=Homo sapiens GN=NAPB;>sp|Q9H115-2|SNAB_HUMAN Isoform 2 of Beta-soluble NSF att4 3 1 1 33.917 302 302;204;259;298 0 9.5025 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1072300

Q9H190 Syntenin-2 SDCBP2 >sp|Q9H190|SDCB2_HUMAN Syntenin-2 OS=Homo sapiens GN=SDCBP2 PE=2 SV=2;>sp|Q9H190-3|SDCB2_HUMAN Isoform 3 of Syntenin-2 OS=Homo sapiens GN=SDCBP22 2 2 2 31.593 292 292;207 0 3.4444 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 815330

Q9H1V8 Sodium-dependent neutral amino acid transporter SLC6A17SLC6A17 >sp|Q9H1V8|S6A17_HUMAN Sodium-dependent neutral amino acid transporter SLC6A17 OS=Homo sapiens GN=SLC6A17 PE=2 SV=31 1 1 1 81.001 727 727 0 8.6823 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 76403

Q9H205 Olfactory receptor 2AG1;Olfactory receptor 2AG2OR2AG1 >sp|Q9H205|O2AG1_HUMAN Olfactory receptor 2AG1 OS=Homo sapiens GN=OR2AG1 PE=1 SV=2;>sp|A6NM03|O2AG2_HUMAN Olfactory receptor 2AG2 OS=Homo sapiens GN=OR2AG2 PE=2 SV=12 1 1 1 35.27 316 316;316 0.001941 2.0851 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9281500

Q9H2G2 STE20-like serine/threonine-protein kinaseSLK >sp|Q9H2G2-2|SLK_HUMAN Isoform 2 of STE20-like serine/threonine-protein kinase OS=Homo sapiens GN=SLK;>sp|Q9H2G2|SLK_HUMAN STE20-like serine/threonine-protein kinase OS=Homo sapiens GN=SLK PE=1 SV=12 4 4 4 138.99 1204 1204;1235 0 19.134 0 0 0 0 0 0 0 1952300 0 0 1349200 1683300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H2H8 Peptidyl-prolyl cis-trans isomerase;Peptidyl-prolyl cis-trans isomerase-like 3PPIL3 >tr|B8ZZ77|B8ZZ77_HUMAN Peptidyl-prolyl cis-trans isomerase-like 3 OS=Homo sapiens GN=PPIL3 PE=1 SV=1;>tr|H7BZ14|H7BZ14_HUMAN Peptidyl-prolyl cis-trans isomerase (Fragment) OS=Homo sapiens GN=PPIL3 PE=1 SV=1;>sp|Q9H2H8|PPIL3_HUMAN Peptidyl-prolyl cis-trans4 1 1 1 17.696 157 157;180;161;165 0 59.353 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5652600

Q9H2M9 Rab3 GTPase-activating protein non-catalytic subunitRAB3GAP2 >sp|Q9H2M9|RBGPR_HUMAN Rab3 GTPase-activating protein non-catalytic subunit OS=Homo sapiens GN=RAB3GAP2 PE=1 SV=11 4 4 4 155.98 1393 1393 0 9.9767 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 367270

Q9H2U1 ATP-dependent RNA helicase DHX36DHX36 >tr|H7C5F5|H7C5F5_HUMAN ATP-dependent RNA helicase DHX36 (Fragment) OS=Homo sapiens GN=DHX36 PE=1 SV=3;>tr|E7EWK3|E7EWK3_HUMAN ATP-dependent RNA helicase DHX36 (Fragment) OS=Homo sapiens GN=DHX36 PE=1 SV=1;>sp|Q9H2U1-3|DHX36_HUMAN Isoform 3 of ATP-dependen5 1 1 1 20.748 188 188;797;979;994;10080 7.0088 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 171950

Q9H2W6 "39S ribosomal protein L46, mitochondrial"MRPL46 >sp|Q9H2W6|RM46_HUMAN 39S ribosomal protein L46, mitochondrial OS=Homo sapiens GN=MRPL46 PE=1 SV=1;>tr|A0A087WT51|A0A087WT51_HUMAN 39S ribosomal protein L46, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL46 PE=4 SV=12 2 2 2 31.705 279 279;45 0 3.4989 0 0 0 0 0 0 0 0 0 0 0 0 0 0 767390 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H307 Pinin PNN >sp|Q9H307-2|PININ_HUMAN Isoform 2 of Pinin OS=Homo sapiens GN=PNN;>sp|Q9H307|PININ_HUMAN Pinin OS=Homo sapiens GN=PNN PE=1 SV=42 1 1 1 67.005 584 584;717 0.001957 2.1742 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 369830

Q9H330 Transmembrane protein 245TMEM245 >tr|H7C0G1|H7C0G1_HUMAN Transmembrane protein 245 (Fragment) OS=Homo sapiens GN=TMEM245 PE=1 SV=1;>sp|Q9H330-3|TM245_HUMAN Isoform 3 of Transmembrane protein 245 OS=Homo sapiens GN=TMEM245;>sp|Q9H330-2|TM245_HUMAN Isoform 2 of Transmembrane protein 245 OS=4 2 2 2 52.72 472 472;431;879;911 0 3.414 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 386670

Q9H3L2 Mannose-P-dolichol utilization defect 1 proteinMPDU1 >tr|J3QS48|J3QS48_HUMAN Mannose-P-dolichol utilization defect 1 protein OS=Homo sapiens GN=MPDU1 PE=1 SV=1;>tr|I3L295|I3L295_HUMAN Mannose-P-dolichol utilization defect 1 protein OS=Homo sapiens GN=MPDU1 PE=1 SV=1;>tr|J3KTK8|J3KTK8_HUMAN Mannose-P-dolichol17 2 2 2 10.978 101 101;109;116;152;154;192;194;211;299;299;186;247;52;54;61;61;750 4.7493 0 0 3845800 0 370730 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H3S7 Tyrosine-protein phosphatase non-receptor type 23PTPN23 >sp|Q9H3S7|PTN23_HUMAN Tyrosine-protein phosphatase non-receptor type 23 OS=Homo sapiens GN=PTPN23 PE=1 SV=11 5 5 5 178.97 1636 1636 0 15.976 0 0 0 0 0 0 0 695550 0 0 0 842720 2459800 0 0 859420 0 0 0 0 0 0 0 0 0 0 0 0

Q9H3U1 Protein unc-45 homolog AUNC45A >sp|Q9H3U1-2|UN45A_HUMAN Isoform 2 of Protein unc-45 homolog A OS=Homo sapiens GN=UNC45A;>sp|Q9H3U1|UN45A_HUMAN Protein unc-45 homolog A OS=Homo sapiens GN=UNC45A PE=1 SV=12 3 3 3 101.67 929 929;944 0 21.996 462630 0 1069500 430010 547530 830650 628800 577630 0 0 0 9636800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H492 Microtubule-associated proteins 1A/1B light chain 3AMAP1LC3A>sp|Q9H492|MLP3A_HUMAN Microtubule-associated proteins 1A/1B light chain 3A OS=Homo sapiens GN=MAP1LC3A PE=1 SV=2;>sp|Q9H492-2|MLP3A_HUMAN Isoform 2 of Microtubule-associated proteins 1A/1B light chain 3A OS=Homo sapiens GN=MAP1LC3A2 2 1 1 14.272 121 121;125 0 4.761 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 111240 0

Q9H4A5 Golgi phosphoprotein 3-likeGOLPH3L >sp|Q9H4A5|GLP3L_HUMAN Golgi phosphoprotein 3-like OS=Homo sapiens GN=GOLPH3L PE=1 SV=1;>tr|Q5T5I6|Q5T5I6_HUMAN Golgi phosphoprotein 3-like (Fragment) OS=Homo sapiens GN=GOLPH3L PE=1 SV=1;>sp|Q9H4A5-2|GLP3L_HUMAN Isoform 2 of Golgi phosphoprotein 3-like OS3 3 1 1 32.767 285 285;269;241 0 7.899 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3987700

Q9H6A0 DENN domain-containing protein 2DDENND2D >sp|Q9H6A0-2|DEN2D_HUMAN Isoform 2 of DENN domain-containing protein 2D OS=Homo sapiens GN=DENND2D;>sp|Q9H6A0|DEN2D_HUMAN DENN domain-containing protein 2D OS=Homo sapiens GN=DENND2D PE=1 SV=22 1 1 1 53.148 468 468;471 0 4.6192 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 175090 0 0

Q9H6V9 UPF0554 protein C2orf43C2orf43 >tr|C9JHU6|C9JHU6_HUMAN UPF0554 protein C2orf43 (Fragment) OS=Homo sapiens GN=C2orf43 PE=1 SV=1;>tr|C9JUM0|C9JUM0_HUMAN UPF0554 protein C2orf43 (Fragment) OS=Homo sapiens GN=C2orf43 PE=1 SV=1;>tr|B5MCU4|B5MCU4_HUMAN UPF0554 protein C2orf43 OS=Homo sapiens 9 1 1 1 14.957 130 130;159;240;283;370;195;277;325;3310 3.6511 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 354110 0 0

Q9H6Z4 Ran-binding protein 3ZNF8 >tr|K7EJV3|K7EJV3_HUMAN Ran-binding protein 3 (Fragment) OS=Homo sapiens GN=RANBP3 PE=1 SV=1;>tr|B7Z7F3|B7Z7F3_HUMAN Ran-binding protein 3 OS=Homo sapiens GN=RANBP3 PE=1 SV=1;>sp|Q9H6Z4-3|RANB3_HUMAN Isoform 3 of Ran-binding protein 3 OS=Homo sapiens GN=RA10 2 2 2 18.292 174 174;494;499;562;567;62;73;74;108;1720 6.62 0 0 0 0 1263900 1174500 1212200 0 0 0 1014800 813510 0 0 0 607890 0 0 0 0 0 0 0 0 0 0 0 0

Q9H773 dCTP pyrophosphatase 1DCTPP1 >sp|Q9H773|DCTP1_HUMAN dCTP pyrophosphatase 1 OS=Homo sapiens GN=DCTPP1 PE=1 SV=11 1 1 1 18.681 170 170 0 5.2586 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 635600

Q9H857 5-nucleotidase domain-containing protein 2NT5DC2 >sp|Q9H857-4|NT5D2_HUMAN Isoform 4 of 5-nucleotidase domain-containing protein 2 OS=Homo sapiens GN=NT5DC2;>sp|Q9H857|NT5D2_HUMAN 5-nucleotidase domain-containing protein 2 OS=Homo sapiens GN=NT5DC2 PE=1 SV=1;>sp|Q9H857-3|NT5D2_HUMAN Isoform 3 of 5-nucl6 3 3 3 45.998 390 390;520;532;557;194;2580 3.9325 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 873810 0 0 0 0 0 0 0 0 0 0 0 0

Q9H910 Hematological and neurological expressed 1-like proteinHN1L >tr|A6NGP5|A6NGP5_HUMAN Hematological and neurological-expressed 1-like protein OS=Homo sapiens GN=HN1L PE=1 SV=2;>tr|B4DLH4|B4DLH4_HUMAN Hematological and neurological-expressed 1-like protein OS=Homo sapiens GN=HN1L PE=1 SV=1;>sp|Q9H910|HN1L_HUMAN Hemato10 4 4 4 18.906 178 178;218;190;167;190;174;115;116;70;980 6.2536 0 0 1141500 1303400 0 0 0 0 0 0 0 0 471850 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H930 Nuclear body protein SP140-like protein;Nuclear autoantigen Sp-100SP100 >tr|C9JBL0|C9JBL0_HUMAN Nuclear autoantigen Sp-100 (Fragment) OS=Homo sapiens GN=SP100 PE=1 SV=3;>tr|E9PHV6|E9PHV6_HUMAN Nuclear autoantigen Sp-100 OS=Homo sapiens GN=SP100 PE=1 SV=1;>tr|H7BYP4|H7BYP4_HUMAN Nuclear body protein SP140-like protein OS=Homo s15 1 1 1 21.98 193 193;455;520;555;129;438;445;452;472;480;545;580;688;879;8850 5.0463 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9853300

Q9H977 WD repeat-containing protein 54WDR54 >tr|B9A049|B9A049_HUMAN WD repeat-containing protein 54 OS=Homo sapiens GN=WDR54 PE=4 SV=1;>sp|Q9H977|WDR54_HUMAN WD repeat-containing protein 54 OS=Homo sapiens GN=WDR54 PE=1 SV=12 1 1 1 26.249 244 244;334 0.001651 2.3448 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 884010 0

Q9H993 UPF0364 protein C6orf211C6orf211 >sp|Q9H993|CF211_HUMAN UPF0364 protein C6orf211 OS=Homo sapiens GN=C6orf211 PE=1 SV=12 4 4 4 51.172 441 441;322 0 18.959 0 0 2457200 2482400 2433800 2187200 2363700 2993600 0 0 4763500 3759000 0 2154000 2613200 0 0 0 0 0 0 0 0 0 4442800 3627600 3837500 2840400

Q9H9E3 Conserved oligomeric Golgi complex subunit 4COG4 >tr|A0A0A0MS45|A0A0A0MS45_HUMAN Conserved oligomeric Golgi complex subunit 4 OS=Homo sapiens GN=COG4 PE=4 SV=1;>tr|J3KNI1|J3KNI1_HUMAN Conserved oligomeric Golgi complex subunit 4 OS=Homo sapiens GN=COG4 PE=1 SV=1;>sp|Q9H9E3-2|COG4_HUMAN Isoform 2 of Conse9 3 3 3 87.183 768 768;789;337;785;712;72;100;130;1930 30.655 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1281100

Q9H9H4 Vacuolar protein sorting-associated protein 37BVPS37B >tr|F5H1F6|F5H1F6_HUMAN Vacuolar protein sorting-associated protein 37B (Fragment) OS=Homo sapiens GN=VPS37B PE=1 SV=1;>tr|F5H4M0|F5H4M0_HUMAN Vacuolar protein sorting-associated protein 37B (Fragment) OS=Homo sapiens GN=VPS37B PE=1 SV=1;>sp|Q9H9H4|VP37B_H3 1 1 1 20.654 184 184;271;285 0 33.117 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1129100

Q9H9J2 "39S ribosomal protein L44, mitochondrial"MRPL44 >sp|Q9H9J2|RM44_HUMAN 39S ribosomal protein L44, mitochondrial OS=Homo sapiens GN=MRPL44 PE=1 SV=11 2 2 2 37.535 332 332 0 7.5829 462510 416560 297610 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9H9P8 "L-2-hydroxyglutarate dehydrogenase, mitochondrial"L2HGDH >tr|C9JVN9|C9JVN9_HUMAN L-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Homo sapiens GN=L2HGDH PE=1 SV=1;>sp|Q9H9P8-2|L2HDH_HUMAN Isoform 2 of L-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Homo sapiens GN=L2HGDH;>sp|Q9H9P8|L2HDH_HUMAN L-2-hydro5 2 2 2 48.475 441 441;441;463;211;2360 14.683 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 652280 0 0 0

Q9H9T3 Elongator complex protein 3ELP3 >sp|Q9H9T3-2|ELP3_HUMAN Isoform 2 of Elongator complex protein 3 OS=Homo sapiens GN=ELP3;>sp|Q9H9T3|ELP3_HUMAN Elongator complex protein 3 OS=Homo sapiens GN=ELP3 PE=1 SV=2;>tr|B4DKA4|B4DKA4_HUMAN Elongator complex protein 3 OS=Homo sapiens GN=ELP3 PE=1 SV9 3 3 3 60.647 533 533;547;475;428;455;106;113;134;1910 7.9275 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 397480 0

