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Supplementary Figure S5. Combined side-by-side comparison of VCN estimation between ddPCR and gPCR. Shown are the combined VCN estimation
results obtained in this study by either ddPCR (three experiments) or gPCR (two experiments). Clones from the low, mid, or high categories were analyzed. Each
clone is represented by the same-shaped symbol and color. Experiment names (ddPCR Exp #1—+#3 and qPCR Exp #1 and #2) are the same as those shown in
Supplementary Table S2.






