
 

Additional file 8. Sequence alignment of PmDHPS from the China-Myanmar border area and other regions 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

* GenBank accession numbers: Isolates of China-Myanmar border: KX672040 (M0N00648), KX672041 (M0N00556), KX672042 (C0400117), KX672043 (M0N00290); 

Pf: XM_001349382 and KI926388 (Tanzania, TZ 2000708); Thailand (TH) isolates: KJ400022 (haplotype 3) and KJ400024 (haplotype 2). Viet Nam (VN) isolates: 

KJ400023 (haplotype 4) and KJ400025 (haplotype 1).  

Note that Pf 3D7 carries the mutant type A437G. 
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                                                                                                                             ▼▼         
Pf_3D7           NTIRCLYNKYVSRMKEQYNINIKENNKRIYVLKDRISYLKEKTNIVGILNVNYDSFSDGGIFVEPKRAVQRMFEMINEGASVIDIGGESSGPFVIPNPKISERDLVV [453] 
Pf TZ 2000708  NTIRCLYNKYVSRMKEQYNINIKENNKRIYVLKDRISYLKEKTNIVGILNVNYDSFSDGGIFVEPKRAVQRMFEMINEGASVIDIGGESAAPFVIPNPKISERDLVV [453] 
Pm VN AV1373   DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [128] 
Pm TH Pm5       DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [128] 
Pm TH YA        DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [128] 
Pm VN Av427     DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [128] 
C0400117        DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [107] 
M0N00290        DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [107] 
M0N00556        DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [107] 
M0N00648        DTINTLYLNFIRNFKETYNINIKEFNRRMYVLKDEVSYLKEKTNIVGILNVNYDSFSDGGLFVNPTKAVERMFEMINEGASVIDIGGESSAPYVIPNPSISERDLVI [107] 
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                                                                                                                                    ▼              
Pf_3D7           PVLQLFQKEWNDIKNKIVKCD---------AKPIISIDTINYNVFKECVDNDLVDILNDISACTNNPEIIKLLKKKNKFYSVVLMHKRGNPHTMDKLTNYDNLVYDI [551] 
Pf TZ 2000708  PVLQLFQKEWNDIKNKIVKCD---------AKPIISIDTINYNVFKECVDNDLVDILNDISACTNNPEIIKLLKKKNKFYSVVLMHKRGNPHTMDKLTNYDNLVYDI [551] 
Pm VN AV1373   PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [235] 
Pm TH Pm5       PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHAMDKLTDYNDVVYDI [235] 
Pm TH YA        PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKFLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [235] 
Pm VN Av427     PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [235] 
C0400117        PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [214] 
M0N00290        PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [214] 
M0N00556        PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [214] 
M0N00648        PVLTLFKKKWNEIKYKMKEVDEQNLEKIDRIKPIISIDTVNYNVFKECVENDLVDILNDISACTNNPEIIKLLKKENKFYTVVLMHKRGNPHTMDKLTDYNDVVYDI [214] 
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                                                     ▼       ▼                             ▼ 
Pf_3D7           KNYLEQRLNFLVLNGIPRYRILFDIGLGFAKKHDQSIKLLQNIHVYDEYPLFIGYSRKRFIAHCMNDQNVVINTQQKLHDEQQNENKNIVDKSHNWMFQMNYMRKDKD [659] 
Pf TZ 2000708  KNYLEQRLNFLVLNGIPRYRILFDIGLGFAKKHDQSIKLLQNIHVYDEYPLFIGYSRKRFIAHCMNDQNVVINTQQKLHDEQQNENKNIVDKSHNWMFQMNYMRKDKD [659] 
Pm VN AV1373   KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [341] 
Pm TH Pm5       KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [341] 
Pm TH YA        KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [341] 
Pm VN Av427     KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [341] 
C0400117        KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [320] 
M0N00290        KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [320] 
M0N00556        KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [320] 
M0N00648        KTYLENRLNFLVLNGIPRYRILFDVGLGFAKKHDQSIKLLQDIHVYDDYPLFIGYSRKRFIAHCMDDHNGVINREKLNFYDD--KNDNENDKSKKWLFKVNYMRKDKD [320] 
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