Q9HA77 "Probable cysteine--tRNA ligase, mitochondrial"CARS2 >sp|Q9HA77|SYCM_HUMAN Probable cysteine--tRNA ligase, mitochondrial OS=Homo sapiens GN=CARS2 PE=1 SV=11 1 1 1 62.223 564 564 0 6.2527 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 175290 0

Q9HAB8 Phosphopantothenate--cysteine ligasePPCS >sp|Q9HAB8-2|PPCS_HUMAN Isoform 2 of Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS;>sp|Q9HAB8|PPCS_HUMAN Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS PE=1 SV=22 2 2 2 15.645 138 138;311 0 3.2745 750630 790340 0 0 0 1013700 939700 969270 0 0 0 0 991920 0 625520 684290 0 0 0 0 0 0 0 0 0 0 0 0

Q9HAP6 Protein lin-7 homolog BLIN7B >sp|Q9HAP6-2|LIN7B_HUMAN Isoform 2 of Protein lin-7 homolog B OS=Homo sapiens GN=LIN7B;>sp|Q9HAP6|LIN7B_HUMAN Protein lin-7 homolog B OS=Homo sapiens GN=LIN7B PE=1 SV=12 1 1 1 15.62 137 137;207 0 5.1313 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95642 0

Q9HAS0 Protein Njmu-R1C17orf75 >tr|J9JIC5|J9JIC5_HUMAN Protein Njmu-R1 OS=Homo sapiens GN=C17orf75 PE=1 SV=1;>sp|Q9HAS0|NJMU_HUMAN Protein Njmu-R1 OS=Homo sapiens GN=C17orf75 PE=1 SV=22 1 1 1 44.609 396 396;396 0.000343 2.8346 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 13826 0 0 0 0 0 0 0 0 0 0 0 0

Q9HB66 MKKS >tr|Q9HB66|Q9HB66_HUMAN Alternative protein MKKS OS=Homo sapiens GN=MKKS PE=2 SV=11 1 1 1 7.2634 63 63 0 10.653 0 0 0 0 0 0 0 0 0 0 0 2671700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9HBH5 Retinol dehydrogenase 14RDH14 >sp|Q9HBH5|RDH14_HUMAN Retinol dehydrogenase 14 OS=Homo sapiens GN=RDH14 PE=1 SV=12 4 4 4 36.864 336 336;533 0 16.927 0 0 0 0 1010300 0 0 0 0 0 0 0 0 0 1265600 1149400 0 0 0 0 0 0 0 0 1152900 1282300 0 0

Q9HBL0 Tensin-1 TNS1 >tr|E7ERH1|E7ERH1_HUMAN Tensin-1 (Fragment) OS=Homo sapiens GN=TNS1 PE=1 SV=1;>tr|C9J8K5|C9J8K5_HUMAN Tensin-1 (Fragment) OS=Homo sapiens GN=TNS1 PE=4 SV=1;>tr|E7EMG1|E7EMG1_HUMAN Tensin-1 (Fragment) OS=Homo sapiens GN=TNS1 PE=1 SV=1;>sp|Q9HBL0-2|TENS1_HUM6 4 1 1 85.658 780 780;122;487;416;61;1030.00683 1.6827 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95342

Q9HBR0 Putative sodium-coupled neutral amino acid transporter 10SLC38A10 >sp|Q9HBR0|S38AA_HUMAN Putative sodium-coupled neutral amino acid transporter 10 OS=Homo sapiens GN=SLC38A10 PE=1 SV=2;>tr|I3L0Q8|I3L0Q8_HUMAN Putative sodium-coupled neutral amino acid transporter 10 (Fragment) OS=Homo sapiens GN=SLC38A10 PE=4 SV=1;>tr|H05 2 2 2 119.76 1119 1119;258;299;686;7800 7.5301 0 0 0 262040 314420 0 0 0 0 0 0 410910 0 0 327740 289930 0 0 0 0 0 0 0 0 0 0 359100 371750

Q9HC07 Transmembrane protein 165TMEM165 >sp|Q9HC07|TM165_HUMAN Transmembrane protein 165 OS=Homo sapiens GN=TMEM165 PE=1 SV=11 1 1 1 34.905 324 324 0 15.422 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 408720

Q9NP58 "ATP-binding cassette sub-family B member 6, mitochondrial"ABCB6 >tr|H7BXK9|H7BXK9_HUMAN ATP-binding cassette sub-family B member 6, mitochondrial (Fragment) OS=Homo sapiens GN=ABCB6 PE=3 SV=1;>sp|Q9NP58-4|ABCB6_HUMAN Isoform 2 of ATP-binding cassette sub-family B member 6, mitochondrial OS=Homo sapiens GN=ABCB6;>sp|Q9N3 2 2 2 77.434 690 690;796;8420.002254 2.0274 0 0 0 120450 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NP61 ADP-ribosylation factor GTPase-activating protein 3ARFGAP3 >tr|H0Y6A0|H0Y6A0_HUMAN ADP-ribosylation factor GTPase-activating protein 3 (Fragment) OS=Homo sapiens GN=ARFGAP3 PE=1 SV=1;>sp|Q9NP61-2|ARFG3_HUMAN Isoform 2 of ADP-ribosylation factor GTPase-activating protein 3 OS=Homo sapiens GN=ARFGAP3;>sp|Q9NP61|ARFG3 2 2 2 29.956 273 273;472;516 0 14.307 0 0 0 0 906150 848030 0 899030 0 0 581560 0 408950 0 0 0 0 0 0 0 0 0 0 0 410900 0 0 428520

Q9NP71 Carbohydrate-responsive element-binding proteinMLXIPL >tr|C9JDF5|C9JDF5_HUMAN Carbohydrate-responsive element-binding protein (Fragment) OS=Homo sapiens GN=MLXIPL PE=4 SV=1;>sp|Q9NP71-5|MLXPL_HUMAN Isoform 5 of Carbohydrate-responsive element-binding protein OS=Homo sapiens GN=MLXIPL;>sp|Q9NP71-6|MLXPL_HUMAN 7 1 1 1 23.077 213 213;575;722;831;833;850;8520 29.949 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 183630

Q9NP77 RNA polymerase II subunit A C-terminal domain phosphatase SSU72SSU72 >sp|Q9NP77|SSU72_HUMAN RNA polymerase II subunit A C-terminal domain phosphatase SSU72 OS=Homo sapiens GN=SSU72 PE=1 SV=11 1 1 1 22.574 194 194 0.002247 2.0005 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 110460 0

Q9NP92 "28S ribosomal protein S30, mitochondrial"MRPS30 >sp|Q9NP92|RT30_HUMAN 28S ribosomal protein S30, mitochondrial OS=Homo sapiens GN=MRPS30 PE=1 SV=2;>tr|A0A087WV52|A0A087WV52_HUMAN 28S ribosomal protein S30, mitochondrial OS=Homo sapiens GN=MRPS30 PE=1 SV=12 3 3 3 50.364 439 439;337 0 4.125 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1048300 0 0 0 0 0 0 0 0 0 957620 0 678700

Q9NPA8 Transcription and mRNA export factor ENY2ENY2 >tr|E5RHX8|E5RHX8_HUMAN Transcription and mRNA export factor ENY2 OS=Homo sapiens GN=ENY2 PE=1 SV=1;>sp|Q9NPA8-2|ENY2_HUMAN Isoform 2 of Transcription and mRNA export factor ENY2 OS=Homo sapiens GN=ENY2;>sp|Q9NPA8|ENY2_HUMAN Transcription and mRNA export f3 1 1 1 11.315 100 100;96;101 0 15.039 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 347640 0 0 0

Q9NPD3 Exosome complex component RRP41EXOSC4 >tr|E9PPI9|E9PPI9_HUMAN Exosome complex component RRP41 OS=Homo sapiens GN=EXOSC4 PE=1 SV=1;>sp|Q9NPD3|EXOS4_HUMAN Exosome complex component RRP41 OS=Homo sapiens GN=EXOSC4 PE=1 SV=32 1 1 1 16.579 156 156;245 0 14.888 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 720660

Q9NPF4 Probable tRNA N6-adenosine threonylcarbamoyltransferaseOSGEP >tr|G3V425|G3V425_HUMAN O-sialoglycoprotein endopeptidase, isoform CRA_b OS=Homo sapiens GN=OSGEP PE=1 SV=1;>sp|Q9NPF4|OSGEP_HUMAN Probable tRNA N6-adenosine threonylcarbamoyltransferase OS=Homo sapiens GN=OSGEP PE=1 SV=1;>tr|G3V249|G3V249_HUMAN Probable t4 2 2 2 17.064 153 153;335;102;1360.000676 2.6493 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 361690 0 0 0 0 0 0 0 0 0 0 0 0

Q9NQ48 Leucine zipper transcription factor-like protein 1LZTFL1 >tr|H7C488|H7C488_HUMAN Leucine zipper transcription factor-like protein 1 (Fragment) OS=Homo sapiens GN=LZTFL1 PE=1 SV=1;>sp|Q9NQ48-3|LZTL1_HUMAN Isoform 3 of Leucine zipper transcription factor-like protein 1 OS=Homo sapiens GN=LZTFL1;>sp|Q9NQ48-2|LZTL1_5 2 2 2 26.795 235 235;256;282;299;910 6.4264 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 762710

Q9NQ50 "39S ribosomal protein L40, mitochondrial"MRPL40 >sp|Q9NQ50|RM40_HUMAN 39S ribosomal protein L40, mitochondrial OS=Homo sapiens GN=MRPL40 PE=1 SV=11 1 1 1 24.49 206 206 0 3.126 0 0 0 0 0 0 0 0 0 0 0 0 0 1115700 604490 1230500 0 0 0 0 0 0 0 0 1340300 0 921600 846970

Q9NQ88 "Fructose-2,6-bisphosphatase TIGAR"TIGAR >sp|Q9NQ88|TIGAR_HUMAN Fructose-2,6-bisphosphatase TIGAR OS=Homo sapiens GN=TIGAR PE=1 SV=11 1 1 1 30.062 270 270 0 3.4067 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 492850

Q9NQA3 WAS protein family homolog 6;Putative WAS protein family homolog 3;WAS protein family homolog 2;WAS protein family homolog 1;Putative WAS protein family homolog 4WASH4P >tr|H3BV49|H3BV49_HUMAN Putative WAS protein family homolog 4 (Fragment) OS=Homo sapiens GN=WASH4P PE=4 SV=1;>tr|A0A096LNU2|A0A096LNU2_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>tr|A0A096LP26|A0A096LP26_HUMAN Uncharacterized protein OS=Homo s9 1 1 1 32.828 300 300;359;455;464;447;463;465;465;4770 4.3164 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 283550

Q9NQC3 Reticulon-4RTN4 >sp|Q9NQC3-3|RTN4_HUMAN Isoform 3 of Reticulon-4 OS=Homo sapiens GN=RTN41 5 1 1 22.395 199 199 0.000344 2.8996 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1867300

Q9NQE9 Histidine triad nucleotide-binding protein 3HINT3 >sp|Q9NQE9|HINT3_HUMAN Histidine triad nucleotide-binding protein 3 OS=Homo sapiens GN=HINT3 PE=1 SV=11 3 3 3 20.361 182 182 0 22.924 0 0 0 0 0 846450 0 0 0 0 1815100 2287200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NQL2 Ras-related GTP-binding protein D;Ras-related GTP-binding protein CRRAGD >tr|A0A087X1E9|A0A087X1E9_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1;>sp|Q9NQL2-2|RRAGD_HUMAN Isoform 2 of Ras-related GTP-binding protein D OS=Homo sapiens GN=RRAGD;>sp|Q9HB90|RRAGC_HUMAN Ras-related GTP-binding protein C OS=Homo sapiens GN=R4 1 1 1 36.604 321 321;249;399;4000.003489 1.9104 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1054800

Q9NQT8 Kinesin-like protein KIF13BKIF13B >sp|Q9NQT8|KI13B_HUMAN Kinesin-like protein KIF13B OS=Homo sapiens GN=KIF13B PE=1 SV=22 4 4 4 202.79 1826 1826;743 0 12.258 0 0 0 0 719750 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1287600 0

Q9NQX3 Gephyrin;Molybdopterin adenylyltransferase;Molybdopterin molybdenumtransferaseGPHN >tr|G3V582|G3V582_HUMAN Gephyrin OS=Homo sapiens GN=GPHN PE=1 SV=1;>tr|F5H039|F5H039_HUMAN Gephyrin OS=Homo sapiens GN=GPHN PE=1 SV=1;>sp|Q9NQX3|GEPH_HUMAN Gephyrin OS=Homo sapiens GN=GPHN PE=1 SV=1;>sp|Q9NQX3-2|GEPH_HUMAN Isoform 2 of Gephyrin OS=Homo sap6 2 2 2 41.356 380 380;782;736;769;49;500 20.65 0 0 0 752570 1064100 1123500 1072100 1060900 0 0 0 2448600 1039800 663450 1170000 0 0 0 0 0 0 0 0 0 0 718300 0 0

Q9NQX4 Unconventional myosin-VcMYO5C >tr|H0YM96|H0YM96_HUMAN Unconventional myosin-Vc OS=Homo sapiens GN=MYO5C PE=4 SV=1;>tr|H0YMK3|H0YMK3_HUMAN Unconventional myosin-Vc OS=Homo sapiens GN=MYO5C PE=4 SV=1;>sp|Q9NQX4-2|MYO5C_HUMAN Isoform 2 of Unconventional myosin-Vc OS=Homo sapiens GN=MYO5C;4 1 1 1 17.526 153 153;269;430;1742 0 12.225 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 431220

Q9NR09 Baculoviral IAP repeat-containing protein 6BIRC6 >sp|Q9NR09|BIRC6_HUMAN Baculoviral IAP repeat-containing protein 6 OS=Homo sapiens GN=BIRC6 PE=1 SV=21 1 1 1 530.25 4857 4857 0.000342 2.81 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 138290

Q9NR31 GTP-binding protein SAR1aSAR1A >sp|Q9NR31|SAR1A_HUMAN GTP-binding protein SAR1a OS=Homo sapiens GN=SAR1A PE=1 SV=1;>sp|Q9NR31-2|SAR1A_HUMAN Isoform 2 of GTP-binding protein SAR1a OS=Homo sapiens GN=SAR1A3 3 2 2 22.367 198 198;155;115 0 18.018 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1317900 0 0 0 0 0 0 0 0 0 0 0 0

Q9NR50 Translation initiation factor eIF-2B subunit gammaEIF2B3 >tr|H0Y580|H0Y580_HUMAN Translation initiation factor eIF-2B subunit gamma (Fragment) OS=Homo sapiens GN=EIF2B3 PE=1 SV=1;>sp|Q9NR50-3|EI2BG_HUMAN Isoform 3 of Translation initiation factor eIF-2B subunit gamma OS=Homo sapiens GN=EIF2B3;>sp|Q9NR50-2|EI2BG_4 3 3 3 24.842 222 222;401;412;452 0 6.4556 0 0 0 0 1294300 1164800 0 1507000 0 0 3916100 2258900 0 567700 1400600 974680 0 0 0 0 0 0 0 0 644670 0 1211600 2386200

Q9NRD5 PRKCA-binding proteinPICK1 >tr|F6V107|F6V107_HUMAN PRKCA-binding protein (Fragment) OS=Homo sapiens GN=PICK1 PE=4 SV=1;>sp|Q9NRD5-2|PICK1_HUMAN Isoform 2 of PRKCA-binding protein OS=Homo sapiens GN=PICK1;>sp|Q9NRD5|PICK1_HUMAN PRKCA-binding protein OS=Homo sapiens GN=PICK1 PE=1 SV=23 1 1 1 25.092 229 229;364;415 0 13.092 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 86492

