Additional file 8. Sequence alignment of PmMDHPS from the China-Myanmar border area and other regions
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pf 3D7 INTIRCLYNKYVSRMKEQYNINIKENNKRIYVLKDRISYLKEKTNIVGILNVNYDSFSDGGIFVEPKRAVOQRMFEMINEGASVIDIGGESSGPFVIPNPKISERDLVV
= AR A SOl ORI\ T T RC1.YNKYVSRMKEQYNINIKENNKRIYVLKDRISYLKEKTNIVGILNVNYDSFSDGGIFVEPKRAVQRMFEMINEGASVIDIGGE SIMPFVIPNPKISERDLVY]
Pm VN AV1373 /T TINENT, Y ISR K E8 YN TN T KERNRRNY VLKDIAYSY LKEKTNIVGILNVNYDSFSDGGIREVI\PIRSAVIBRMFEMINEGASVIDIGGE SSIAPMVIPNPE I SERDL V)N

Pm TH Pm5 DN TIRIL.NEF' T RN Flae VINIKERNINRMYVLKDIRYSYLKEKTNIVGILNVNYDSFSDGGIREVINPIRNAVIIRMFEMINEGASVIDIGGESSIPMVIPNPEISERDL VN
Pm TH YA 1D/ T TINENT, Y ARSI K FMY Y N TN T KEJNINR LKDIWSYLKEKTNIVGILNVNYDSFSDGGEVI\PIRNAVIIRMFEMINEG. IDIGGESSIAPMVIPNPEISERDLVES
Pm VN Av427 DN TIRT.NEF' T RN FlSH TRANNBNERES F IR LKDIY LKEKTNIVGILNVNY SDGGIREVINPINSA VIERMEFEMINEGASVIDIGGESSIAPMYVIPNPSISERDLVES
c0400117 D/ T TINENT, Y IR K EIN Y N TN T KERNRRNY VLKDIMYSY LKEKTNIVGILNVNYDSFSDGGIME VINPIRSAVIBRMFEMINEGASVIDIGGESSIRPMVIPNPE I SERDLVES
MON00290 1D/ T TINENT, Y IR K EUR Y N TN T KENRRNY VLKDIMYSY LKEKTNIVGILNVNYDSFSDGGE VINPISNAVIBRMEFEMINEGASVIDIGGESSIAPMVIPNPEISERDL V)
MONO0556 1D/ T TINENT, Y IR K EUR Y N TN T KERNRRNY VLKDIMYSY LKEKTNIVGILNVNYDSFSDGGE VINPISNAVIBRMEFEMINEGASVIDIGGESSIAPMVIPNPEISERDL V)

MONO00648 DT TINGNT, Y INE S K Y N TN T KERNISRNMY VLKDIAYS Y LKEKTNIVGILNVNY DS FSDGGIREVINPISNA VIERMFEMINEGASVIDIGGE S SIPMV I PNPRIT SERDL VIS
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Pm VN Av427 ! {WN { VFKECVENDLVDILNDISACT
c0400117 KKWN { VFKECVENDLVDILNDISACT
MON00290 KKWN { VFKECVENDLVDILNDISA
MONOO556 { \ ] ) NVFKECVENDLVDILNDISACTNNPEIIKLLK
MONO00648 {
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v v v

Pf 3D7 KNYLEQRLNFLVLNGIPRYRILFDIGLGFAKKHDQSTIKLLONIHVYDEYPLFIGYSRKRFIAHCMNDONVVINTQOKLHDEQONENKNIVDKSHNWMFQMNYMRKDKD
Pf TZ 2000708 Y RILFDIGLGFAKKHDQSIKLLONIHVYDEYPLFIGYSRKRFIAHCMNDONVVINTQOKLHDEQONENKNIVDKSHNWMFQMNYMRKDKD
Pm VN AV1373 \% LG HDQSIKLLOIHVYDRYPLFIGY SRKRFIAHCMBDIFINEV I NiSUNSRNIRSBIBEESINN B NIHN DK S| IR S
Pm TH Pm5 YLENRLNFLVLNGIP 3 ) 5 HDQSIKLLQOIIHVYDRYPLEFIG SN EWANS (03I D)D) HINGIYARNRE KLNEF'Y DD - - KINDINE NIBISS K K[y LIFK
Pm TH YA YLENRLNFLVLNGIPR KHDQSTIKLLOWIHVYDYPLEIGYSRKRETAHCMIBDsINEV T NISNHSBNINADIDEESINN|BNIERN DK Sjata(iil F e
Pm VN Av427 YLENRLNFLVLNGIPR GFAKKHDQSTIKLLQOITIHVYDRYPLFIGYSRKRETIAHCMBDisINEV T NN SR\ 4bIDE
c0400117 (LENRLNFLVLNGIPR AKKH IKLLOITIHVYDYPLEIGYSRKRETIAHCMBDIsINEV T NINHSBNIRERIDEEINN|B NN DK S)ae
MON00290 WYLENRLNFLVLNGIPRYR GLGFAKKHDQSIKLLQEIHVYDRY PLEIGY SRKRFIAHCM|BDIFIN(EV T NisUH NN SBIBEERINNIDNIHN DK SI5e
MONOO556 Y LENRLNELY GIPRYR GLGFAKKHDQSIKLLQEIHVYDRY PLEIGY SRKRFIAHCM|BDIFIN(EV T NisUH NN SBIBEEINNIDNINN DK S|5e
MON0O648 (LENRLNFLVLNGIPRYRILFDWGLGFAKKHDQSIKLLONIHVYDRYPLFIGY SRKRFIAHCMBDIFINEV T NiSUNSRNISBIBEEINNIDNIHN DK SI5e

* GenBank accession numbers: Isolates of China-Myanmar border: KX672040 (MON00648), KX672041 (MON00556), KX672042 (C0400117), KX672043 (MON00290);
Pf: XM_001349382 and K1926388 (Tanzania, TZ 2000708); Thailand (TH) isolates: KJ400022 (haplotype 3) and KJ400024 (haplotype 2). Viet Nam (VN) isolates:
KJ400023 (haplotype 4) and KJ400025 (haplotype 1).

Note that Pf 3D7 carries the mutant type A437G.


http://www.ncbi.nlm.nih.gov/nuccore/574976361

