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Supplementary Figure 1

Individual Kaplan-Meier plots for each
classifier in stage 2/3 patients.

21 Kaplan-Meier plots
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Supplementary Figure 2. Forest plot for all classifiers in all samples.
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Supplementary Figure 3. Forest plot for all classifiers in stage II patients
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Supplementary Figure 4. Forest plot for all classifiers in stage III patients
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Supplementary Figure 5.
Individual Kaplan-Meier plots for each
classifier in all samples.
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