Q9NRD8 Dual oxidase 2DUOX2 >tr|X6RAN8|X6RAN8_HUMAN Dual oxidase 2 OS=Homo sapiens GN=DUOX2 PE=4 SV=1;>sp|Q9NRD8|DUOX2_HUMAN Dual oxidase 2 OS=Homo sapiens GN=DUOX2 PE=1 SV=22 3 3 3 175.34 1548 1548;1548 0 39.094 0 0 0 0 926640 791820 682360 612650 0 0 0 971380 0 0 2151000 2234600 0 0 0 0 0 0 0 0 0 0 2137900 546790

Q9NRF8 CTP synthase 2CTPS2 >sp|Q9NRF8|PYRG2_HUMAN CTP synthase 2 OS=Homo sapiens GN=CTPS2 PE=1 SV=11 4 4 4 65.677 586 586 0 5.5398 0 0 0 0 1901200 2977700 2650600 3866900 0 0 6566800 4527600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NRG1 Phosphoribosyltransferase domain-containing protein 1PRTFDC1 >sp|Q9NRG1-2|PRDC1_HUMAN Isoform 2 of Phosphoribosyltransferase domain-containing protein 1 OS=Homo sapiens GN=PRTFDC1;>sp|Q9NRG1|PRDC1_HUMAN Phosphoribosyltransferase domain-containing protein 1 OS=Homo sapiens GN=PRTFDC1 PE=1 SV=12 1 1 1 21.558 190 190;225 0.002252 2.0247 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1477100 0 0 0

Q9NRP0 Oligosaccharyltransferase complex subunit OSTCOSTC >tr|A0A087WUD3|A0A087WUD3_HUMAN Oligosaccharyltransferase complex subunit OSTC OS=Homo sapiens GN=OSTC PE=1 SV=1;>sp|Q9NRP0|OSTC_HUMAN Oligosaccharyltransferase complex subunit OSTC OS=Homo sapiens GN=OSTC PE=1 SV=1;>sp|Q9NRP0-2|OSTC_HUMAN Isoform 2 of Oli3 1 1 1 9.369 83 83;149;171 0 15.118 4893100 0 8323900 6905700 2897000 8182800 0 2930200 0 0 1015100 0 0 0 31301000 21128000 0 0 0 0 0 0 0 0 0 0 5967600 40963000

Q9NRQ2 Phospholipid scramblase 4PLSCR4 >tr|E9PHR9|E9PHR9_HUMAN Phospholipid scramblase 4 OS=Homo sapiens GN=PLSCR4 PE=4 SV=1;>sp|Q9NRQ2-2|PLS4_HUMAN Isoform 2 of Phospholipid scramblase 4 OS=Homo sapiens GN=PLSCR4;>sp|Q9NRQ2|PLS4_HUMAN Phospholipid scramblase 4 OS=Homo sapiens GN=PLSCR4 PE=1 SV3 1 1 1 26.249 239 239;224;329 0 8.0803 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 398320

Q9NRW7 Vacuolar protein sorting-associated protein 45VPS45 >sp|Q9NRW7|VPS45_HUMAN Vacuolar protein sorting-associated protein 45 OS=Homo sapiens GN=VPS45 PE=1 SV=1;>tr|B7Z7G7|B7Z7G7_HUMAN Vacuolar protein sorting-associated protein 45 OS=Homo sapiens GN=VPS45 PE=1 SV=1;>tr|Q5T4Q0|Q5T4Q0_HUMAN Vacuolar protein sort5 2 2 2 65.076 570 570;198;316;447;5380 18.868 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2927500 0

Q9NRX5 Serine incorporator 1SERINC1 >sp|Q9NRX5|SERC1_HUMAN Serine incorporator 1 OS=Homo sapiens GN=SERINC1 PE=1 SV=11 1 1 1 50.494 453 453 0.000675 2.6197 0 0 0 0 0 0 0 0 0 0 0 1042800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NSK0 Kinesin light chain 4KLC4 >sp|Q9NSK0-5|KLC4_HUMAN Isoform 5 of Kinesin light chain 4 OS=Homo sapiens GN=KLC4;>sp|Q9NSK0|KLC4_HUMAN Kinesin light chain 4 OS=Homo sapiens GN=KLC4 PE=1 SV=3;>sp|Q9NSK0-3|KLC4_HUMAN Isoform 3 of Kinesin light chain 4 OS=Homo sapiens GN=KLC4;>tr|C9J8T5|C9 3 2 2 59.64 542 542;619;637;271;315;82;84;92;1310.005945 1.7433 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 405200

Q9NT62 Ubiquitin-like-conjugating enzyme ATG3ATG3 >sp|Q9NT62-2|ATG3_HUMAN Isoform 2 of Ubiquitin-like-conjugating enzyme ATG3 OS=Homo sapiens GN=ATG3;>sp|Q9NT62|ATG3_HUMAN Ubiquitin-like-conjugating enzyme ATG3 OS=Homo sapiens GN=ATG3 PE=1 SV=1;>tr|F8WDI0|F8WDI0_HUMAN Ubiquitin-like-conjugating enzyme ATG3 2 2 2 35.467 311 311;314;74 0 15.006 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 472290

Q9NTG7 "NAD-dependent protein deacetylase sirtuin-3, mitochondrial"SIRT3 >tr|E9PM75|E9PM75_HUMAN NAD-dependent protein deacetylase sirtuin-3, mitochondrial OS=Homo sapiens GN=SIRT3 PE=1 SV=1;>sp|Q9NTG7|SIR3_HUMAN NAD-dependent protein deacetylase sirtuin-3, mitochondrial OS=Homo sapiens GN=SIRT3 PE=1 SV=22 1 1 1 37.639 345 345;399 0.005643 1.7531 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 503780

Q9NTI5 Sister chromatid cohesion protein PDS5 homolog BPDS5B >sp|Q9NTI5-2|PDS5B_HUMAN Isoform 2 of Sister chromatid cohesion protein PDS5 homolog B OS=Homo sapiens GN=PDS5B;>sp|Q9NTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B OS=Homo sapiens GN=PDS5B PE=1 SV=14 4 4 4 158.28 1391 1391;1447;122;529 0 6.7197 0 0 0 0 1617700 0 1414300 0 0 0 0 1679400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NTJ4 Alpha-mannosidase 2C1MAN2C1 >sp|Q9NTJ4-3|MA2C1_HUMAN Isoform 3 of Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1;>sp|Q9NTJ4-2|MA2C1_HUMAN Isoform 2 of Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1;>sp|Q9NTJ4|MA2C1_HUMAN Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1 PE=1 SV=1;>sp11 2 2 2 104.69 941 941;1017;1040;1057;77;89;180;182;183;184;2090 4.002 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 449580 0 0

Q9NTX5 Ethylmalonyl-CoA decarboxylaseECHDC1 >sp|Q9NTX5-3|ECHD1_HUMAN Isoform 3 of Ethylmalonyl-CoA decarboxylase OS=Homo sapiens GN=ECHDC1;>sp|Q9NTX5-6|ECHD1_HUMAN Isoform 6 of Ethylmalonyl-CoA decarboxylase OS=Homo sapiens GN=ECHDC1;>sp|Q9NTX5-2|ECHD1_HUMAN Isoform 2 of Ethylmalonyl-CoA decarboxyla4 2 2 2 24.859 226 226;284;301;307 0 5.446 0 0 0 0 0 1008900 1243700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NTZ6 RNA-binding protein 12RBM12 >sp|Q9NTZ6|RBM12_HUMAN RNA-binding protein 12 OS=Homo sapiens GN=RBM12 PE=1 SV=11 1 1 1 97.394 932 932 0.000991 2.3689 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 390990

Q9NU02 Ankyrin repeat and EF-hand domain-containing protein 1ANKEF1 >sp|Q9NU02|ANKE1_HUMAN Ankyrin repeat and EF-hand domain-containing protein 1 OS=Homo sapiens GN=ANKEF1 PE=2 SV=21 1 1 1 86.663 776 776 0.002859 1.9219 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2010700

Q9NUQ8 ATP-binding cassette sub-family F member 3ABCF3 >sp|Q9NUQ8-2|ABCF3_HUMAN Isoform 2 of ATP-binding cassette sub-family F member 3 OS=Homo sapiens GN=ABCF3;>sp|Q9NUQ8|ABCF3_HUMAN ATP-binding cassette sub-family F member 3 OS=Homo sapiens GN=ABCF3 PE=1 SV=22 2 2 2 78.983 703 703;709 0 5.279 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 849640 0 0 0 0 0 0 0 0 0 0 0 0

Q9NUU6 Inactive ubiquitin thioesterase FAM105AFAM105A >sp|Q9NUU6|F105A_HUMAN Inactive ubiquitin thioesterase FAM105A OS=Homo sapiens GN=FAM105A PE=2 SV=11 4 4 4 42.195 356 356 0 7.0837 0 0 0 0 0 343410 0 0 0 0 0 0 0 0 1004300 814000 0 0 0 0 0 0 0 0 0 0 0 0

Q9NVA1 Ubiquinol-cytochrome-c reductase complex assembly factor 1UQCC1 >tr|B1AKV2|B1AKV2_HUMAN Ubiquinol-cytochrome-c reductase complex assembly factor 1 OS=Homo sapiens GN=UQCC1 PE=1 SV=1;>tr|B1AKV6|B1AKV6_HUMAN Ubiquinol-cytochrome-c reductase complex assembly factor 1 (Fragment) OS=Homo sapiens GN=UQCC1 PE=1 SV=1;>tr|B1AKV6 1 1 1 25.49 221 221;243;249;231;273;2990.004435 1.8925 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95998

Q9NVE7 Pantothenate kinase 4PANK4 >tr|H0YA26|H0YA26_HUMAN Pantothenate kinase 4 (Fragment) OS=Homo sapiens GN=PANK4 PE=1 SV=1;>tr|E9PHT6|E9PHT6_HUMAN Pantothenate kinase 4 OS=Homo sapiens GN=PANK4 PE=1 SV=1;>sp|Q9NVE7|PANK4_HUMAN Pantothenate kinase 4 OS=Homo sapiens GN=PANK4 PE=1 SV=1;>tr5 3 3 3 52.963 473 473;734;773;190;1360 3.6732 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 265990 0 0 0

Q9NVG8 TBC1 domain family member 13TBC1D13 >sp|Q9NVG8-2|TBC13_HUMAN Isoform 2 of TBC1 domain family member 13 OS=Homo sapiens GN=TBC1D13;>sp|Q9NVG8|TBC13_HUMAN TBC1 domain family member 13 OS=Homo sapiens GN=TBC1D13 PE=1 SV=32 2 2 2 32.171 275 275;400 0 2.9968 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 936750 0 0 0

Q9NVH0 Exonuclease 3-5 domain-containing protein 2EXD2 >tr|C9JLF4|C9JLF4_HUMAN Exonuclease 3-5 domain-containing protein 2 (Fragment) OS=Homo sapiens GN=EXD2 PE=1 SV=1;>sp|Q9NVH0-2|EXD2_HUMAN Isoform 2 of Exonuclease 3-5 domain-containing protein 2 OS=Homo sapiens GN=EXD2;>sp|Q9NVH0|EXD2_HUMAN Exonuclease 3 2 2 2 12.421 114 114;496;621 0 4.4569 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 402980

Q9NVN3 Synembryn-B;Synembryn-ARIC8B >tr|B7WPL0|B7WPL0_HUMAN Synembryn-B OS=Homo sapiens GN=RIC8B PE=1 SV=1;>sp|Q9NVN3-3|RIC8B_HUMAN Isoform 3 of Synembryn-B OS=Homo sapiens GN=RIC8B;>sp|Q9NVN3|RIC8B_HUMAN Synembryn-B OS=Homo sapiens GN=RIC8B PE=1 SV=2;>sp|Q9NVN3-1|RIC8B_HUMAN Isoform 1 of Sy11 2 2 2 63.493 560 560;496;520;536;118;147;258;525;530;531;5370.009463 1.5081 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4017200 0 0 0

Q9NVV4 "Poly(A) RNA polymerase, mitochondrial"MTPAP >sp|Q9NVV4-2|PAPD1_HUMAN Isoform 2 of Poly(A) RNA polymerase, mitochondrial OS=Homo sapiens GN=MTPAP;>sp|Q9NVV4|PAPD1_HUMAN Poly(A) RNA polymerase, mitochondrial OS=Homo sapiens GN=MTPAP PE=1 SV=12 2 1 1 78.832 712 712;582 0 3.0143 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 750570

Q9NW68 BSD domain-containing protein 1BSDC1 >sp|Q9NW68-8|BSDC1_HUMAN Isoform 8 of BSD domain-containing protein 1 OS=Homo sapiens GN=BSDC1;>sp|Q9NW68-2|BSDC1_HUMAN Isoform 2 of BSD domain-containing protein 1 OS=Homo sapiens GN=BSDC1;>sp|Q9NW68|BSDC1_HUMAN BSD domain-containing protein 1 OS=Homo sap12 2 2 2 41.411 374 374;428;430;447;474;64;89;156;178;173;335;3530.000346 2.9655 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 366560

Q9NWH9 SAFB-like transcription modulatorSLTM >sp|Q9NWH9|SLTM_HUMAN SAFB-like transcription modulator OS=Homo sapiens GN=SLTM PE=1 SV=2;>tr|H7BXE3|H7BXE3_HUMAN SAFB-like transcription modulator (Fragment) OS=Homo sapiens GN=SLTM PE=1 SV=1;>tr|H0YLW7|H0YLW7_HUMAN SAFB-like transcription modulator OS=Ho11 4 4 4 117.15 1034 1034;453;62;89;161;177;192;229;600;603;1120 61.308 0 518140 0 479950 582410 548980 611450 549930 0 0 530720 420300 417920 406150 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NWU1 "3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial"OXSM >sp|Q9NWU1-2|OXSM_HUMAN Isoform 2 of 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial OS=Homo sapiens GN=OXSM;>sp|Q9NWU1|OXSM_HUMAN 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial OS=Homo sapiens GN=OXSM PE=1 SV=1;>tr|F8VNS3|F8VNS3_HUMAN 35 4 4 4 40.034 376 376;459;102;220;2310 44.124 0 703460 0 0 687130 592820 725460 0 0 0 8074700 4258200 0 1547900 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NX05 Constitutive coactivator of PPAR-gamma-like protein 2FAM120C >tr|F8W881|F8W881_HUMAN Constitutive coactivator of PPAR-gamma-like protein 2 OS=Homo sapiens GN=FAM120C PE=4 SV=2;>sp|Q9NX05|F120C_HUMAN Constitutive coactivator of PPAR-gamma-like protein 2 OS=Homo sapiens GN=FAM120C PE=2 SV=3;>sp|Q9NX05-2|F120C_HUMAN Is3 2 2 2 99.351 895 895;1096;238 0 4.4945 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 135660

Q9NX20 "39S ribosomal protein L16, mitochondrial"MRPL16 >sp|Q9NX20|RM16_HUMAN 39S ribosomal protein L16, mitochondrial OS=Homo sapiens GN=MRPL16 PE=1 SV=11 1 1 1 28.449 251 251 0 3.1947 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 70741

Q9NX24 H/ACA ribonucleoprotein complex subunit 2NHP2 >tr|J3QSY4|J3QSY4_HUMAN H/ACA ribonucleoprotein complex subunit 2 OS=Homo sapiens GN=NHP2 PE=1 SV=1;>tr|D6RC52|D6RC52_HUMAN H/ACA ribonucleoprotein complex subunit 2 (Fragment) OS=Homo sapiens GN=NHP2 PE=1 SV=1;>tr|D6RCB9|D6RCB9_HUMAN H/ACA ribonucleoprote4 2 2 2 10.071 90 90;132;135;153 0 6.3414 0 0 0 0 0 0 0 0 0 0 0 0 0 546190 0 0 0 0 0 0 0 0 0 0 0 0 1921500 1013900

Q9NX46 Poly(ADP-ribose) glycohydrolase ARH3ADPRHL2 >sp|Q9NX46|ARHL2_HUMAN Poly(ADP-ribose) glycohydrolase ARH3 OS=Homo sapiens GN=ADPRHL2 PE=1 SV=11 4 4 4 38.946 363 363 0 9.0598 2181300 1859700 561820 0 1346500 1409500 1467900 2535000 0 0 1394700 6337100 1129600 0 0 0 0 0 0 0 0 0 0 0 0 0 404100 439810

Q9NX47 E3 ubiquitin-protein ligase MARCH5MARCH5 >sp|Q9NX47|MARH5_HUMAN E3 ubiquitin-protein ligase MARCH5 OS=Homo sapiens GN=MARCH5 PE=1 SV=11 1 1 1 31.231 278 278 0 3.4932 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 262330

Q9NXC5 WD repeat-containing protein mioMIOS >sp|Q9NXC5|MIO_HUMAN WD repeat-containing protein mio OS=Homo sapiens GN=MIOS PE=1 SV=2;>sp|Q9NXC5-2|MIO_HUMAN Isoform 2 of WD repeat-containing protein mio OS=Homo sapiens GN=MIOS2 2 2 2 98.583 875 875;567 0 11.802 0 0 0 0 1164600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NXR7 BRCA1-A complex subunit BREBRE >tr|F8W733|F8W733_HUMAN BRCA1-A complex subunit BRE (Fragment) OS=Homo sapiens GN=BRE PE=1 SV=1;>sp|Q9NXR7-4|BRE_HUMAN Isoform 4 of BRCA1-A complex subunit BRE OS=Homo sapiens GN=BRE;>sp|Q9NXR7-3|BRE_HUMAN Isoform 3 of BRCA1-A complex subunit BRE OS=Homo s5 1 1 1 31.972 284 284;376;379;383;4150 7.0283 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 253120 0 0 0 0 0 0 0 0 0 0 0 0

Q9NXU5 ADP-ribosylation factor-like protein 15ARL15 >tr|A0A087WUW9|A0A087WUW9_HUMAN ADP-ribosylation factor-like protein 15 OS=Homo sapiens GN=ARL15 PE=1 SV=1;>sp|Q9NXU5|ARL15_HUMAN ADP-ribosylation factor-like protein 15 OS=Homo sapiens GN=ARL15 PE=1 SV=12 1 1 1 22.876 204 204;204 0 3.2203 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 494050

Q9NXV6 CDKN2A-interacting proteinCDKN2AIP >tr|J3KNE1|J3KNE1_HUMAN CDKN2A-interacting protein OS=Homo sapiens GN=CDKN2AIP PE=1 SV=1;>tr|D6RGD2|D6RGD2_HUMAN CDKN2A-interacting protein OS=Homo sapiens GN=CDKN2AIP PE=1 SV=1;>sp|Q9NXV6|CARF_HUMAN CDKN2A-interacting protein OS=Homo sapiens GN=CDKN2AIP P3 2 2 2 13.969 126 126;135;580 0 2.9934 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1999400 0 0 0 0 0 0 0 0 0 0 0 0

Q9NY27 Serine/threonine-protein phosphatase 4 regulatory subunit 2PPP4R2 >tr|H7C559|H7C559_HUMAN Serine/threonine-protein phosphatase 4 regulatory subunit 2 (Fragment) OS=Homo sapiens GN=PPP4R2 PE=1 SV=1;>tr|C9IZ04|C9IZ04_HUMAN Serine/threonine-protein phosphatase 4 regulatory subunit 2 (Fragment) OS=Homo sapiens GN=PPP4R2 PE=15 1 1 1 15.591 143 143;226;360;361;4170.000346 2.9698 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 126920

Q9NYK5 "39S ribosomal protein L39, mitochondrial"MRPL39 >tr|C9JG87|C9JG87_HUMAN 39S ribosomal protein L39, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL39 PE=1 SV=1;>sp|Q9NYK5|RM39_HUMAN 39S ribosomal protein L39, mitochondrial OS=Homo sapiens GN=MRPL39 PE=1 SV=3;>sp|Q9NYK5-2|RM39_HUMAN Isoform 2 of 39S ribo3 2 2 2 34.032 297 297;338;353 0 15.318 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 518540 0

Q9NYL9 Tropomodulin-3TMOD3 >sp|Q9NYL9|TMOD3_HUMAN Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=1;>tr|H0YKU1|H0YKU1_HUMAN Tropomodulin-3 (Fragment) OS=Homo sapiens GN=TMOD3 PE=1 SV=1;>tr|H0YNJ8|H0YNJ8_HUMAN Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=13 5 4 4 39.594 352 352;187;213 0 15.889 0 0 0 0 0 0 0 0 0 0 0 0 0 0 627920 1092600 0 0 0 0 0 0 0 0 0 454570 1476600 2588700

Q9NZD2 Glycolipid transfer proteinGLTP >tr|F5H0U5|F5H0U5_HUMAN Glycolipid transfer protein OS=Homo sapiens GN=GLTP PE=1 SV=1;>sp|Q9NZD2|GLTP_HUMAN Glycolipid transfer protein OS=Homo sapiens GN=GLTP PE=1 SV=3;>tr|F5GZ49|F5GZ49_HUMAN Glycolipid transfer protein OS=Homo sapiens GN=GLTP PE=2 SV=1;4 2 2 2 21.659 190 190;209;67;183 0 5.3275 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 609510

Q9NZJ7 Mitochondrial carrier homolog 1MTCH1 >tr|F6WFU6|F6WFU6_HUMAN Mitochondrial carrier homolog 1 OS=Homo sapiens GN=MTCH1 PE=1 SV=1;>sp|Q9NZJ7-2|MTCH1_HUMAN Isoform 2 of Mitochondrial carrier homolog 1 OS=Homo sapiens GN=MTCH1;>sp|Q9NZJ7|MTCH1_HUMAN Mitochondrial carrier homolog 1 OS=Homo sapiens7 3 3 3 39.97 363 363;372;389;357;394;171;2010.000998 2.4348 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 583410 0 0 0

Q9NZJ9 Diphosphoinositol polyphosphate phosphohydrolase 2NUDT4 >sp|Q9NZJ9|NUDT4_HUMAN Diphosphoinositol polyphosphate phosphohydrolase 2 OS=Homo sapiens GN=NUDT4 PE=1 SV=2;>sp|Q9NZJ9-2|NUDT4_HUMAN Isoform 2 of Diphosphoinositol polyphosphate phosphohydrolase 2 OS=Homo sapiens GN=NUDT42 1 1 1 20.306 180 180;181 0.004729 1.8363 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 70068 0 0

Q9NZL4 Hsp70-binding protein 1HSPBP1 >tr|K7EN20|K7EN20_HUMAN Hsp70-binding protein 1 (Fragment) OS=Homo sapiens GN=HSPBP1 PE=1 SV=1;>tr|K7EL16|K7EL16_HUMAN Hsp70-binding protein 1 (Fragment) OS=Homo sapiens GN=HSPBP1 PE=1 SV=1;>sp|Q9NZL4-2|HPBP1_HUMAN Isoform 2 of Hsp70-binding protein 1 OS=H5 1 1 1 10.614 97 97;214;259;362;4050 4.5797 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 599770 0 0

Q9NZN3 EH domain-containing protein 3EHD3 >sp|Q9NZN3|EHD3_HUMAN EH domain-containing protein 3 OS=Homo sapiens GN=EHD3 PE=1 SV=2;>sp|Q9NZN3-2|EHD3_HUMAN Isoform 2 of EH domain-containing protein 3 OS=Homo sapiens GN=EHD32 3 1 1 60.886 535 535;175 0 4.2122 0 0 0 0 0 0 0 0 0 0 0 0 198140 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9NZZ3 Charged multivesicular body protein 5CHMP5 >sp|Q9NZZ3|CHMP5_HUMAN Charged multivesicular body protein 5 OS=Homo sapiens GN=CHMP5 PE=1 SV=1;>sp|Q9NZZ3-2|CHMP5_HUMAN Isoform 2 of Charged multivesicular body protein 5 OS=Homo sapiens GN=CHMP52 2 2 2 24.57 219 219;171 0 5.097 0 0 0 0 0 0 0 0 0 0 0 959150 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9P000 COMM domain-containing protein 9COMMD9 >sp|Q9P000-2|COMD9_HUMAN Isoform 2 of COMM domain-containing protein 9 OS=Homo sapiens GN=COMMD9;>sp|Q9P000|COMD9_HUMAN COMM domain-containing protein 9 OS=Homo sapiens GN=COMMD9 PE=1 SV=2;>tr|E9PJ95|E9PJ95_HUMAN COMM domain-containing protein 9 OS=Homo sa3 2 2 2 17.333 156 156;198;185 0 21.674 0 0 0 0 0 0 0 0 0 0 0 0 0 1026600 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9P0J1 "[Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial"PDP1 >tr|E5RIE5|E5RIE5_HUMAN [Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial (Fragment) OS=Homo sapiens GN=PDP1 PE=4 SV=1;>tr|E5RI96|E5RI96_HUMAN [Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial (Fragment) 5 1 1 1 14.856 128 128;147;232;537;5620.000341 2.7452 0 0 0 0 0 0 0 0 0 0 0 669670 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9P0K7 AnkycorbinRAI14 >sp|Q9P0K7-4|RAI14_HUMAN Isoform 4 of Ankycorbin OS=Homo sapiens GN=RAI14;>sp|Q9P0K7-3|RAI14_HUMAN Isoform 3 of Ankycorbin OS=Homo sapiens GN=RAI14;>sp|Q9P0K7|RAI14_HUMAN Ankycorbin OS=Homo sapiens GN=RAI14 PE=1 SV=2;>sp|Q9P0K7-2|RAI14_HUMAN Isoform 2 of A4 1 1 1 106.9 951 951;972;980;983 0 3.4469 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1921100

Q9P253 Vacuolar protein sorting-associated protein 18 homologVPS18 >sp|Q9P253|VPS18_HUMAN Vacuolar protein sorting-associated protein 18 homolog OS=Homo sapiens GN=VPS18 PE=1 SV=23 3 3 3 110.18 973 973;121;130 0 32.095 0 0 294700 468440 0 422820 580250 0 0 0 2443600 1295100 670920 352610 0 4744600 0 0 0 0 0 0 0 0 823630 545740 737070 0

Q9P291 Armadillo repeat-containing X-linked protein 1ARMCX1 >tr|A0A087WTL2|A0A087WTL2_HUMAN Armadillo repeat-containing X-linked protein 1 OS=Homo sapiens GN=ARMCX1 PE=4 SV=1;>sp|Q9P291|ARMX1_HUMAN Armadillo repeat-containing X-linked protein 1 OS=Homo sapiens GN=ARMCX1 PE=1 SV=12 1 1 1 39.004 365 365;453 0.005636 1.7467 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 430470

Q9P2D3 HEAT repeat-containing protein 5BHEATR5B >sp|Q9P2D3-3|HTR5B_HUMAN Isoform 3 of HEAT repeat-containing protein 5B OS=Homo sapiens GN=HEATR5B;>sp|Q9P2D3|HTR5B_HUMAN HEAT repeat-containing protein 5B OS=Homo sapiens GN=HEATR5B PE=1 SV=22 1 1 1 214.99 1982 1982;2071 0.009732 1.4784 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 148500

Q9P2I0 Cleavage and polyadenylation specificity factor subunit 2CPSF2 >sp|Q9P2I0|CPSF2_HUMAN Cleavage and polyadenylation specificity factor subunit 2 OS=Homo sapiens GN=CPSF2 PE=1 SV=2;>tr|H0YJF4|H0YJF4_HUMAN Cleavage and polyadenylation-specificity factor subunit 2 (Fragment) OS=Homo sapiens GN=CPSF2 PE=1 SV=12 2 2 2 88.486 782 782;269 0 13.434 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6755900 0 0

Q9P2M7 Cingulin CGN >sp|Q9P2M7|CING_HUMAN Cingulin OS=Homo sapiens GN=CGN PE=1 SV=22 3 3 3 136.38 1197 1197;771 0 30.766 0 0 0 0 1037000 834200 0 0 0 0 0 3884700 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2610600

Q9P2R3 Ankyrin repeat and FYVE domain-containing protein 1ANKFY1 >sp|Q9P2R3|ANFY1_HUMAN Rabankyrin-5 OS=Homo sapiens GN=ANKFY1 PE=1 SV=2;>sp|Q9P2R3-2|ANFY1_HUMAN Isoform 2 of Rabankyrin-5 OS=Homo sapiens GN=ANKFY1;>sp|Q9P2R3-4|ANFY1_HUMAN Isoform 4 of Rabankyrin-5 OS=Homo sapiens GN=ANKFY14 5 5 5 128.4 1169 1169;1170;1211;69 0 12.115 1211600 0 0 0 0 1179100 1343200 1675500 0 0 1853500 0 0 0 616940 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9P2T1 GMP reductase;GMP reductase 2GMPR2 >tr|H0YMB3|H0YMB3_HUMAN GMP reductase 2 OS=Homo sapiens GN=GMPR2 PE=1 SV=1;>tr|H0YLV5|H0YLV5_HUMAN GMP reductase 2 OS=Homo sapiens GN=GMPR2 PE=1 SV=1;>tr|A0A087WWM4|A0A087WWM4_HUMAN GMP reductase OS=Homo sapiens GN=GMPR2 PE=1 SV=1;>tr|F8WAN9|F8WAN9_HUMAN G16 3 3 3 33.921 315 315;333;348;349;427;320;348;366;126;169;64;69;88;93;139;2400 14.065 0 0 0 0 0 0 0 0 0 0 414950 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 550210 0

Q9P2W9 Syntaxin-18STX18 >tr|D6RF48|D6RF48_HUMAN Syntaxin-18 OS=Homo sapiens GN=STX18 PE=1 SV=1;>sp|Q9P2W9|STX18_HUMAN Syntaxin-18 OS=Homo sapiens GN=STX18 PE=1 SV=12 2 2 2 35.42 308 308;335 0.008571 1.5403 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 267760 0 0 0

Q9P2X0 Dolichol-phosphate mannosyltransferase subunit 3DPM3 >sp|Q9P2X0|DPM3_HUMAN Dolichol-phosphate mannosyltransferase subunit 3 OS=Homo sapiens GN=DPM3 PE=1 SV=2;>sp|Q9P2X0-2|DPM3_HUMAN Isoform 2 of Dolichol-phosphate mannosyltransferase subunit 3 OS=Homo sapiens GN=DPM32 2 2 2 10.094 92 92;122 0.004738 1.8578 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 58262

Q9TQE0 "HLA class II histocompatibility antigen, DRB1-9 beta chain;HLA class II histocompatibility antigen, DRB1-10 beta chain;HLA class II histocompatibility antigen, DR beta 5 chain;HLA class II histocompatibility antigen, DRB1-8 beta chain;HLA class II histocHLA-DRB1 >sp|Q9TQE0|2B19_HUMAN HLA class II histocompatibility antigen, DRB1-9 beta chain OS=Homo sapiens GN=HLA-DRB1 PE=1 SV=1;>sp|Q30167|2B1A_HUMAN HLA class II histocompatibility antigen, DRB1-10 beta chain OS=Homo sapiens GN=HLA-DRB1 PE=1 SV=2;>sp|Q30154|DRB5_H10 1 1 1 29.826 266 266;266;266;266;266;266;266;266;266;2660 4.7993 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 146250

Q9UBB4 Ataxin-10 ATXN10 >sp|Q9UBB4|ATX10_HUMAN Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1;>sp|Q9UBB4-2|ATX10_HUMAN Isoform 2 of Ataxin-10 OS=Homo sapiens GN=ATXN10;>tr|B1AHE4|B1AHE4_HUMAN Ataxin-10 (Fragment) OS=Homo sapiens GN=ATXN10 PE=1 SV=13 6 6 6 53.488 475 475;411;197 0 8.4253 754840 764620 0 0 783310 787430 901110 848330 0 0 318610 839740 0 0 0 656710 0 0 0 0 0 0 0 0 821190 851280 701710 716590

Q9UBC2 Epidermal growth factor receptor substrate 15-like 1SPATA22 >tr|M0R2S2|M0R2S2_HUMAN Epidermal growth factor receptor substrate 15-like 1 OS=Homo sapiens GN=EPS15L1 PE=1 SV=1;>tr|M0R165|M0R165_HUMAN Epidermal growth factor receptor substrate 15-like 1 OS=Homo sapiens GN=EPS15L1 PE=1 SV=1;>sp|Q9UBC2-4|EP15R_HUMAN Iso6 3 3 3 49.856 447 447;756;601;754;864;9100 161.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1963200

Q9UBF2 Coatomer subunit gamma-2COPG2 >sp|Q9UBF2-2|COPG2_HUMAN Isoform 2 of Coatomer subunit gamma-2 OS=Homo sapiens GN=COPG2;>sp|Q9UBF2|COPG2_HUMAN Coatomer subunit gamma-2 OS=Homo sapiens GN=COPG2 PE=1 SV=12 11 7 7 81.482 726 726;871 0 17.824 0 0 0 0 0 525020 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1062800 1188100 0 0

Q9UBK9 Protein UXTUXT >sp|Q9UBK9|UXT_HUMAN Protein UXT OS=Homo sapiens GN=UXT PE=1 SV=11 1 1 1 18.246 157 157 0 4.0593 0 0 0 0 0 0 0 0 0 0 0 1992800 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UBN7 Histone deacetylase 6HDAC6 >tr|C9J172|C9J172_HUMAN Histone deacetylase 6 (Fragment) OS=Homo sapiens GN=HDAC6 PE=1 SV=1;>tr|E9PEH1|E9PEH1_HUMAN Histone deacetylase 6 (Fragment) OS=Homo sapiens GN=HDAC6 PE=1 SV=1;>tr|E7EP63|E7EP63_HUMAN Histone deacetylase 6 (Fragment) OS=Homo sapiens7 1 1 1 15.893 142 142;161;167;171;210;269;12150.00068 2.7109 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 509610 0 0 0

Q9UBS3 DnaJ homolog subfamily B member 9DNAJB9 >sp|Q9UBS3|DNJB9_HUMAN DnaJ homolog subfamily B member 9 OS=Homo sapiens GN=DNAJB9 PE=1 SV=11 3 3 3 25.518 223 223 0 4.7746 0 0 0 0 0 0 0 0 0 0 0 0 1040200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UBT7 Alpha-catulinCTNNAL1 >sp|Q9UBT7-2|CTNL1_HUMAN Isoform 2 of Alpha-catulin OS=Homo sapiens GN=CTNNAL1;>sp|Q9UBT7|CTNL1_HUMAN Alpha-catulin OS=Homo sapiens GN=CTNNAL1 PE=1 SV=22 1 1 1 80.152 718 718;734 0 4.2183 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 63514 0 0 0 0 0 0 0 0 0 0 0 0

Q9UBX5 Fibulin-5 FBLN5 >tr|H0YJ31|H0YJ31_HUMAN Fibulin-5 (Fragment) OS=Homo sapiens GN=FBLN5 PE=4 SV=1;>tr|G3V4U0|G3V4U0_HUMAN Fibulin-5 OS=Homo sapiens GN=FBLN5 PE=4 SV=1;>tr|G3XA98|G3XA98_HUMAN Fibulin 5, isoform CRA_a OS=Homo sapiens GN=FBLN5 PE=4 SV=1;>sp|Q9UBX5|FBLN5_HUMAN 4 1 1 1 17.535 157 157;453;489;4480.001948 2.1065 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1224300 0 0 0 0 0 0 0 0 0 0 0 0

Q9UDT6 CAP-Gly domain-containing linker protein 2CLIP2 >sp|Q9UDT6-2|CLIP2_HUMAN Isoform 2 of CAP-Gly domain-containing linker protein 2 OS=Homo sapiens GN=CLIP2;>sp|Q9UDT6|CLIP2_HUMAN CAP-Gly domain-containing linker protein 2 OS=Homo sapiens GN=CLIP2 PE=1 SV=12 2 2 2 111.78 1011 1011;1046 0 4.145 0 0 0 0 0 900330 356660 386510 0 0 9684800 1109100 0 0 0 0 0 0 0 0 0 0 0 0 0 218130 0 1955900

Q9UDW1 Cytochrome b-c1 complex subunit 9UQCR10 >sp|Q9UDW1|QCR9_HUMAN Cytochrome b-c1 complex subunit 9 OS=Homo sapiens GN=UQCR10 PE=1 SV=3;>tr|Q9NZY4|Q9NZY4_HUMAN Cytochrome b-c1 complex subunit 9 OS=Homo sapiens GN=UQCR10 PE=1 SV=1;>sp|Q9UDW1-2|QCR9_HUMAN Isoform 2 of Cytochrome b-c1 complex subunit 93 2 2 2 7.3084 63 63;132;62 0 27.799 0 0 0 0 2965700 2495000 2268500 0 0 0 0 7371400 0 0 9656900 9897800 0 0 0 0 0 0 0 0 0 0 6169700 7305700

Q9UEU0 Vesicle transport through interaction with t-SNAREs homolog 1BVTI1B >sp|Q9UEU0|VTI1B_HUMAN Vesicle transport through interaction with t-SNAREs homolog 1B OS=Homo sapiens GN=VTI1B PE=1 SV=3;>tr|J3KMW2|J3KMW2_HUMAN Vesicle transport through interaction with t-SNAREs homolog 1B OS=Homo sapiens GN=VTI1B PE=1 SV=1;>tr|G3V5I2|G36 2 2 2 26.688 232 232;44;59;103;128;1710 13.917 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2678700 0 2175200 0

Q9UEW8 STE20/SPS1-related proline-alanine-rich protein kinaseSTK39 >sp|Q9UEW8-2|STK39_HUMAN Isoform 2 of STE20/SPS1-related proline-alanine-rich protein kinase OS=Homo sapiens GN=STK39;>sp|Q9UEW8|STK39_HUMAN STE20/SPS1-related proline-alanine-rich protein kinase OS=Homo sapiens GN=STK39 PE=1 SV=32 2 2 2 57.937 526 526;545 0 3.3273 0 0 0 0 0 0 0 0 0 0 0 707830 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UEY8 Gamma-adducinADD3 >tr|A0A087WX08|A0A087WX08_HUMAN Gamma-adducin OS=Homo sapiens GN=ADD3 PE=1 SV=1;>sp|Q9UEY8-2|ADDG_HUMAN Isoform 1 of Gamma-adducin OS=Homo sapiens GN=ADD3;>sp|Q9UEY8|ADDG_HUMAN Gamma-adducin OS=Homo sapiens GN=ADD3 PE=1 SV=13 1 1 1 75.375 672 672;674;706 0 8.6269 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 493360

Q9UFG5 UPF0449 protein C19orf25C19orf25 >tr|K7EK56|K7EK56_HUMAN UPF0449 protein C19orf25 OS=Homo sapiens GN=C19orf25 PE=4 SV=1;>sp|Q9UFG5|CS025_HUMAN UPF0449 protein C19orf25 OS=Homo sapiens GN=C19orf25 PE=1 SV=2;>sp|Q9UFG5-2|CS025_HUMAN Isoform 2 of UPF0449 protein C19orf25 OS=Homo sapiens GN=C3 1 1 1 17.116 160 160;118;1610.000343 2.8545 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 140050 0 0

Q9UFW8 CGG triplet repeat-binding protein 1CGGBP1 >sp|Q9UFW8|CGBP1_HUMAN CGG triplet repeat-binding protein 1 OS=Homo sapiens GN=CGGBP1 PE=1 SV=21 1 1 1 18.82 167 167 0.009729 1.4768 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 243210

Q9UGI8 Testin TES >sp|Q9UGI8-2|TES_HUMAN Isoform 2 of Testin OS=Homo sapiens GN=TES;>sp|Q9UGI8|TES_HUMAN Testin OS=Homo sapiens GN=TES PE=1 SV=12 2 2 2 46.91 412 412;421 0 3.8988 0 0 0 0 478620 380010 450730 0 0 0 212540 251290 0 0 0 172250 0 0 0 0 0 0 0 0 234010 0 187150 0

Q9UGM3 Deleted in malignant brain tumors 1 proteinDMBT1 >sp|Q9UGM3-9|DMBT1_HUMAN Isoform 9 of Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DMBT1;>sp|Q9UGM3-4|DMBT1_HUMAN Isoform 4 of Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DMBT1;>sp|Q9UGM3-8|DMBT1_HUMAN Isoform 8 of Dele9 1 1 1 124.45 1133 1133;1527;1662;1785;2393;2403;2413;2532;25420 11.507 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 606760

Q9UGT4 Sushi domain-containing protein 2SUSD2 >sp|Q9UGT4|SUSD2_HUMAN Sushi domain-containing protein 2 OS=Homo sapiens GN=SUSD2 PE=1 SV=11 2 2 2 90.207 822 822 0 40.597 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1991500 2708100 0 0 0 0 0 0 0 0 0 0 0 0

Q9UH62 Armadillo repeat-containing X-linked protein 3ARMCX3 >sp|Q9UH62|ARMX3_HUMAN Armadillo repeat-containing X-linked protein 3 OS=Homo sapiens GN=ARMCX3 PE=1 SV=11 2 2 2 42.5 379 379 0 3.9045 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5371200 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UH65 Switch-associated protein 70SWAP70 >tr|E7EMB1|E7EMB1_HUMAN Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV=1;>sp|Q9UH65|SWP70_HUMAN Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV=12 1 1 1 62.032 527 527;585 0 5.0197 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 17419 0 0 0

Q9UHD2 Serine/threonine-protein kinase TBK1TBK1 >sp|Q9UHD2|TBK1_HUMAN Serine/threonine-protein kinase TBK1 OS=Homo sapiens GN=TBK1 PE=1 SV=14 3 3 3 83.641 729 729;48;98;1030.001634 2.2092 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1433200 0

Q9UHD9 Ubiquilin-2UBQLN2 >sp|Q9UHD9|UBQL2_HUMAN Ubiquilin-2 OS=Homo sapiens GN=UBQLN2 PE=1 SV=21 3 1 1 65.695 624 624 0 80.503 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2431400

Q9UHI5 Large neutral amino acids transporter small subunit 2SLC7A8 >sp|Q9UHI5|LAT2_HUMAN Large neutral amino acids transporter small subunit 2 OS=Homo sapiens GN=SLC7A8 PE=1 SV=1;>tr|E9PIC3|E9PIC3_HUMAN Large neutral amino acids transporter small subunit 2 (Fragment) OS=Homo sapiens GN=SLC7A8 PE=4 SV=1;>tr|E9PQT4|E9PQT4_H7 2 2 2 58.381 535 535;78;94;289;311;332;4300 9.2204 1685600 2151000 1110300 1956300 0 0 0 0 0 0 0 0 411180 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UHJ6 SedoheptulokinaseSHPK >sp|Q9UHJ6|SHPK_HUMAN Sedoheptulokinase OS=Homo sapiens GN=SHPK PE=1 SV=31 2 2 2 51.49 478 478 0 8.5961 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 320460

Q9UI10 Translation initiation factor eIF-2B subunit deltaEIF2B4 >tr|A0A087WTA5|A0A087WTA5_HUMAN Translation initiation factor eIF-2B subunit delta OS=Homo sapiens GN=EIF2B4 PE=1 SV=1;>tr|E7ERK9|E7ERK9_HUMAN Translation initiation factor eIF-2B subunit delta OS=Homo sapiens GN=EIF2B4 PE=1 SV=1;>sp|Q9UI10-3|EI2BD_HUMAN I8 4 4 4 57.495 520 520;544;522;523;543;228;194;2350 42.973 623160 579940 485020 0 1039600 1076100 1053200 1706900 0 0 763170 1804900 0 0 782050 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UI14 Prenylated Rab acceptor protein 1RABAC1 >tr|M0R3D4|M0R3D4_HUMAN Prenylated Rab acceptor protein 1 OS=Homo sapiens GN=RABAC1 PE=1 SV=1;>sp|Q9UI14|PRAF1_HUMAN Prenylated Rab acceptor protein 1 OS=Homo sapiens GN=RABAC1 PE=1 SV=12 1 1 1 17.056 151 151;185 0.006236 1.7184 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 272200

Q9UID3 Vacuolar protein sorting-associated protein 51 homologVPS51 >sp|Q9UID3-2|VPS51_HUMAN Isoform 2 of Vacuolar protein sorting-associated protein 51 homolog OS=Homo sapiens GN=VPS51;>sp|Q9UID3|VPS51_HUMAN Vacuolar protein sorting-associated protein 51 homolog OS=Homo sapiens GN=VPS51 PE=1 SV=2;>tr|H0YEE1|H0YEE1_HUMAN V4 3 3 3 72.655 658 658;782;199;99 0 5.8807 502510 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 748860 0

Q9UIL1 Short coiled-coil proteinSCOC >sp|Q9UIL1-3|SCOC_HUMAN Isoform 3 of Short coiled-coil protein OS=Homo sapiens GN=SCOC;>sp|Q9UIL1-2|SCOC_HUMAN Isoform 2 of Short coiled-coil protein OS=Homo sapiens GN=SCOC;>sp|Q9UIL1|SCOC_HUMAN Short coiled-coil protein OS=Homo sapiens GN=SCOC PE=1 SV=23 1 1 1 13.857 121 121;122;159 0 29.239 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 247200 0 0

Q9UIQ6 "Leucyl-cystinyl aminopeptidase;Leucyl-cystinyl aminopeptidase, pregnancy serum form"LNPEP >sp|Q9UIQ6-3|LCAP_HUMAN Isoform 3 of Leucyl-cystinyl aminopeptidase OS=Homo sapiens GN=LNPEP;>sp|Q9UIQ6-2|LCAP_HUMAN Isoform 2 of Leucyl-cystinyl aminopeptidase OS=Homo sapiens GN=LNPEP;>sp|Q9UIQ6|LCAP_HUMAN Leucyl-cystinyl aminopeptidase OS=Homo sapiens G3 5 5 5 115.06 1006 1006;1011;1025 0 7.9278 0 0 0 0 0 0 0 0 0 0 1039500 0 0 0 0 0 0 0 0 0 0 0 0 0 1151600 0 0 0

Q9UIV1 CCR4-NOT transcription complex subunit 7CNOT7 >tr|H0YBT3|H0YBT3_HUMAN CCR4-NOT transcription complex subunit 7 (Fragment) OS=Homo sapiens GN=CNOT7 PE=1 SV=1;>tr|H0YAV9|H0YAV9_HUMAN CCR4-NOT transcription complex subunit 7 (Fragment) OS=Homo sapiens GN=CNOT7 PE=1 SV=1;>sp|Q9UIV1-2|CNOT7_HUMAN Isoform 24 2 2 2 10.398 91 91;208;244;2850.002871 1.9513 464730 0 0 0 0 290620 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UJ14 Gamma-glutamyltransferase 7;Gamma-glutamyltransferase 7 heavy chain;Gamma-glutamyltransferase 7 light chainGGT7 >sp|Q9UJ14-5|GGT7_HUMAN Isoform 3 of Gamma-glutamyltransferase 7 OS=Homo sapiens GN=GGT7;>sp|Q9UJ14|GGT7_HUMAN Gamma-glutamyltransferase 7 OS=Homo sapiens GN=GGT7 PE=1 SV=22 1 1 1 26.578 251 251;662 0.000344 2.9162 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 288150 0

Q9UJ68 Mitochondrial peptide methionine sulfoxide reductaseMSRA >sp|Q9UJ68-2|MSRA_HUMAN Isoform 2 of Mitochondrial peptide methionine sulfoxide reductase OS=Homo sapiens GN=MSRA;>sp|Q9UJ68-3|MSRA_HUMAN Isoform 3 of Mitochondrial peptide methionine sulfoxide reductase OS=Homo sapiens GN=MSRA;>sp|Q9UJ68-4|MSRA_HUMAN Isof5 1 1 1 18.963 169 169;192;195;213;2350 3.9737 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 727840

Q9UJC3 Protein Hook homolog 1HOOK1 >sp|Q9UJC3-2|HOOK1_HUMAN Isoform 2 of Protein Hook homolog 1 OS=Homo sapiens GN=HOOK1;>sp|Q9UJC3|HOOK1_HUMAN Protein Hook homolog 1 OS=Homo sapiens GN=HOOK1 PE=1 SV=22 3 3 3 80.021 686 686;728 0 5.4141 0 0 0 0 0 0 0 0 0 0 621480 903740 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UK41 Vacuolar protein sorting-associated protein 28 homologVPS28 >tr|E9PQR7|E9PQR7_HUMAN Vacuolar protein sorting-associated protein 28 homolog (Fragment) OS=Homo sapiens GN=VPS28 PE=1 SV=1;>sp|Q9UK41|VPS28_HUMAN Vacuolar protein sorting-associated protein 28 homolog OS=Homo sapiens GN=VPS28 PE=1 SV=1;>sp|Q9UK41-2|VPS286 2 2 2 18.469 161 161;221;233;35;53;1850 15.58 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1621100 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UK45 U6 snRNA-associated Sm-like protein LSm7LSM7 >tr|A0A087X2I5|A0A087X2I5_HUMAN U6 snRNA-associated Sm-like protein LSm7 OS=Homo sapiens GN=LSM7 PE=1 SV=1;>sp|Q9UK45|LSM7_HUMAN U6 snRNA-associated Sm-like protein LSm7 OS=Homo sapiens GN=LSM7 PE=1 SV=12 1 1 1 5.5062 49 49;103 0.00472 1.8156 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 373410 0 0 0

Q9UKB3 DnaJ homolog subfamily C member 12DNAJC12 >tr|S4R3W0|S4R3W0_HUMAN DnaJ homolog subfamily C member 12 OS=Homo sapiens GN=DNAJC12 PE=1 SV=1;>tr|S4R368|S4R368_HUMAN DnaJ homolog subfamily C member 12 OS=Homo sapiens GN=DNAJC12 PE=1 SV=1;>tr|S4R3E2|S4R3E2_HUMAN DnaJ homolog subfamily C member 12 OS=Ho5 1 1 1 4.572 40 40;57;228;107;198 0 3.335 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 152310 0 0

Q9UKD2 mRNA turnover protein 4 homologMRTO4 >sp|Q9UKD2|MRT4_HUMAN mRNA turnover protein 4 homolog OS=Homo sapiens GN=MRTO4 PE=1 SV=21 2 2 2 27.56 239 239 0.001953 2.1494 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5046600

Q9UKK3 Poly [ADP-ribose] polymerase 4PARP4 >sp|Q9UKK3|PARP4_HUMAN Poly [ADP-ribose] polymerase 4 OS=Homo sapiens GN=PARP4 PE=1 SV=31 5 5 5 192.59 1724 1724 0 22.594 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4128900 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UKU7 "Isobutyryl-CoA dehydrogenase, mitochondrial"ACAD8 >sp|Q9UKU7-3|ACAD8_HUMAN Isoform 3 of Isobutyryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACAD8;>sp|Q9UKU7|ACAD8_HUMAN Isobutyryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=ACAD8 PE=1 SV=1;>sp|Q9UKU7-2|ACAD8_HUMAN Isoform 2 of Isobutyry3 3 3 3 38.359 357 357;415;288 0 22.689 0 0 0 0 0 0 0 0 0 0 3051900 4403500 0 0 2392900 1523400 0 0 0 0 0 0 0 0 0 0 1795800 2556700

Q9UL15 BAG family molecular chaperone regulator 5BAG5 >sp|Q9UL15|BAG5_HUMAN BAG family molecular chaperone regulator 5 OS=Homo sapiens GN=BAG5 PE=1 SV=1;>sp|Q9UL15-2|BAG5_HUMAN Isoform 2 of BAG family molecular chaperone regulator 5 OS=Homo sapiens GN=BAG53 3 3 3 51.199 447 447;488;211 0 4.04 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1948600 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UL42 Paraneoplastic antigen Ma2PNMA2 >sp|Q9UL42|PNMA2_HUMAN Paraneoplastic antigen Ma2 OS=Homo sapiens GN=PNMA2 PE=1 SV=21 1 1 1 41.509 364 364 0 10.123 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9922.3 0 0 0 0 0 0 0 0 0 0 0 0

Q9ULD0 "2-oxoglutarate dehydrogenase-like, mitochondrial"OGDHL >sp|Q9ULD0|OGDHL_HUMAN 2-oxoglutarate dehydrogenase-like, mitochondrial OS=Homo sapiens GN=OGDHL PE=1 SV=3;>sp|Q9ULD0-2|OGDHL_HUMAN Isoform 2 of 2-oxoglutarate dehydrogenase-like, mitochondrial OS=Homo sapiens GN=OGDHL;>sp|Q9ULD0-3|OGDHL_HUMAN Isoform 3 of3 8 3 3 114.48 1010 1010;953;801 0 4.4225 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 549890 0 0 0 0 0 0 0 0 344740 0 0 0

Q9ULV4 Coronin-1C;CoroninCORO1C >sp|Q9ULV4|COR1C_HUMAN Coronin-1C OS=Homo sapiens GN=CORO1C PE=1 SV=1;>sp|Q9ULV4-2|COR1C_HUMAN Isoform 2 of Coronin-1C OS=Homo sapiens GN=CORO1C;>sp|Q9ULV4-3|COR1C_HUMAN Isoform 3 of Coronin-1C OS=Homo sapiens GN=CORO1C;>tr|B4E3S0|B4E3S0_HUMAN Coronin OS=H12 5 5 5 53.248 474 474;480;527;369;151;159;162;163;165;169;181;1250 17.152 0 0 0 0 0 541740 773090 733530 0 0 0 0 0 0 2194800 1890900 0 0 0 0 0 0 0 0 0 0 810680 1035800

Q9ULZ3 Apoptosis-associated speck-like protein containing a CARDPYCARD >sp|Q9ULZ3-3|ASC_HUMAN Isoform 3 of Apoptosis-associated speck-like protein containing a CARD OS=Homo sapiens GN=PYCARD;>sp|Q9ULZ3-2|ASC_HUMAN Isoform 2 of Apoptosis-associated speck-like protein containing a CARD OS=Homo sapiens GN=PYCARD;>sp|Q9ULZ3|ASC_H4 2 2 2 15.03 135 135;176;195;126 0 4.5818 0 0 0 0 0 0 0 191920 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 470530 1333800

Q9UM00 Transmembrane and coiled-coil domain-containing protein 1TMCO1 >tr|J3QQY2|J3QQY2_HUMAN Transmembrane and coiled-coil domain-containing protein 1 OS=Homo sapiens GN=TMCO1 PE=1 SV=1;>tr|J3KS45|J3KS45_HUMAN Transmembrane and coiled-coil domain-containing protein 1 (Fragment) OS=Homo sapiens GN=TMCO1 PE=1 SV=1;>tr|J9JIE6|5 1 1 1 11.372 104 104;143;239;169;1880.009466 1.5093 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2713500 0 0 0 0 0 0 0 0 0 0 0 0

Q9UN37 Vacuolar protein sorting-associated protein 4AVPS4A >sp|Q9UN37|VPS4A_HUMAN Vacuolar protein sorting-associated protein 4A OS=Homo sapiens GN=VPS4A PE=1 SV=1;>tr|I3L4J1|I3L4J1_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=32 3 2 2 48.897 437 437;428 0 5.4731 0 0 0 0 0 0 0 0 0 0 0 0 1583800 0 1023300 816530 0 0 0 0 0 0 0 0 0 0 1554000 1442100

Q9UNE7 E3 ubiquitin-protein ligase CHIPSTUB1 >tr|H3BUD0|H3BUD0_HUMAN E3 ubiquitin-protein ligase CHIP (Fragment) OS=Homo sapiens GN=STUB1 PE=1 SV=2;>tr|H3BS86|H3BS86_HUMAN E3 ubiquitin-protein ligase CHIP (Fragment) OS=Homo sapiens GN=STUB1 PE=1 SV=3;>sp|Q9UNE7-2|CHIP_HUMAN Isoform 2 of E3 ubiquitin-4 1 1 1 21.392 185 185;214;231;303 0 14.78 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3210000

Q9UNH7 "Sorting nexin-6;Sorting nexin-6, N-terminally processed"SNX6 >tr|A0A0A0MRI2|A0A0A0MRI2_HUMAN Sorting nexin 6, isoform CRA_b OS=Homo sapiens GN=SNX6 PE=4 SV=1;>sp|Q9UNH7-2|SNX6_HUMAN Isoform 2 of Sorting nexin-6 OS=Homo sapiens GN=SNX6;>sp|Q9UNH7|SNX6_HUMAN Sorting nexin-6 OS=Homo sapiens GN=SNX6 PE=1 SV=13 2 2 2 47.804 418 418;290;406 0 6.0673 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2364400

Q9UNK0 Syntaxin-8 STX8 >sp|Q9UNK0|STX8_HUMAN Syntaxin-8 OS=Homo sapiens GN=STX8 PE=1 SV=2;>tr|I3L305|I3L305_HUMAN Syntaxin-8 (Fragment) OS=Homo sapiens GN=STX8 PE=1 SV=2;>tr|K7EQB1|K7EQB1_HUMAN Syntaxin-8 OS=Homo sapiens GN=STX8 PE=1 SV=13 2 2 2 26.906 236 236;112;125 0 49.755 0 0 0 0 0 0 0 0 0 0 3641800 3202100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UNW1 Multiple inositol polyphosphate phosphatase 1MINPP1 >sp|Q9UNW1-4|MINP1_HUMAN Isoform 4 of Multiple inositol polyphosphate phosphatase 1 OS=Homo sapiens GN=MINPP1;>sp|Q9UNW1|MINP1_HUMAN Multiple inositol polyphosphate phosphatase 1 OS=Homo sapiens GN=MINPP1 PE=1 SV=12 2 2 2 33.1 286 286;487 0 4.5331 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 434560 0 0 0

Q9UQ03 Coronin-2BCORO2B >sp|Q9UQ03-2|COR2B_HUMAN Isoform 2 of Coronin-2B OS=Homo sapiens GN=CORO2B;>sp|Q9UQ03|COR2B_HUMAN Coronin-2B OS=Homo sapiens GN=CORO2B PE=2 SV=42 2 2 2 54.392 475 475;480 0.00164 2.2347 0 0 0 863740 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9UQB8 Brain-specific angiogenesis inhibitor 1-associated protein 2CCDC43 >tr|I3L3C6|I3L3C6_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 (Fragment) OS=Homo sapiens GN=BAIAP2 PE=1 SV=1;>tr|B4DWA1|B4DWA1_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 OS=Homo sapiens GN=BAIAP2 PE=1 SV=1;>tr9 1 1 1 23.4 216 216;375;553;512;520;521;522;534;5520.000346 2.9677 0 0 0 0 0 0 0 0 0 0 0 596510 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y223 Bifunctional UDP-N-acetylglucosamine 2-epimerase/N-acetylmannosamine kinase;UDP-N-acetylglucosamine 2-epimerase (hydrolyzing);N-acetylmannosamine kinaseGNE >sp|Q9Y223-4|GLCNE_HUMAN Isoform 4 of Bifunctional UDP-N-acetylglucosamine 2-epimerase/N-acetylmannosamine kinase OS=Homo sapiens GN=GNE;>sp|Q9Y223-3|GLCNE_HUMAN Isoform 3 of Bifunctional UDP-N-acetylglucosamine 2-epimerase/N-acetylmannosamine kinase OS=Ho4 1 1 1 71.277 648 648;717;722;753 0 4.0113 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 228200 0

Q9Y235 Probable C->U-editing enzyme APOBEC-2APOBEC2 >sp|Q9Y235|ABEC2_HUMAN Probable C->U-editing enzyme APOBEC-2 OS=Homo sapiens GN=APOBEC2 PE=1 SV=11 4 4 4 25.703 224 224 0 15.766 0 0 0 0 0 4383300 0 4026300 0 0 0 0 3474700 3624100 0 0 0 0 0 0 0 0 0 0 7721200 0 0 0

Q9Y241 "HIG1 domain family member 1A, mitochondrial"HIGD1A >tr|C9JAW5|C9JAW5_HUMAN HIG1 domain family member 1A, mitochondrial OS=Homo sapiens GN=HIGD1A PE=1 SV=1;>tr|C9JNU6|C9JNU6_HUMAN HIG1 domain family member 1A, mitochondrial OS=Homo sapiens GN=HIGD1A PE=1 SV=1;>sp|Q9Y241|HIG1A_HUMAN HIG1 domain family member3 1 1 1 8.8131 83 83;96;93 0 17.3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 548540

Q9Y243 RAC-gamma serine/threonine-protein kinaseAKT3 >sp|Q9Y243-2|AKT3_HUMAN Isoform 2 of RAC-gamma serine/threonine-protein kinase OS=Homo sapiens GN=AKT3;>sp|Q9Y243|AKT3_HUMAN RAC-gamma serine/threonine-protein kinase OS=Homo sapiens GN=AKT3 PE=1 SV=12 2 1 1 54.031 465 465;479 0 21.747 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1060800 0 0

Q9Y259 Choline/ethanolamine kinaseCHKB >sp|Q9Y259-2|CHKB_HUMAN Isoform 2 of Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB;>sp|Q9Y259|CHKB_HUMAN Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB PE=1 SV=32 1 1 1 13.506 127 127;395 0 8.758 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 378270 0

Q9Y277 Voltage-dependent anion-selective channel protein 3VDAC3 >sp|Q9Y277-2|VDAC3_HUMAN Isoform 2 of Voltage-dependent anion-selective channel protein 3 OS=Homo sapiens GN=VDAC3;>tr|E5RFP6|E5RFP6_HUMAN Voltage-dependent anion-selective channel protein 3 OS=Homo sapiens GN=VDAC3 PE=1 SV=12 9 1 1 30.789 284 284;134 0 4.8947 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 74106

Q9Y291 "28S ribosomal protein S33, mitochondrial"MRPS33 >tr|C9JBY7|C9JBY7_HUMAN 28S ribosomal protein S33, mitochondrial OS=Homo sapiens GN=MRPS33 PE=1 SV=1;>sp|Q9Y291|RT33_HUMAN 28S ribosomal protein S33, mitochondrial OS=Homo sapiens GN=MRPS33 PE=1 SV=12 1 1 1 11.456 96 96;106 0.000679 2.6949 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 424250 0

Q9Y296 Trafficking protein particle complex subunit 4TRAPPC4 >tr|E9PKS9|E9PKS9_HUMAN Trafficking protein particle complex subunit 4 OS=Homo sapiens GN=TRAPPC4 PE=1 SV=1;>tr|E9PQE8|E9PQE8_HUMAN Trafficking protein particle complex subunit 4 OS=Homo sapiens GN=TRAPPC4 PE=1 SV=1;>tr|E9PN70|E9PN70_HUMAN Trafficking prot8 2 2 2 14.15 126 126;176;257;165;219;117;126;1810 4.7095 0 0 0 0 0 0 0 0 0 0 995340 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y2C4 "Nuclease EXOG, mitochondrial"EXOG >tr|F8WE28|F8WE28_HUMAN Nuclease EXOG, mitochondrial OS=Homo sapiens GN=EXOG PE=1 SV=1;>tr|F8WE38|F8WE38_HUMAN Nuclease EXOG, mitochondrial OS=Homo sapiens GN=EXOG PE=1 SV=1;>tr|H7C0W6|H7C0W6_HUMAN Nuclease EXOG, mitochondrial (Fragment) OS=Homo sapiens GN4 1 1 1 11.4 107 107;143;187;368 0 14.12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 89025

Q9Y2E5 Epididymis-specific alpha-mannosidaseMAN2B2 >tr|H0YA68|H0YA68_HUMAN Alpha-mannosidase (Fragment) OS=Homo sapiens GN=MAN2B2 PE=3 SV=1;>tr|E9PCD7|E9PCD7_HUMAN Alpha-mannosidase OS=Homo sapiens GN=MAN2B2 PE=3 SV=1;>sp|Q9Y2E5-2|MA2B2_HUMAN Isoform 2 of Epididymis-specific alpha-mannosidase OS=Homo sapie4 1 1 1 107.51 953 953;958;954;1009 0 28.304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 917840

Q9Y2H0 Disks large-associated protein 4DLGAP4 >tr|A0A087WWE6|A0A087WWE6_HUMAN Disks large-associated protein 4 (Fragment) OS=Homo sapiens GN=DLGAP4 PE=4 SV=1;>tr|A0A087X246|A0A087X246_HUMAN Disks large-associated protein 4 (Fragment) OS=Homo sapiens GN=DLGAP4 PE=4 SV=1;>tr|F8WF49|F8WF49_HUMAN Disks la6 1 1 1 4.9342 46 46;125;244;453;989;9920 4.1001 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 911490

Q9Y2H1 Serine/threonine-protein kinase 38-likeSTK38L >sp|Q9Y2H1|ST38L_HUMAN Serine/threonine-protein kinase 38-like OS=Homo sapiens GN=STK38L PE=1 SV=3;>tr|H0YGN4|H0YGN4_HUMAN Serine/threonine-protein kinase 38-like (Fragment) OS=Homo sapiens GN=STK38L PE=1 SV=1;>tr|I3L0D0|I3L0D0_HUMAN Serine/threonine-prote7 2 2 2 54.002 464 464;87;89;94;131;214;3710 3.5964 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 745250

Q9Y2I8 WD repeat-containing protein 37WDR37 >tr|C9JGR9|C9JGR9_HUMAN WD repeat-containing protein 37 (Fragment) OS=Homo sapiens GN=WDR37 PE=4 SV=1;>tr|E7EQ49|E7EQ49_HUMAN WD repeat-containing protein 37 OS=Homo sapiens GN=WDR37 PE=1 SV=1;>tr|A0A087WTQ2|A0A087WTQ2_HUMAN WD repeat-containing protein 376 2 2 2 22.884 209 209;249;263;264;494;4950 4.6103 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 133840 0

Q9Y2R0 "Cytochrome c oxidase assembly factor 3 homolog, mitochondrial"COA3 >sp|Q9Y2R0|COA3_HUMAN Cytochrome c oxidase assembly factor 3 homolog, mitochondrial OS=Homo sapiens GN=COA3 PE=1 SV=1;>tr|K7EPV0|K7EPV0_HUMAN Cytochrome c oxidase assembly factor 3 homolog, mitochondrial OS=Homo sapiens GN=COA3 PE=1 SV=12 2 2 2 11.731 106 106;71 0 3.2831 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 407850

Q9Y2R5 "28S ribosomal protein S17, mitochondrial"MRPS17 >tr|E9PE17|E9PE17_HUMAN 28S ribosomal protein S17, mitochondrial (Fragment) OS=Homo sapiens GN=MRPS17 PE=1 SV=1;>tr|I3L0E3|I3L0E3_HUMAN 28S ribosomal protein S17, mitochondrial OS=Homo sapiens GN=MRPS17 PE=1 SV=1;>sp|Q9Y2R5|RT17_HUMAN 28S ribosomal protein3 2 2 2 14.374 129 129;225;130 0 13.14 0 0 0 0 1224700 0 0 0 0 0 3508500 2784600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y2R9 "28S ribosomal protein S7, mitochondrial"MRPS7 >tr|J3QLS3|J3QLS3_HUMAN 28S ribosomal protein S7, mitochondrial OS=Homo sapiens GN=MRPS7 PE=1 SV=1;>sp|Q9Y2R9|RT07_HUMAN 28S ribosomal protein S7, mitochondrial OS=Homo sapiens GN=MRPS7 PE=1 SV=2;>tr|J3KSI8|J3KSI8_HUMAN 28S ribosomal protein S7, mitochondr5 4 4 4 31.704 271 271;242;156;172;1830 7.0108 0 0 0 0 187010 145730 0 0 0 0 171640 163100 0 0 0 270530 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y2U8 Inner nuclear membrane protein Man1LEMD3 >sp|Q9Y2U8|MAN1_HUMAN Inner nuclear membrane protein Man1 OS=Homo sapiens GN=LEMD3 PE=1 SV=21 1 1 1 99.996 911 911 0 50.034 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 175710 0

Q9Y2V2 Calcium-regulated heat stable protein 1CARHSP1 >sp|Q9Y2V2|CHSP1_HUMAN Calcium-regulated heat stable protein 1 OS=Homo sapiens GN=CARHSP1 PE=1 SV=2;>tr|H3BTK3|H3BTK3_HUMAN Calcium-regulated heat stable protein 1 (Fragment) OS=Homo sapiens GN=CARHSP1 PE=1 SV=1;>tr|I3L3X8|I3L3X8_HUMAN Calcium-regulated he7 2 2 2 15.892 147 147;71;94;112;124;126;1310 27.137 0 1704500 2089500 0 3187100 3706000 3231100 3394000 0 0 0 3535400 0 0 0 7821600 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y2V7 Conserved oligomeric Golgi complex subunit 6COG6 >sp|Q9Y2V7-2|COG6_HUMAN Isoform 2 of Conserved oligomeric Golgi complex subunit 6 OS=Homo sapiens GN=COG6;>sp|Q9Y2V7|COG6_HUMAN Conserved oligomeric Golgi complex subunit 6 OS=Homo sapiens GN=COG6 PE=1 SV=23 3 3 3 68.411 615 615;657;197 0 6.24 0 0 0 0 833590 728000 0 1073700 0 0 605980 0 0 0 632330 796790 0 0 0 0 0 0 0 0 0 0 0 2937300

Q9Y2W2 WW domain-binding protein 11WBP11 >sp|Q9Y2W2|WBP11_HUMAN WW domain-binding protein 11 OS=Homo sapiens GN=WBP11 PE=1 SV=11 1 1 1 69.997 641 641 0 5.1024 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 328740

Q9Y2X7 ARF GTPase-activating protein GIT1GIT1 >tr|J3QLH1|J3QLH1_HUMAN ARF GTPase-activating protein GIT1 (Fragment) OS=Homo sapiens GN=GIT1 PE=1 SV=3;>tr|J3QRU8|J3QRU8_HUMAN ARF GTPase-activating protein GIT1 OS=Homo sapiens GN=GIT1 PE=1 SV=1;>sp|Q9Y2X7|GIT1_HUMAN ARF GTPase-activating protein GIT1 OS4 1 1 1 25.833 229 229;694;761;7700.000675 2.6221 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 219030

Q9Y305 "Acyl-coenzyme A thioesterase 9, mitochondrial"ACOT9 >tr|H7C5Q2|H7C5Q2_HUMAN Acyl-coenzyme A thioesterase 9, mitochondrial (Fragment) OS=Homo sapiens GN=ACOT9 PE=1 SV=1;>sp|Q9Y305-3|ACOT9_HUMAN Isoform 3 of Acyl-coenzyme A thioesterase 9, mitochondrial OS=Homo sapiens GN=ACOT9;>sp|Q9Y305-2|ACOT9_HUMAN Isofor5 3 3 3 30.047 264 264;379;406;439;4480 19.26 0 0 0 0 708300 647240 0 0 0 0 827670 0 0 0 919790 4893800 0 0 0 0 0 0 0 0 0 0 0 612090

Q9Y315 Putative deoxyribose-phosphate aldolaseDERA >sp|Q9Y315|DEOC_HUMAN Deoxyribose-phosphate aldolase OS=Homo sapiens GN=DERA PE=1 SV=2;>tr|G3V158|G3V158_HUMAN 2-deoxyribose-5-phosphate aldolase homolog (C. elegans), isoform CRA_a OS=Homo sapiens GN=DERA PE=1 SV=1;>tr|E9PPM8|E9PPM8_HUMAN Deoxyribose-phos5 4 4 4 35.23 318 318;230;275;236;1630 34.415 0 0 0 4623600 3066200 4130400 3535400 3839200 0 0 17192000 13288000 0 0 3984600 7213800 0 0 0 0 0 0 0 0 0 0 3786500 5745000

Q9Y320 Thioredoxin-related transmembrane protein 2TMX2 >sp|Q9Y320-2|TMX2_HUMAN Isoform 2 of Thioredoxin-related transmembrane protein 2 OS=Homo sapiens GN=TMX2;>sp|Q9Y320|TMX2_HUMAN Thioredoxin-related transmembrane protein 2 OS=Homo sapiens GN=TMX2 PE=1 SV=12 5 5 5 29.642 258 258;296 0 12.368 888380 918010 766700 0 0 0 0 0 0 0 0 0 0 0 2013500 897770 0 0 0 0 0 0 0 0 1680200 2132600 1079400 848940

Q9Y371 Endophilin-B1SH3GLB1 >tr|A0A087WW40|A0A087WW40_HUMAN Endophilin-B1 OS=Homo sapiens GN=SH3GLB1 PE=1 SV=1;>sp|Q9Y371|SHLB1_HUMAN Endophilin-B1 OS=Homo sapiens GN=SH3GLB1 PE=1 SV=1;>sp|Q9Y371-2|SHLB1_HUMAN Isoform 2 of Endophilin-B1 OS=Homo sapiens GN=SH3GLB1;>sp|Q9Y371-3|SHLB1_H4 2 2 2 44.26 394 394;365;386;265 0 17.216 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 163510 0

Q9Y3A6 Transmembrane emp24 domain-containing protein 5TMED5 >sp|Q9Y3A6|TMED5_HUMAN Transmembrane emp24 domain-containing protein 5 OS=Homo sapiens GN=TMED5 PE=1 SV=11 1 1 1 26.005 229 229 0 14.19 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 116570

Q9Y3B7 "39S ribosomal protein L11, mitochondrial"MRPL11 >sp|Q9Y3B7-2|RM11_HUMAN Isoform 2 of 39S ribosomal protein L11, mitochondrial OS=Homo sapiens GN=MRPL11;>sp|Q9Y3B7|RM11_HUMAN 39S ribosomal protein L11, mitochondrial OS=Homo sapiens GN=MRPL11 PE=1 SV=1;>sp|Q9Y3B7-3|RM11_HUMAN Isoform 3 of 39S ribosomal pr3 2 2 2 18.205 166 166;192;181 0 4.6 0 0 0 0 0 0 0 0 0 0 1245300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y3D0 Mitotic spindle-associated MMXD complex subunit MIP18FAM96B >tr|H3BNV7|H3BNV7_HUMAN Mitotic spindle-associated MMXD complex subunit MIP18 (Fragment) OS=Homo sapiens GN=FAM96B PE=1 SV=1;>sp|Q9Y3D0|MIP18_HUMAN Mitotic spindle-associated MMXD complex subunit MIP18 OS=Homo sapiens GN=FAM96B PE=1 SV=12 1 1 1 17.461 161 161;163 0 10.879 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 203810

Q9Y3D3 "28S ribosomal protein S16, mitochondrial"MRPS16 >tr|A6ND22|A6ND22_HUMAN 28S ribosomal protein S16, mitochondrial OS=Homo sapiens GN=MRPS16 PE=1 SV=1;>sp|Q9Y3D3-2|RT16_HUMAN Isoform 2 of 28S ribosomal protein S16, mitochondrial OS=Homo sapiens GN=MRPS16;>sp|Q9Y3D3|RT16_HUMAN 28S ribosomal protein S16, mi3 1 1 1 11.15 99 99;123;137 0 3.7622 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 568960 0

Q9Y3D9 "28S ribosomal protein S23, mitochondrial"MRPS23 >tr|J3QLR8|J3QLR8_HUMAN 28S ribosomal protein S23, mitochondrial OS=Homo sapiens GN=MRPS23 PE=1 SV=1;>sp|Q9Y3D9|RT23_HUMAN 28S ribosomal protein S23, mitochondrial OS=Homo sapiens GN=MRPS23 PE=1 SV=22 1 1 1 17.517 152 152;190 0 3.4904 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 556210

Q9Y3P9 Rab GTPase-activating protein 1RABGAP1 >sp|Q9Y3P9-3|RBGP1_HUMAN Isoform 3 of Rab GTPase-activating protein 1 OS=Homo sapiens GN=RABGAP1;>sp|Q9Y3P9-2|RBGP1_HUMAN Isoform 2 of Rab GTPase-activating protein 1 OS=Homo sapiens GN=RABGAP1;>sp|Q9Y3P9|RBGP1_HUMAN Rab GTPase-activating protein 1 OS=Homo4 2 2 2 53.194 479 479;599;1069;2650.007378 1.5776 0 0 0 0 0 0 0 0 0 0 0 0 524360 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y3S2 Zinc finger protein 330ZNF330 >tr|D6R9C8|D6R9C8_HUMAN Zinc finger protein 330 (Fragment) OS=Homo sapiens GN=ZNF330 PE=1 SV=3;>tr|D6R8Y9|D6R8Y9_HUMAN Zinc finger protein 330 (Fragment) OS=Homo sapiens GN=ZNF330 PE=1 SV=1;>tr|D6RBR7|D6RBR7_HUMAN Zinc finger protein 330 (Fragment) OS=Homo4 1 1 1 15.683 140 140;153;229;320 0 4.2218 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 279430 0



Q9Y3Z3 Deoxynucleoside triphosphate triphosphohydrolase SAMHD1SAMHD1 >sp|Q9Y3Z3-4|SAMH1_HUMAN Isoform 4 of Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Homo sapiens GN=SAMHD1;>sp|Q9Y3Z3-2|SAMH1_HUMAN Isoform 2 of Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Homo sapiens GN=SAMHD1;>sp|Q9Y3Z3|SAMH14 5 5 5 68.121 591 591;602;626;556 0 7.5218 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1300800 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y446 Plakophilin-3PKP3 >sp|Q9Y446|PKP3_HUMAN Plakophilin-3 OS=Homo sapiens GN=PKP3 PE=1 SV=1;>sp|Q9Y446-2|PKP3_HUMAN Isoform PKP3b of Plakophilin-3 OS=Homo sapiens GN=PKP32 2 2 2 87.081 797 797;812 0.002253 2.0263 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 180570

Q9Y496 Kinesin-like protein KIF3AKIF3A >tr|J3KPF9|J3KPF9_HUMAN Kinesin-like protein OS=Homo sapiens GN=KIF3A PE=1 SV=1;>tr|A0A087X011|A0A087X011_HUMAN Kinesin-like protein OS=Homo sapiens GN=KIF3A PE=1 SV=1;>tr|E9PES4|E9PES4_HUMAN Kinesin-like protein OS=Homo sapiens GN=KIF3A PE=1 SV=1;>sp|Q9Y44 1 1 1 80.354 702 702;725;726;699 0 5.0197 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1779200 0

Q9Y4E6 WD repeat-containing protein 7WDR7 >sp|Q9Y4E6-2|WDR7_HUMAN Isoform 2 of WD repeat-containing protein 7 OS=Homo sapiens GN=WDR7;>sp|Q9Y4E6|WDR7_HUMAN WD repeat-containing protein 7 OS=Homo sapiens GN=WDR7 PE=1 SV=22 2 2 2 160.51 1457 1457;1490 0 18.677 0 0 0 0 0 0 0 0 0 0 0 1163200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y4E8 Ubiquitin carboxyl-terminal hydrolase 15USP15 >sp|Q9Y4E8-2|UBP15_HUMAN Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 15 OS=Homo sapiens GN=USP15;>sp|Q9Y4E8-3|UBP15_HUMAN Isoform 3 of Ubiquitin carboxyl-terminal hydrolase 15 OS=Homo sapiens GN=USP15;>sp|Q9Y4E8|UBP15_HUMAN Ubiquitin carboxyl-termin3 1 1 1 109.3 952 952;956;9810.004429 1.8765 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 160050

Q9Y4I1 Unconventional myosin-Va;Unconventional myosin-VbMYO5A >tr|A0A087WY00|A0A087WY00_HUMAN Unconventional myosin-Va OS=Homo sapiens GN=MYO5A PE=1 SV=1;>tr|G3V394|G3V394_HUMAN Unconventional myosin-Va OS=Homo sapiens GN=MYO5A PE=1 SV=1;>tr|F8WE88|F8WE88_HUMAN Unconventional myosin-Va OS=Homo sapiens GN=MYO5A PE=1 S10 2 2 2 212.2 1828 1828;1853;1855;1855;1828;1855;1880;585;720;18480 10.899 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3341400 0 0

Q9Y4Y9 U6 snRNA-associated Sm-like protein LSm5LSM5 >tr|B8ZZF8|B8ZZF8_HUMAN U6 snRNA-associated Sm-like protein LSm5 OS=Homo sapiens GN=LSM5 PE=1 SV=1;>sp|Q9Y4Y9|LSM5_HUMAN U6 snRNA-associated Sm-like protein LSm5 OS=Homo sapiens GN=LSM5 PE=1 SV=32 1 1 1 7.0202 64 64;91 0 4.7675 0 0 0 0 0 1181300 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4691000

Q9Y4Z0 U6 snRNA-associated Sm-like protein LSm4LSM4 >tr|V9GZ56|V9GZ56_HUMAN U6 snRNA-associated Sm-like protein LSm4 (Fragment) OS=Homo sapiens GN=LSM4 PE=1 SV=1;>sp|Q9Y4Z0|LSM4_HUMAN U6 snRNA-associated Sm-like protein LSm4 OS=Homo sapiens GN=LSM4 PE=1 SV=1;>tr|M0QXB0|M0QXB0_HUMAN U6 snRNA-associated Sm-li5 2 2 2 25.733 238 238;139;69;109;1250 8.472 0 1966800 5739100 4508900 0 0 0 0 0 0 0 0 0 8038100 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y520 Protein PRRC2CPRRC2C >tr|E7EPN9|E7EPN9_HUMAN Protein PRRC2C OS=Homo sapiens GN=PRRC2C PE=1 SV=1;>sp|Q9Y520-3|PRC2C_HUMAN Isoform 3 of Protein PRRC2C OS=Homo sapiens GN=PRRC2C;>sp|Q9Y520-6|PRC2C_HUMAN Isoform 6 of Protein PRRC2C OS=Homo sapiens GN=PRRC2C;>sp|Q9Y520-4|PRC2C_HUMA9 4 4 4 308.77 2819 2819;2700;2752;2817;2849;2896;2898;2653;13000 9.028 0 0 0 0 448480 482430 459380 416760 0 0 293800 364060 331350 0 241040 267270 0 0 0 0 0 0 0 0 295010 341810 261450 278090

Q9Y584 Mitochondrial import inner membrane translocase subunit Tim22TIMM22 >sp|Q9Y584|TIM22_HUMAN Mitochondrial import inner membrane translocase subunit Tim22 OS=Homo sapiens GN=TIMM22 PE=1 SV=21 1 1 1 20.031 194 194 0.009177 1.5309 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2970900 0

Q9Y5J6 Mitochondrial import inner membrane translocase subunit Tim10 BTIMM10B >sp|Q9Y5J6|T10B_HUMAN Mitochondrial import inner membrane translocase subunit Tim10 B OS=Homo sapiens GN=TIMM10B PE=1 SV=11 1 1 1 11.586 103 103 0.001941 2.0812 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 106110

Q9Y5J9 Mitochondrial import inner membrane translocase subunit Tim8 BTIMM8B >tr|E9PIR3|E9PIR3_HUMAN Mitochondrial import inner membrane translocase subunit Tim8 B OS=Homo sapiens GN=TIMM8B PE=1 SV=1;>sp|Q9Y5J9|TIM8B_HUMAN Mitochondrial import inner membrane translocase subunit Tim8 B OS=Homo sapiens GN=TIMM8B PE=1 SV=12 1 1 1 3.4488 32 32;83 0 4.5552 0 0 0 0 0 0 0 0 0 0 0 712670 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y5L0 Transportin-3TNPO3 >tr|E9PFH4|E9PFH4_HUMAN Transportin-3 OS=Homo sapiens GN=TNPO3 PE=1 SV=1;>sp|Q9Y5L0-3|TNPO3_HUMAN Isoform 3 of Transportin-3 OS=Homo sapiens GN=TNPO3;>sp|Q9Y5L0|TNPO3_HUMAN Transportin-3 OS=Homo sapiens GN=TNPO3 PE=1 SV=3;>tr|C9J7E5|C9J7E5_HUMAN Uncharacte6 3 3 3 96.669 857 857;909;923;957;859;9570 5.4374 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1006600

Q9Y5L4 Mitochondrial import inner membrane translocase subunit Tim13TIMM13 >sp|Q9Y5L4|TIM13_HUMAN Mitochondrial import inner membrane translocase subunit Tim13 OS=Homo sapiens GN=TIMM13 PE=1 SV=11 2 2 2 10.5 95 95 0 3.0071 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 11045000 0 0 0

Q9Y5Q9 General transcription factor 3C polypeptide 3GTF3C3 >tr|F8WC64|F8WC64_HUMAN General transcription factor 3C polypeptide 3 OS=Homo sapiens GN=GTF3C3 PE=1 SV=1;>sp|Q9Y5Q9-2|TF3C3_HUMAN Isoform 2 of General transcription factor 3C polypeptide 3 OS=Homo sapiens GN=GTF3C3;>sp|Q9Y5Q9|TF3C3_HUMAN General transcrip3 1 1 1 4.7364 38 38;413;886 0.000678 2.6901 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 39265 0 0 0

Q9Y5S2 Serine/threonine-protein kinase MRCK betaCDC42BPB >sp|Q9Y5S2|MRCKB_HUMAN Serine/threonine-protein kinase MRCK beta OS=Homo sapiens GN=CDC42BPB PE=1 SV=22 3 3 3 194.31 1711 1711;667 0 7.1729 0 0 0 0 0 0 501630 490410 0 0 785230 0 0 0 652670 0 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y5Y2 Cytosolic Fe-S cluster assembly factor NUBP2NUBP2 >tr|B7Z6P0|B7Z6P0_HUMAN Cytosolic Fe-S cluster assembly factor NUBP2 OS=Homo sapiens GN=NUBP2 PE=2 SV=1;>tr|H3BQR2|H3BQR2_HUMAN Cytosolic Fe-S cluster assembly factor NUBP2 OS=Homo sapiens GN=NUBP2 PE=1 SV=1;>sp|Q9Y5Y2|NUBP2_HUMAN Cytosolic Fe-S cluster as3 1 1 1 13.793 130 130;211;2710.002244 1.9952 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 155350 0 0 0 0 0 0 0 0 0 0 0 0

Q9Y605 MORF4 family-associated protein 1MRFAP1 >tr|A0A087WTY9|A0A087WTY9_HUMAN MORF4 family-associated protein 1 OS=Homo sapiens GN=MRFAP1 PE=1 SV=1;>sp|Q9Y605|MOFA1_HUMAN MORF4 family-associated protein 1 OS=Homo sapiens GN=MRFAP1 PE=1 SV=12 1 1 1 11.852 103 103;127 0.006534 1.6991 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168260

Q9Y606 "tRNA pseudouridine synthase;tRNA pseudouridine synthase A, mitochondrial"PUS1 >tr|F5H168|F5H168_HUMAN tRNA pseudouridine synthase A, mitochondrial OS=Homo sapiens GN=PUS1 PE=1 SV=1;>tr|F5GY32|F5GY32_HUMAN tRNA pseudouridine synthase (Fragment) OS=Homo sapiens GN=PUS1 PE=1 SV=2;>tr|F8W9U5|F8W9U5_HUMAN tRNA pseudouridine synthase A, m9 1 1 1 14.528 134 134;153;156;184;200;374;384;399;4270.000668 2.4929 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 117800 0 0

Q9Y624 Junctional adhesion molecule AF11R >tr|A0A087WY82|A0A087WY82_HUMAN Junctional adhesion molecule A OS=Homo sapiens GN=F11R PE=1 SV=1;>sp|Q9Y624|JAM1_HUMAN Junctional adhesion molecule A OS=Homo sapiens GN=F11R PE=1 SV=12 1 1 1 30.197 279 279;299 0.000993 2.3833 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3478200

Q9Y666 Solute carrier family 12 member 7SLC12A7 >sp|Q9Y666-2|S12A7_HUMAN Isoform 2 of Solute carrier family 12 member 7 OS=Homo sapiens GN=SLC12A7;>sp|Q9Y666|S12A7_HUMAN Solute carrier family 12 member 7 OS=Homo sapiens GN=SLC12A7 PE=1 SV=32 1 1 1 28.258 266 266;1083 0 10.485 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 204170

Q9Y673 Dolichyl-phosphate beta-glucosyltransferaseALG5 >sp|Q9Y673|ALG5_HUMAN Dolichyl-phosphate beta-glucosyltransferase OS=Homo sapiens GN=ALG5 PE=1 SV=1;>sp|Q9Y673-2|ALG5_HUMAN Isoform 2 of Dolichyl-phosphate beta-glucosyltransferase OS=Homo sapiens GN=ALG52 3 3 3 36.946 324 324;294 0 13.629 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1891100 2406400 0 0 0 0 0 0 0 0 0 0 1375300 1307700

Q9Y6A4 Cilia- and flagella-associated protein 20CFAP20 >sp|Q9Y6A4|CFA20_HUMAN Cilia- and flagella-associated protein 20 OS=Homo sapiens GN=CFAP20 PE=1 SV=11 1 1 1 22.774 193 193 0.000343 2.859 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 607760

Q9Y6D5 Brefeldin A-inhibited guanine nucleotide-exchange protein 2ARFGEF2 >sp|Q9Y6D5|BIG2_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 2 OS=Homo sapiens GN=ARFGEF2 PE=1 SV=31 4 1 1 202.04 1785 1785 0 13.696 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1561900

Q9Y6G5 COMM domain-containing protein 10COMMD10>tr|D6RC04|D6RC04_HUMAN COMM domain-containing protein 10 OS=Homo sapiens GN=COMMD10 PE=1 SV=1;>sp|Q9Y6G5|COMDA_HUMAN COMM domain-containing protein 10 OS=Homo sapiens GN=COMMD10 PE=1 SV=12 1 1 1 15.911 139 139;202 0.002242 1.9912 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 251640

Q9Y6I3 Epsin-1 EPN1 >sp|Q9Y6I3-3|EPN1_HUMAN Isoform 3 of Epsin-1 OS=Homo sapiens GN=EPN1;>sp|Q9Y6I3|EPN1_HUMAN Epsin-1 OS=Homo sapiens GN=EPN1 PE=1 SV=2;>sp|Q9Y6I3-1|EPN1_HUMAN Isoform 2 of Epsin-1 OS=Homo sapiens GN=EPN13 1 1 1 57.504 550 550;576;662 0 99.365 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1269000 0

Q9Y6K0 Choline/ethanolaminephosphotransferase 1CEPT1 >sp|Q9Y6K0|CEPT1_HUMAN Choline/ethanolaminephosphotransferase 1 OS=Homo sapiens GN=CEPT1 PE=1 SV=11 1 1 1 46.553 416 416 0.000667 2.4873 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1394100

Q9Y6K9 NF-kappa-B essential modulatorIKBKG >tr|A0A087WV30|A0A087WV30_HUMAN NF-kappa-B essential modulator (Fragment) OS=Homo sapiens GN=IKBKG PE=1 SV=1;>tr|C9JH59|C9JH59_HUMAN NF-kappa-B essential modulator (Fragment) OS=Homo sapiens GN=IKBKG PE=1 SV=3;>tr|C9J2V2|C9J2V2_HUMAN NF-kappa-B essential m10 1 1 1 12.981 115 115;173;195;251;411;412;418;320;419;4870 38.545 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2487400

Q9Y6M1 Insulin-like growth factor 2 mRNA-binding protein 2IGF2BP2 >tr|F8W930|F8W930_HUMAN Insulin-like growth factor 2 mRNA-binding protein 2 OS=Homo sapiens GN=IGF2BP2 PE=1 SV=1;>sp|Q9Y6M1-1|IF2B2_HUMAN Isoform 2 of Insulin-like growth factor 2 mRNA-binding protein 2 OS=Homo sapiens GN=IGF2BP2;>sp|Q9Y6M1|IF2B2_HUMAN Ins3 1 1 1 66.785 605 605;556;599 0.00948 1.5214 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2600100 0 0

Q9Y6R1 Electrogenic sodium bicarbonate cotransporter 1SLC4A4 >sp|Q9Y6R1-4|S4A4_HUMAN Isoform 4 of Electrogenic sodium bicarbonate cotransporter 1 OS=Homo sapiens GN=SLC4A4;>sp|Q9Y6R1-2|S4A4_HUMAN Isoform 2 of Electrogenic sodium bicarbonate cotransporter 1 OS=Homo sapiens GN=SLC4A4;>sp|Q9Y6R1|S4A4_HUMAN Electrogenic4 1 1 1 112.27 995 995;1035;1079;10940 4.8257 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 562330

Q9Y6W5 Wiskott-Aldrich syndrome protein family member 2WASF2 >sp|Q9Y6W5|WASF2_HUMAN Wiskott-Aldrich syndrome protein family member 2 OS=Homo sapiens GN=WASF2 PE=1 SV=3;>sp|Q9Y6W5-2|WASF2_HUMAN Isoform 2 of Wiskott-Aldrich syndrome protein family member 2 OS=Homo sapiens GN=WASF24 3 3 3 54.283 498 498;281;499;502 0 73.816 0 0 0 0 0 3906900 0 1731900 0 0 4767300 2561600 0 0 2207300 1753000 0 0 0 0 0 0 0 0 0 0 2665300 6249400

Q08629 Testican-1 SPOCK1 >tr|D3DQB3|D3DQB3_HUMAN Sparc/osteonectin, cwcv and kazal-like domains proteoglycan (Testican) 1, isoform CRA_a OS=Homo sapiens GN=SPOCK1 PE=4 SV=1;>sp|Q08629|TICN1_HUMAN Testican-1 OS=Homo sapiens GN=SPOCK1 PE=1 SV=12 1 1 1 32.834 294 294;439 0.00067 2.5351 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 209750


